Seq. No. 
Gene No. 
Start 
Name 

Start : .. 
GI 

Exons 

GI Descrip. 



57518 

120361 

1466 

OJ000350 35.0419.C2.o2.gp 



Seq. ID OJ000350_35.0419.C2 

Strand + 

End 10495 

Method * AAT/GAP 

End 9127 

Score 1075 



8411 

5455576 * " 

8411. .9127 

4544372/gb| AAD22283. 1 |AC006920_7 6.0e-26 (AC006920) putative 
reverse transcriptase [Arabidopsis thaliana] 



Seq. No. 


57518 








Seq. ID 


OJ000350_35.0419.C2 


Gene No. 


120361 








Strand 


+ 


Start 


1466 








End 


10495 


Name 


OJ000350 35. 


.0419. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat ' 


Start 


8465 








End 


8825 


GI 


none 








Score 


125 


Exons 


8465. .8605, 


8469. 


.8615, 


8652. 


.8825 




Seq. No.. 


. 57518 








Seq. ID 


OJ000350_35.0419.C2 


Gene No. 


120361 








Strand 


+ 


Start 


1466 








End 


10495 


Name 


OJ000350 35. 


.0419. 


C2.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


9001 








End 


9409 


GI 


npne 








Score 


79 


Exons 


9001. .9081, 


9003. 


.9086, 


9165. 


.9407, 9191.. 9232, 9290.. 9409 



Seq. No. 57518 Seq. ID 

Gene No. 120361 Strand 

Start •■ 1466 ' ' End 

Name OJ000350_35 . 04 19 . C2 . o2 . tm Method 

Start 9896 End 

GI none Score 

Exons 9896.. 10246 



OJ000350^35.0419.C2 
+ 

10495 

TBLASTX: Maize 

10246 

206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57518 
120361 
,14 66 

OJ000350_35.0419.C2.o2.ts 

10100 

none 



Seq. ID OJ000350_35.0419.C2 

Strand . + 

End. 10495 . . 

Method TBLASTX :^Soybean ' 

End 10495 

Score 231 



10100. . 10495, 10172. .10378, 10201. .10395 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 



57519. 
120362 
784-5. 

OJ000350_35.0419.C3.o3.gs 

7845 

none 



: ..Seq. ID OJ000350_35.0419vC3. 

Strand + 

. End . 11955 . 

Method GENSCAN 

End 11948 

Score .84 



7845. .7857, 8307. .8384, 8398. .8574, 8816. .8822, 9057. .9095, 

944 9. .9614, 9711. .9743, 10588. . 10722, lllll'. . 1134 8, 
114 99. .11702, 117 92. .1194 8 

57519 ' Seq. ID OJ000350_?5 . 04 19 . C3 

120362 Strand + 

7845 End 11955 

OJ000350_35 . 04 1 9 . C3 . o5 . np Method AAT/NAP 

9562 End 11955 



58001 



GI ' 3243234 Score 982 

Exons 9562.. 9743, 10588 .. 10722, 11111 11348, 114 99 11702, 
11792. .11955 

GI Descrip. (AF071477) isoflavone reductase related protein [Pyrus communis] 

Seq. No, 57519 Seq. ID OJ000350_35 . 04 19 . C3 

Gene No. 120363 Strand 

Start 1 End 3236 

Name OJ000350_35 . 04 19 . C3 . o3 . np Method AAT/NAP 

Start 1 End 3236 

GI 7106512 Score 87 

Exons 1..38, 3000. .3105, 3177.. 3236 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza- sativa] 



Seq. No. 


57519 


Seq. ID 


OJ000350_35.0419. 


C3 


Gene No. 


120363 


Strand 






Start 


1 


End 


3236 




Name 


OJ000350 35.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


1358 


End' 


1445 




GI 


5902445 


Score 


75 




Exons 


1358. .1445 








GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 




Seq. No.- 


57519 . 


Seq. ID 


OJ000350_35.0419. 


C3 


Gene No. 


120363 ' 


Strand . 






Start 


1 


End 


3236 




Name 


OJ000350 35.0419.C3.o2.np 


Method 


AAT/NAP 




-Start 


1663 


End 


3007 




GI 


4680183 


Score 


528 




Exons 


1663. .3007 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


57519 


Seq. .ID 


OJ000350__35.0419. 


C3 


Gene No. 


120364 


Strand 






Start 


3893 


End 


5 906 




Nair(e ' 


OJ000350 35.0.419'.C3.ol.gp. 


Method 


AAT/GAP. .; 




Start 


3893 


End . 


4405 




GI 


uC-osflcyp04 6bllbl 


Score 


1014 




Exons 


3893. .4405 








GI Descrip. 


'2621798 5.0e-20 (AE000850) 


transcriptional regulator 






[Methanobacterium thermoautotrophicum] ' 






Seq. No. 


57519 


Seq. ID 


OJ000350_35.0419.. 


C3 


Gene No. 


120364 ...... 


Strand 






Start 


3893 


' End 


5906 




Name 


OJ000350 35.0419.C3.o4.np 


Method 


AAT/NAP 




Start 


4177 


End 


5906 




GI 


4929731 


Score 


239 




Exons 


4177. .4405, 4547. .4612, 4700. .4825, 5750. .5906 




GI Descrip. 


(AF151889) CGI-131 protein 


[Homo sapiens] 




Seq. No. 


57519 


Seq. ID 


OJ000350_35.0419. 


C3 


Gene No. ■ „ 


120364 


Strand 






Start 


3893 


End 


5906 




Name 


OJ000350 35.0419.C3.o2.tc 


Method 


TBLASTX: Cress 




Start 


4183 


End 


4623 





58002 





GI 


none 




Score 


146 




Exons 


4183. . 4392, 


4208 . . 4405, 4210 


..4398, 4546. .4578, 4564. .4623 




Seq. No. 


57 519 




Seq. ID 


OJ000350_35.0419.C3 




Gene No. 


120364 




Strand 






Start 


3893 




End 


5906 




Name 


OJ000350 35. 


0419. C3 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


4208 




End 


4792 




GI 


none 




Score 


213 




Exons 


4208 . .4405, 


4208 . . 4387, 4210 


..4398, 4546. .4611, 4547. .4612, 






4 586. . 4 612, 


4 685 . . 4792 , 4 685 


..4771, 4699. .4788 




Seq. No. 


57519 




Seq. ID 


OJ000350_35.0419.C3 




Gene No. 


120364 




Strand 






Start 


3893 




End 


5906 




Name 


OJ000350 35. 


04 19 . C3 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


4539 




End 


4793 




GI 


none 




Score 


78 




Exons 


4539 . . 4613, 


A I~ A /~ A f~ "1 A A C A f* 

4546. . 4614, 4546 


..4611, 4685. .4792, 4689. .4793, 






A f C\ C\ /(TOO 

4 699 . .4788 










Seq. No. 


57519 




Seq. ID 


OJ000350_35.0419.C3- 




Gene No. 


120365 




Strand 






Start 


9568 




End 


11991 




Name 


OJ000350 35. 


0419.C3.ol.tc 


■Method 


TBLASTX: Cress 




Start 


9568 




End 


11952 


?! = 


GI 


none 




Score 


95 


jj LH 


Exons 


9568. .9648, 


10588. .10722, 10608.. 10712 


, 11086. .11277, 






11105. .11287 


, 11305. .11355, 


11306. .11347, 11500. .11679, 


; : • 
■= 




11501. .11725, 11513. .11701, 


11790. .11852, 11791. .11853, 






11856. .11942, 11857.. 11952 






rli 


Seq. No. 


57519 




Seq. ID 


OJ000350_35.0419.C3 


_ 


Gene No. 


, 120365 




Strand 






Start 


9568 




End 


11991 




Name.. 


. OJ000350 35. 


0419.C3.ol.ts 


Method 


TBLASTX: Soybean . 




Start 


. 9568 




End 


11969 - . .... 




GI • 


none 




Score 


89' ' 




Exons 


9568. .9639, 


10587. .10712, 10588. .10722 


, 11086. .11352, 


: . S 
« — 




11105. .11287 


, 11306. .11347, 


11501. .11725, 11503. . 11688, 






11516. . 11716, 11784. .11969, 


11791. .11952, 11799.. 11960 




Seq.. No. , 


57519 




Seq. ID 


OJ000350_35.0419.C3.. 




Gene .;No. ■ 


120365 




Strand 






Start" 


. 9568 




End. 


11991 . ... 




Name 


OJ000350 35. 


0419.C3.o2. tm 


Method 


TBLASTX: Maize. 




Start 


10587- 




End 


11341 




GI 


none 




Score 


174 




Exons 


10587. .10712 


, 10588. . 10722, 


10588. .10722, 11086 .. 1134 0, 






11105. .11341 










Seq. No. 


57519 




Seq. ID 


OJ000350_35.0419.C3 




Gene No. 


120365 




Strand 






Start 


9568 




End 


11991 




Name 


OJ000350 35. 


0419.C3.ol. tm 


Method 


TBLASTX: Maize 




Start 


11534 




End 


11958 




GI 


none 




Score 


.201 



58003 




Exons 11534. .11725, 11543 .. 11698, 11784 .. 11951 , 11791.. 11958 



Seq. No. 


57519 






, Seq. ID 


OJ000350_35.0419.C3 


Gene No. •* 


120365 




i -. 


Strand 




"Start 


9568 






End 


11991 


Name 


OJ000350 35 


.0419, 


.C3. ol.tw 


Method 


TBLASTX: Wheat 


Start 


11553 






End 


11991 


GI 


none 






Score 


97 


Exons 


11553. .11687, 11553. .11669, 


11554. .11697, 11555. .11725,' 




11558. .11701, 11790. .11942, 


11791. . 11991, 11803.. 11964 


Seq. No. 


57520 






Seq. ID 


OJ000350_35.0419.C4 


Gene No. 


120366 






Strand 


+ 


Start 


3756 






End 


4256 


Name 


OJ000350 35 


.0419, 


.C4 .ol.np 


Method 


AAT/NAP ' 


Start 


3756 






' End 


4256 


GI 


6721512 






Score 


259 


Exons 


3756. .4025, 


4068. 


..4104, 4217 


. .4256 




GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


57520 






Seq. ID 


OJ000350_35.0419.C4 


Gene No. 


120367 






Strand 


+ 


Start 


6405 






End 


14831 


Name , 


OJ000350 35 


.0419. 


.C4.o2.hp 


Method 


AAT/NAP 


Start 


6405 






■ End, 


8311 


GI 


4582435 






- - Score 


1785 


Exons 


6405;. 8311 










GI^Descrip . 


•(AC007196) 


putative selenium 


-binding protein [Arabidopsis 




thaliana ] 










Seq. No. 


57520 






Seq. ID 


OJ000350_35.0419.C4 


Gene No. 


120367 






Strand 


+ 


Start 


6405 






End 


14831 


Name 


OJ000350 35 


.0419. 


.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


6587 ~ ■ 






End 


8032 


GI 


none 






Score 


4 5 • " 


Exons 


6587. . 6676, 


. 6734. 


..6823, 6761 


..6832, 6959. .7219,. 6962. .7186, 




6962 . 7285, 


7097. 


,.7270, 7196 


. .7285, 7222-. .74 8-2, ' 7232. .7504, 




7289. .7486, 


7301. 


..8032, 7312 


..7422, 7321. .7740, 7804. .7974 


Seq. No. 


57520 






Seq. ID 


OJ000350_35.0419.C4 


Gene No. 


. 120367 






Strand 


+ 


Start 


6405 . 






End 


14831 


Name 


OJ000350 35 


.0419. 


,C4. ol.tw 


Method 


TBLASTX: Wheat 


Start . 


6734 






End . 


7612 


GI 


none 






Score 


82 


Exons 


6734. .6835, 


6962. 


.7264, 6964 


..7257, 7142. .7279, 7172. .7255, 




7298. .7612, 


7309. 


,.7611, 7448 


. .7582 




Seq. No. 


57520 






Seq. ID 


OJ000350_35.0419.C4 


Gene No. 


120367 






Strand 


+ 


Start 


6405 






End 


14831 


Name 


OJ000350 35 


.0419. 


.C4.o3.ts 


Method 


TBLASTX: Soybean 


Start - 


6734 






End 


7531 


GI 


none 






Score 


62 


Exons 


6734 . .6832, 


6962. 


.7252, 7181 


..7285, 7183. .7263, 7268. .7531, 




7309. .7452, 


7316. 


, .7525 







58004 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57520 
120367 
'6405 

OJ000350_35. 

6734 

none 

6734. .6820, 
7310. .7657, 



0419.C4 .o2 .tc'- 



6842. 
7385. 



.6940, 6857. 
.7534, 7387. 



Seq. ID 
StrancT 
End 

Method 

End 

Score 
.6928, 6947.. 7267,' 
.7614, 7658. .7741, 



OJ000350_35.0419.C4 
+ 

14831 

TBLASTX: Cress 
7741 
56 



7085. 
7669. 



.7303, 
,7737 



57520 Seq. ID 

120367 . Strand 
6405 End 
OJ000350_35.0419.C4 .o3.gs Method 
7376 End 
none Score 



OJ000350_35.0419.C4 
+ 

14831 
GENSCAN 
14831 
.52 



7376. .8310, 8315. .8355, 8527. .8832, 9824. .9855, 12834 .. 134 84 , 
13597. .13803, 14 315 .. 14530, 14609. .14831 



Seq. No. 57520 Seq. ID 

Gene No. 120367 Strand 

Start 6405 End 

Name " OJ00035Q_35 . 04 19 . C4 . ol . ts . Method 
Start • ' 7565 • End 

GI none Score 

Exons 7565.. 8089 



OJ000350_35.0419.C4 
+ 

14831 

TBLASTX: Soybean 

80'89 . 

402 



Seq. No. 57520 Seq. ID 

Gene No. 120367 Strand 

Start 6405 End 

Name OJ000350_35 . 04 19 . C4 . ol . tc Method 

Start 7775 End 

GI none Score 

Exons 7775.. 8314, 7786.. 7974, 8032.. 8313 

Seq. No. • 57520 Seq. ID 

Gene No. 120367' Strand 

Start 6405 End 

Name OJ000350_35 . 04 1 9 . C4 . o2 . tm Method 

Start 8032 End 

GI none Score 

Exons 8032.. 8313, 8033.. 8314 



Seq. No. 57520 

, Gene No. . 120367 

Start ■ 6405 

Name OJ000350_35 . 0419 . C4 . o2 . ts 

Start 8096 
GI none 

Exons * 8096. .8314, 8107. .8313 

Seq. No. . 57520 
Gene No. 1203.67. 
Start • 6405 

Name OJ000350_35 . 04 1 9 . C4 . o3 . np 

Start 12914 
GI 2496730 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_35.0419.C4 
+ 

14831 

TBLASTX: Cress 

8314 

421 



OJ000350_35.0419.C4 

.+ ■". 
1-4831 

TBLASTX: Maize 

8314 

438 



OJ000350_35.0419.C4 
+ . 
14831 

TBLASTX : Soybean 

8314 

238 



OJ000350_35.0419.C4 
+ 

14831 * ■ 

AAT/NAP 

14692 

671 



58005 



Exons 12914. .13484, 13597 13803, 14315 .. 14530, 14609.. 14692 

GI Descrip^. . HYPOTHETICAL PROTEIN Y40U PRECURSOR gi | 2182565 | gb | AAB91807 . 1 1 
(AE000089) Y4oU [Rhizobium sp. NGR234] 



OfcJLJ . LS\J t 




Seq. ID . 


OJ000350 


0419 


P4 


belle LNL) . 


1 90^67 


Strand 


+ 






C+- -a v- 1" 
O Lai L 


64 os 


End 


14831 






Name 


O.TOOO^SO 0419 P4 tm 

UUUWU J Ju J J • U 4 X J • O 4 . w J * LUl 


Method 


TBLASTX: 


Ma i v O 




oLdi L 


I JuO J 


End 


13351 






GI 


none 


Score 


180 






Exons 


13085. -.13225, 13085 13330, 


13086. .13349, 13107 


. . 13334, 






X .J *C / X. • X J J Jl ^ X _/ £, / J . • x »j .j _/ w 










O tr LJ • LN U . 


R7 R90 


Seq. ID 


OJ000350 


1 R 04 1 9 


P4 

Vw 4 


belle LNU . 


X \J -J D / 


Strand 


+ 






Cf a r-t- 
Jlait 


64 or 

D1UJ 


End 


14831 






Name 


Pi.TOOO^SO 0419 P4 o4 -t-m 


Method 


TBLASTX : : 


L v Jd lie 




otaiL 


IODjj 


End 


13806 






PT 


none 


Score 


117 






Exons 


13633. .13710, 13635. . 13700, 


13687. .13806, 13702 


..13806 




oeq . lnu . 


57521 


Seq. ID 


OJ000350 


^ R 04 1 Q 


PR 


P zs. r*i a NT 

laene lno . 


120368 


Strand 


+ 








1 


End 


894 






Name 


OJ0O0350 35.0419.C5.ol.np 


Method 


AAT/NAP 






o Lai L > 


1 


End 


894 






PT 
ul 


2496731 


Score 


397 






Exons 


1..66, 306. .559, 740. .894 










GI Descrip. 


HYPOTHETICAL 30.2 KD PROTEIN 


Y40V gi| 21825661 gb 


I AAB9180E 


Ml 




(AE000089) Y4oV [Rhizobium sp. NGR234] 








ocq . LNO . 


57521 


Seq. ID 


OJ000350 


*3 c. 04 1 Q 


PR 


bene lnu ■ 


120368 


Strand 


+ 






oLal L 


1 


End 


894 






Name A* 


OJ000350 35.0419.C5.ol.gs 


Method 


GENSCAN 






Q+- a r-+- 
OLalL 


340 • 


• End 


891 






GI 


none •' 


Score 


.77 






Exons 


340. .559, 740:. 891 










o e q . in o . 


57521 


Seq. ID 


OJ000350 


_35.0419. 


C5 


P ^ A N7 


120369 


Strand 








OLaiL 


1399 


. End 


7569 . 






Name 


OJ000350 35. 04.19. CS'.ol.tc 


Method 


TBLASTX :< 


Cress 




o r.ar t 


1 


End 


923 






GI 


none ... 


Score • . 


115 






Exons 


1..60, 2. .64, 306. .560, 307. 


.363, 311. 


.433, 424 


..570, 738. .785, 




739. .786, 792. .923, 793. .891 










Seq. No. 


57521 


Seq. ID 


OJ000350_ 


_35.0419. 


C5 


Gene No. 


120369 


Strand 








Start 


1399 


End 


7569 






Name 


OJ000350 35.0419.C5.o2.gs 


Method 


GENSCAN 






Start 


1399 


End 


7157 






GI 


none 


Score • ■ 


.42 






Exons 


1399. .1684, 1690. .1987, 4039 


..4164, 5456. .5619, 


6997 . .7157 


Seq. No. 


57521 


Seq. ID 


OJ000350_ 


_35.0419. 


C5 



58006 




Gene No. 


120369 








Strand 




Start 


1399 








End 


7569 


Name 


OJ000350 35 


.0419 


.C5.o2. 


np 


Method 


AAT/NAP" 


Start. 


5219 








• End 


75'69 


GI ' 


4581164 








Score 


1176 


Exons 


5219. .5655, 


5792 


. .6815, 


6972. 


.7569 




GI Descrip. 


(AC006220) 


putative retroelement pol ] 


polypro'tein [Arabidop: 




thaliana] 












Seq. No. 


57521 








Seq. ID 


OJ000350 35. 0419. C5 


Gene No. 


120369 








Strand 




Start 


1399 








End 


7569 


Name 


OJ000350 35 


.0419, 


.C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


5238 








End 


5570 


GI 


none 








Score 


169 


Exons 


5238. .5309, 


5309, 


. .5416, 


5421. 


.5570 




Seq. No. 


57521 








Seq. ID 


OJ000350_35.0419.C5 


Gene No . 


120369 








Strand 




Start 


1399 








End 


7569' • 


Name 


OJ000350 35 


. 0419 , 


. C5 . o3 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5244 








End 


5564 


GI 


none 








Score 


39 


Exons 


5244 . .5309, 


5309, 


. .5416, 


5382. 


.5417, 5413. .5562, 5424. .5564, 




S428. .5562 


- 










Seq. No. 


57521 








Seq. ID 


OJ000350_35.0419.C5 


Gene No. 


120369 








Strand 




Start 


1399 








End 


7569 


Name 


OJ000350 .35 


.0419. 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start' 


5682 








End 


6218 


GI 


none 








Score 


39 


Exons 


5682. .5747, 


5759, 


. .5791, 


5825. 


.5935, 5936. .6148, 5964. .6011, 




6000. . 6116, 


6123, 


. . 6218, 


6178. 


.6216 




Seq. No. 


57521 








Seq. ID 


OJ000350_35.0419.C5 


Gene No. 


120369 








Strand 




Start 


1399' 








End 


7569 


Name 


OJ000350 35 


.0419. 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5825 








End 


6154 


GI 


none 








Score 


61 


Exons 


5825. .592.9, 


5826. 


, .5936, 


.5936.. 


.6154, 6003.. 6101 ..... 


Seq. No. 


57521 \ 








Seq. ID 


QJ000350_35. 0419.C5 


Gene No. 


■120369..* '*■ .* 








Strand 




Start 


1399 








End 


7569 


Name 


OJ000350 35 


.0419. 


,C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6050 








End 


6453 


GI 


none 








Score 


60 


Exons 


6050. .6160, 


6051. 


, .6173, 


6132. 


.6452, 6157. .6453 


Seq. No. 


57521 








Seq. ID 


OJ000350_35.0419.C5 


Gene No. 


120369 








Strand 




Start 


1399 








End 


7569 


Name 


OJ000350 35 


.0419. 


,C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6381 








End 


6963 


GI 


none 








Score 


188 



58007 



Exons 6381.. 6449, 6461. .6844, 6468.-6896, 6471.. 6962, 6475.. 6963 



Seq. No. 


57521 








Seq. ID 


OJ000350_35.0419 


Gene No. 


•120369 








Strand 


— 


Start 


1399 








End 


7569 


Name 


OJ000350_35. 


0419. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6795 








End 


7155 


GI 


none 








Score 


105 


Exons 


6795. .7148, 


6829. 


.7155 








Seq. No. 


57521 








Seq. ID 


OJ000350_35. 0419 


Gene No. 


120369 








Strand 


— 


Start 


1399 








End 


7569 


Name 


OJ000350_35. 


0419. 


C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6909 








End 


7267 


GI 


none 








Score 


84 


Exons 


6909. .7148, 


6922 . 


.7146, 


7223. 


. 7267 




Seq. No. 


57521 








Seq. ID 


OJ000350_35.0419 


Gene No. 


120369 * 








Strand 




Start 


1399 








End 


7569 


Name 


OJ000350 35. 


0419. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6966 








End 


7178 


GI 


none 








Score 


94 


Exons 


6966. -.7178, 


6969. 


.7154, 


6973. 


.7155 





Seq. No. 57521 

Gene No. 120369 

Start 1399 

Name OJ000350_35 . 04 19 . C5 . o2 . tm 

Start 7193 

GI none 
Exons 



Seq. ,ID OJ000350_35.0419.C5 
Strand 
End 

Method 
End 
Score 



7569 

TBLASTX: Maize 

7569 

187 



7193. .7492, 7200. .7496, 7205. .7501, 7507. .7569 



Seq. No. 57521 

Gene No. 120369 

Start , 1399 

Name OJ000350_35 . 04 1 9 . C5 . o4 . tw 

Start 7244 

GI none 

Exons 7244. .7498, 7301. .7495, 



Seq. ID OJ000350 35. 0419. C5 



Strand 
End 

Method 
End 
Score 
7501. .7569 



7569 

TBLASTX: Wheat 

7569 

91 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57522 
120370 



Seq. .ID OJ00035p_J35.0419.C6. 
Strand ' 



357 • - * J End 

OJ000350__35 . 04 1 9 . C6 . ol . gs Method 
357 End 
none Score 
357. .491, 543. .983, 1040. .1058, 1320. 
4500. .4683, 5231. .5395 



5395 . 
GENSCAN 
5395 
.45 

1359, 3285.-3782, 



Seq. No. 57522 Seq. ID OJ000350_35 . 04 1 9 . C6 

Gene No. 120370 Strand 

Start 357 End 5395 

Name OJ000350_35 . 04 1 9 . C6 . ol . np Method AAT/NAP 

Start 3104 End 4529 

GI 5852084 Score 89 



58008 






Exons 


3104. .3190, 4509. .4529 




- 




GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 








S7S23 


Seq. ID 


OJ000350 35. 0419. C7 




Gene No. 


120371 


Strand 


+ , 




Start " 


1039 


End 


1408 




Name 


OJ000350 35.0419.C7.ol.gs 


Method 


GENSCAN 




Start 


1039 


End 


1408 




GI 


none 


- Score 


. 73 




Exons 


1039. .1083, 1361. .1408 








Seq. No. 


57523 


Seq. ID 


OJ000350 35 . 0419 . C7 






120372 


Strand 






Start 


2437 


End 


5000 




Name 


OJ000350 35.0419.C7.ol.np 


Method 


AAT/NAP 




Start 


2437 


End 


5000 




GI 


6692098 


Score 


500 




Exons 


■ 2437. .3168, 4854. .5000 








GI Descrip. 


(AC007764) F22C12.10 [Arabidopsis thaliana] 




Seq. No. 


57523 


Seq. ID 


OJ000350_35.0419.C7 




Gene No. 


120373 


Strand 






Start 


. 6001 


End 


6365 




Name 


OJ000350 35.0419.C7.o2.np 


Method 


AAT/NAP ■ 




Start 


"6001 ' 


. End 


6365 


r ^ 


GI 


119714 


" Score 


7 6 


ru 


Exons 


6001. .6365 








GI Descrip. 


EXTENSIN PRECURSOR {CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 




gi|82169|pir| IS06733 hydroxyproline-rich glycoprotein precursor 



common tobacco gi 1 198 67 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 



57523 

120374 

7930 

OJ000350_35. 

2359 

rfbne 

2359. .2646, 
2406. .2513, 
2476. .2652, 
25.42. .2652, 
2653.-298.8, 
2660. .2779, 
2779. .2841, 
2967. .3029, 
3061. .3144, 



0419.C7.ol.tm- 



2366. 
2422. 
2488. 
2567. 
2653, 
2767. 
2920, 
2968. 
3062. 



,2647, 2374, 

,2541, '2423. 

,2589, 2492. 

,2644, 2647, 

,2787, 2654, 

,284i, 2767. 

,3111, 2953.. 

,3141, 3007, 

,3145, 3097, 



Seq. I 
Strand 
End 

Method 

End 

Score 
.2577, 
.2542, 
.2617, 
.2715, 
.2938, 
.2841, 
.3078, 
.3171, 
.3150 



D OJ000350_35.0419.C7 
8098 

TBLASTX : Maize 
3184 • . ' 

369 

2397. .2579, 2403. .2585, 
2461. .2568, 2467. .2649, 
2531. .2677, 2536. .2592, 
2648. .2731, .2648. .2827, 
2654. .2779,. 2659 ... 2787, . 
2774 . '.2857, ' 2776. .2856, 
2962, .3150, . 2964 . .3140, 
3043. .3153, 3050. .3184, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



57523 

120374 

7930 

OJ000350_35.0419.C7 .ol. tc 

2389 

none 

2389;. 2628, 2392. .2592, 2392. 
2392..2'595, 2392.. 2589, 2393. 
2393. .2521, 2402. .2602, 2423. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 35. 0419. C7 



8098 

TBLASTX: Cress 
3184 
64 

2652, 2392. .2592, 2392. 
2569, 2393.. 2629, 2393. 
2617, 2437. ..2592, 2438. 



,2655, 
,2644, 
,2644, 



58009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2438. 
2524 . 
2647. 
2648. 
2654. 
2767. 
2776. 
2926, 
-2995, 



.2644, 
.2592, 
.2787, 
.2731, 
.2779, 
.2883, 
.2841, 
.3150, 
.3150, 



2449. 
2533. 
2647 . 
2651. 
2674 . 
2767. 
2790. 
2927. 
2996. 



.2586, 
.2652, 
.2787, 
.2779, 
.2778, 
.2841, 
.2879, 
.3142', 
.3184, 



2459. 
-2540. 
2647. 
2653. 
2675. 
2767. 
2926. 
2995. 
3001. 



.2644, 
.2644, 
.2787, 
.2748, 
.2779, 
.2883, 
.3183, 
.3171, 
.3171, 



2459. 
2582. 
2647. 
2653. 
2 683. 
2774 . 
2926. 
2995, 
3052, 



.2644, 
.2644, 
.2787, 
.2772, 
.2787, 
.2884, 
.3141, 
.3150, 
.3183, 



2462. 
2647. 
2648. 
2653; 
2767 . 
2774. 
2926. 
2995. 
3064 . 



.2653, 
.2778, 
.2752,. 
.278.7, 
.2883, 
.3151, 
.3126, 
.3090, 
.317.1 



57523 

120374 

7930 

OJ000350_35. 

2392 

none 

2392. .2652, 
2392. .2595, 
2402. .2620, 
2423. .2620, 
2450. .2629, 
2487. .2597, 
2600. .'2644, 
2647. .2787, • 
2653. .2748, 
2654. .2743, 
2693. .2779, 
2767. .2883, 
2926. .3126, 



0419.C7.ol.ts 



2392. 
2393. 
2416. 
2423. 
2454. 
2501. 
•2647. 
2648. 
2653. 
2674. 
2695. 
2774 . 
2995. 



.2586, 
.2569, 
.2628, 
.2617, 
.2522, 
.2572, 
.2778, 
.2779, 
.2748, 
.2778, 
.2733, 
.3184, 
.3171, 



2392. 
2393, 
2419, 
2438, 
2456, 
2507, 
2647, 
2648, 
2653. 
2675. 
2723. 
2828. 
2995. 



Seq. ID OJ000350 
Strand 

End 8098 
Method TBLASTX: 
End 3196 
Score 118 
.2589, 2392.-2586, 
.2644, 2396. .2512, 
.2619, 2419. .2589, 
.2644, 2443.-2589, 
.2644, 2456.-2644, 
.2644, 2507.. 2638, 
.2787, 2647. .2787, 
.2746, 2648. .2779, 
.2787, 2654.. 2779, 
.2779, 2683.-2787, 
.2743, 2767. .3183, 
.3196, 2926.. 3051, 
.3126, 3052. .3183, 



35. 0419. C7 



Soybean 



2392. 
2402. 
2420. 
2444. 
2459. 
2518. 
2647. 
2648. 
2654. 
2693. 
27 67^. 
2926. 
3064 . 



.2592, 
.2581, 
.2620, 
.2644, 
.2644, 
.2652, 
.2787, 
.2779, 
.2779, 
.2779, 
.2841, 
.3150, 
.3150 



57523 
120374 
7930 

OJ000350_35.0419.C7.ol.gp 
7930 

uC-osflcyp039h04bl 
7930. .8098 *• 
1 161727 4/emb | CAA96522 | 1.0e-09 (Z72152) AMP-biriding protein 
[Brassica napus] 1 



Seq. ID OJ000350_35.0419.C7 
Strand 

8098 
AAT/GAP 
8098 
304 



End 

Method 

End 

Score 



Seq. No. 


57523 


Seq. ID 


OJ000350_35. 0419. 


C7 


Gene No. 


120375 


Strand 






Start 


1.0736 


End . 


11119 . 




Name 


OJ000350 35.0419.C7.ol.tw 


Method • 


TBLASTX: Wheat 




Start 


10736 


End 


111.19 




GI 


none 


Score 


115 




Exons 


10736. . 108 94, 10922. .11119 








Seq. No. 


57524 


Seq. ID 


OJ000350_35. 0419. 


C8 


Gene No. 


120376 


Strand 


+ 




Start 


5588 


End 


6608 




Name 


OJ000350 35.0419.C8.o3.np 


Method 


AAT/NAP 




Start 


5588 


End 


6608 




GI 


1232069 


Score 


152 




Exons 


5588. .5658, 6323.. 6464, 6576. 


.6608 






GI Descrip. 


(L77080) cationic peroxidase 


[Stylosanthes humilis] 





58010 



Seq. No. 


57524 




Seq. ID 


OJ000350 


Gene No. 


120376 




Strand 


+ 


Start 


5588 




End 


a a c\ q 


Name 


OJ000350_35 . 0419 . C8 . 


o2 . gs 


Method _ 


GENSCAN 


Start 


6237 




End 


f A C A 

64 64 


GI 


none 




Score 


. 7 


Exons 


6237 . .6464 








Seq. No. 


57524 




beq. id 




Gene No. 


120377 




Strand 




Start 


1 




End 


4803 


Name 


OJ000350 35. 0419. C8. 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


4803 


GI 


7486147 




Score 


1396 


Exons 


1..2689, 2823. .3231, 


3382. 


.4010, 4764. 


.4803 



35.0419. C8 



GI Descrip. hypothetical protein F25I24.40 - Arabidopsis thaliana 
gil 4539357 | emb | CAB40051 . 1| (AL049525) putative protein 
[Arabidopsis thaliana] gi | 7267781 | emb | CAB81184 . 1 | (AL161518) 
putative protein [Arabidopsis thaliana] 



Seq. No. . 57524 Seq. ID 

Gene No. 120377 Strand 

Start 1 * End 

Name OJ000350_35 . 04 19 . C8 . o3 . tm .. Method 

Start" 6 - End 

GI none Score 

Exons 6.. 224, 16.. 57, 85.. 207 

Seq. No. 57524 ~ Seq. ID 

Gene No. 120377 ' Strand 

Start 1 End 

Name OJ000350_35 . 04 1 9 . C8 . o3 . tw Method 

Start 6 End 

GI none - Score 

Exons 6. .125, 6. .149, .7. .150 

Seq. No. '57524 Seq.. ID 

Gene No. 120377 Strand' 

Start 1 End 

Name OJ000350_35 . 04 19 . C8 . ol . ts Method 

Start 33 End 

GI none Score . 

Exons. 33.. 248, 25.2., .452 .. 

Seq. No. 57524 Seq, . ID 

Gene No. . 120377 Strand 

Start 1 End 

Name OJ000350_35 . 04 19 . C8 . o2 . tw Method 

Start 156 End 

GI none Score 
Exons 



OJ000350_35.0419.C8 
4803 

TBLASTX: Maize 

224 v 

43 



OJ000350_35.0419.C8 
4803 

TBLASTX: Wheat 

150 

78 



OJ00035'0_35.0419..C8 . 
4803 

TBLASTX: Soybean 
452 

120 .... 



OJ000350_35.0419.C8 
4803 

TBLASTX: Wheat 

573 

40 



156. .218, 189. .572, 193. .219, 208. .573 



Seq. No. 57524 

Gene No. . 120377 
Start 1 

Name OJ000350_35 . 04 19 . C8 . ol . tm 

Start 225 



Seq. ID OJ000350_35.0419.C8 

Strand - 

End 4803 

Method TBLASTX : Mai ze 

End 1169 



58011 



GI none Score 109 

Exons 225.. 455, 537.. 677, 771.. 1022, 1005.. 1169 



Seq. No. 


57524 


Seq. ID 


OJ000350 35 0419 C8 


fipriP No 


120377 


Strand 




Start 


1 


End 


4803 


Name 


OJ000350 35.0419.C8.ol.tw 


Method 


TRLASTX * Wheat' 


Start 


745 


End 


1124 


GI 


none 


Score 


48 


Exons 


745. .804, 746. .796, 751. .912, 


77lT. 911, 


811.. 912, 818. .913, 




903.. 1121, 906.. 1124, 1021.. 1122- 




Seq. No. 


57524 


Seq. ID 


OJ000350_35.0419.C8 


(^pnp No 


120378 


' Strand 




Start 


6210 


End 


6608 


Naine 


OJ000350 35.0419.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


6210 


End 


6608 


GI 


none 


Score 


185 • 


Exons 


6210.. 6389, 6315.. 6464, 6323. 


.6463, 6576.. 6608 


Seq. No. 


57525 


Seq. ID 


OJ000350_35.0419.C9. 


Gene No. 


120379 


Strand 


+ 


Start 


1 


End 


711 


Name 


OJ000350 35.0419.C9.ol.np 


Method 


AAT/NAP 


Start 


.1 


End 


585 


GI 


7433086 


Score 


360 


Exons 


1. .585 






Si Descrip. 


peroxidase (EC 1.11.1.7) pxdD precursor 


- alfalfa (fragment) 



gi I 537319 | gb | AAB41812.il (L36158) peroxidase [Medicago sativa] 



Seq. No. 57525 Seq. ID 

Gene No. 120379 Strand 

Start 1 End 

Name ' OJ000350_35 . 04 19 . C9 . ol . gs Method 

Start ' 58 End 

GI none Score 
Exons ' .58 . .71.1 



OJ000350_35.0419.C9 
+ 

711 

GENSCAN 

711 

.58 



Seq. No. 57525 

Gene No. 120380 

Start 4179 

Name , OJ0.00350_35 . 04 19 . C9 . ol . tc 

■ Start 1 '. . 

GI none 

.Exons .1. .306,. 334 . .546 



Seq. ID OJ000350_35.0419.C9 
Strand 

End 5434 

Method TBLASTX: Cress 

End ' 54 6 ... ,' 

Score- • 223 



Seq. No. 57525 

Gene No. 120380 

Start 4179 

Name OJ000350_35 . 04 19 . C9 . ol . tm 

Start 1 

GI none 

Exons 1..327, 1..288, 3. .329 



Seq. ID OJ000350_35.0419.C9 
Strand 

End 5434 

Method ' TBLASTX : Mai ze 

End 329 

Score 460 



Seq. No. 57525 .Seq. ID OJ000350_35 . 04 1 9 . C9 

Gene No. 120380 Strand 

Start 4179 < End 5434 



58012 



Name 


runnn^Rri n4iQ 


PQ nl 


f c 
us 


Mq f Vi ^"\/-4 

L v je tnou 


TRT Z1QTY • Q/M/Koan 




1 
1 






Htna 


^7 




none 






Score 


o c 9 ■ 
<i D c. 


Exons 


i ^nfi 








- - 


Seq. No; 


57525 






Seq. ID 


OJ000350_35.0419.C9 


Gene No. 


120380 






Strand 




OLall 


4179 








S A ^A 


Name 


OJ000350 35.0419. 


C9.ol. 


L W 


Mo f fi rsH 


"TRT Zi QTY • Whoa f 


Qf a r- f 


250 






FnH 

_na 


D i7 1 


P T 


none 






Score 






250. .288, 256. .591, 272 


. • J JO / 




, J*lU . . J*! J 


Seq. No. 


57525 






Seq. ID 


OJ000350_35-.0419.C9 


Gene No. 


120380 






Strand 




Qf a yf- 


4179 








R A ^ 4 


Name 


OJ000350 35.0419. 


C9.o2. 


f m 

tin 


IWl /-N +* V*i /"N 

ixie tnoa 


1 n L1A0 1 a . LYia x z e 


Cf 3 V~f 


385 






LliU 


£ A fi 
O 40 


P T 


none 






Score 


ZD1 


Hi AOIlO 


385. .543, 393. .584, 394 


- f*A P 
■ . O *± 0 






Seq. No. 


57525 






Seq. ID 


OJ000350_35.0419.C9 


Gene No. 


120380 






Strand 




■ Of a v~f 


4179 






End 


5434 


Name 


OJ000350 35.-0419. 


C9.o2. 


gs « 


Method 


GEN SCAN 


Of 3 y~ f 


4179 






End a , 


5434 • 


P T 


none 






Score 


.68 


IT* /"\ Y"^ C7* 


4179. .4209, 4780. 


.4909, 


r n i 9 


.5268, 5349. .5434 


o e q . no. 


57525 






Se'q. ID 


OJ000350_35.0419.C9 


Gene No. 


120381 






Strand 




Start 


5347 






End 


6306 


Name 


OJ000350 35.0419. 


C9.o3. 


f -m 
LIU 


Method 


TBLASTX: Maize 


Of 2 v*f 


5347 






End 


6306 


P T 


none 






Score 


106 


Exons 


5347. .5436, 5348. 


.5437, 


^ *3 A P. 
JJ40 . 


.5446, 5356.. 5442, 5963.. 6070, 




, .. .6006, . 6071, ,.6007". 


.6075, 


D 1 1 1 . 


.6293, 6177. ..630.2/, 617.8... 6306 


o e q . in o . 


57526 






Seq. ID 


OJ000350_35. 0419. CIO 


Ppr-io Kin 


120382 






Strand 




Start 


6186 






End 


6695 


Name 


OJ000350 35.0419. 


C.lO.ol 


• gp . . . 


Method 


AAT/GAP. 


.Start . 


6186 . 






End . 


.6695 


GI 


2310359 " 






Score 


161 


Exons 


6186.. 6292, 6665. 


.6695 








GI Descrip. 


5777612/emb|AJ245900.1 IOSA245900 2 . Oe- 


31 Oryza sativa chrom* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 BAC q3037-207Fl complete genome 



57527 
.120383 
106 

OJ000350_35.0419.Cll.ol.gs 

106 

none 

106. .201, 384. .470, 814. .877 



Seq. ID OJ000350_35.0419.C11 

Strand + 

End 877 

Method GENSCAN 

.End 877; ■ 

Score ' . 7 



Seq. No. 



57527 



Seq.' ID OJ000350_35.0419.C11 



58013 



Gene No. 120384 Strand + 

Start .4819 End . 8469 

Name . OJ000350_35 . 04 19 . Cll . o3 .--gs Method GENS CAN 

Start .4819 End 8361 

GI none Score .63 

Exons 4819.. 5345, 6213.. 7996, 8057.. 8361 

Seq. No. 57527 Seq. ID OJ00035.0_35 . 04 1 9 . Cll 

Gene No. 120384 Strand + 

Start 4819 End 8469 

Name OJ000350_35 . 04 19 . Cll . o3 . np Method AAT/NAP 

Start 7978 End 8469 

GI 7248394 Score 758 

Exons 7978.. 8469 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC.F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57527 
120385 
1870 

OJ000350_35.0419.Cll.ol.tm 
1704 



none 
1704 . 
2255. 
2609. 



Seq. ID OJ000350_35. 0419. Cll 
Strand 

3813 

TBLASTX: Maize 
2991 
86 



End 

_ Method 

End 
Score 

1781, 1811. .1882, 1821. .1883, .1871. .2038, 1879. .2004, 
2398, 2266. .2397, 2270. .2437, 2602. .2757, 2603. .2758, 
2761, 2880. .2981, 2886. .2969, 2893. .2991, 2894. .2983 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 35. 0419. Cll 



57527 
120385 
1870 

OJ000350_35.0419.Cll.ol.np 
1820 
4185143 

1820.. 2005, 2267.. 2398, 2610.. 2761, 2886.. 2972, 3597.. 381-3 
(AC005724) putative signal recognition particle receptor beta 
subunit [Arabidopsis thaliana] 



3813 
AAT/NAP 
3813 
478 



Seq. No. 


57527 








Seq. ID 


OJ000350 


_35. 0419. Cll 


Gene No. 


120385 








Strand 






Start. 


. 1870 








End 


. .3813. . 




Name 


OJ000350 35, 


.0419. 


.Cll.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


18.23 








. End.. 


2969 




GI 


none 








Score 


90 




Exons 


1823. .1879, 


1882, 


. .2004, 


1883. 


.2044, 2266. .2436, 


2267. .2398, 




2595. .2684, 


2609. 


, .2761, 


2636. 


.2755, 2786. .2821, 


2886. .2969 


Seq. No. 


57527' 








Seq. ID 


OJ000350 


_35. 0419. Cll 


Gene No. 


120385 








Strand 






Start 


1870 








End 


3813 




Name 


OJ000350 35. 


.0419. 


.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


1870 








End 


2933 




GI 


none 








Score 


.74 




Exons 


1870. .2005, 


2267. 


, .2398, 


2610. 


.2758, 26 


186. .2933 





58014 



Seq. No. 57527 

Gene No. 120385 

Start 1870 

Name OJ000350_35. 0419.C11 .'ol'.'tc 

Start 2645 

GI - none 
Exons 



Seq. ID OJ000350_35.0419.C11 
Strand 

End 3813 

Method TBLASTX: Cress 

End .2991 

Score 93 



2645. .2779, 2648. .2761, 2895. .2969, 2923. .2991 



Seq. No. 57527 

Gene No. 120386 

Start 6568 

Name OJ000350_35 . 0419 . Cll . o2 . tm 

Start 6568 

GI none 
Exons 



Seq. ID OJ000350_35. 0419. Cll 
Strand 

End 6936 

Method TBLASTX : Mai ze 

End 6936 

Score ■ 156 



6S68..6693, 6585. .6692, 6718. .6936, 6718. .6840 



Seq. No. 57528 

Gene No. 120387 
Start .-■ 599 

Name OJ000350_35 .0419. C12 . ol . gs 

Start 599 

GI none 

Exons 599. .689, . 908. .954 



Seq. ID OJ000350_35.0419.C12 

Strand 

End' 954 

Method GENSCAN 

End 954 

Score .82 



Seq. - No. 57529 ' 

Gene No. 120388 

Start 601 v 

Name OJ000350_35 . 0419 . C13 . ol . ts 
Start ■ 588 

GI none' 
Exons 



Seq. ID OJ000350_35.0419.C13 
Strand 

End , 1419 

Method TBLASTX : Soybean 

End 1333 

Score 47 



588. .671, 595. .672, 602. .673, 756. .875, 757. .876, 765. .875, 
1219.. 1305, 1307.. 1333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57529 

120388 

601 

OJ000350_35.0419.C13.ol. tm 

595 

none 



Seq. ID OJ000350_35.0419.C13 
Strand 

End 1419 

Method TBLASTX: Maize 

End 1333 

Score 99 



595. .672, 595. .672, 596. .673, 749. .853, 757. .855, 757. .849, 
765.. 878, 1219.. 1299, 1219.. 1305, 1229.. 1306, 1307.. 1333 



57529 ......... 

120388 
601 

OJ000350_35.0419.C13.ol.gs 
601 
none 

601. .671, 758. .853, 1224. .1327 



Seq... .ID .OJ000350_35.0419.C13.' 
Strand 

End . .1419. 

Method GENSCAN 

End 1327 

Score . 97 



Seq. No. 57529 

Gene No. 120388 

Start 601 

Name OJ000350_35 . 04 19 . C13 . ol . np 

Start 604 

GI 5669871 

Exons 604. .671, 758. .853, 1224. .1419 



Seq. ID OJ000350_35.0419.C13 
Strand 

End 1419 

Method AAT/NAP 

End 1419 

Score 324 



58015 



GI Descrip. (AF135014) dihydrolipoamide S-acetyltransf erase [Zea mays] 



Seq. No. • 57530 Seq-; ID 

Gene No. 120389 "-Strand 

Start 4678 End 

Name OJ000350_35 . 0419 . C14 . o2 . gs - Method 

Start 4678 -End 

GI none Score 
Exons 



OJ000350_35.0419.C14 
+ 

7661 
GEN SCAN 
7661 
.59 



4678. .4716, 5410. .5509, 5532. .5655, 5987. .6160, 6396. .6809, 
6901. .6978, 7400. .7661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

GI Descrip. 



57530 Seq. ID 

120389 ~ Strand 

4678 End 
OJ000350_35.0419.C14 .o2.np Method 

5450 End 

5902448 Score 
5450. .6316 

. (AB030283) orf3 [Oryza sativa] 



OJ000350_35.0419.C14 
+ 

7661 
AAT/NAP 
6316 
432 



57530 
120390 
1 

OJ000350_35.0419.C14 .ol.np 
1 . " 

6539553 
1.-919 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ000350_35.0419.C14 

Strand . - 

End 3586 

Method AAT/NftP 

End -919 

Score 1109 





Seq. No. 


57530 


Seq. ID 


OJ000350_35.0419.C14 




Gene No.. . 


120390 


Strand 




£3 


Start 


1 


End 


3586 




Name 


OJ000350 35.0419.C14.ol.gs 


Method 


GENSCAN 


I i 


- Start - 


• 140 


'. End 


3586 


: 


GI 


none 


Score 


.6 


%4 
1 J 


Exons 


140. .403, 1401. .1793, 2435., 


.2500, 2704 


..2825, 3529. .3586 


r 

rx. is 


Seq. No. 


57530 


Seq. ID 


OJ000350_35.0419.C14 




Gene No. .. 


120391 


Strand 






Start 


,8853 ■ 


.End 


9597 




Name 


OJ000350 35.0419.C14.o3.gs 


. Method 


GENSCAN 




Start . 


. 8853 .... . 


End. 


9597. : -. . 




GI 


none 


Score 


. 61 




Exons 


8853. .9021, 9254.. 9597 








Seq. No. 


57530 


Seq. ID 


OJ00Q350_35.0419.C14 




Gene No. 


120392 


Strand 






Start 


11099 


End 


12565 




Name 


OJ000350 35.0419.C14.ol.ts 


Method 


TBLASTX: Soybean 




Start 


12 


End 


358 




GI 


5752663 


Score 


66 




Exons 


12.. 152, 176.. 358, 192.. 281 








GI Descrip. 









58016 



# 



Seq. No. 57530 Seq. ID 

Gene No. 120392 Strand 

Start a 11099 End 

Name OJ000350_35 .04 1 9 . C14 . ol . tc Method 

Start 21 End 

GI none , Score 

Exons 21. .158, 176. .277, 189. .275 



OJ000350_35.0419.C14 
12565 

TBLASTX: Cress 

277 

75 



Seq. No. 57530 Seq. ID 

Gene No. 120392 Strand 

Start 11099 End 

Name OJ000350_35 . 04 1 9 . C14 . ol . tw Method 

Start 290 End 

GI none \ Score 

Exons 290.. 532, 290.. 520, 547.. 627, 561. 

649. .804, 788. .844, 851. .919, 879. 



OJ000.350 35.0419.C14 



12565 

TBLASTX: Wheat 
919 
162 

614, 634. .804, 648. .803, 
914 



o e q . t\ o . 


j / jjU 




Seq. ID 


OJ000350_35.0419.C14 




1 9n^Q? 




Strand 




Start 


11099 




End 


12565 


Name 


OJ000350 35.0419.C14. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


10994 




End 


11715 


GI 


none 




Score 


50 


Exons 


10994. .11038., 10995.. 


11030, 


11054 .. 11083, 11055. . 11114, 




11102. .11335, 11123.. 


11311, 


11361*. .11558, 11362. . 11556, 




11556. .11603, 11626.. 


11715 






Seq. No. 


57530 




Seq. ID 


OJ000350_35.0419.C14 


Gene No. 


120392 




Strand 




Start 


11099 




End 


12565 


Name 


OJ000350 35.0419.C14. 


o4 . gs 


Method 


GENSCAN 


Start 


11099 




End 


12165 


GI 


none 




Score 


.86 


Exons 


11099. .11395, 11760.. 


11885, 


12059. .12165 


Seq. No. 


57530 




Seq. ID 


OJ000350_35. 0-419. C14 


Gene No.- 


120392. 




Strand 




Start 


' 11099 




End 


12565 


Name 


OJ000350 35.0419.C14. 


o3 . np 


Method 


AAT/NAP 


Start 


11120 




End 


12565 


GI 


6069646 




Score 


246 


Expns 


11120. .11779, .12541.. . 


12565 






GI . Descrip . 


. (AP000616) -similar. to 


■ putative . reverse. 


transcriptase . (AC005315) 



[Oryza sativa] gi I 6907112 j dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis. thaliana chromosome. .11. BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 57530 

Gene No. 120392 

Start 11099 

Name OJ000350_35 . 04 19 . C14 . o2 . tw 

Start 11138 

GI none 

Exons 11138. .11353, 11159 .. 11302, 11391.. 11534 



Seq. ID OJ000350_35.0419.C14 
Strand 

End 12565 

Method TBLASTX : Wheat 

End 11534 

Score 55 



Seq. No. 57531 Seq. ID OJ000350_35 . 04 19 . C15 

58017 



Gene No. 

Start 

Name 

Start 

GI >• 

Exons 1 ,. 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



120393 Strand 

5004 End 

OJ000350_35 .0419. CIS . o2 . np Method 

'5004' ' End 

6498436 Score 



+ 

11268 
AAT/NAP 
11268 
370 



5004. .5022, 93S8..9684, 11150. .11268 
(AP000815) hypothetical protein [Oryza sativa] 



57531 
120394 
12017 

OJ000350_35.0419.C15.o2.gs 
12017 
none 

12017. .12166, 12491. . 12651, 12888 .. 13076, 13140 
13567. .13785 



Seq. ID OJ000350_35.0419.C15 

Strand + 

End 14981 

Method GENSCAN 

End 13785 

Score .66 

.13425, 



Seq. No. 

Gene No.* 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57531 

120394 

12017 

OJ000350_35.0419.C15.o3.np 

12017 

4 680183 



Seq. ID OJ000350_35.0419.C15 

Strand + 

End 14981 

Method AAT/NAP 

End 14981 

Score 1235 



• 12017. .12651, 12691. .13778, 14916.. 14981 
(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



57531 

120395 

1 

OJ000350_35.0419.C15.ol.np 
1 

7487880 



Seq. ID OJ000350_35.0419.C15 
Strand 

End 7721 

Method AAT/NAP 

End 7720 

Score 407 . 



1..25, 124. .166, 1183. .1295, 3913. .3998, 7307. .7591, 7646. 
hypothetical protein T9J22.14 - Arabidopsis thaliana 
gi 12739372 | gb|AAC14496. 1| (AC002505) hypothetical protein 
[Arabidopsis thaliana] 



.7720 



Seq. No. 57531 Seq. ID 

Gene No. 120395 Strand 

Start 1 End 

Name OJ000350_35 . 0419 . C15 . ol . tm Method 

Start 112 End 

GI ... none Score . 
Exons 



OJ000350_35.0419.C15 
7721 

TBLASTX: Maize 

7721 

81 



112. .174, 112. .174, 1155. .1304, 1169. .1294, 3767..3847, 
3909.. '3998, 3910.. 3999, 3912. .3998, 3913.. 3999,- 7258.. 74.91, 
7307. .7492, 7550. .7606, 7640. .7720, 7653. .7721 



Seq. No.' 57531 

Gene No. 120395 

Start 1 

Name OJ000350_35 . 0419 . C15 . o2 . tm 

Start 1790 

GI none 

Exons 1790.. 1891, 1957.. 2076, 2089. 

Seq. No. 57531 

Gene No. 120395 



Seq. ID OJ000350_35.0419.C15 
Strand 

End 7721 

Method TBLASTX : Mai ze 

End 2295 

Score 94 
.2184, 2179.. 2295 

Seq. ID OJ000350_35.0419.C15 
Strand 



58018 



OLuL L 


i 

X 




End 


7721 




o.Tnnn^sn *3s 04iq n s 




Method 


TBLASTX: Maize 




lii j 




End 


2820 




1 lL/i It; 




Score 


90 


Hi AUI lO 


941S 9^10 9440 


t JOO. 


.2684, 2686.. 2820, 2687'.. 2803 


Seq. No. 


57531 




Seq. ID 


OJ000350_35.0419.C15 


Gene No. 


120396 




Strand 






i j j j j 




End 


13734 


IN CUlLC 




• L VV 


Method 


TBLASTX: Wheat 


O Lai L. 


1 ^^^^ _ 
1 J j j O 




End 


13734 


O J. 


nunc * 




Score 


223 


Exons 


1 1 ^7 ^4 

iJJJJ • . 1 J / Oft 








O C q . IN U . 


CT COO 
J ( J 




Seq. ID 


OJ000350_35.0419.C16 


UCiiC 1NU • 


120397 




Strand 


+ 


Start 


41 




End 


1267 




OJ000350 35.0419.C16.ol, 


.np 


Method 


AAT/NAP 


Start 


41 




End 


.1*2 67 


GI 


5922620 




Score 


292 


Exons 


41. .94, 132. .271, 1063., 


.1267 






\3 X UCOUiipi 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




yX | DUIOOJJ | UU J | DrvrVO *J X .7 u < 


.11 (APOOQ570) 


EST D15357 (C0514) 




corresponds to a region 


of the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


o looZ 




Seq. ID 


OJ000350_35.0419.C16 


Gene No. 


120398 




Strand 




OLai L 


• 739 




End 


1274 


Name 


OJ000350 35.0419.C16.ol, 


.gs 


Method 


GENSCAN 




739 




End 


1274 


o X 


none 




Score 


.92 


Hi AUI lo 


739. .851, 1153. .1274 








Carr Mo 

O t; v-^ • LN (J ■ 


57533 




Seq. ID 


OJ000350_35.0419.C17 


Gene No. 


120399 




Strand" 




Start 


1 - 




End 


524 


IN ailLfc; 


OJ000350 35.0419.C17.ol. 


.np 


Method 


AAT/NAP 


C -1- -a >- 4- 
O Ldl L 


1 




End 


524 




6539570 




Score 


105 


T* 1 V 07"! c 


..1..159, 318. .524 










(AP000836) hypothetical 


protein [Oryza 


sativa] 


O C • IN U . 


57533 




Seq. ID. 


OJ000350_35.0419.C17 


UC11C IN (J. 


120400 




Strand 




Start 


651 




End 


736 


Name 


OJ000350 35.0419.C17.o2. 


.np 


Method 


AAT/NAP 


Start 


651 




End 


736 


O X 


6630699 




Score 


85 


Exons 


651. .736 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gil 6721536|dbj IBAA89566. 


1| (AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


57533 




Seq. ID 


OJ000350_35.0419.C17 


Gene No. 


120401 




Strand 





58019 



Start 1177 

Name OJ000350_35 . 0419 . C17 . ol . gs 

Start 1177 

GI none 

Exons 1177.. 1479, 1572.. 1703 

Seq. No. 57534 

Gene No. 120402 

Start 3328 

Name OJ000350_35 . 0419 . C18 . o2 . gs 

Start . 3328 

GI none 

Exons 3328.. 3528 



End 

Method 

End 

Score 



1703 
GENSCAN 
1703 
.78 ■ 



Seq. ID OJ000350_35.0419.C18 
Strand 

End 3528 

Method GENSCAN 

End 3528 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GL - 

Exons 



57535 
120403 
1 

OJ000350_35.0419.C19.ol.np 
1 

7340-123 
1 . . 146, 1227. .1913 

(AL162507) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000350_35.0419.C19 
Strand + 

1913 
AAT/NAP 
1913 
472 



End 

Method 
* End 
Score 



57535 

120403 

1 

OJ000350_35.0419.C19.ol. ts 

1257 

none fr * 

1257. .1547, 1263. .1565, 1445. 

57535 

120403- 

1 

OJ000350_35 . 04 19 . CI 9 . ol . tm 

1308 

none 

1308. .1697, 1310. .1699 



Seq. ID OJ000350_35.0419.C19 
Strand + 

1913 

TBLASTX : Soybean 
1565 
183 



End 

Method 
End 
Score 
.1564 



Seq. ID OJ000350_35.0419.C19 

Strand + 

End 1913 

Method TBLASTX: Maize 

End 1699 

Score 4 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57535 
120403 
1 

OJ000350_35 . 04 1 9 . C19 . o2 ..np f 
1707 
7487443 
1707. .1913 

hypothetical protein T26D22.13 - Arabidopsis thaliana 
gi|3047097|gb|AAC13609.1| (AF058826) contains similarity to 
transposases [Arabidopsis thaliana] 



Seq. ID OJ000350_35.0419.C19 
Strand + 

1913 
AAT/NAP. 
1913 
85 . 



End 

Method 
End 
Score . 



57536 

120404 

1 

OJ000350_35.0419.C24 .ol.np 
1 ■ 

2496731 

1..95, 181. .438 



Seq. ID OJ000350_35.0419.C24 
Strand 

End 4 38 

Method AAT/NAP 

End 438 

Score 285 



58020 



GI Descrip. -HYPOTHETICAL 30.2 KD PROTEIN Y40V gi | 2182566 | gb | AAB91808 . 1 | 
(AE000089) Y4oV [Rhizobium sp. NGR234] 



Sea No 


57536 








Seq. ID • 


OJ000350 35 0419 


. C24 


C5pnp No 


120404 








St rand 






Start 


1 








' End 


438 




Name 


OJ000350 35 


. 0419. C24 


.ol . 


tc 


Met hod 


TBLASTX • Cress 




Start 


1 ~ 








End 


255 




GI 


none 








Score 


124 




Exons 


1..132, 3.. 


95, 163.. 


243, 


163. 


.255, 179 


. .253 




Sea No 


57536 








Seq. ID 


OJ000350 35 0419> 


; C24 


Gene No . 


120404 








Strand 






Start 


1 








End 


438 




Name 


OJ000350 35 


.0419.C24 


. ol . 


ts 


Met hod 


TBLASTX * Sovbean 




Start 


21 ~ 








End 


393 




GI 


none 








Score 


59 




Exons 


21. .95, 21. 


.95, 22.. 


132, 


23. . 


97, 163.. 


393, 179. .388 




Sea No 


57536 








Seq. ID 


OJ000350 35 0419 




Qpnp No 


120404 








St rand 






Start 


1 








End 


438 




Name 


OJ000350 35 


. 0419. C24 


. ol . 


tm 


Met hod 


TBLASTX * Mai ze 




Start 


68 ~ 








End 


430 




GI - 


none 




- 




Score 


50 




Exons 


68. .94, 69. 


.95, 70.. 


132, 


163. 


.408, 163 


..429, 17.9.. 430 - 




Sea No 


57536 










O.TOOO^SO ?S 041 Q 






1204 04 








>-} i_ x. aiiu. 






Start 


1 








End 


438 




Name 


OJ000350 35 


0419 C24 


. ol . 




Met" h nH 

1 1C L i 1U v-i 






Start 


181 ~ 








End 


428 




GI 


none 








Score 


. 55 




Exons 


181 . .428 














Seq. No. 


. 57537 








Seq. ID 


OJ000350_35.0419. 


C25 


Gene No . 


120405 * 








Strand 


+ • ' / 




Sta'rt 


37 








End 


823 




Name 


OJ000350 35 


.0419. C25 


.ol. 




1 JC L11UU 


AAT/GAP 




Start 


37 








End 


740 




GI 


537 1.R1084 








S core 


1298 




Fyon ^ 

i — i *\ W 1 1 O 


37. .740 














GI Descrip. 


'433214/dbj 


IBAA02971 1.0. 


0e+00 


(D13817) 


lactate .dehydrogenase 




[Oryza sativa] 1 












OC\j« V1KJ * 


57537 








O • -L 


OJ000350_35.0419. 


C25 


1 1 tJ LN U . 


120405 








j LI a. 1 


+ 




Start 


37 








End 


823 




Name 


OJ000350 35 


.0419. C25 


.ol. 


gs 


Method 


GENSCAN 




Start 


48 








End 


733 




GI 


none 








Score 


.74 




Exons 


48. .80, 129 


. .733 












Seq. No. 


57537 








Seq. ID 


OJ000350_35.0419. 


C25 


Gene No. 


'120405 








Strand 


+ 




Start 


37 








End 


823 




Name 


OJ000350 35, 


.0419. C25 


.ol. 


np 


Method 


AAT/NAP 





58021 



Start 120 End 823 

GI 7431149 Score 978 

Exons 120. .823 

GI" Descrip. L-lactate dehydrogenase "(EC 1.1.1.27) - rice " " 

gi I 987693 | dbj IBAA04088.il (D16685) lactate dehydrogenase [Oryza 
sativa] 



Seq. No. . 57537 Seq. ID 

Gene No. 120405 Strand 

Start 37 End 

Name OJ000350_35.0419.C25.ol. tm Method 

Start 140 End 

GI none Score 

Exons -140.. 232, 209. .'736, 223.. 735 



OJ000350_35.0419.C25 
+ 

823 

TBLASTX: Maize 

736 

107 



Seq. No. 57537 Seq. ID 

Gene No. 120405 Strand 

Start , - 37 End 

Name OJ000350_35 . 04 19 . C25 . ol . tc Method 

Start 206 " ' End 

GI none Score 

Exons 206.. 733, 229.. 729 



OJ000350_35.0419.C25 
+ 

823 

TBLASTX: Cress 

733 

686 



Seq. No. 57537 

Gene No. 120405 

Start 37 r " ■*' 

Name OJ000350_35 . 04 19 . C25 . ol . ts • 

Start 206 

GI none 

Exons 206.. 733, 229.. 528, 577.. 729, 



Seq. ID OJ000350_35.0419.C25 

Strand ; + 

End S'23 

Method TBLASTX : Soybean 

End " 735 

Score 66*3 

580. .735, 614. .733, 648. .734 



Seq. No. 57538 

Gene No. 120406 

Start 1076 

Name OJ000350_35 . 04 19 . C26 . ol . tw 
Start ' 1073 

GI ^ none 

Exons 1073.. 1219, 1073.. 1222, 1201. 



Seq. ID OJ000350_35.0419.C26 

Strand + 

End 1257 

Method TBLASTX : Wheat 

End 1257 

Score - 180 * \ ,* 
.1257, 1204. .1257 ' ' ' 



Seq. No. 57538 Seq. ID 

Gene No. 120406 Strand 

Start 1076 End 

Name QJ000350_35 . 04 19 . C26 . ol . gs , .Method.. 

Start 1076 End 

GI .. none.. . . Score 

Exons 1076.. 1230 



OJ000350_35.0419.C26 
+ 

1257 

GENSCAN ... 
1230 
..8.4 



Seq. No. 57539 

Gene No. 120407 

Start 860 

Name OJ000350_35 . 04 1 9 . C27 . ol . gs 

Start 860 

GI none 

Exons 860.. 1548 



Seq. ID OJ000350_35.0419.C27 
Strand 

End *2405 

Method GENSCAN 

End 1548 

Score .81 



Seq. No. 
Gene No. 



57539 
120407 



Seq. ID 
Strand 



OJ000350 35.0419.C27 



58022 




Start 860 End 2405 " 

Name OJ000350_35 . 0419 . C27 . ol . np Method AAT/NAP 

Start 885 End 2405 

GI 7488254 , Score . 266 

Exons 885.. 1565, 2351.. 2405 

GI Descrip. protein kinase homolog F24G24.190 - Arabidopsis thaliana 

gi | 4538968 | emb | CAB397 92 . 1| (AL049488) putative protein kinase 
[Arabidopsis thaliana] gi | 72 67736 | emb | CAB78 1 62 . 1 | (AL161517) 
putative protein kinase [Arabidopsis thaliana] 

Seq. No. 57539 Seq. ID OJ000350_35 . 0419 . C27 

' Gene No. 120407 Strand 

Start 860 End 2405 

Name OJ000350_35 . 0419 . C27 . ol . tc Method TBLASTX: Cress ■ 

Start 941 End 1537 

GI • none Score 106 

Exons 941. .1066, 1160. .1261, 1349. .1396, 1385. .1537 

Seq. No. 57539- ' ~" Seq. ID OJ000350_35 . 04 1 9 . C27 

Gene No. 120407 .'Strand - 

Start 860 End 2405 

Name OJ000350_35 . 0419 . C27 . ol . tm Method TBLASTX: Maize 

Start 941 End 1534 

GI none Score 68 

vli Exons .941. .1057, 1160. .1264, 1161. .1262, 1349.. 1534" 

f\i Seq. No. 57539 Seq. ID 0 J000350_35 . 04 19 . C27 

_LS Gene No. 120407 Strand 

Start 860 \ End 2405 

IU Name OJ000350_35 . 0419 . C27 . ol . ts Method TBLASTX : Soybean 

-v3 Start 1160 End 1534 

fjj GI none Score 57 

[~ Exons 1160. .1261, 1161. .1304, 1349. .1396, 1392. .1436, 1406. .1534 

W Seq. No. 57539 Seq. ID OJ000350_35 . 0419 . C27 

V «J Gene No. 1204 07 Strand 

Start • 860 . . End 24 05 : '"--* 

l'r* Name * OJ000350_35 . 04 19 . C27 . ol . gp Method ' AAT/GAP : ' 

1% Start 1263 End 1539 

*li GI 702713 Score 503 

^ Exons 1263.. 1539 

. Seq. No. ,.'57540. . ... Seq.. ID OJ000350_35 . 04 19 . C29 . . 

Gene No. , 120408 Strand + 

Start ..... 1.. . End . . 3665 ^ 

Name OJ000350_35 . 04 19 . C29 . ol . np Method AAT/NAP 

Start 1 End 3405 

GI 6539553 Score 774 

Exons 1..69, 917.. 985, 1624.. 2199., 3365.. 3405 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 I dbj I BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 

Seq. No. " - 57540 " Seq. ID OJ000350_35 . 0'419 . C29 

Gene No. 120408 Strand + 

Start 1 End 3665 



58023 



Name 

Start 

•GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_35 . 04 19 . C2 9 . ol . gs Method GENSCAN 
840 End • . 2856 

none Score .56 

840. .974, 1610... 1889, 2075 .. 2196, 2713 .. 2856 



57540 Seq. ID 

120408 Strand 

1 End 

OJ000350_35 . 04 19 . C29 . o2 . np Method 

2240 End 

5852084 Score 
2240.. 2263, 3582.. 3665 
(&L117264) zwh0007.1 [Oryza sativa] 



OJ000350_35.0419.C29 
+ 

3665 
AAT/NAP 
3665 
77 



OJ000350 35.0419.C29 



57540 Seq. ID 

120409 Strand 
778 End 1355 

OJ000350_35. 0419.C29.ol.gp Method AAT/GAP 
778 End 1355 

4879016 Score 829 

778. .1355 

6041757/gb | AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



57540 Seq. ID 

120410 Strand 

3618 End 
: OJ000350_35 . 04 19 . C29 . ol . tm Method 

1631 End 

none Score 

1631. .1906, 1710. .1889, 1711. .1905 



OJ000350_35.0419.C29 
4214 

TBLASTX: Maize 

1906 

263 



Seq. No. 


57540 






Seq. ID 


OJ000350_35.0419.C29 


Gene No. 


120410 






Strand 




Start 


3618 






End 


4214 


Name 


OJ000350 -35 


.0419..C29.O1 


. tw 


Method 


TBLASTX: Wheat 


Start 


1796 






End 


2199, 


GI 


none 






Score 


87 


Exons 


1796. .1870, 


1804. .1866, 


1902. 


.2192, 1902. .2198, 1903. .2199 


Seq. No. 


57540 






Seq. ID 


OJ000350__35.0419.C29 


Gene No. . 


120410 . ; 






Strand 




Start 


3618- 






End 


4214 


Name 


OJ000350 35 


.'0419.C29.ol 


-ts . . 


Method 


. TBLASTX: Soybean* ', '. 


Start 


1802 






End 


2118" 


GI 


none 






Score 


88 


Exons 


1802. .1906, 


1828. .1905, 


1933. 


.2118, 1938. .2069 


Seq. No. 


57540 






Seq. ID 


OJ000350_35.0419.C29 


Gene No. 


120410 






Strand 




Start 


3618 






End 


4214 


Name 


OJ000350 35 


.0419.C29.o2 


.gs 


Method 


GENSCAN 


Start 


3618 






End 


4214 "'' 


GI 


none 






Score 


.98 


Exons 


3618. .3690, 


4141. .4214 









58024 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35.0419.C30/ol.np 



Seq. ID OJ000350_35.0419.C30 
Strand + 
End 2972 
Method' ' AAT/NAP . 
End 2972 
Score 103 

295S..2972 

EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



57541 
120411 
911 

OJ000350 
911 

6721561 
911. .1001, 
(AP001073) 



Seq. No. 


57541 






Seq. ID 


OJ000350_35.0419. 


. C30 


Gene No . 


120412 






Strand 


+ 




Start 


4069 






End 


7676 




Name 


OJ000350 35 


.0419. 


C30.o2.np 


Method 


AAT/NAP 




Start 


4069 






End ' 


7676 




GI 


6691191 






Score 


1401 . 




Exons 


4069. .5394, 


7630. 


.7676 








GI Descrip. 


(AC007534) 


F7F22. 


15 [Arabidopsis thaliana] 




Seq. No. 


57541 






Seq. ID 


OJ000350_35.0419, 


. C30 


Gene No. 


120413 






Strand 


+ 




Start 


11914 






End 


13068 




Name 


OJ000350- 35 


.0419. 


C30.o4.gs 


Method 


GENSCAN 




Start 


11914 






End ' < 


13068 




GI 


none 






Score 


.41 ' 




Exons 


11914. . 11979, 12031. .12280, 12344.. 13068 




Seq. No. 


57541 






Seq. ID 


OJ000350_35.0419, 


. C30 


Gene No. 


120414 






Strand 






Start 


7481 






End 


13024 




Name 


OJ000350 35 


.0419. 


C30.o3. ts 


Method 


TBLASTX : Soybean 




Start 


3254 






End 


11660 




GI 


• none 






Score 


64 




Exons 


• 3.254. .3313,' 


, 1125C 


) ... 1 1528 , 11556.. 11660 






Seq. No. 


57541 






Seq. "TD 


OJ000350_35.0419. 


.C30 


Gene No. 


120414 






Strand 






Start 


7481 






End 


13024 




Name 


OJ000350 35 


.04.19. 


C30.o4.tw 


Method 


TBLASTX: Wheat. 




Start 


3263.,. 






End 


11660 . 




GI 


^ none ' " 






Score 


83 




Exons 


3263. .3370, 


3380. 


.3550,. 11313 


. .1153.4, 


11544.. 11660 




Seq. No. 


57541 






Seq. ID 


OJ000350_35.0419. 


.C30 


Gene No. 


120414 






Strand 






Start 


7481 






End 


13024 




Name 


OJ000350 35 


.0419. 


C30.o3. tw 


Method 


TBLASTX: Wheat 




Start 


4057 






End 


4303 




GI 


none 






Score 


234 




Exons 


4057. .4263, 


4068. 


.4193, 4262/ 


.4303 






Seq. No. 


57541 






Seq. ID 


OJ000350_35.0419, 


,C30 


Gene No. 


120414 






Strand 






Start 


7481 






End 


13024 





58025 




Name 


UJUUUjOU 00 


a a i q 
. U4 1 y 


. bou . oz 


. t S 


Method 


TBLASTX : Soybean 


Q 4- --) >~ 4- 

b tart 


A C\Cf\ 








End 


4325 


bl 


none 








Score 


221 . 


Exons 


4UoU . . 4zo Of 


/i a o i 
4 Ub 1 


4 loo , 


A 1 QO 

4 iyo . 


.4260, 4202. .4270, 4262. .4324, 




AO C3 / c 


/OCT 
4 Z DO 


A O O O 








Seq. No. 


57541 








beq. ID 


OJUUUooU oo.U4iy.CJU 


Gene No. 


120414 








■ C 4- V 1 T-. /-J 

bt rana 




Of vf 

btart 










Lna 


1JUZ4 


Name 


UJUUUoOU OO 


a /i i a 
. U4 i y 


. boll .Ol 


. tw 


Method 


i oJ_i/\b i a : wneat 


O 4- v4- 

btart 


/I "3 Q Q 

4 oy y 








End 


4830 




none 








Score 


552 


Exons 


4 o y y . . 4ojU; 


/i a o n 
4 4 z U 


A "7 Q Q 
. .4 / O 0 








Seq. No. 


57541 








Seq. ID 


OJ000350_35.0419.C30 


Gene No. 


120414 








Strand 




CM . -w- 4— 

ol art 


/ 4 o 1 








End 


13024 


Name 


r\ t a a a q tr a oc 
UJUUUooU JO 


A A ^ CI 

. U4 iy 


p")ft _ 1 

. boU . Ol , 


. t s 


Method 


TBLASTX: Soybean 


btart 


/I c c c 
4 003 








End ' 


4803 


bl 


none 








. Score 


59 


Exons 


4000 . . 4 Oil / 


A C O 1 

4 Do 1 


A 1 A ft 

. .4 / u y , 


4 oy / . 


.4803, 4742. .4777 


Seq. No. 


57541 








Seq. ID 


OJ000350_35.0419.C30 


Gene No. 


120414 








Strand , 




CM , vt- 

btart 


n a q i 
1 4 o 1 








End • 


13024 


Name 


OJUUUooU Jo 


A j| 1 ft 

. U4 iy 


. CoU . Ol . 


. tm 


Method 


TBLASTX: Maize 


O 4- -i v~4- 

btart 


^ C C A 

4 0 04 








End 


5077 


bl 


none 








Score 


198 


Exons 


A C A /I Q Q*3 

4oo4 . . 4oyo, 


4 yib 


. . oU / / 








Seq. No. 


57541 








Seq. ID 


OJ000350_35.0419.C30 


Gene No. 


120414 








Strand 




btart 


^ A Q 1 
/ 4 O I 








End 


13024 


Name 


/^taaaqca 


ft / 1 ft 

. U4 i y , 


. CoU . 04 . 


. t s 


Method 


TBLASTX: Soybean 


O 4- -\ v-4- 

btart 


a Q 1 c: 
4 0 10 








End 


5050 


bl 


none 








Score 


. 74 


Exons 


4 o 10,. . 4 o yz , 


4 O 1 O 


A Q Q *5 

. . 4 o y J / 


A O Q Q 

4 o y O . 


.5050,' 4915. .4980 


Seq. No. 


c n c a 1 
0/041 








Seq. ID 


OJ000350_35.0419.C30 


Gene No. 


120414 








Strand 




Start 


7481 








End 


13024 


Name 


UJ UUUjjU jj , 


fl/l 1 ft 

. u 4 1 y , 


OTA ^> O 

. boU . . 


tw 


Method 


TBLASTX : Wheat 


btart 


HOOZ . 








End . . 


5127 


bl 


none 








Score 


40 


Exons , 


'■ ■ yl OTO A OH ft 

: ■ -4 ooZ . . 4 o / y , 


A O O A 

4 oo.4 , 


A O ft "3 

. . 4 o y o f 


/I O O /I 

4 bo4,. 


.4875, 48 


81. .5057,., 4892. .,.5077, 




A O Ci A C A A 1 

4 o y4 . . OUUl , 


a o da 

4 o y y , 


C A/* 1 ! 

. . oUoo, 


/ ft A 1 

4 yu i . 


.5074, 5079. .5126, 5080. .5127 


Seq. No. 


57541 








Seq. ID 


OJ000350_35.0419.C30 


Gene No. 


120414 








Strand 




C 4 1 v- 4- 

bt art 


H A Q 1 
/ 4 O 1 








End 


13024 


Name 


OJUUUooU Jo, 


ft A 1 ft 


r> o ft a" 


tw 


Method 


TBLASTX: Wheat 


Start 


5140 








End 


5340 


GI 


none 








Score 


182 


Exons' ' 


-5140. .5340, 


5142. 


. .5267, 


514 3. 


.5325 




Seq. No. 


57541 








Seq. ID 


OJ000350_35.0419.C30 


Gene No. 


120414 








Strand 





58026 




O La.IT t 


1 A R 1 
f HO L 




End 


13024 




Nam© 


c\ Tonmt;n ^c; 
UJUUUjjU jj . 


U4iy.LjU.Oj.uS 


Method 


TBLASTX: 


Soybean 


o car r 






End ■ 


5394 






none 




Score 


185 




Exons 


c i a c. coon 
J X *i 0 . . OZ O U , 


O ± 4 O . . jZOZ r jXDU 


..5279, 5189.. 5284, 


CO QO C "3 CM 

ozyj . . o jy^i 


oeq. wo. 






Seq. ID 


OJ000350 


jj . u h i y . lju 


Gene No. 


120414 




Strand 






Start 


7481 




End 


13024 




Name 


UuUUU jjU jj. 


u<tiy.v^jU.Oj.cjs 


Method 


GENSCAN 




otdlt 


7 zl fl 1 _ 
/ 4 0 -L 




End 


11168 




r* t 


none 




Score 


.66 




Exons 


/ 4 0 ± . . / O / J , 


7QH7 7QOQ 7QT/1 


..8162, 8733. .8943, 


yoU j . . 1UU4 o , 




±UU DO . . 1U4D1 


, IUjU / . . IUj if, 


10617. .10853, 10946 


. . 1 ± 1 DO 


Con Wn 
O c CJ . LN (J . 


R4 1 




Seq. ID 


OJ000350 


JJ • U*3 1 J . V JU 


Gene No. 


120414 




Strand 






Start 


7481 




End 


13024 




Name 


OJ000350 35. 


0419.C30.o3.np 


Method 


AAT/NAP 




Start 


9726 ' 




End 


13024 




GI 


4325357 




Score 


397 




Exons 


9726. .10434, 


11227. .11706, 12977. .13024 





GI Descrip. (AF128395) contains similarity to Arabidopsis thaliana 



retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 4 ^ 



Seq. No. 


57541 


Seq. ID 


OJ000350_35.0419 


.C30 


Gene No. 


120414 


Strand 






Start 


7481 


End 


13024 




Name 


OJ000350 35.0419.C30.o5.tw 


Method 


TBLASTX: Wheat 




Start 


10069 


End 


10440 




GI 


none 


Score 


70 




Exons 


10069. .10254, 10070. .10183, , 


10288. .10440 




Seq. No. 


57541 


Seq. ID 


OJ000350_35.0419 


.C30 


Gene No. 


120414 ■ 


Strand 






Start 


7481 . < / 


End 


13024 




Name 


OJ000350' 35.0419.C30.ol.tc 


Method 


TBLASTX: Cress 




Start 


11205 


End 


11513 




GI 


none 


Score 


206 




Exons 


11205. .11513 








Seq . No... 


57542 


Seq. ID 


OJ000350_35.0419 


.C.31 


Gene No. 


120415 


Strand 


' + 




Start. 


112 


End • 


290,0 




Name 


OJ000350 35.0419.C31.ol.gs 


Method 


GENSCAN 




Start 


112 


End 


2900 




GI 


none 


Score 


.61 




Exons 


112. .270, 347. .413, 1673. .1761, 2762.. 


2900 




Seq. No. 


57542 


Seq. ID 


OJ000350_35.0419 


.C31 


Gene No. 


120416 


Strand 


+ 




Start 


5622 


End 


7867 




Name 


OJ000350 35.0419.C31.o2.np ' 


Method 


AAT/NAP 




Start 


5622 


End 


7867' 




GI 


6063554 


Score 


425 




Exons 


5622.. 5909, 6027.. 6245, 7026 


..7053, 7693. .7867 





58027 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name t . 
Start 
GI 

Exons 

GI Descrip. 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



57542 
120417 
4498 

OJ000350_35.0419.C31.ol.np 
4343 
6630685 
4343. .4487, 4629. .5075 

(AP000969) Similar to copia-type pol polyprotein 
[Oryza sativa] 



Seq. ID v OJ000350_35.0419.C31 
Strand 

End 6811 
Method AAT/NAP 
End 5075 
Score 4 60 



(AF105716) 



oeq . wo . 


0 / 0 4 £. 






Seq. ID 


OJ000350_35.0419 


C *5 1 


Gene No . 


1 O fl A 1 "7 

lzU4 1 / 






Strand 






Start 


4498 






End 


6811 




Name 


OJ000350_35.. 


0419 


.C31.o2.gs 


Method 


GENSCAN 




o tar l 


yl A QQ 

4 4 yo 






End 


6811 




-Aj 1 


none 






Score 


.51 




Exons 


A A QQ /I QCO 

4 4 yo . . 4 yoy , 


oy / b 


. . bioy , bi yo 


. .6380, 6660. .6811 




oeq. IN O . 


0 / 0 4 £ 






Seq. ID 


OJ000350_35.0419 


. LjI 


Gene No . 


i on/11 q 
lz(J4 lo 






Strand 






Start 


6997 .. 






End 


7614 




Name 


OJ000350_35. 


0419, 


.C31.o2.tm 


Method ' 


TBLASTX: Maize 




otart 


A *>. A c 
4 o4 0 






End 


4482 




(jl 


none 






Score 


119 




Exons 


4 J40 . . 44oZ / 


a "3 a 
4 J 4 O , 


A A Q O 
. . 4 4 








O ^ XT — 

oeq . no . 


0 / 04 Z 






Seq. ID 


OJ000350_35.0419 


. Col 


Gene No . 


i on/ 1 q 
1ZU4 lo 






Strand 






btart 


byy / 






End 


7614 




Name 


OJ000350 35. 


0419. 


.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


4831 






End 


5075 




bl 


none 






Score 


156 




Exons 


4831;. .5034, 


4841. 


..5041, 5008 


. .5073/ 5013. .5075- 




Seq. No. 


57542 






Seq. ID 


OJ000350_35.0419 


.C31 


Gene No. 


120418 






Strand 






Start 


6997 






End 


7614 




Name 


OJ000350 35. 


0419. 


, C31 . o3 . gs 


Method 


GENSCAN 




Start 


6997 






End 


7614 




GI 


none 






Score 


.41 ' 




Exons 


.6997. .7134,. 


759.4. 


.7,614 








Seq. No. 


57543 






Seq. ID 


OJ000350_35.0419 


.C32 


Gene No. 


120419 






Strand 


+ 




Start 


1 






End 


1715 




Name 


OJ000350 35. 


0419. 


C32.o2.np 


Method 


AAT/NAP 




Start 


1 






End 


1715 




GI • 


5852172 






Score 


117 




Exons 


1..167, 1555 


. .1715 








GI Descrip. 


(AL117265) zhb0002.1 [Oryza i 


sativa] 






Seq. No. 


57543 






Seq. ID 


OJ000350_35.0419, 


.C32 


Gene No. 


120420 






Strand 







58028 



Start 1 ' "End 1386 

Name OJ000350_35 . 0419 . C32 . ol . np Method AAT/NAP 

, .Start 1 End 1386 

GI 7489803 Score . 1181 
Exons' 1..62, 162.. 270, 327.. 1386 

GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. No. 


57543 




Seq. ID 


OJ000350_35.0419.C32 


Gene No. 


120421 




Strand 




Start 


lo ob 




t? ^ 


loz 4 


Name 


UJUUUooU oO . U4 1 y . Loz . OI 


. tin 


Method 


1 bLAb 1 x : Mai ze 


Start 


*D O C 

ozo 






O A Q 

o 4 y 


GI 


none 




Score 


O A Q 


Exons 


. o4D, Jz/..o4z, / 


Q A Q 


OQyl Q A Q 

jj4 . . o 4 y 




Seq. No. 


57543 




Seq. ID 


OJUUUJoU Jo.U4iy.Coz 


Gene No. . 


120421 




Strand 




Start ' * 


1536 




End 


1824 


Name 


OJ000350 35.0419.C32.ol 


.tw 


Method 


TBLASTX : Wheat 


Start 


417 




End 


con 

y o y 


GI 


none 




Score 


/o 


Exons 


417. .701, 420. .602, 460 


. .603, 


640. .705, 


byo. . /z / , by/. . /z y , 




705. .728, 741. .989, 760 


. .987 






Seq. No. 


57543 




Seq. ID 


OJ000J50 J5.04iy.Coz 


Gene No. 


120421 




Strand , 




Start 


1536 




End 


1824 


Name 


OJ000350 35.0419.C32.o2 


. tm 


Method 


TBLASTX: Maize 


btart 


849 




End 


1137 


GI 


none 




Score 


157 


Exons 


849. .1025, 856. .1023, 858. .1031, 1029.. 


1097, 1030.. 1098, 




1105.. 1137 








Seq. No. 


• 57543 




Seq. ID 


OJ000350_35.0419.C32 


Gene No; 


120421 




Strand 




Start 


' 1536 




End 


1824 


Name 


OJ000350 35.0419.C32.ol 


• gp 


Method 


AAT/GAP 


Start 


1536 




End 


1824 


GI 


427610 




Score 


404 


F 1 von q 


1536.. 1587, 1612.. 1824 








GI. Descrip. 


5852172,/emb|CAB55410. 1 1 


4.0e- 


11 (AL117265) zhbO.002.1 [Qryza 




sativa] 








Seq. No. 


57544 




Seq. ID 


OJ000350_35.0419.C36 


Gene No. 


120422 




Strand 


+ 


Start 


113 




End 


234 


Name 


OJ000350 35.0419.C36.ol 


. gs 


Method . 


GENSCAN 


Start 


113 




End 


234 


GI 


none 




Score 


.85 


Exons 


113. .234 








Seq. No. 


57545 




Seq. ID 


OJ000350_35.0419>C37 


Gene No. 


120423 




Strand 


+ 


Start 


614 




End 


668 


Name 


OJ000350 35.0419.C37.ol 


.gs 


Method 


GENSCAN 



5ff029 



Start 
GI 

Exons 



614 
none 
614. .668 



End 
Score 



66-8 
.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 

Exons 

GI Descrip. 



57546 Seq. ID 

120424 Strand 
1 End 
OJ000350_35 .0419. C38 . ol . np Method 
1 • :/ End ' 

7228442 Score 
1..704, 959. .978 

(AP001366) EST C28952 (C62945 ) corresponds to a region' of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) • [Oryza sativa] 



OJ000350_35.0419.C38 
+ 

978 

AAT/NAP 

978 

1186 



57547 Seq. ID 

120425 Strand 

89 End 
OJ000350_35 . 0419 . C4 0--. ol . gs Method 

89 End 

none Score 
89. .140, 576. .604 



57548 Seg. ID 

120426 " v ' Sfeiand 

1088 End 1785 
OJ000350_35 - 04.19 . C41 . ol „gp Method AAT/GAP 

1013 End 1305 

2280784 Score 578 
1013. .1305 

951166 2.0e-30 (U31451) invertase [Zea mays] 



OJ000350_35.0419.C40 
+ 

604 

GENSCAN 
604 • 
.42 



OJ000350 35. 041-9. C41 



57548 Seq. ID 

120426 Strand 

1088 End 
OJ000350_35 . 04 19 . C4 1 . ol . np Method 

1076 End 

7435471 Score 
1076. .1785 

beta-f ructofuranosidase (EC 3.2.1.26) 



OJ000350_35.0419.C41 

1785 
AAT/NAP 
1785 
8 61 

maize (fragment) 



gi|951166|gb|AAA74584.1| (U31451) invertase [Zea mays] 



Seq. No. 


57548 








Seq. ID 


OJ000350 


Gene No.. 


120426 








Strand 




Start 


1088 








End 


1785. 


Name 


OJ000350 35 


.0419. 


C41.ol. 


.gs 


Method 


GENSCAN 


Start 


1088 








End • 


1781 


GI 


none 








Score 


.68 


Exons 


1088. .1591, 


1599. 


.1781 








Seq. No. 


57548 








Seq. ID 


OJ000350 


Gene No. 


120426 








Strand 




Start 


1088 








End 


1785 


Name 


OJ000350. 35 


.0419. 


C41.o3. 


. tw 


Method'-** 


TBLASTX : i 


Start 


1089 








End 


1226 


GI 


none 








Score 


161 


Exons 


1089. .1142, 


1094. 


.1225, 


1095. 


.1226 





58030 




Seq. No. 57548 Seq. ID OJ000350_35 . 0419.C41 

Gene No. 120426 Strand 

"Start' 1088 ■ * End 17 85 

Name OJ000350_35 . 04 19 . C4 1 . ol . tm Method TBLASTX: Maize 

Start 1091 End 1781 

GI - none Score 304 

Exons 1091.. 1369, 1092.. 1304, 1304.. .1450, 1359.. 1451, 1420.. 1482, 
1455. .1604, 1460. .1603, 1641. .1781, 1645. .1779 

Seq. No. 57548 Seq. ID OJ000350_35 . 04 1 9 . C4 1 

Gene No. 120426 Strand 

Start 1088 End 1785 

Name OJ000350_35 . 0419 .C41 .ol. tc Method TBLASTX-: Cress 

Start 1145 End 1781 

GI none Score 108 

Exons 1145. .1342, 1146. . 1283, 1343. .1450, 1368. . 1496, 1469. .1573, 
1674 . .1781, 1708. . 1773 

Seq. No. 57548 Seq. ID OJ000350_35 . 0419. C41 

Gene No. 120426 Strand 

Start 1088 End 1785 

Name OJ000350_35 . 04 19 . C4 1 . ol . ts- Method TBLASTX : Soybean 

Start 1145 ' ^ End ■■ 1781 

G«L none Score 191 

Exons 1145. .1534, 1146. .1496, 1469. .1606, 1644. .1781, 1699. .1773 

Seq. No. 57548 Seq. ID OJ000350_35 . 04 1 9 . C4 1 

Gene No. 120426 Strand 

Start 1088 End 1785 

Name OJ000350_35 . 04 19 . C4 1 . ol . tw Method TBLASTX : Wheat 

Start 1286 End 1604 

GI none Score 36 

Exons 1286. .1318, 1286. .1420, 1400. .1489, 1404..' . 1487 , 1457. .1603, 
147.3. .1604 . ' 

Seq. No. . 57548 . " Seq.. ID OJ000350_35 . 04 19 ..C4.X 

Gene No. 120426 Strand' 

Start 1088 End 1785 

Name 0 J000350_35 . 04 1 9 . C4 1 . o2 . tw " Method TBLASTX : Wheat 

Start 1641 End 1781 

GI none Score . -.159 ... . .. 

Exons .1641.. 1781, 1642.. 1776. \ 

Seq. No. 57549 .... ..Seq. ID. OJ0003.5.0_35 . 04 19 . C43. 

Gene No. 120427 Strand + 

Start 2888 End 5189 

Name OJ000350_35 . 0419 . C43 . o3 . np Method AAT/NAP 

Start 2879 End 5186 

GI 3860253 Score 304 

Exons 2879.. 2940, 3012.. 3095, 3544.. 3799, 4609.. 4640, 4960.. 5186 
GI Descrip. (AC005824) hypothetical protein [Arabidopsis thaliana] 

Seq. No. . 57549 Seq. ID OJ000350_35 . 04 19 . C4 3 

Gene No. 120427 Strand + ' 

Start 2888 End 5189 

Name OJ000350_35 . 04 1 9 . C4 3 . o2 . gs Method GENSCAN 



58031 






Start 


o o o o 

2888 








End 


5189 - 




GI 


none 








Score 


.85 




Exons 


a o o o a a vi a 

2888 . .2940, 


O A 1 A 

3012 


O A A C 

. . 3095, 


O T H O 

3168 , 


. .324 8, 457.1. .4640,^4960. .5022, 






C 1 -1 A CIOQ 

oii2.'-. 518 9 














Seq. No. 


57549 








Seq. ID 


r\ T A AAOCA OC A/tIA /-"/lO 

OJ000350 35.0419.C43 




Gene No. 


120428 








Strand 






Start 


1 A A 

104 








End 


1 08 1 




Name 


OJ000350 35 


.0419 


.C43.o2. 


tm 


Method 


i dLAo i a : Mai ze 




Start 


2 








•p _ -j 
bna 


1 A C O 

12 O J 




GI 


none 








Score 


80 




Exons 


a o C o 

z . . 2oy , 2 . . 


ACQ 

2o9, 


1141. .1263 








Seq. No. 


57549 








Seq. ID 


/~\taaaoca oc a /i i n /i o 
OJ000350 35.0419. C43 




Gene No. 


120428 








btrana 






Start 


i a a 

104 








hna 


1 68 1 




Name 


/"\T*AAAOCA T> r~ 

OJ000350 35 


.0419 


-C43.01. 


gs 


Method 






Start 


1 A A 

104 








End 


1 68 1 




GI 


none ' " 








Score 


.85 




Exons 


1 A A i roi 

104 . .1681 














Seq. No. 


57549 








Seq. ID 


/ATAAAOCA OC A/ITA /-> /I O 

OJ000350 35.0419.C43 




Gene No. 


120428 








Strand 






Start 


1 A A 

104 








End 


1681 




Name 


/ATAAAOCA O C 

OJ000350__35 


A A 1 A 

.0419 


.C43.o3. 


tm 


Method 


TBLASTX : Mai ze 




Start 


1 A A O 

1298 








End 


1534 


K ! - 


GI 


none 








Score 


71 


r s i 

r H 

'~ : =r 


Exons 


1 A V A O ICO/ 

1298 . . 1534 , 


1 A A A 

1299 


. .1526 








E : 5 


Seq. No. 


5754 9 








Seq. ID 


OJ000350__35.0419.C43 


v5 


Gene No. 


1 A A A A A 

120429 








Strand 




~i = 


Start 


2896 








End 


3683 


: -~ 


Name 


OJ000350_35 


.0419 


.C43.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


A O A /T 

28 96 








End 


3683 


r.~ji 


GI 


none 








Score 


72 


V. : 


Exons 


AAA/" A A VI O 

2896 . . 2943, 


A O A T 

2897 


. .2941, 


2997. 


.3095, 3010.. 3096, 3167.. 3256, 






o i /" o o a o yi 

3168 . . 3284 , 


O 1 /** A 

3169 


. .3249, 


3506. 


.3583, 3532.. 3585,. 354 1 .. 3591,. 


r ~ 

u 




O C A O O C A A 

354 3 . .3590, 


O C 1 c 

35/5 


. .3682, 


3575. 


.3682, .3585. .3683 ' 


& ~~ 


Seq. No. 


57550 








Seq. ID 


OJ000350_35.0419.C44 




Gene No. 


120430 








Strand 


+ 




Start 


5.4 








End 


.6683 




Name • 


OJ000350 35 


.0419., 


.C44.pl. 




Method 


GEN SCAN ..... 




Start 


54 








" End 


' 6675' " 




GI 


none . 








Score 


.71 




Exons 


54. .359, 404. .2502, 2604 


..2927, 3195.. 


3323, 3406.. 3528, 






3648. .3803, 


4104, 


. .4229, 


4306. 


.4440, 4761. .4822, 4917. .5028, 






5233. .5427, 


5535. 


. .5651, 


5877. 


.6046, 6132. .6675 




Seq. No. 


57550 








Seq. ID 


OJ000350_35.0419.C44 




Gene No . 


120430 








Strand 


+ 




Start 


54 








End 


6683 




Name 


OJ000350 35 


.0419, 


.C44.ol. 


np 


Method 


AAT/NAP 




Start 


236 








End 


5743 




GI 


6907098 








Score 


2535 




Exons 


236. .450, 621. .1371, 1417. .1687, 1730. 


.1837, 1931. .2502, 






2604. .2927, 


3195, 


. .3323, 


3738. 


.3793, 4079. .4229, 4306. .4440, 



58032 



4695. .4822, 4917. .5028, 5113. .5427, 5535. .5743 
GI Descrip. (AP001129) EST AU031036 (E60617 ) corresponds to a region of the 
predicted gene.; Similar to Human mRNA for KIAA0310 gene. 
(AB002308) ■•" [Oryza sativa] x 



Seq. ID OJ000350_35.0419.C44 
Strand 
End 

Method 
End 
Score 

2124. .2177, 2125. .2175, 2127. .2177, 2164. .2502, 2172. .2501, 
2173. .2502, 2175. .2504, 2601. .2708, 2601. .2708, 2602. .2709 



Seq. No. 57550 

Gene No. 120430 

Start 54 

Name OJ000350_35 . 04 19 . C4 4 . ol . tm 

Start 2124 

GI none 
Exons 



+ 

6683 

TBLASTX: Maize 

2709 

73 



Seq. No. 57550 

Gene No. 120430 

Start 54 

Name OJ000350_35 . 04 19 . C4 4 . o2 

. Start 2571 

GI none 

Exons 2571.. 2693, 2697.. 2885, 

Seq. No r 57550 
£3 Gene No. ./. ■ 120430 

In Start 54 

Name OJ000350_35 . 04 19 . C44 . ol 

jjl! Start 3405 

s y GI none 

C3 Exons 3405.. 3524, 3406.. 3528, 

[ij 3658.. 3789, 4101.. 4148 

=l1 Seq. No. 57550 

VJ Gene No. 1204 30 

3 . Start 54 

C3 Name OJ000350_35 . 04 19 . C4 4 . o4 

Start 4108 

l*. GI none . , ■ 

r i Exons 4108.. 4227, 4109.. 4228, 

J™ 4364. .4441, 4692. .4781, 



Seq. ID OJ000350_35.0419.C44 

Strand + 

End 6683 

.ts Method TBLASTX : Soybean 

End 2885 

Score 78 
2698. .2811, 2729. .2869 

Seq. ID OJ000350_35.0419.C44 

Strand + 

End 6683 

.ts Method TBLASTX: Soybean 

End 4148 

Score 171 
3418. .3528, 3629. .3745, 3645. .3788, 



Seq. ID OJ000350_35.0419.C44 
Strand + 
End 6683 
.tm - Method TBLASTX : Maize 
End 4781 
Score ' 215 . . 
4110.. 4250, 4303.. 4440, 4303. .4440, ' 
4692. .4781 



Seq. No. 57550 
Gene No. 1.204 30 

Start 54 ..... . 

Name OJ0b0350_35 . 04 19 . C4 4 . o2 . tm 

Start " . • 4 782 
GI none 

Exons 4782..4826, 4915.. 5028, 4917. 

5112. .5240, 5112. .5267, 5113, 
5276.-5365, 5296.-5427, 5313. 
5532. .5600 



Seq. ID OJ000350_35.0419.C44 
Strand + . 
End. . . .6683 ... , 
Method TBLASTX: Maize 
.End . . .. 5600 
Score 52 

.5027, 4918. .5028, 5110. .5238, 
,5268, 5271. .5354, 5275. .5355, 
.5426, 5365. .5427, 5531. .5599, 



Seq. No. 57550 Seq. ID OJ000350_35 . 04 19 . C4 4 

Gene No. 120430 Strand + 

Start v.:. 54 ' End 6683' 

Name OJ000350_35 . 04 19 . C44 . b6 . tm ■ Method TBLASTX : Maize 

Start 5600 End 5883 

GI none Score 64 



58033 



Exons 



5600. .5647, 5601. .5651, 5614. .5652, 5748. .5807, 5749. .5883, 
5749. .5883 



Seq. No. - 57550 Seq. ID 

Gene No. 120430 Strand 

Start 54 End 

Name OJ000350_35 . 0419. C44 .o3. ts Method 

Start ; 5748 End 

GI none Score 

Exons 5748.. 5807, 5749.. 5853, 5749.. 5883, 5955, 

5978. .6049, 6123. .6170, 6130. .6171, 6217, 



OJ000350_35;041?.C44 
+ 

6683 

TBLASTX: Soybean 
6429 
99 



.6047, 5959. .6054, 
.6342, 6397.. 6429 



Seq. No. 57550 

Gene No. 1204 30 

Start 54 

Name OJ000350_35 . 04 19 . C4 4 . o3 . tm 

Start 5903 

GI none 
Exons 



Seq. ID OJ000350_35.0419.C44 

Strand + 

End 6683 

Method TBLASTX: Maize 

End 6384 

Score 206 



5903. .6049, 5904. .6047, 5904. .6056, 5906. .6049, 6129. .6263, 
6130. .6270, 6154. .6327, 6243. .6320, 6321 .. 6383, ;6322 .. 6384 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57550 

120430 

54 

OJ000350_35.0419.C4 4 .o5.tm 

6404 

none 



Seq. ID OJ000350_35.0419.C44 
Strand 
End 

Method 
End 
Score 



+ • 

"6683 

TBLASTX: Maize 

6683 

191 



6404. .6658, 6416. .6676, 6489. .6677, 6489. .6683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57551 Seq. ID 

120431 Strand 

1 End 

OJ000350_35 . 04 19 . C4 5 . ol . np Method 

1 End 

5669871 Score 



OJ000350_35.0419.C45 
+ 

3045 
AAT/NAP 
3041 
697 



1..111, 846. .919, 1012. .1100, 1378. .1418, 2012. .2069, 
2210. .2284, 2417. ..2509, 2642 . .28 90, ■ 2969 . : 304 1* 



GI Descrip. (AF135014) dihydrolipoamide S-acetyltrans'f erase [Zea mays] 



Seq. No. 57551 
Gene No. 120431 
Start ... 1 

Name .. OJ.00.0350_35 . 0419, C45 ,ol - 

Start 16 
GI none 

Exons 16.. 117, 844.. 912, 1014, 

2209. .2289, 2210. .2284, 
■ 2640. .2684, 2642. .2695, 
2794. .2892, 2942. .3040, 



tm 



.1127 
2395. 
2644. 
2951. 



Seq. ID 

Strand 
•End 

Method 

End ' 

Score 
, 2208 
.2511, 
.2892, 
.3040, 



OJ000350_35.0419.C45 
+ 

3045 

.TBLASTX: Maize. 
3045 



. . 84 
.2279, 2209. 
2417. .2512, 
2670. .2891, 
2968. .3045, 



.2283, 

2639. .2695, 
2768. .2893, 
2974 . . 3042 



Seq. No. 57551 

Gene No. 120431 

Start 1 • ■ 

Name . OJ000350_35 . 04 19 . C45 . ol . gs 
Start ' '846 

GI none 
Exons 



Seq. ID OJ000350_35.0419.C45 
Strand + 
.End 3045 
Method GENSCAN 
End"" • 2840 
Score . 67 



846. .919, 1003. .1100, 1385. .1418, 2210. .2284, 2417. .2509, 



58034 



2642. .2840 



Seq. No. 


57551 






Seq. ID 


OJ000350_35.0419. 


,C45 


O "lie; LN ^ . 








Strand • 


+ 




OLdl L 


1 
X 






End 


3045 




Name 


UJUUUjjU jj 


0 4 1 Q p/ic: "I 


f c 

us 


Method 


TBLASTX: Soybean 




Cf- -s yf 


990ft ~~ 

c. £ U O 






End 


3040 






n on o 






Score 


130 . 




Exons 


990R 997^ 


9900. 99Q Q 


99 1 0 


.2-284, 2416. .2511, 2417. .2512, 




9fi49 9fiQ^ 

<iD4Z . . O .7 0 , 


97ft0 9RQ^ 


97 


.2901, 2951.. 3040, 2962. .3039 


Seq. No. 


57552 






Seq. ID 


OJ000350_35.0419. 


C46 




1 904 






Strand 






Cf 2 yf 
O Lai. L 


t JO 






End 


346 ' 




IN dillt; 


d.tooo^so 

UuUUUJJU J J 


04 1 Q P4 6 ol 


np 


Method 


AAT/NAP 




Cfa v-f 


i JO 






End 


346 




ot 








Score 


92 




Exons 


^ JO . . J4D 












GI Descrip. 


(AC011665) 


hypothetical 


protein [Arabidopsis thaliana] 




OC^t IN (J • 


57553 






Seq. ID 


OJ000350_35.0419. 


C47 


(aciltr 1NU . 


120433 






Strand 






Of -a r-4- 


634 






End 


1415 




Name 


OJ000350 35 


.0419.C47.o2. 


ts 


Method 


TBLASTX : Soybean 




Of -i ft- 


625 






End 


843 






none 






Score 


99 




Exons 


625. .843, 704. .838 












57553 






Seq. ID 


OJ000350J35.0419. 


C47 




120433 






Strand 








634 






End 


1415 




Name 


OJ000350 35 


.0419.C47.ol. 


tc 


Method 


TBLASTX: Cress 




Of a r f 

D LdX L- 


628 






End 


1164 






none 






Score 


97 




Exons 


628. .1164, 


634. .843, 701 


...1162 






t?C^ ( ViKJ . 


57553 






Seq. ID 


OJ0p0350_35..0419. 


C47 


belle LnO . 


120433 






Strand 








634 






End 


1415 




Name 


OJ000350 35 


.0419.C47.ol. 


tm 


Method 


TBLASTX: Maize 




Of 3 7~f- 
OLdXt 


631 






End 


1059 




PT 


.none 






Score. 


41 




Exons 


631. .1059, 


6.32., 661, 701 


. ..838, 


813. .905, 832. .957 




Seq. No.. 


57553. . 






Seq. ID 


OJ000350__35. 041.9. 


C47 


f An a Mo 


120433 






Strand 






Of a r-f 


634 






End 


1415 




Name 


OJ000350 35 


.0419.C47.ol. 


np 


Method 


AAT/NAP 




Start 


634 




End 


1415 




GI 


6358764 






Score 


941 




Exons 


634. .1415 












GI Descrip. 


(AC011665) \ 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No.- 


57553 






Seq. ID 


OJ000350_35.0419. 


C47 


Gene No. 


120433 






Strand 






Start 


634 






End 


1415 




Name 


OJ000350 35 


.0419.C47.ol. 


ts 


Method 


TBLASTX: Soybean 





58035 




C f -j r-H 


OCQ 






1 "5 QO 

i jyz 




bl 


none 




Score 


Ijj 




Exons 












Seq. No. ■ 


57553 




Seq. ID 


OJ000350_35.0419, 


.C47 


Gene No. 


120433 




Strand 






Cj-a vf 


D J 4 




Cina 


i a i c; 

Ills) 




Name 


UJUUU jjU jj . U 4 1 . b4 / . Od, 


f m 

. urn 


Method 


i bijAb i a : Ma i z e 




Of 2 y- f 

b tar r 


i n fin 
1 u ou 




bna 


1 "3 / Q 
1J40 




PT 


none 




Score 


14/ 




Exons 


lUDU . . 1 Jfl / , 1UO j . . 1 JJO/ 


i nQR 

1 U o j 


. . 1 J4 O 






beq . no . 


j / j j 4 




beq. 1U 


UJUUUjjU jj.U4iy, 


r* a Q 

. b4 0 


Gene No. 


120434 




Strand 


+ 




Start 


1622 




End 


1810 




Name 


oTnnn^^n n4i q p4q ^9 

UJUUUjjU jj.U4iy.L40.OZ 


.np 


Method 






o tar u 


1 fi99 ~ 
1 OZZ 




End 


1 Q 1 ft 
1 o 1 U 






D / Z 1 j 4 j 




Score 


Q 9 
O £ 




Exons 


i coo i pi n 

1 0^-^. . .loll) 










GI Descr ip . 


(Aruuiu / j j nypotneticai 


protein [Oryza 


sat iva ] 




beq . ino . 


0 / 0 04 




Seq. ID 


UJUUUjjU j3 . U 4 1 y , 


C A Q 
. b4 o 


Gene No. 


120435 




Strand 






Start 


1 ■:. : 




End 


941 




Name 


UJUUU jjU jj.u4iy.b4o.oi 


. np 


Method 


AAT/NAP 




Cf -J v-f 

o car c 


l 




End - 


923 




C T 


fi "3 R Q T fi /I 

b jjO / o4 




Score 


632 




Exons 


i . . y / j 










i T J~\ /^k f~** V* T 

vj-L uesciip. 


\hl-uiiodj j nypotneLicai 


protein [Arabidopsis thaliana] 




Seq. No. 


57554 




Seq. ID 


OJ000350_35.0419, 


.C48 


Gene No. 


120435 




Strand 






Cf ar f 


i 

L 




End 


941 




Name 


UuUUUjjU j3.Ufili7.bfl0.01 


. gs 


Method 


GEN SCAN 




Of a v-h 


1 Q 
1 y 




End 


941 




bl 


none 




.Score 


.97 






1 Q CM 1 










Seq. No. 


57554 




Seq. ID 


OJ000350_35.0419. 


.C48 


Gene No. 


120436 




Strand 






Of 3r f 


1 C>4 j 




End 


1714 




Name 


UJUUUjjU, . j 0 .. U4 1 y . U4 o . Ol 


• tra. 


Method 


TBLASTX: Maize 




O f -i -K-f 

btart 


1j 




End . 


797 . - 




bl 


none 




Score 


73 




Exons . 


1 3 . . 4 Z j , j? . , iDU, 3ZZ . . 


788, 


627. .797 






beq. no. 


c t c c / 
0 / Oj4 




Seq. ID 


OJ000350_35.0419. 


C48 


Gene No. 


120436 




Strand 






Start . 


1645 




End 


1714 




Name 


UJUUUjjU j j . U 4 1 y . U4 o . 0 1 


.tc 


Method 


TBLASTX: Cress 




otart 


"3 *3 
JJ 




End 


797 




GI 


none 




Score 


82 . 




Exons 


33. .641, 108. .251, 126. 


.290, 


276. .533, 


283. .417, 534. .797, 




594. .797 










Seq. No. 


57554 




Seq. ID 


OJ000350_35.0419. 


C48 


Gene No. 


120436 




Strand 







58036 



Start 
Name 
Start 
GI 

Exons 



1645 End 1714 

0 J000350_35 . 04 1 9 . C4 8 . o2 . gs Method GENSCAN 

1645 End 1714 

none Score . 67 
1645. .1714 



Seq. No. 57555 Seq. ID 

Gene No. 120437 Strand 

Start 5414 End 

Name OJ000350_35.0419.C49.o3.gp Method 

Start 5414 End 

GI . 1631463 Score 

Exons 5414.. 5624 

GI Descrip. 4 680178 /gb I AF111709. 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat- 2 
retrotransposon, complete sequences; and unknown genes 



OJ000350_35.0419.C49 
+ 

5624 
AAT/GAP 
5624 
■ 344 



Seq. No. 


57555 


Seq. ID 


OJ000350_35.0419. 


C49 


Gene No'. 


120438 


Strand 


+ 


*< 


Start 


6252 


End 


7070 




Name 


OJ000350 35.0419.C49.o3.np 


Method 


AAT/NAP 




Start 


6252 


End 


7070 




GI 


5042448 


Sco're 


1130 




Exons 


6252.. 7070 : 








GI Descrip. 


(AC007789) putative "ORF0 , protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 








Seq. No. 


57555 


Seq. ID 


OJ000350J35.0419. 


C49 


Gene No. 


120439. 


Strand 


+ 




Start 


7325 


End 


11885 




Name 


OJ000350 35.0419.C49.o4.np 


Method 


AAT/NAP 




Start 


7325 


End 


11885 




GI 


4680179 


Score 


7819 




Exons 


7325. .11885 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 




•Seq. No. 


57555 . - 


Seq. ID 


•OJ00035Q_35.0419. 


C49 


Gene No. 


120440 


Strand 






Start 


25 


End 


6358 




Name 


OJ000350 35.0419.C49.ol.gp 


Method 


AAT/GAP 




Start 


25 


End 


478 




GI . 


LIB34 31-04 5-P1-N1-A10 


Score 


836 




.Exons 


25. .478 








GI Descrip. 


'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2., clone : P0437H03 (contig b) V 




Seq. No. 


51555 


Seq. ID 


OJ000350_35.0419. 


C49 


Gene No. 


120440 


Strand 






Start 


25 


End 


6358 




Name 


OJ000350 35.0419.C49.ol.gs 


Method 


GENSCAN 




Start 


276 


End 


3831 




GI 


none 


Score 


.65 




Exons 


276. .463, 614. .816, 821. .868, 


932. .1063, 1154. .1185, 1377. .15! 




1652. ,1910, . 1987. .2285, 2375.. . 


2499, .3438. .3831 




Seq. No. 


57555 


Seq. ID 


•OJ000350_35.0419. 


C49 


Gene No. 


120440 


Strand 







58037 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



25 



End 

Method 
End 
Score 



6358 
AAT/NAP 
4095 
278 



OJ000350_35.0419.C4 9.ol.np 

279 

-7228442 
279.. 463, 3918.. 4095 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the .' 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 

57555 Seq. ID OJ000350_35 . 04 19 . C4 9 

120440 Strand 

25 End 6358 

OJ000350_35 . 04 19 . C4 9 . o2 . np Method AAT/NAP 

582 End 6358 

5441880 Score 1687 

582. .816, 932. .1063, 1310. .1407, 1652. .1910, 1987. .2285, 

6329.. 6358 

(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

57555 Seq. ID OJ000350_35 . 04 19 . C4 9 

120440 Strand 

25 ^ End 6358 

OJ000350_35. 0419.C49.o2.gp Method AAT/GAP 

1660 ' End 2159 

LIB3475-007-P1-K1-G8 Score 805' 

1660. .1910, 1987. .2159 

'5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] f 



Seq. No. 


57555 








Seq. ID 


OJ000350_35.0419. 


C49 


Gene No. 


120441 








Strand 






Start 


7592 








End 


8128 




Name 


OJ000350 35, 


.0419. 


C49.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


7592 








End 


7951 




GI 


none 








Score 


308 




Exons 


7592. .7951, 


7618. 


.7692, 


7717. 


.7950 






Seq. No. 


57555 








Seq. ID 


OJ000350_35.0419. 


C49 


Gene No. 


120441 . 








Strand . 






Start 


7592 








End 


8128 




Name 


OJ000350 35. 


.0419. 


C49.o6 


. tm ' 


Method 


TBLASTX: Maize 




Start .. 


7832 








End 


8.128 .... 




GI 


none 








Score 


210 




Exons 


7832. .8128, 


7832. 


.8116, 


7849. 


.8019 






Seq. No. 


57555 








Seq. ID 


OJ000350__35.0419. 


C4 9 


Gene No. 


120442 








Strand 






Start 


8471 








End 


8893 




Name 


OJ000350 35. 


,0419. 


C4 9.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


8471 








End 


8893 




G'l 


none 








Score 


153 




Exons 


■' 8471. .8665, 


8521; 


.8619, 


8705. 


.8893, 8731. .8886 




Seq. No. 


57555 








Seq. ID 


OJ000350_35.0419. 


C49 



58038 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



120443 
9050 

OJ000350_35. 

■90S0 :; • - 
none 

9050. .9532, 

57555 

120443 

9050 

OJ000350_35. 

9062 

none 

9062. .9349, 

57555 

120443 

9050 

OJ000350_35. 

9086 

none 

9086. . 9400 



Strand 

End 9919 

,0419.C4 9.o4.tw ■ Method TBLASTX : Wheat. 

End 9532 

Score 550 
9154. .9489, 9179. .9523 

Seq. ID OJ000350_35.0419.C49 
Strand 

End 9919 

04 1 9 . C4 9 . o5 . tm Method TBLASTX : Maize 

End 9351 

Score 322 

9160. . 9351 

Seq. ID OJ000350_35.0419.C49 
Strand 

End 9919 

;£>4 1 9 . C4 9 . 6.4 . t s Method TBLASTX : Soybean 

End 9400 

Score 183 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57555 

120443 

9050 

OJ000350_35, 

9419 

none 

9419. . 9598, 

57555 

120443 

9050 

OJ000350_35. 

9473 

none " 

9473. . 9505, 
9677. . 9868 



Seq. ID OJ000350_35.0419.C49 
Strand 

End 9919 

.0419.C49.o3.tm Method TBLASTX : Mai ze 

End ^9919 

Score "161 
9584.. 9919, 9670.. 9801, 9671.. 9910 

. Seq. ID OJ000350_35.0419.C49 
Strand 

End 9919 

,0419.C4 9.ol.ts Method TBLASTX : Soybean 

End 98 68 * 

Score 57 

9473. .9517, 9509. .9868, 9509. .9589, 9604. .9867, 



Seq. No. 

Gene No. 

Start 

Name 

S.tart 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57555 
1204.43 
.905.0 

OJ000350_35 
9581 . . 
none 

9581. .9883, 

57555 
120444 
9884 

OJ000350_35. 
9884 
none 

9884"; .10393, 



Seq. ID OJ000350_35.0419.C49 
Strand 

' End 9919 

.0419.C4 9.o5.tw Method TBLASTX : Wheat 

End ■ .9883 .... 

Score ' 4 02 
9582.. 9683, 9601. .9882 

Seq. ID OJ000350_35.0419.C49 
Strand 

End 10393 

, 04 1 9 . C4 9 . o2 . tw Method TBLASTX : Wheat 

End 10393 

Score 628 
9916. .10227, 9962. .10309 



Seq. No. 



57555 



Seq. ID OJ000350_35.0419.C49 



58039 



Gene No. 120444 Strand 

Start 9884 End 

Name OJQ00350_35 . 0419 . C4 9 . o3 . ts Method 

Start 98 90 t End 

GI none Score 

Exons 9890.. 10135 



10393 

TBLASTX : Soybean 

10135 

204 



Seq. No. 57555 

Gene No. 120444 

Start 9884 

Name 0 J000350_35 . 04 1 9 . C4 9 . o2 . tm 

Start 9956 

GI none 

Exons 9956.. 10309, 9958.. 10224, 10010.. 10321 



Seq. ID OJ000350 35.0419.C49 



Strand 
End 

Method 

End 

Score 



10393 

TBLASTX: Maize 

10321 

488 



Seq. No. 


57555 






Seq. ID 


OJ000350_35.0419, 


. C4 9 


Gene No. 


120445 






Strand 






Start 


10397 






End 


11861 




Name 


OJ000350 35.0419.C4S..p3/tw 


Method 


TBLASTX: Wheat 




Start 


10397 






End 


10876 




GI 


none 






Score 


590 




Exons 


10397. , 


.10876, 10430., 


. 10843, 


10468.. 10875 




Seq. No. 


57555 






Seq. ID 


OJ000350_35.0419, 


,C49 


Gene No. 


120445 






Strand 






Start 


10397' 






End 


11861- 




Name 


OJ000350 35.0419.C49, 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


10583 






End, 


10900 




GI 


none 






Score 


89 




Exons 


10583. . 


.10756, 10757.. 


.10900,- 


10759. .10899 




Seq. No. 


57555 






Seq. ID 


OJ000350_35.0419. 


.C49 


Gene No. 


120445 






Strand 






Start 


10397 






End 


11861 




Name 


OJ000350 35.0419.C49. 


,o2. ts 


Method 


TBLASTX: Soybean 




Of a >-+- 


10664 






End 


10924 




GI 


none 






Score 


299 




Exons' 


10664. . 


,10924, 10669., 


.10923 








Seq. No. 


57555 






Seq. ID 


OJ000350_35.0419. 


.C49 


Gene No. 


120445 






Strand 






Start 


10397 






. . End 


■ H861 ... ..... 




Name 


OJ000350 35.0419. C49, 


. o4 . tm. 


Method 


TBLASTX: Maize. 




Start 


10723 






End 


11014 




GI 


none 






Score. . 


389. • 




Exons 


10723. . 


.11010, 10724 . . 


, 11014 








Seq. No. 


57555 






Seq. ID 


OJ000350_35.0419. 


,C49 


Gene No. 


120445 






Strand 






Start 


10397 






End 


11861 




Name 


OJ000350 35.0419.C49. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


10883 






End 


11507 




GI 


none 






Score 


190 




Exons 


10883. . 


,11059, 10885.. 


,11034, 


11067. . 11507, -11085. . 11213, 






11087. . 


,11506 










Seq. No. 


57555 






Seq. ID 


OJ000350_35.0419. 


C49 



58040 




Gene No. 120445 

Start 10397 

Name OJ000350_~35 . 0419.C49. ol . 

Start 11070 

GI none 

Exons 11070. .11219, 11079.. 112 
11223. .11648 

Seq. No. 57555 

Gene No. 120445 

Start 10397 ■. 

Name OJ000350_35 . 04 19 . C4 9 . 06 . 

Start 11507 

GI none 

Exons 11507. .11560, 11508.. 118 
11658. .11819 



Strand 

End 11861 
tm Method TBLASTX: Maize 

End 11648 v: .. 

Score 178 
13, 11087. .11215, 11222. .11647, 



Seq. ID OJ000350_35.0419.C49 
Strand 

End 11861 

tw Method TBLASTX : Wheat 

End 11840 

Score' 363 
40, 11514 . .11615, 11600. . 11716, 



Seq. No. ■ 57555 Seq. ID 
Gene, No. 1204 4 5 Strand- 
Start" 10397 End 
Name OJ000350_35 . 04 19 . C4 9 . o7 . tm Method 
Start 11649 End 
GI none Score 
Exons 11649.. 11861 



OJ000350_35.0419.C49 
11861 

TBLASTX: Maize 

11861 

193 



Seq. No. 57556 Seq. ID 

Gene No. 120446 Strand 

Start 131 . End 

Name OJ000350_35 . 0419 . C51 . ol . gs " Method 

Start 131 End 

GI none Score 

Exons 131.. 136, 370.. 675 

Seq. No.. 57556 

Gene No. 120447 Strand 

Start 966 End 

Name OJ000350_35 .0419. C51 . ol . tm Method 

Start 269 • End 

GI none Score 
Exons 



OJ00035'0_35.0419.C51 
675 

GENSCAN 

675 

.51 



Seq. ID OJ000350_35.0419.C51 



1098 - 

TBLASTX: Maize 

472 

82 



269. .331, 271. .348, 274. .342, 278. .349, 343. .423, 344. .472 



Seq. . No. 57556 Seq. ID 

Gene No. 120447 Strand 

Start 966 ' End 

Name .. OJ000350_35 . 04 19 . C51 . o2 . gs .' Method 

Start _ 966 End 

GI none Score 

Exons 966.. 1010, 1048.. 1098 



OJ00035Q_35...0419.C51 

1098 
GENSCAN 
1098 
.84 



Seq. No. 57557 Seq. ID 

Gene No. 120448 Strand 

Start 3177 End 

Name OJ000350_35 .0419. C52 . o2 . gs Method 

Start 3177 End 

GI none Score 

Exons 3177.. 3300, 3575.. 3591 



OJ000350_35.0419.C52 

3591 
GENSCAN 
3591 
.61 



58041 



Seq. No. 57558 Seq. ID 

Gene No. 12044 9 Strand 

Start . - 399 End 
Name OJ000350_35 . 04 19 . C53 . ol . gs Method 

Start 399 - End 

GI none - . Score 

Exons . 399.. 490, 1927.. 2037, 2093.. 2281 



OJ000350_35.0419.C53 

2281 
GENSCAN 
2281 
.5 



Seq. No. 57559 Seq. ID 

Gene No. 120450 . Strand 

Start 915 ' End 

Name OJ000350_35 . 04 19 . C54 . ol . gs Method 

Start 915 End 

GI none Score 

Exons 915.. 1838, 1925.. 2690, 2765.. 2952, 3028.. 3217, 3285 
3462. .3910 



OJ000350_35.0419.C54 
+ 

3910 
GENSCAN 
3910 
.66 

3389, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57559 

120450 

915 

OJ000350_35.0419.C54 .ol.np 
954. 

6691716 



Seq. ID . OJ000350_35.0419.C54 
Strand + 

End 3910 . 

Method AAT/NAP 
End 3907 
Score • 2393 



954.. 1824, 2.022. .2214., 2296.. 2416, 2528.. 2690, 2765.. 2952, 

3028.. 3127, 3273. '.3389, 3462.. 3907 

(AP0004 92') hypothetical protein [Oryza sativa] 

gil 6691717 | dbj | BAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 1 ■ • 



Seq. No. 


57559 








Seq. ID 


OJ000350 


Gene No. 


120451 








Strand 




Start 


4226 








End 


5487 


Name 


OJ000350 35 


.0419, 


,C54.o3. 


tw 


Method 


TBLASTX: 


Start 


1074 








End 


1364 


GI 


none 








Score 


212 


Exons 


1074. .1364, 


1256, 


. .1324 








Seq. No. 


57559 








Seq. ID 


OJ000350 


Gene No. 


120451 








Strand 




Start 


4226 








End 


5487 


Name 


OJ000350 35 


.0419, 


.C54.o2. 


gs 


Method 


GENSCAN . 


Start 


4226 








End. 


5365 


GI 


. none . 








. Score. 


.85. . 


Exons 


4226. .5365 ' 












Seq. No. 


57559 








Seq. ID 


OJ000350 


Gene No. 


120451 








Strand 




Start 


4226 








End 


5487 


Name 


OJ000350 35 


.0419. 


,C54.o2. 


np 


Method 


AAT/NAP 


Start 


4229 








End 


5487 


GI 


5902445 








Score 


2166 


Exons 


4229. .5487 












GI Descrip. 


(AB030283) < 


GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


57559 








Seq. ID 


OJ000350 


Gene No. 


120451 








Strand 




Start 


4226 








End 


5487 



58042 



Name 


OJ00035Q 35 


.0419, 


. C54 . 02 


. tw 


Method 


TBLASTX: Wheat 


Start 


A O O O 

4238 








End 


4852 


GI 


. t . none 








Score 


81 


Exons 


423o . .43/5, 




/* CI Q 

. 4 d i y , 


a an a 
4 0 I A .■ 


.4 852, 4590. .4 691, - 4 74 3. .4832 


Seq. No. 


57559 








Seq. ID 


OJ000350_35.0419.C54 


Gene No. 


120451 








' Strand 




Start 


422b 






- 


End 


5.4 87 


Name 


OJUUU3oU 3d 


. U4 i y , 


, L34 . 02 - 


. tm 


Method 


TBLASTX: Maize 


Start 


42 / / 








End 


4510 


GI 


none 








Score 


101 


Exons 




4 2 / o , 


A "3*7 Q 
, . 4 O / y , 


4 30o . 


.4510, 4359. .4418 


Seq. No. 


57559 








Seq. ID 


OJ000350_35.0419.C54 


Gene No. 


120451 








Strand 


- 


Start 


422b 








End 


5487 


Name 


OJ0U0350 35 


a yl 1 A 

. U4 i y . 


■ Co4 . 03 , 


. tm 


Method 


TBLASTX: Maize 


Start 


A C O O 

4 622 








End 


4895 


GI 


none 








Score 


57 


Exons 


4 b22 . .4 / Uo / 


4 / 1 o . 


j|OA1 


4/31. 


.4805, 478 


:8...4895, 4796. ,4894 


Seq. No. 


57559 








Seq. ID 


OJ000350_35. 0419.C54 


Gene No. 


120451 








Strand 




Start 


A O O £ 

4 22 o 








End 


5487 


Name 


OJ000350 3b 


.0419. 


. C54 . ol . 


. tw 


Method 


TBLASTX: Wheat 


Start 


a d r i , 








End 


5354 


GI 


none 








Score 


110 


Exons 


4 y o / . . oloo , 


4 y b / . 


c o c *o 


5U43 . 


.5354 - 




beq. wo. 


o / jj y 








Seq. ID 


OJ000350_35.0419.C54 


Gene No. 


120451 








Strand 




Start 


4226 








End 


5487 


Name 


OJ000350 35 


.0419. 


,C54 .ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


4997 








End 


5360 


GI 


none 








Score 


67 


Exons 


4997 .-.5044, 


4998. 


, .5045, 


5031. 


.5339, 5036.. 5359, 5049.. 5360 



Seq. No. 
Gene No. 
Start 
Name 
Start 
• GI 

Exons • 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



57560 

120452 

1 

OJ000350_35. 0419.C55.ol.np 

1 . 

5922631 



Seq. ID . OJ000350_35.0419.C55 
Strand 

End 2851 

Method AAT/NAP 

End.. . .2851. 
.Score- . 2 969 . , 



1..549, 1156.. 2079, 2206.. 2357, 2400.. 2851 

(AP0.00492) ESTs. C26347 (C1214 5 ) , AU078074 (C12lt5 ) ..correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



57560 

120452 

1 

OJ000350_35.0419.C55.o3. tw 
2 



Seq. ID OJ000350_35.0419.C55 
Strand 

End 2851 

Method TBLASTX : Wheat 

End 320 



58043 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2. .319, 18. .320 

57560 

120452 

1 

OJ000350_35.0419.C55.o2. tm 
14 

none 



Score 



Seq. -ID 

Strand 

End 

Method 
End 

Score - 



138 



OJ000350_35 .0419. C55- 
2851 

TBLASTX: Maize 

422 

83 



14. .145, 15. .146, 167. .421, 168. .422 



Seq. No. 57560 Seq. ID 

Gene No. 120452 Strand 

Start 1 End 

Name OJ000350_35 . 0419 . C55 . ol . g"s Method 

Start 20 End 

GI none Score 

Exons 20.. 793, 893.. 1067, 1164.. 2680 

Seq. No. 57560 " Seq. ID 

Gene No. 120452 Strand 

Start 1 End 

Name * OJ000350_35 .0419. C55 . ol . ts Method 

Start 116 > End 

GI none Score 

Exons 116.. 490, 123.. 293, 330.. 473 

Seq. No. 57560 Seq. ID 

Gene No. 120452 Strand 

Start 1 ' . End 

Name OJ000350_35 . 04 19 . C55 . o2 . tw Method 

Start 365 End 

GI none Score 
Exons ' 365. .784, 366. .782, 569. .784 

Seq. No. 57560 Seq. ID 

Gene No. 120452 - .. Strand' 

Start 1 ' End 

Name OJ000350_35 . 0419 . C55 . ol . tm Method 

Start 653 End 

GI none Score 

Exons 653. , 1009, 663.. 968. . 

Seq. No. 57560 Seq. ID. 

Gene No. \ 120452 , . -"*. Strand. 

Start 1 End 

Name OJ000350_35 .0419.C55.o2.ts Method 

Start 734 End 

GI none Score 

Exons 734.. 868, 875.. 1099 



OJ000350_35.0419.C55~ 

2851 
GENSCAN 
2680 
.41 



OJ000350_35.O419.C55 
2851 

TBLASTX : Soybean 
490 ^ 
46 " 



OJ000350_35.0419.C55 
2851 

TBLASTX: Wheat 

784 

236 



OJ000350_35.0419.C55 
2851 

TBLASTX: Maize 

1009 

208 



OJ000350_35. 0.419. C55 
2851 

TBLASTX: Soybean 

1099 

138 



Seq. No. 57560 Seq. ID 

Gene No. 120452 Strand 

Start 1 End 

Name OJ000350_35 . 04 19 . C55 . o5 . tw Method 

Start 784 End 

GI none Score 



OJ000350_35.0419.C55 
2851 

TBLASTX: Wheat 

1018 

105 



58044 




Exons 


784. .948, 785. .997, 785. .1018, 786. .998 




Seq. No. 


57560 


Seq. ID 


OJ000350_35.0419. 


,C55 


Gene No. " 


120452 ** . 


Strand 








1 


End 


2851 




Name 


OJ000350 35.0419.C55.ol.tw 


Method - 


' TBLASTX: Wheat 




Cf vf 

btart 


1019 


End 


1816 




C T 


none 


Score 


116 




Exons 


1019. .1312, 1023. .1184, 1359, 


..1595, 1361.. 1591, 1640.. 1816. 


Seq. No. 


57560 


Seq. ID 


OJ000350_35.0419. 


,C55 


Gene No. 


120452 


Strand 


- 




otart 


1 


End 


2851 




Name 


OJ000350 35.0419.C'55.o3.tm 


Method 


TBLASTX: Maize 




btart 


1361 


End 


1508 




H T 


none 


Score 


114 




Exons 


1361. .1507, 1362. .1508 








Seq. No. 


57560 


Seq. ID 


OJ000350_35.0419. 


C55 


Gene No. 


120452 


Strand 






O -J > v~ f- 

otart 


1 


End 


2851 




Name 


OJ000350 35.0419.C55.o4 . tw 


Method 


TBLASTX: Wheat 




o tart 


2393 


End 


2795 






none 


Score 


119 




Exons 


2393. .2794, 2526. -.2795 








Seq. No. 


57561 ■ k ■ 


Seq. - ID 


OJ000350_35.0419. 


C56 


Gene No. 


120453 


Strand 


+ 




b tar l 


1260 


End 


2756 




Name 


OJ000350 35.0419.C56.o2.gs 


Method 


GENSCAN 




Of T vf 

otart 


1260 


End 


2755 






none 


Score 


.45 




Exons 


1260. .1348, 1472. .1671, 2053. 


.2089, 2283..2423, 2624.. 2755 


beq. no. 


57561 


Seq. ID 


OJ000350 35.0419. 


C56 


Gene % No . 


120453 


Strand^ 


+ 




Of Q v+- 


■12.60 ' . 


End ' 


2756 




Name 


OJ000350 35.0419.C56.o2.gp " 


Method 


AAT/GAB- " 




Start 


2653 


End 


2756 




C T 


369 1.R1084 


Score 


143 




Exons 


2653. .2756 








GI . Descr ip . 


1 312.3270/sp | P4 9398 | RS4 . ORYSA 


1.0e-133 


4 OS RIBOSOMAL PROTEIN 




,(SCAR PROTEIN . SS620) . >gi 2463335 emb CAA75242' . (Y15009). 






ribosomal protein S4 [Oryza sativa] 1 






beq. no. 


57561 


Seq. ID 


. OJ000350_35.0419. 


C56 


Gene No. 


120454 


Strand 






Start 


1 


End 


901 




Name 


OJ000350 35.0419.C56.ol.np 


Method 


AAT/NAP 




Cf -,v.f 

btart 


1 


End 


704 






5902444 


Score 


1037 




Exons 


1...704 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa) 




Seq. No. 


57561 


Seq. ID 


OJ000350_35.0419. 


C56 


Gene No. 


120454 


Strand 






Start 


1 


End 


901 





58045 




Name 


OJUUUjou jo .-U4 ly . Cob . ol . gs 


Method 


GENSCAN 




otart 




End 


/04 






none 


Score 


1 




Exons 


lO^!. . JoU, ODD. . /U4 








Seq. No. 


57561 


Seq. ID 


OJ000350_35 .0419. 


C56 


Gene No. 


120454 


Strand 






Start 


1 


End 


901 




Name 


OJ000350 35.0419.C56.ol.gp 


Method 


AAT/GAP 




b tart 


440 


End 


901 




GI 


uC-osflcypl77g01al 


Score 


251 




Exons 


440. .476, 753. .901 








GI Descrip. 


, 4884864/gb|AAD31846.1|AF133530 1 4.0e-12 (AF133530) water 




channel protein MipH [Mesembryanthemum crystallirium] 1 




Seq. No. 


57562 


Seq. ID 


OJ000350_35.0419. 


C57 


bene no. 


120455 


Strand 


+ 




Start 


1 


End 


. 668 




Name 


OJ000350 35..0419.C57.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


668 




GI 


369 3.R1084 


Score 


1289 




Exons 


1. .668 








GI Descrip. 


*3914899/sp|022424|RS4 MAIZE 


1.0e-127 


4 OS RIBOSOMAL PROTEIN S4 




>gi__2331301 (AF0134 87 ) ribosomal protein S4 type I [Zea 


mays] 1 


Seq. No. 


57562 ' 


Seq. ID 


OJ000350_35.0419. 


C57 


Gene No . 


120455 


Strand 


+ 




Start 


1 


End 


668 




Name 


OJ000350 35.0419.C57.ol.np 


. Method 


AAT/NAP 




Start 


1 


End 


432 




GI 


3914899 


Score 


739 




Exons 


1. .432 








GI Descrip. 


40S RIBOSOMAL PROTEIN S4 gi 12331301 (AF013487) ribosomal 


prote 




S4 type I [Zea mays] 








Seq. No*. 


57562 ■ 


Seq. ID 


OJ000350_35.0419. 


C57 


Gene No. 


1204 56 - * . 


Strand 


+ 




Start 


4166 


End 


5856 




Name 


OJ000350 35.0419.C57.o2.gs 


Method 


GENSCAN 




Start 


4166 


End 


5641 




GI 


none 


Score 


.56 




Exons 


4166.. 4660, 4705.. 4935,, 5255 


.5641 






Seq. No. 


57562 "' 


Seq. ID 


- OJ000350_35.0419. 


C57 : 


Gene No . 


120.456 ......... 


. Strand . 


+ 




ot art 


4166 


End 


5856 




Name 


OJ000350 35.0419.C57.o2.np 


Method 


AAT/NAP 




Start 


4172 


End 


5635 




GI 


5803254 


Score 


733 




Exons 


4172. .4935, 5021. .5173, 5255 


.5635 






GI Descrip. 


(AP000399) ESTs C97429 (C60159) , D22427 


(C11106) , 






AU078031 (E31854) , D15683 (C1084) correspond to a region of 


the 




predicted gene; hypothetical 


protein 


;Oryza sativa] 




Seq. No. 


57562 


Seq. ID 


OJ000350_35.0419. 


C57 


Gene No. 


120456 


Strand 


+ 




Start 


4166 


End 


5856 





58046 



Name 

Start 

GI 

Exons 



OJ000350_35.0419.C57.o2.gp 

4326 

none 

4326. .4660 



Method AAT/GAP 
End 4660 
Score 577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57562 - Seq. ID 

120456 Strand 
4166 End 
OJ000350_35.0419.C57.o3.gp Method 
5043 End 
2561_1.R1084 Score 
5043. .5173, 5255. .5856 

'5803254/dbj IBAA83564.il 3.0e-20 (AP000399) ESTs 
C97429(C60159) ,D22427 (C11106) , AU078031 (E31854) , D15683 (C1084)' 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] ' 



OJ000350_35.0419.C57 
+ 

5856 
AAT/GAP 
5856 
1375 



57562 

120457..- 

7883 

OJ000350_35.0419.C57.o3.gs 

7883 

none 



Seq. ID OJ000350_35.0419.C57 



Strand. 
End 

Method 

End 

Score 



+ 

9525 
GENSCAN 
9525 
.57 



7883, .8034, 8240 .. 8366, 8736 .. 884 7 , 9068.. 9525 



Seq. No. 57562 

'Gene No. 120458 

Start 52 

Name OJ000350_35 . 04 19 . C57 . ol . 

Start 52 

GI none 

Exons 52.. 465, 853. .981, 1057. 

3028.. 3191, 3249.. 3255 



gs 



Seq. ID 

Strand 

End 

.Method 

End 

Score 



OJ000350_35.0419.C57 

3255 
GENSCAN 
3255 
.58 



1181, 1765. .1834, 2285. .2380, 



Seq. No. 57562 

Gene No. 120459 

Start 7383. . 

Name * OJ000350_35 . 04 19 C57 . ol . 

Start 1 

GI none 

Exons 1..165, 3.. 353, 96.. 263, 



tc 



Seq. ID OJ000350_35.0419.C57 
Strand . ■ ■ - 
End 

Method 
End 
Score 



8020 

TBLASTX: Cress 

402 

270 



191. .343, 220. .402 



Seq. No. . .. 57562 .... Seq. .ID 

Gene No. 120459 Strand 

Start 7383. . , . .End 

Name OJ000350_35 . 0419 . C57 . ol . tm ' Method 

Start 1 End 

GI none Score 

Exons 1. . 165, . 1. .267, .3. .272, 96. .266, 220.. 

Seq. No. 57562 Seq. ID 

Gene No. 120459. Strand 

Start 7383 End 

Name' 1 ' OJ000350_35 . 04 19 . C57 . ol . ts Method 

Start 1 End 

GI none Score 

Exons 1..165, 3.. 353, 96.. 341, 220.. 402 



0 JO 00 35 0_3 5 . 0 4 1 9. . C 5 7 

8020 ... . ■ . ..... 

TBLASTX: Maize 

272 

261 



OJ000350_35.0419.C57 
8020 

TBLASTX: Soybean 

402 

277 



58047 



Seq. No. 


57562 






Seq. ID 


OJ000350 35.0419.C57 


Gene No . 


i o n A R Q 

izU4 oy 






Strand 






btart 


"7 "3 O "3 






End 


8020 




Name 


UJUUU-JoU oo, 


n A 1 (1 OCT « 1 

. U4 iy . Co / . Ol 


. tw 


Method 


TBLASTX: Wheat 




otart 


1 






End 


285 






none 






Score 


286 




Exons 


1 . . iDD, 1 . . ( 


5 1 *3 O O A 
5 1 , 3 . . ZO 4 , 


y D . . ZoA 


[ , Iz 4 . . 1 


85, 220. .285 




Seq. No. 


57562 






Seq. ID 


OJ000350 35.0419.C57 


Gene No. 


120459 






Strand 








7383 






_na 


8020 




Name 


OJ000350 35, 


.0419.C57.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


286 






End 


499 






none 






Score 


199 




Exons 


286. .405, 2i 


58. .353, 290 


. . 4 Z 1 , 


z9o . . 4z / 


, 393. .434, 439. 


.492, 




4S9..494, 461. .499 










beq. no. 


- 57562 






Seq. ID 


OJ000350 35.0419.C57 


belle LNO • 


.120459 






Strand 






Start 


7383 






End 


8020 




Name 


OJ000350 35. 


.0419.C57.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


,. 4 556 






End 


5287 




GI 


none 






Score 


66 




Exons 


4556. .4645, 


4561. .4(550, 


4648. . 


4791, 48 


25. .4926, 4825.. 


4911, 




4869. .4937, 


4996. .5073, 


5024 . . 


5095, 5024.. 5077, 5085.. 


5162, 




5087. .5161, 


5093. .5176,' 


5098. . 


5178, 5110.-. 5178, 5264.. 


5287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.* No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57562 

120459 

7383 

OJ000350_35.0419.C57.o3.np 

7383 

7440340 

7383. .7552, 7610. .7740, 7856, 



OJ000350 35.0419.C57 



Seq. ID _ 
Strand 

End 8020 
Method AAT/NAP 
End 8017 
Score 218 
-8017 

ribosomal protein S14, .cytosolic - Arabidopsis thaliana 

gi 1-48862691 emb | CAB4'3'407.1|. (AL050300) putative- ribosomal protein'. 

S14 [Arabidopsis thaliana] 



57562 

120459 

7383 

OJ000350_35.0419.C57.o4.np 
7383 
131773 
7383. .7552, 
4 OS RIBOSOMAL PROTEIN 
ribosomal protein S14 



7610. .7740, 7856. 



Seq. ID 
Strand 
End. 
Method 
End ' ' 
Score 
.8020 



OJ000350_35.0419.C57 

8020 
AAT/NAP 
80'20 
196 . 



S14 (CLONE MCH2) gi | 82724 | pir | | B300 97 
(clone MCH2) - maize 



Seq. No. 57563 Seq. ID 

Gene No. 120460 Strand 

Start 10 ' End 

Name OJ000350_35 . 0419 . C58 . ol . gs Method 

Start .10 End 

GI none Score 

Exons 10.. 148 



OJ000350_35.0419.C58 
148 

GENSCAN 

148 

.84 



58048 



-Seq. No. 57564 Seq. ID 

Gene No. 120461 Strand 

Start 53 End 

Name OJ000350_35 . 04 19 . C60 . ol . gs Method 

Start 53 ' ■ v* End 

GI none Score 

Exons 53. .167, 364. .459, 541. .612 

Seq. No. 57564 Seq. ID 

Gene No. 120461 Strand 

Start 53 End 

Name OJ000350_35 .0419 . C60 . ol . tm . Method 

Start 123 End 

GI none Score 
Exons 



OJ000350_35.0419.C60 
+ 

631 

GENSCAN 

612 

.88 



OJ000350_35.0419.C60 
+ 

631 

TBLASTX : Maize 

631 

66 



123. .167, 363. .458, 364. .462, 365. .466, 392. .466, 535. .624, 
539. .631, 547. .624 



Seq. No. 57565 . Seq. ID 

Gene No. 120462 Strand 

Start 1509 End 

Name OJ000350_35 . 04 19 . C61 . ol . gs Method 

Start 1509 End 

GI none - Score 

Exons 1509.. 1712 



OJ000350_35.0419.C61 
+ 

1712 
GENSCAN 
1712 
.99 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57566 Seq. ID 

120463 Strand 
1 End 
OJ000350_35 . 04 19 . C62 . ol . np Method 
1 End 
7460049 Score 
1..63, 193. .271, 358. .452, 999. .1103, 
hypothetical protein F7L13 
gi I 4 539403 | emb| CAB40036.il 

[Arabidopsis thaliana] gi | 7267740 |emb | CAB78166 . 1 | 
putative protein [Arabidopsis thaliana] 



OJ000350_35.0419.C62- 
+ 

2681 
AAT/NAP 
1334 
281 
1206. . 1334 



999. 

10 - Arabidopsis thaliana 
(AL049524) putative protein 

(AL161517) 



Seq. *No. 
Gene No. 
Start 
Name 
.Start 
GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



57566 

120463 

1 

OJ000350_35 . 0419 . C62 . ol . gs 

193, 
none 



Seq. ID OJ000350_35.0419IC62 

Strand -+ 

End 2681 

Method GENSCAN 

End " 2681 

Score .8 



193. .271, 358. .452, 1730. .1837, 2'238..2324, 2571.. 2681 



57566 Seq. ID 

120464 Strand 

3193 End 

OJ000350_35. 0419.C62.o2.np Method 

3193 End 

433214 Score 
3193. .3350, 4804. .5256 

(D13817) lactate dehydrogenase [Oryza sativa] 



OJ000350_35.0419.C62 
+ 

5256 
AAT/NAP 
5256 
699 



57566 

120465 

6459 



Seq. ID OJ000350_35.0419.C62 
Strand + 
End 7176 



58049 




Name OJ000350_35 . 0419. C62 . o3 . np Method AAT/NAP 

Start 6459 End 7176 

GI 6907085 Score 349 

Exons 64591.6515, 6600.. 7176 

GI Descrip. (AP001129) ESTs AU082316 (E3368 ) , D4 14 61 (S3973 ) correspond to a 

■ - region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


57566 








Seq. ID 


OJ000350_35.0419.C62 


Gene No. 


120466 








Strand 




Start 


4809 








End 


5499 


Name 


OJ000350 35 


.0419, 


.C62.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


399 








End 


2646 


GI 


none 








Score 


87 


Exons 


399.. 452, 978.. 1109, 996 


1 . - 1102, 999. .1103, 1177. .1287, 




1178 . . 12oo , 


1196 , 


i a o o 

. . 12oo , 


1 A A *5 

1203 . 


.1334, 1533. .1604, 1540. .1608, 




1541. . 1606, 


1543 , 


T /"AO 

. . 1608 , 


T /"AO 

1602 . 


.1631, 1607. .1630, 1721. .1843, 




1729 . . 1842 , 


2235 , 


. . 2324 , 


2237 . 


.2326, 2237.. 2323, 2568.. 2636, 




2569 . . 2646, 


2573 . 


. . 2 6 Jo 








Seq. No. 


57566 








Seq. ID 


OJ000350_35.0419.C62 


Gene No . 


120466 








Strand 




Start 


4809 








End 


5499 


Name- 


OJ000350 35 . 


.0419. 


. C62 . ol . 


tm 


Method 


TBLASTX: Maize • 


Start 


A Q A f 

4 806 








End 


5130 


GI 


none 








■ Score 


4 35 


Exons 


a a r\ r~ >i a o o 

4806 . .4 988 , 


A O A A 

4808 , 


C A O A 

. . 5089, 


A A A 

4 80 9.- 


.5093, 5095.. 5130 


Seq. No. 


57566 








Seq. ID 


OJ000350_35.0419.C62 


Gene No. 


1204 66 








Strand 




Start 


4 yuy 








End 


5499 


Name 


OJ000350 35. 


.0419. 


,C62.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4808 








End 


5235 


GI 


none 








Score 


333 


Exons 


4808. .5089, 


4809. 


. .5093, 


5116 . 


.5235 




Seq. No. 


" 57566 








Seq. ID 


OJ000350_35.0419.C62 


Gene No . 


120466 








Strand 




Start 


4809 








End 


5499 


Name 


OJ000350 35, 


,0419, 


,C62.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4808 








End 


5235 


GI 


none 








Score 


337 


Exons . . 


. 4808. .4891, 


4809. 


, .5093, 


4952. 


.5092, 5110. .5235 .. 


Seq. No. 


57566 








Seq. ID 


OJ000350_35". 0419. C62 


Gene No. 


120466 








Strand 




Start 


4809 








End 


5499 


Name 


OJ000350 35. 


.0419. 


C62.ol. 


gp 


Method 


AAT/GAP 


Start 


4809 








End 


5499 


GI 


537 1.R1084 








Score 


1354 


Exons 


4809. .5499 












GI Descrip. 


•433214/dbj I 


BAA02971] 0. 


0e+00 


(D13817) 


lactate dehydrogenase 




[Oryza sativa] 1 










Seq. No. 


57566 








Seq. ID 


OJ000350_35.0419.C62 


Gene No. 


120467 








Strand 




Start 


6768 








End 


7058 



58050 




Name 


OJ000350 35 . 04 19 . C62 . o2 . tm 


Method 


TBLASTX : Maize 


Start 


67 68 


End 


7058 


GI 


none • 


Score 


34 9 


Exons 


6768.^.7058, 6800:.7048 






Seq. No. 


57567 


Seq. ID 


OJ000350__35 . 0419. C 63 


bene no. 


120468 


Strand 


+ 


C4-a r f 

OldlL 


1 


End 


340 


Name 


OJ000350 35.0419.C63.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


340 


GI 


6907085 


Score 


292 


Exons 


1. .340 






GI Descrip. 


(AP001129) ESTs AU082316 {E3368 ) , D4 14 61 ( S3973 ) correspond to a 




region of the predicted gene". 


; hypothetical protein [Oryza 



sativa] 



Seq. No. 


57567 










Seq. ID 


OJ000350_35.0419. 


C63 


Gene No. 


120469 










Strand 






Start 


177 ■ 










. End 


351 ^ 




Name 


OJ000350 


_35. 


0419. 


C63. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


63 










End 


351 




GI 


none 










Score 


244 




Exons 


63. .233, 


63. 


.236, 


64. 


.234, 


233. .340, 


239. .340, 270. .350, 






277. .351 
















Seq. No. 


57567 










Seq. ID 


OJ000350_35.0419. 


C63 


Gene No. 


120469 










Strand 






Start 


177 










End 


351 




Name 


OJ000350 


_35. 


0419. 


C63. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


87 










End ■ 


340 




GI 


none 










Score 


165 




Exons 


87. .233, 


90. 


.233, 


236 


. .340, 


242. .340 







Seq. No. 57567 Seq. ID 

Gene' No. 120469 Strand 

Start 177 . End 

Name OJ000350_35 . 04 19 . C63 . ol. gp ' Method 

Start 177 ' • End 

GI none Score 

Exons 177. .342 



OJ000350_35.0419.C63 
351 

AAT/GAP ' ' 
34 2 * 
276 



Seq. No.. 57568 Seq. ID 

Gene No. . . 120470 Strand. 

Start 2485 End 

Name . OJ000330_35. 04 19 . C2 . ol . gs . Method 

Start 2485 End 

GI none Score 

Exons 2485.. 3319, 4183.. 4520 

Seq. No. 57568 Seq. ID 

Gene No. 120470. Strand 

Start 2485 End 

Name OJ000330_35 . 0 4 1 9 . C2 . ol . np Method 

Start 2629 End 

GI 6692131 Score 

Exons 2629.. 3312, 3698.. 3820, 4183.. 4505 
GI Descrip. .(AC007654 ). T19E23.10 [Arabidopsis thaliana] 



OJQ00330_3.5.0419..C2 
+ . ' 
' 4520 V- " 
GENSCAN 
4520 
.8 



OJ000330_35.0419.C2 
+ 

4520 

AAT/NAP - 
4505 
525 ' 



58051' 






Seq. No. 


57568 








Seq. ID 


OJ000330 


__35.0419. 


,C2 




Gene No . 


1 a a A T 1 

1204 /l 








Strand 










Start 


8501 








End 


1194 4 








Name 


OJ000330_35 . 


0419. 


C2 ..ol . 


tc 


Method 


TBLASTX : 1 


Cress 






Start 


2662 








End 


2937 








GI 


none 








Score 


1 1 A 

114 








Exons 


2662 . .2742, 


A T A A ' 

27 99, 


287 6, 


2800 . 


.2937 










Seq. No. 


57568 








Seq. ID 


OJ000330 


_35.0419. 


C2 




Gene No . 


1 A A A T 1 

1204 /l 








Strand 










Start 


A C A 1 

8501 








End 


11944 








Name 


OJ0003J0 35. 


0419. 


C2 . o2 . 


gs 


Method 


GENSCAN 








Start 


* A C A 1 

8501 








End 


11944 ' 








GI 


none 








Score 


.54 








Exons 


A C A 1 ACTA 

8501 . .857 9, 


9719 . 


. 9814, 


10207 


. . 1038 6, 


11835. . 11944 






Seq. No. 


57569 








Seq. ID 


/*\ T A A A A A A 

OJ000330 


AC A A 1 A 

35.0419. 


,C3 




Gene No. 


1 A A >1 T A 

1204 / 2 








Strand 


+ 








Start 


AAA 

929 








End 


1269 








Name 


^"\TAAAO"5A f~ 

OJ000330 35. 


0419. 


C3 . ol . 


gp 


Method 


AAT/GAP 








Start 


n A A 

929 








End 


1269 








GI 


none 








Score 


616 








Exons 


AAA 1 A /" A 

929 . .1269 
















f h 


Seq. No. 


57570 








Seq. ID 


OJ000330 


_35.0419. 


C5 




Gene No. 


120473. 








Strand 


+ 






f )\ 


Start 


350 








End 


891 






5 : s v 


Name 


OJ000330 35. 


0419. 


C5.ol. 


gs 


Method 


GENSCAN 






^2 


Start 


350 








End 


891 








GI 


none 








Score 


.44 






E La 


Exons 


350. .396, 772. .891 














Seq. No. 


57571 








Seq. ID 


OJ000330 


_35.0419. 


C9 




Gene No. 


120474 








Strand 








i .- : 

'■ si 


Start • 


772 








End 


1099 






r ™ 


Name 


OJ000330 35. 


0419. 


C9.ol. 


gs - 


Method 


GENSCAN . 








Start 


772 








End 


1099 






[J 


GI 


none 








Score 


.46 








Exons 


772. .974, 1042. .1099 














Seq. No. 


57572 








Seq. ID. 


.O.J0 003 30^ 


_35.0419. 


C14 




. Gene No. 


.120475 








Strand 


.+ 








Start 


1118 ' 








End . 


3973 








Name 


OJ000330 35. 


0419. 


C14.ol 


.gs . . 


Method. 


GENSCAN 








Start 


1118 








End 


3973 








GI 


none 








Score 


.51 








Exons 


1118. .1145, 


1224 . 


. 1343, 


1937 . 


.2084, 2121. .2137, 


2248. .2473, 






3036.. 3155, 


3751. 


.3973 














Seq. No. 


57572 








Seq. ID 


OJ000330_ 


_35.0419. 


C14 




Gene No. 


120476 








Strand 


+ 








Start 


4934 








End 


12914 








Name 


OJ000330 35. 


0419. 


C14.ol 


.gp 


Method 


AAT/GAP 








Start 


4669 








End 


8799 








GI 


2516 1.R1084 








Score 


3973 








Exons 


4669. .5173, 


6339. 


.6454, 


6588. 


. 6676, 6760. . 6873, 


6958. .7045, 



58052 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7129. .7214, 7306. .7408, 7501. .7598, 7709. .8138, 8237. .8799 
'4531444/gb|AAD22129.1|AC006224_ll 1.0e-160 (AC006224) putative 
protein kinase [Arabidopsis thaliana] ' 



57572 

120476 

4934 

OJ000330_35.0419.C14 .o2.gs 
4934 
none 
4934 
7129 
9625 



Seq. ID OJ0003f30_35.0419.C14 

Strand + 

End 12914 

Method GEN SCAN 

End 12914 

Score .86 

.6454, 6588.-6676, 6958. .7045, 
.7598, 7709. .8138, 8195. .8344, 



5018, 5024.. 5173, 6339 
7214, 7306.". 7408, 7501 

9925, 10156. .10293, 10644 .. 10848 , 10937 .. 11050, 
1114 6. ; 11233, 11352. . 114 37, 11543 .. 1164 5, 117 93. .118 90, 
12054. .124 83, 12603. .12914 



Seq. No. 


57572 


Seq. ID 


OJ000330 


_35.0419.C14 


Gene No. 


120476 


Strand 


+ 




Start 


4934 


End 


12914 ' 




Name 


OJ000330 35.0419. 


C14.ol.np. Method 


AAT/NAP 




Start 


6296 


End 


8554 




GI 


6686400 


Score 


1378 




Exons 


6296.. '6454, 6588. 


.6676, 6760. .6873, 6958. .7045, 


7129.. .7214, 




7306.. 7408, 7501. 


.7598, 7709. .8160, 8202.. 8554 




GI Descrip. 


(AC007234) F1E22. 


18 [Arabidopsis thaliana] 




Seq. No. 


57572 


Seq. ID 


OJ000330 


_35.0419.C14 


Gene No. 


120476 


Strand 


+ 




Start 


4934 


End 


12914 




Name 


OJ000330 35.0419. 


C14.o2.gp Method 


AAT/GAP 




Start 


9836 


End 


11018 




GI 


29451 1.R1084 


Score 


1380 




Exons 


9836. .10293, 1064 4 .. 10848 , 10937. .11018 




GI Descrip. 


' 4 53144 4/gb|AAD22129.1 |AC006224_11 6.0e 


i-12 (AC006224) putative 




protein kinase [Arabidopsis thaliana] ' 






Seq. No., 


57572 


... Seq. ID 


OJ000330 


_35.0419.C14 


Gene No. 


120476 


Strand 


+ 




Start 


4934 


End 


12914 




Name 


OJ000330 35.0419. 


C14.o2.np Method 


AAT/NAP 




Start 


9861 


End 


12911 




GI 


4531444 


Score 


1.323 




Exons 


..9861. .9919, 106.63 


■ ; .10848, .10937. .110.50, 


1114.6. . 


11233, 




11352. .11437/ 11543. .11645, 11793. ..11890, 12054 


. . 12483, 




12603. .12911 








GI Descrip. 


(AC006224) putative amine oxidase [Arabidopsis 


thaliana] 


Seq. No. 


57572 


Seq. ID 


OJ000330 


_35.0419.C14 


Gene No. 


120477 


Strand 






Start 


12614 


End 


13016 




Name 


OJ000330 35.0419. 


C14.ol.tm - Method 


TBLASTX: 


Maize 


Start 


4937 


End 


12931 




GI 


none 


Score 


68 




'Exons 


4937. .4981, 6337. 


.6474, 6428. .6475, 6585. .6680, 


6587 . . 6679, 




6609. .6680, 6759. 


.6866, 6760. .6873, 6761. .6871, 


6939. .7046, 




6949. .7044, 6962. 


.7051, 7117. .7215, 7127. .7216, 


7128. .7214, 




7304. .7408, 7306. 


.7410, 7335. .7409, 7357. .7410, 


7497. .7598, 



58053 



7498. .7599, 7498. .7599, 7698. .8138, 7706. 
8242. .8490, 8248. .8556, 8509. .8574, 9962. 
9990.. 10073, 10061. .10093', 10642 .. 10848, 
10643. .10852, 10937 .. 11050, 10938 .. 11048 , 
11144. .11233, 11148. .11234, 11349 11438, 
11350. .11442, 11359. .11433, 1154 1 .. 11645, 
11548. .11646, 11790. .11930, 11790 .. 11891, 
12052. .12483, 12117 12482, 12590 .. 12 667 , 
12603. .12914, 12603. .12914, 12812. .12931 



.8137, 8240. .8491, 
.9985, 9989.. 10093, 
10643. .10849, 
11143. . 11232, 



11349. 
11548. 
12051. 
12602. 



11432, 
11646, 
12482, 
12913, 



Seq. No. 57572 
Gene No. 120477 
Start 12614 

Name OJ000330_35 . 0419 .C14 . ol .tw 

Start " 5030 

GI none 
Exons 5030 . . 

6337. . 

6587. . 

6962.. 

10661. 

10943. 



5173, 5136. 

6417, 6337. 

6679, 6759. 

7051, 7127. 



,5174, 5140 

,6456, 6585 

,6872, 6759 

,7162, 7127 



,10840, 10747. .10869, 
,11050, 11143. . 11232, 



Seq. ID OJ000330_35.0419.C14 
Strand 

End 13016 
"Method TBLASTX: Wheat ' 

End 11384 

Score 85 
..5178, 6336. .6416, 6336. .6455, 
..6680, 6586. .6678, 6587. .6715, 
..6875, 6927. .7046, 6949. .7044, 
..7162, 106421. 10695, 10643 ... 108 4 9, 
10936. .11043, 10938. .11048, 
11144. .11233, 11349. .11384 



ca 



Seq. No. 57572 
Gene No. 120477 
Start 12614 

Name ' OJ000330_3-5. 0419 . C14 . ol . ts 

Start 6364 
GI none 
Exons 6364 . . 6456, 

6600. . 6698, 

6965. .7045, 

7324 . .7410, 

7698. .8141, 

10670.. 10852 
. 10936.. 11040 

11541.. 11645 

1-2120. . 12395 



6571.. 6678, 6585 
6758. .6868, 6759 
7117. .7215, 7128 
7497. .7598, 7498 
7731. .8129, 7733 
, 10683. .10865, 
10937. .11050, 
11790; .11891, 
12124. .12462, 



Seq. ID OJ000330 
Strand 

End 13016 
Method TBLASTX: 
End 12836 
■ Score 70 
..6680, 6587. .6682, 
..6872, 6760.. 6873, 
..7211, 7303. .7410, 
..7599, 7499. .7597, 
..8140, 8236.. 8,478, 
10733. .10849, 10747 
10938. .11048, 11349 
11790. .11891, 12052 
12606. .12836, 12608 



35.0419.C14 



Soybean 



6587. .6679, 
6949. .7044, 
7304. .7408, 
7500. .7598, 
8237. .8500, 
.10869, 
.11438, • 
.12486, 
.12802 



Seq. No. 
Gene No. 
Start . 
Name . 
Start 
GI. 

Exons 



57572 

120477 

12614 

OJ000330_35. 
6367 
none 
6367, 
6761, 



041.9. C14.ol.tc 



64 65, 
6784, 
6962. .7009, 
7498. .7599, 
10733. . 10849 
11010. . 11042 
11358. . 11378 
12051. . 12248 



6585.. 6680, 6587 
6833.. 6877, 6835 
7007. .7048, 7173 
7515.. 7598, 7706 
10747. .10848, 
11012. .11035, 
11541. .11645, 
12052. .123*99, 



Seq. ID OJ000330_35.0419.C14 
Strand 

End. 13016 , 

.Method.. TBLASTX : Cress. 

End 12399 
. Score. . 1.48 

..6679, 6758. .6817, 6760. .6837, 
..6864, 6837.. 6866, 6957.. 6992, 
..7205, 7304. .7408, 7304. .7408, 
..7870, 7706. .8050, 7707. .8051, 
10937. .11014, 10938. .11015, 
11144. .11194, 11195. .11239, 
117 90. .118 91, 11807. .11881, 
12120.. 12395 



Seq. No. 
Gene No. 
Start 



5757.2 

120477 

12614 



Seq. ID 

Strand 

End 



OJ000330 35.0419.C14 



13016 



58054 



Name 


- OJ000330 35.0419.C14.o2.tw 


Method 


TBLASTX: Wheat 


Start 


7327 


End 


12129 


GI 


none 


Score 


157 


Exons 


7327. .7410, 7328. .7408/- 7497. 


.7598, !■ 


498. .7599, 7498. .7599, 




7499. .7603, 7698. .7787, 7707. 


.7787, 11562. .1164 5, 11563 .. 1164 6, 




11565. .11645, 11790. . 11891, 11790 .. 11891 , 12052. .12129 


Seq. No. 


57572 


Seq. ID 


OJ000330 35.0419.C14 


Gene No. 


120477 


Strand 




Start 


12614 


End 


13016 


Name 


OJ000330 35.0419.C14.o2.tc 


Method 


TBLASTX: Cress 


Start 


8236 


End 


12872 


GI 


none 


Score 


289 


Exons 


8236.-8487, 8237. .8488, 12400 


. . 12486, 


12578. . 12853, 12 606. .12872 


Seq. No. 


57572 


Seq. ID 


OJ000330_35.0419.C14 


Gene No. 


120477 


Strand 




Start 


12614 


End 


13016 


Name 


OJ000330 35.0419.C14.o3.gp 


Method 


AAT/GAP 


Start 


12614 


End 


13016 


GI 


19075 1.R1084 


Score 


755 


Exons 


12614. .13016 






GI Descrip. 


•4531444/gb|AAD22129. 1 IAC00.6224 11 2.0e-09 (AC006224) putative 




protein kinase [Arabidopsis thaliana] 




Seq. No. 


57573 


Seq. ID 


OJ000330_35.0419.C15 


Gene No. 


120478 


Strand 




Start 


62 


End 


282 


Name 


OJ000330 35.0419.C15.ol.gs 


Method 


GENSCAN 


Start 


62 


End 


282 


GI 


none 


Score 


.55 


Exons 


62. .282 






Seq. No. 


57574 


Seq.. ID 


OJ000330_35.0419.C17 


Gene No. 


120479 


Strand 


+ 


Start 


251 


End 


1163 


Name 


OJ000330 35.0419.C17.o2.tw 


Method 


TBLASTX : Wheat ■ 


Start 


103 ; 


End 


307 ' • 


GI 


none 


Score 


74 


Exons 


103.. 306, 152.. 307 






Seq. No.. 


.575.74 


Seq. ID 


OJ000330_35.0419.C17 


Gene No. 


120479 


Strand 


+ ...... 


Start 


251 


End ' 


1163 


Name 


OJ000330 35.0419.C17.o2.tm. 


Method 


TBLASTX: Maize. 


Start 


104 


End. 


468 


GI 


none 


Score 


68 


Exons 


104. .256, 115. .468 






Seq. No. 


57574 


Seq. ID 


OJ000330_35.0419.C17 


Gene No. 


120479 


Strand 


-t- 


Start 


251 


End 


1163 


Name 


OJ000330 35.0419.C17.ol.gs 


Method 


GENSCAN 


Start 


251 


End 


1061 


GI 


none 


Score 


144 


Exons 


251. .336, 434. .504, 589. .665, 


852. . 1061 



58055 




Seq. No. 


57574 




■ Seq. ID 


OJ000330_35.0419. 


;ci7 


Gene No. 


120479 




Strand 


+ 




Start 


251 




End 


1163 




Name 


OJ000330_35 . 0419.C17 


.ol . 


ts Method 


- TBLASTX: Soybean 




Start 


672 




End 


. : 1112 . 




GI 


none - 




Score 


142 




Exons 


672 . . 809, 894 . .1112 










Seq. No. 


D/574 




Seq. ID 


OJQ00330 35.0419, 


, C17 


Gene No. 


120479 




Strand 


+ 




Start 


251 




End 


1163 




Name 


OJ000330 35.0419.C17 


.ol. 


tm Method 


TBLASTX: Maize 




Start 


684 




End 


1076 




GI 


none 




Score 


107 




Exons 


684. .1076, 763.-897, 


964 


. .1074 







Seq. No. 57574 Seq. ID 

Gene No. 120479 Strand 

Start 251 . End 

Name OJ000330_35 . 04 19 . C17 . ol . tw Method 

Start 759 End 

GI none ' Score 

Exons 759.. 884, 897.. 1163 



OJ000330_35.0419.C17 
+ 

1163 

TBLASTX: Wheat 

1163 

150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57575 
120480 * 
5182 

OJ000330_35.0419.C18.o2.ts 

5161 

none 



Seq. ID t< OJ000330_35.0419.C18 
t Strand - 
£nd 

Method 
End 
Score 



8158 

TBLASTX : Soybean 

5841 

72 



5161. .5424, 5258. .5419, 5452. .5841, 5537. .5647, 5681. .5836 



Seq. No. 57575 Seq. ID 

Gene No. 120480 Strand 

Start 5182 End 

Name OJ000330_35 . 04 19 . C18 . o2 . gs Method 

Start ' 5182 _ ; " ■- -End 

GI' none ' ■ ^ ' Score 

Exons 5182.. 8154' 



OJ000330_35.0419.C1E 
8158 

GENSCAN- 

8154 - ,■ 

.97 



Seq. No. 57575 Seq. ID 

Gene No.. .120480 . Strand. -. 

Start ,5182 End . ..8158 

Name OJ000330_35 . 04 19 . C18 . o2 . np Method' AAT/NAP 

Start 5.188. . ' , . . End. 8158 

GI 3777527 Score 2253 

Exons 5188.. 6944, 7029.. 8158 

GI Descrip. (AF053008) gag-pol polyprotein [Glycine max] 



OJ000330 35.0419.C18 



Seq. No. 


57575 








Seq. ID 


OJ000330_35.0419.C1 


Gene No. 


120480 








Strand 




Start 


5182' 








End. 


8158 


Name 


OJ000330 35. 


.0419. 


,C18.ol, 


. t.c 


Method 


. TBLASTX: Cress 


Start 


5203 








End 


58 6'2 


GI 


none 








Score 


67 


Exons 


5203. .5415, 


5297. 


. .5416, 


5434. 


.5568, 5680. .5850, 5689. .5862 



58056 



Seq. No. 57575 Seq. ID 

Gene No. 120480 Strand 

Start -5182 End . 

Name OJ000330_35 . 04 1 9 . C18-. 61 . tm Method ' ■ 

Start 5203. a End 

GI none Score 

Exons 5203.. 5859, 5204.. 5851 



OJ000330_35.0419.C18 
8158 

TBLASTX: Maize 

5859 

299 



Seq. No. 57575 Seq. ID 

Gene No. 120480 Strand 

Start 5182 End 

Name OJ000330_35 . 04 1 9 . CI 8 . o3 . tw Method 

Start 5626 " End 

GI none ■ ' Score 

Exons 5626.. 5862, 5627.. 5851, 5890\,6042 



OJ000330_35.0419.C18 
8158 

TBLASTX : Wheat 

6042 

83 



Seq. No. 57575 * Seq. ID 

Gene No. 120480 Strand 

Start 5182 . '* End 

Name OJ000330_35 . 04 19 . C18 . o4 . ts Method 

Start 5842 End 

GI none Score. 

Exons 5842.. 6066, 5903.. 6070 



OJ000330_35.0419.C18 
8158 

TBLASTX: Soybean 

6070 

70 



Seq. No. 57575 Seq. ID 

Gerte No. 120480 Strand 

Start 5182 End 

Name OJ000330_35 . 04 19 . C18 . o3 . tm Method 

Start 6103 End 

GI none Score 

Exons 6103.. 6549, 6111.. 6395, 6113.. 6550 



OJ000330_35.0419.C18 
8158 

TBLASTX: Maize 

6550 

78 



Seq. No. 57575 Seq. ID 

Gene No. 120480 Strand 

Start 5182 End — 

Name OJ000330_35 . 04 19 . C18 . ol . ts Method 

Start * • 6212- ' End* 

GI ' 5509260 v Score ..." 

Exons 6212.. 6781, 6214.. 6741 
GI Descrip. 



OJ000330_35.0419.C18 
8158 

TBLASTX : Soybean 

6781 

413 ' 



OJ000330 35.0419.C18 



Seq. No. . 57575 ... Seq,. ID 

Gene No. 120480 Strand. 

Start ' 5182 End" 

Name . .. OJ000330_35 . 04 19 . C18 . ol . tw Method 

Start 6229 End 

GI none Score 

Exons 6229..6S73, 6230.. 6397, 6428.. 6556, 6607.. 6696, 6613.. 6690 



8158 

TBLASTX: Wheat 

6696 

151 



Seq. No. 57575 Seq. ID 

Gene No. 120480 Strand 

Start 5182 End 

Name OJ000330_35 . 0419'. C18 . o2 . tc Method 

Start 6331 End 

GI none . Score 

Exons 6331.. 6597, 6332.. 6592 



OJ000330_35.0419.C18 
8158 

TBLASTX: Cress 

6597 

116 



58057 



Seq. No. 


57575 








Seq. ID 


OJ000330_35.0419.C18 


Gene No. 


120480 








Strand 




Start 


5182 








End . 


8158 _ 


Name 


OJUUUioO 3d 


.0419, 


. C18 . o2 , 


. tm 


Method 


TBLASTX: Maize 


Start 


7054 








End 


7689 


GI 


none 








Score 


* 274 


Exons 


7054 . . 7206, 


' 7188 . 


. . 7289, 


7201 . 


.7623, 7202. .7531, 7606. .7689, 




/o26 . . 7658 












Seq. No. 


57575 








Seq. ID 


OJ000330_35.0419.C18 


Gene No. 


120480 








Strand 




Start 










End 


8158 


Name 


OJ000330 35 


. 0419 . 


.C18 .o3. 


. ts 


Method 


TBLASTX : Soybean 


Start 


7054 








End 


7515 


GI 


none 








Score 


52 


Exons 


7054 . . 7182/ 


7073 . 


, .7192, 


7204 . 


.7515, 7211. .7504 


o e q . IN O . 


D / D f D 








Seq. ID 


OJ000330_35 .0419.C18 


Gene No. 


120480 








Strand 




Start 


5182 








End 


8158 


Name 


OJ000330 35 


.0419, 


,C18.o3. 


, tc 


Method 


TBLASTX: Cress 


Start 


7055 








End 


7497 


GI 


none 








Score 


36 


Exons 


7055. .7192, 


7060. 


, .7191, 


7207. 


.7497, 7276. .7473... 



Seq. No. 57575 

Gene No. 120480 

Start 5182 

Name OJ000330_35 . 0419 . C18 . o2 . tw 

Start 7357 

GI none 
Exons 



Seq. ID *' OJ000330_35.0419.C18 
Strand 

End 8158 ' - 

Method TBLASTX : Wheat 
End 7920 
Score 96 



7357. .7644, 7358. .7459, 7372. .7536, 7684. .7920 



Seq-. ID OJ000330_35.0419.C19 
Strand 

End 813 

Method AAT/NAP 

End 813 

Score 324 



Seq. No. 57576 
Gene No. 120481 
Start 1 

Name . . OJ000330_35 . 041 9 . C19. ol . np 

Start 1 
GI 6069646 
Exons 1. .34, 209. .813 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
. [Oryza, sativa] gi.| 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza . sativa] . 



Seq. No. 57576 

Gene No. 120482 

Start 1419 

Name OJ000330_35 . 04 19 . CI 9 . o2 . tm 

Start 236 

GI none 

Exons 236.. 388, 382.. 621, 424.. 621 



Seq. ID OJ000330_35.0419.C19 
Strand 

End 4849 

Method TBLASTX: Maize 

End . 621 

Score 87 



Seq. No. 
Gene No. 
Start 



5757 6 ' 

120482 

1419 



Seq. ID OJ000330_35. 0419.C19 
Strand 

End 4849 



58058 




Name 


OJ000330 35 


.0419 


.C19.o2 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


362 








End 


684 




GI 


none 








Score 


65 




Exons 


362. .493, 370. .684 










Seq. No. 


57576 








Seq. ID 


OJ000330 


_35 . 0419. C19 


Gene No. 


120482 








Strand 






Start 


1419 








End 


4849 




Name 


OJ000330 35 


.0419. 


.C19.ol 


.gs 


Method 


GENSCAN 




Start 


1419 








End 


4832 




GI 


none 








Score 


.88 




Exons 


1419. .1562, 


2080. 


. .2144, 


2839 . 


,.3028, 3272.. 3448, 


3904 . . 4266, 




4386. .4832 














Seq. No. 


C T C T £ 

575 7 6 








Seq. ID 


OJ000330 


_35 . 0419. C19 


Gene No. 


120482 








Strand 






Start 


1419 








End 


4849 




Name 


OJ000330 35, 


.0419. 


X19.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3252 - 








End 


4829 




GI ' 


none 








- Score 


87 




Exons 


3252. .3449, 


3255. 


, .3437, 


3257 . 


.3454, 3258 . .3449, 


3266 . . 3454 , 




3895. .4266, 


3902. 


, .4183, 


3903 . 


.4274, 3904. .4266, 


3904 . . 4017, 




3908. .4285, 


3982. 


,,4266, 


4010 . 


.4267, 4015. .4266, 


4232 . . 4285, 




4 3ol . . 4 54 2 , 


4384 . 


, . 4734 , 


4386 . 


.4715, 4419; .4829, 


4459. .4809, 




.4^494. . 4829, 


4699. 


, .4827, 


4713. 


.4829 






Seq. No. 


57576^ 








Seq. ID 


OJ000330 


35 . 0419 . C19 


Gene No. 


120482 








Strand 






Start 


1419 








End 


4849 




Name 


OJ000330 35. 


.0419. 


C19.o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3260 








End 


4638 




GI 


none 








Score 


78 




Exons 


3260. .3400, 


3263. 


.3388, 


3267 . 


.3449, 4476. .4562, 


4 4 80. . 4560 , 




4602. .4637, 


4612. 


.4638 










Seq. No. 


57576 








Seq. -ID 


OJ000330 


_35.0419.C19 


Gene No. 


120482 








Strand 






Start 


1419 








End 


4849 




Name 


OJ000330 35. 


,0419. 


C19.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3260 








End 


4562 




GI 


none 








Score 


159 




Exons 


.3260., .3409, 


3264 . 


.3407, 


3272 . 


.3409, 4419. .4562, 


443.2 . . 4560. . 


Seq. No. 


57576 








Seq. ID 


bJ000330 


_35.0419.C19 


Gene No. 


120482 








-Strand 






Start 


1419 








End 


4849 ■ 




Name 


OJ000330 35. 


0419. 


C19.o2 


.np 


Method 


AAT/NAP 




Start 


3263 






End 


4849 




GI 


6728990 








Score 


1320 




Exons 


3263.-3448, 


3904. 


.4266, 


4386. 


.4849 ' 






GI Descrip. 


(AC018363) unknown protein [Arabidopsis 


; thaliana] 


Seq. No. 


57576 








Seq. ID 


OJ000330 


_35.0419.C19 


Gene No. 


120482 








Strand 






Start 


1419 








End 


4849 




Name 


OJ000330 35. 


0419. 


C19.ol 


.tc 


Method 


TBLASTX : < 


Cress 


Start 


3401 








End 


4829 





58059 



GI 

Exons 



none Score 37 

3401. .3442, 3904. .3939, 3908. .3940, 3997. .4041, 3998. .4042, 

4027. .4266, 4034. .4267, 4095. .4268, 4384. .4467, 4386. .4469, 

4386. .4469, 4569. .4595, 4689. .4739, 4695. .4739, 4725. .4829, 
4732.. 4809 



Seq. No. 57576 

Gene No. 120482 . * 

Start 1419 

Name OJ000330_35 . 04 1 9 . CI 9 . ol . ts 

Start 3920 

GI none 

Exons 3920.. 4267, 3921.. 4265, 3922. 
• 4620.. 4829 



Seq. ID OJ000330_35.0419.C19 
Strand 

End 4849. 

Method TBLASTX : Soybean 

End 4829 

Score 338 

.4266, 4386. .4418, 4618. .4809, 



Seq. No. 57576 

Gene No. 120482 

Start 1419 

Name OJ000330_35 . 04 1 9 . C19 . ol . tw 
Start t 3997 

GI none 

Exons 3997.. 4266, 3998.. 4267, 4695. 



Seq. ID OJ000330_35.0419.C19 
Strand 

End 4849 

Method TBLASTX: Wheat 

End • 4829 

Score 190 

4829, 4696. .4827, 4700. .4828 



Seq. -;No. 57577 * J 

Gene No. 1204 8,3 . 

Start 117 

Name OJ000330_35 . 0419 . C20 . ol . gs 

Start 117 

GI none 

Exons 117.. 170 



Seq. ID OJ000330_35.0419.C20 

Strand 

End 170 

Method GENSCAN 

End 170 

Score .99 



Seq. No. 57577 

Gene No. 120484 

Start 704 

Name OJ000330_35 . 0419 . C20 . o2 . gs 

Start 704 

GI none 

Exons 704.. 858 



Seq. ID OJ000330_35.0419.C20 

Strand 

End 858 

Method . GENSCAN 

End -^85 8 

Score .61 



Seq. No. 57578 

Gene No. 120485 

Start 60 

Name . OJ000330_35 . 0419 . C21 . ol . gs 

Start 60 

GI ' none.. . 

Exons 60. .1916, 2141. .2251 



Seq. ID OJ000330_35.0419.C21 
Strand 

End 2254 

Method GENSCAN 

End . 2251 

Score .48 . * .. 



Seq. No. 57578 

Gene No. 120485 

Start 60 

Name OJ000330_35 . 0419 . C21 . o3 . tm 

Start 719 

GI none : 

Exons 7i9..889, 720.. 887, 725.. 889, 



Seq. ID OJ000330_35.0419.C21 

Strand . - 

End 2254 

Method TBLASTX: Maize 

End 98 6 

Score 154 

887.. 934, 939.. 986 



Seq. No. 
Gene - No . 



57578 
120485 



Seq. ID OJ000330_35.0419.C21 
Strand 



58060 






Start 


60 








End 


2254 




Name 


OJ000330 35. 


, 0419 


.C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1203 








End 


1917 




GI 


none 








S.core 


129 ■ 




Exons 


1203. . 1247, 


1224 


. . 1460, 


1275. 


.1445, 1280. .1453, 1285. .1461, 






1677 . . 1910, 


1678 


. . 1914, 


1684 . 


.1917 






Seq. No. 


57578 








Seq. ID 


OJ000330_35.0419.C21 




Gene No. 


120485 








Strand 






Start 


60 








End 


2254 




Name 


OJ000330_35 . 


0419 


.C21 .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1242 








End 


2254 




GI 


none 








Score 


75 




Exons 


1242.'. 1343, 


1285 


. . 1347, 


1761 . 


.1898, 2141.. 2254, 2148.. 2252 




Seq. No. 


57578 








Seq. ID 


OJ000330 35.0419.C21 




Gene No. 


120485 








Strand 






Start 


60 








End 


2254 




Name 


OJ000330 35. 


0419 


.C21.61 


.ts 


Method 


TBLASTX: Soybean 




Start " 


1818 








End 


2254 




GI 


none 








Score 


129 




Exons 


1818. . 1892, 


2141 


. .2254, 


2148 . 


.2252 




£.5 


Seq. No*. 


57578 








Seq. ID- 


OJ000330_35.0419.C21 


Vb? 


Gene fib. 


<L204 85 








Strand 




L : l 


Start 


60 








End 


2254 


fl \ 


Name 


OJ000330 35. 


0419 


.C21.o2 


. tm 


Method 


TBLASTX: Maize 


f'l 


Start 


2141 








End 


2254 


hi 


GI 


none 








Score 


150 




Exons 


2141. .2254, 


2145 


. .2252 








vJ 
\ 4 


Seq. No. 


57579 








Seq. ID 


OJ000330_35.0419.C22 




Gene No. 


120486 








Strand 






Start 


1 








End 


1298 




Name ' 


OJ000330 35. 


0419 


.C22.ol 


.np 


Method 


AAT/NAP 


= / 


Start 


1 








End 


1298 


f ~ 


GI 


4038036 








Score 


70 ; . : 


"i 3 


Exons 


1..26, 633.. 


700, 


1226. . : 


L298 






jl % 


GI Descrip. 


(AC005936) unknown protein [Arabidopsis thaliana] 




Seq. No. 


57579 








Seq. ID 


OJ000330_35.0419.C22 




Gene No. 


120486 








Strand 






. Start 


1 








End' 


1298 ' ' . 




Name 


OJ000330 35. 


0419, 


,C22.ol, 


.gs 


Method 


GENSCAN 




Start . 


633 








End ... 


. 779 




GI 


none 








Score 


.99 




Exons 


633. .779 














Seq. No. 


57579 








Seq. ID 


OJ000330_35. 0419.C22 




Gene No. 


120487 








Strand 






Start 


2930 








End 


3764 




Name 


OJ000330 35. 


0419, 


,C22.ol, 


■ gp 


Method 


AAT/GAP 




Start 


2930 








End 


3764 




GI 


36294 1.R108 


4 






Score 


890 




Exons 


2930. .3303, 


3631. 


, .37 64 










GI Descrip. 


. , 4102600/gb|AAD01513.1| 


4 .0e- 


42 (AF013467) ARF6 . [Arabidopsi: 



thaliana] 1 



58061 



Seq. No. 


57579 


Seq. ID 


OJ000330 


_35.0419.C22 


-Gene No. 


120487 


Strand 






Start ' 


2930 


End 


37 64 




Name 


OJ000330 35.04l9VC22.o2.np 


Method 


AAT/NAP 




Start 


3641 


End 


3764 




GI 


4-104931 


Score 


95 




Exons 


3641. .3764 ' 








GI Descrip. 


(AF042196) auxin response factor 8 [Arabidopsis 


thaliana] 


Seq. No. 


57580 


Seq. ID 


OJ000330 


_35.0419.C23 


Gene No. 


120488 


Strand 






Start 


380 


End 


2675 




Name 


OJ000330 35.0419.C23.ol.np ' 


Method 


AAT/NAP 




Start 


262 


End 


2675 




GI 


4104931 


Score 


632 




Exons 


262. .574, 678. .1678, 2276. .2423, 2635.. 


2675 




GI Descrip. 


(AF042196) auxin response factor 8 [Arabidopsis 


thaliana] 


Seq. No. 


57580 


Seq. ID 


OJ000330 


_35.'&419.C23 


Gene No. 


120488 


Strand 






Start 


380 


End 


2675 




Name 


OJ000330. 35.0419.C23.ol.tm- 


Method 


TBLASTX: Maize 


Start 


379 


End 


998 




GI 


none 


Score' 


277 




Exons 


' 379.-. 576, 382. .576, 383. .577, 


386. .580, 


429. .593, 675. .998, 




676.. 996 








Seq. No. 


57580 


Seq.. ID 


OJ000330_ 


_35.0419.C23 


Gene No. 


120488 


Strand 






Start 


380 


End 


2675 




Name 


OJ000330 35.0419.C23.ol.gs 


Method 


GENSCAN 




Start 


380 


End 


2496 




GI 


none 


Score 


.94 




Exons 


380. .574, 678. .1666, 2424. .2496 






Seq. No. 


57580 


Seq. ID 


OJ000330_ 


_35.0419.C23 


Gene No. 


120488 


Strand 






Start 


380 


End 


2675 




Name 


OJ000330 35.0419.C23.ol.gp 


Method 


AAT/GAP 




Start 


382 


End 


922 




GI 


36294 1.R1084 


Score 


817 




Exons 


382. .574, 678. .922 








GI Descrip. 


M102600/gb|AAD01513.1| 4 . Oe- 


42 (AF013467) ARF6 


[Arabidopsi: 




; thaliana] ! 








Seq. No. 


57580 


Seq. ID 


OJ000330_ 


_35.0419.C23 


Gene No. 


120488 


Strand 






Start 


380 


End 


2675 




Name 


OJ000330 35.0419.C23.ol.tc 


Method 


TBLASTX: Cress 


Start 


384 


End 


2670 




GI 


none 


Score 


145 




Exons 


384.. 575, 386. .580, 429.. 575, 


1446. . 147 


8, 1527. 


.1637, 




1623'.. 1667, 2229.. 2288, 2280. 


.2426, 228 


1. .2424, 


2302. .2457, 




2316. .2426, 2330. .2434, 2632. 


.2670 






Seq. No. 


57580 


Seq. ID 


OJ000330_ 


_35.0419.C23 



58062 




Gene No. 


120488 




Strand 


- 


Start 


380 




End 


2675 


Name 


OJ000330 35.0419.C23.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


384 - „ 




End 


: '8 60 


GI 


none 




Score 


174 


Exons 


384.. 575, 386. /577, 386. 


. 580, 


675. . 695, 


687 . . 860 


Seq. No. 


57580 


..... 


Seq. ID 


OJ000330_35. 0419.C23 


Gene No. 


120488 




Strand 




Start 


380 




End 


2675 


Name 


OJ000330_35.0419.C23.o2. 


gp 


Method 


AAT/GAP 


Start 


923 




End ' 


1429 


GI 


46523 1.R1084 




Score 


1010 


Exons 


923. .1429 








GI Descrip. 


f 4104 931/gb| AAD02219 . 1 I 


2 . 0e- 


37 (AF042196) auxin response factor 




8 [Arabidopsis thaliana] 








Seq. No. 


57580 




Seq. ID 


OJ000330_35.0419.C23 


Gene No. 


120488 • ^ . 




Strand 




Start 


380 




End 


2675 


Name 


OJ000330 35.0419.C23.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1029 




End 


2400 


GI 


none 




Score 


262 


Exons 


1029. .1247, 1030. .1251, 


1064-. 


.1666, 1405. .1671, 2273.-2395, 




2277. .2396, 2277. .2-399, 


2281 . 


.2400, 2287.. 2400 


Seq. No. 


57580 - 




Seq. ID 


OJ000330_35.0419.C23 


Gene No. 


120488 




Strand 




Start 


380 




End 


2675 


Name 


OJ000330 35.0419.C23.o3. 


gp 


Method 


AAT/GAP 


Start 


1425 




End 


2675 


GI 


3761532 




Score 


750 


Exons 


1425. .1666, 2276. .2423, 


2635. 


.2675 




GI Descrip. 


4104 931/gb| AAD02219. 1 | 2 


:.0e-37 (AF042l'96) auxin response factor 




8 [Arabidopsis thaliana] 








Seq. No. 


57580 




Seq. ID 


OJ000.330__35.0419.C23 • 


Gene No. 


120488 




Strand 




Start 


380 




End 


2675 


Name 


OJ000330_35. 0419.C23.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1446 




End 


2667 


GI, 


none 




. Score • 


.91 


Exons 


.1446.. 1478, .1500... 1685, 


1527. 


.1661, 2277. ,2426, ...2278. .2424, . • 




2302.. 2463, 2632.. 2667 








Seq. No. 


57581 




Seq. ID 


OJ00033.0_35.0419.C24 


Gene No. 


120489 




Strand 


+ 


Start 


3929 




End' 


4400 


Name 


OJ000330 35. 0419.C24 .o2. 


gs 


Method 


GENSCAN 


Start 


3929 




End 


4400 




none 




Score 


.59 


Exons 


3929. .3956, 4249. .4400 








Seq. No. 


57581 




Seq. ID 


OJ000330_35.0419.C24 • 


Gene No. 


120490 




Strand 




Start 


1 




End 


2711 


Name 


OJ000330 35.0419.C24.ol. 


np 


Method 


AAT/NAP 



58063 



Start 
GI 

Exc-ns 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 2711 

4102600 Score 1094 

1..76, 159. .323,- 409. .499, 1282. .1366, 1469. .1624, 1743. .1799, 
1926.. 2024, 2140.. 2249, 2666. .2711 
(AF013467) ARF6 [Arabidopsis thaliana] 



57581 * Seq. ID 

120490 Strand 
1 End 
OJ000330_35 . 0419 .C24 . ol . gs Method 
159 End 
none Score 
159. .242, 409. .499, 1282. .1366, 1469.. 
192 6-. .2024, 2140. .-224-9, 2352.. 2421 



OJ000330_35.0419.C24 

2711 
GENSCAN 
2421 
.96 

1624, 1743. .1799, 



OJ000330_35. 0419.C24 

2711 
AAT/GAP 
2705 
204 



Seq. No. 57581 Seq. ID 

Gene No. 120490 Strand 

Start 1 End 

Name OJ000330_35 . 0419 . C24 . ol . gp Method 

Start 2454 End 

GI uC-osflm202112h06bl Score 

Exons 2454.. 2521, 2632.. 2705 

GI Descrip. 1 1174745/sp | P46225 | TPIC_SECCE 8.0e-16 TRIOSEPHOSPHATE ISOMERASE, 
CHLOROPLAST PRECURSOR (TIM) >gi_13 63523_pir_S537 61 , 
triose-phosphate isomerase (EC 5.3.1.1) precursor,- chloroplast - 
rye >gi_609262_emb_CAA83533_ (Z32521) triosephosphate isomerase 

[Secale cereale] >gi_1095494_prf 2 10922 6B triosephosphate 

isomerase [Secale cereale] 1 





Seq. No. 


57581 


Seq. ID 


OJ000330_35. 0419.C24 




Gene No. 


120491 


Strand 






Start 


5109 


End 


13278 




Name 


OJ000330 35.0419.C24.o3.gs 


Method 


GENSCAN 




Start 


5109 


End 


13278 




GI 


none 


Score 


.52 




Exons 


5109.. 5331, 7870;.8044, 8143 


..8264, 11281. .11346, -11613 .. 11737 , 


r ~" 




12404. .12520,:- 13150 .. 13278 








Seq. No. 


57581 


Seq. ID 


OJ000330_35.0419.C24 


~ : ™ 


Gene No. 


120492 


Strand 






Start 


15830 


End 


19203 




Name 


OJ000330 35.0419,C24.o2.gp - 


Method 


AAT/GAP 




Start 


15830 . 


.End 


1.6285 . 




GI 


none 


Score 


861 




Exons 


.. 15830. . 16285 








Seq. No. 


57581 


Seq. ID 


OJ000330_35. 0419.C24 




Gene No. 


120492 


Strand 






Start 


15830 


End . 


19203 




Name 


OJ000330 35.0419.C24.o2.np' 


Method 


AAT/NAP 




Start 


16171 


End 


19203 




GI 


6598459 


Score 


2455 




Exons 


16171. .19203 








GI Descrip. 


(AC005312) putative receptor- 


-like protein kinase [Arabidopsis 



thaliana] 



Seq. No. 



57581 



Seq. ID OJ000330_35.0419.C24 



58064 



Gene No. 


120493 






Strand 


- 


Start 


19131 






End 


19591 


Name 


OJ000330_35. 0419.C24 .o3 . 


gp 




Method . 


AAT/GAP 


Start 


19131 *' - 






End 


19591 


GI 


none .' 






Score 


872 


Exons 


19131. . 19591 










Seq. No. 


57581 






Seq. ID 


OJ000330_35. 0419.C24 


Gene No. 


120494 






Strand 




Start 


19861 






End 


19993 


Name 


OJ000330_35.0419.C24 .o4 . 


gp 




Method 


AAT/GAP 


Start 


19861 






End 


19993 


GI 


LIB3474-009-P1-K1-F11 






Score 


221 


Exons 


19861. .19993 










GI Descrip. 


l 4 455244/emb|CAB36743. 1 I 


6 


. Oe 


-11 (AL035523) MtN3-like protein 




[Arabidopsis thaliana] ' 










Seq. No. 


57581 






Seq. ID 


OJ000330_35.0419.C24 


Gene No. 


120495 






Strand . 




Start 


21867 






End 


24386 . ' ' 


Name 


OJ000330 35.0419.C24.ol. 


tc 




Method 


TBLASTX: Cress 


Start 


8 






End 


2251 


GI 


none 






Score • 


65 


Exons 


8. .79, 13. .78, 158. .340, 


158. 


.337, 162. 


.359, 408. .500, 412. .51 




127 7. .1357, 1280. .1366, 


12i 


81. 


.1358, 1467. .1634, 1469. .1624, 




1746. .1811, 17 47. .1803, 


1926. 


.2027, 1927. .2025, 2125. .2250, ■ 




2138. .2251 










Seq. No. 


57581 






Seq. ID 


OJ000330_35.0419.C24 . 


Gene No. 


120495 






Strand 




Start 


21867 






End 


24386 


Name 


OJ000330_35. 0419.C24 .o5. 


tm 




Method 


TBLASTX: Maize 


Start 


13 






End 


343 


GI 


none 






Score 


60 


Exons 


13. .78, 14. .76, 157. .327 




158 


..343, 159. .323, 163. .324 


Seq. No. 


5758.1 . 






.Seq. -ID 


0 JO O.O 3 3 0_3 5 . 0 4 1 .9 . C 2 4 . 


Gene No. 


1204 95 ' 






Strand' 




Start 


21867 






End 


24386 


Name 


OJ000330 35.0419.C24.o4. 


ts 




Method 


TBLASTX: Soybean 


Start 


55 






End 


483 


GI 


5510202. 






Score 


35 ... . 


Exons 


55. .78, 56. .79, .158. .340, .: 


L5.8 


..337, 162 


!. .359,. 411. .. 482., . . 



507,' 



G.I Descrip. 



412. .483, 412. .483 

4104929 1.0e-30 .(AF042195) auxin response factor. 1. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57581 
120495 
21867 

■ OJ000330_35 . 04 19 . C24 . o2 . tm 
435 



none 
435. . 
1467. 
1924. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

500, 436. .507, 1280. .1366, 1281. 
.1577, 1469.. 1624, 1741.. 1803, 1743 
.1992, 1926.. 2027, 1927.. 2025, 2125 



OJ000330 35.0419.C24 



24386 

TBLASTX: Maize 
2251 
87 

1367, 1467. .1634, 

1811, 1919. .1951, 
2250, 2138.. 2251 



58065 




Seq. No. 


,-57581 




Seq. ID 


OJ000330 


_35.0419 


.C24 


Gene No. 


120495 




Strand 








Start 


21867 




End 


24386. 






Name 


OJ000330 35.0419.C24 


. o2 . ts 


Method 


, TBLASTX: 


Soybean 




Start 


1280 




End 


2009 




GI 


4306688 




Score 


88 






Exons 


1280. .1366, .1281. .1367, 1290. .1370, 14 58. .1607, 


1467. .1622, 




1469.. 1624, 1743.^:1805, 1744 


[..1803, 1926. .2009, 


1927. .2007 


GI Descrip. 














Seq. No. 


57581 




Seq. ID 


OJ000330 


_35. 0419, 


.C24 


Gene No. 


120495 




Strand 








Start 


21867 




End 


24386 






Name 


OJ000330 35.0419.C24 


. o5 . ts 


Method 


TBLASTX: 


Soybean ■ 




Start 


2125 




End 


.2251 






GI 


none 




Score 


149 






Exons 


2125. .2250, 2138. .2251 










Seq. .No. 


57581 




Seq. ID 


OJ000330 


_35 .0419. 


.C24 


Gene No. 


120495 




Strand 








Start 


21867 




End 


24386 






Name 


OJ000330 35.0419.C24 


. ol . tm 


Method 


TBLASTX: 


Mai ze 




Start 


16150 




End 


16691 






GI 


none 




Score 


614 






Exons 


16150. .16686, 16154. 


.16687, 


16171. .16689, 16176 


. . 16688, 






16182 . . 16691 












Seq. No. 


57581 




Seq. ID 


OJ000330 


_35 .0419. 


,C24 


Gene No. 


120495 




Strand 








Start 


21867 




End 


24386 






Name 


OJ000330 35.0419.C24 


. ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


16300 




End 


17022 






GI 


none 




Score 


168 






Exons 


16300. .16743, 16367. 


. 16699, 


16735. .17022, 16747 


. .16968 




Seq. No. 


57581 




Seq. ID 


OJ000330 


_35 .0419. 


.C24 


Gene No . 


120495 




Strand 








Start 


21867 • 




" End 


2438 6 






Name 


OJ000330 35.0419.C24 


. ol . tw 


Method 


TBLASTX:' 


Wheat 




Start 


16318 




End 


16758 






GI 


none 




Score 


219 






Exons 


16318. .16362, 16381. 


.16716, . 


16388. .16636, 16708 


. .16758,. 






. . 16717. .16758 












Seq. No. 


5758i 




.Seq. ID 


. OJ000330 


_35.0419. 


C24 


Gene No. 


120495 




Strand 








Start 


21867 




End 


24386 






Name 


OJ000330 . 35.0419.C24 


. o2 . tc 


Method 


TBLASTX : ' 


Cress 




Start 


.. 16384 




. End 


18819 






GI 


none 




Score 


124 






Exons 


16384. .16710, 16385. 


.16693, 


16735. .17061, 17251 


. .17289, 






17296. .17421, 17305. 


.17544, 


17341. .17622, 17350 


. . 17610, 






17350. .17607, 17351. 


.17593, 


17351. .,17443, 17353 


. .17532, 






17353. .17607, 17353. 


.17613, 


17353. .17550, 17353 


. . 17607, 






17353. .17610', 17353. 


. 17607, 


17353. . 17613, 17354 


. . 17605, 






17356. .17610, 17356. 


.17610, 


17417. . 17509, 17422 


. . 17601, 






17425. .17601, 17426. 


.17509, 


17488. .17595, 17573 


. .17608, 





58066 



17719. 
17728. 
17731. 
18064. 
18079. 
18269. 
18349. 



17949, 
17949, 
17967, 
18681, 
18465, 
18454, 
18756, 



17719. 
17731. 
17752. 
18070. 
18110. 
18277. 
18397. 



,17913, 
17961, 

,17949, 
18672, 
18442, 
18744, 
18573, 



17719. 
17731. 
17758. 
18070. 
18130. 
18278. 
18508. 



, 17940, 
,17940, 
,17949, 
, 18477, 
, 18681, 
,18457, 
18759 



17725. 
17731. 
17812. 
18079. 
18131. 
18337. 



.17796, 
.17967, 
.17928, 
.18819, 
.18442, 
.18756, 



"Seq. No. 57581 Seq. ID 

Gene No. 120495 Strand 

Start 21867 End 

Name OJ000330_35 . 041 9 . C24 . o3 . tw Method 

Start 16768 End 

GI none Score 

Exons 16768. . 17034, 16823.. 16975 



OJ000330_35.0419.C24 
24386 

TBLASTX: Wheat 

17034 

67 





Seq. No. 


57581 








Seq. ID 


OJ000330 


_35.0419, 


.C24 




Gene No. 


120495 








Strand 










Start 


. 21867 








End 


24386 ' 








Name 


t OJ000330 35.0419.C24 


. o4 . tm 


■Method 


TBLASTX: 


Maize 






Start 


16813 








End 


17083 








GI 


none 








Score 


63 








Exons 


16813. 


.17082, 


16818. 


. 17009, 


16820.. 17083 






k. 3 


Seq. No. 


57581 








Seq. ID 


OJ000330 


_35.0419, 


.C24 


f ii 


Gene No. 


120495 








Strand 








f 1 = 


Start 


21867 








End 


24386 






f h 


Name 


OJ000330 35.0419.C24, 


.o3. ts 


Method 


' TBLASTX: 


Soybean 






Start 


17296 








End 


18759 






; - 


GI 


none 








Score 


85 






vJ 


Exons 


.. 17296. 


.17607, 


17306. , 


. 17443, 


17348. .17512, 17350 


. . 17610, 




p: : 




17353. 


.17607, 


17353. , 


. 17610, 


17353. .17607, • 17353 


. . 17592, 




H 




17353. 


.17592, 


17353. . 


. 17607, 


17353. .17676, 17371 


. .17502, 








17419. 


.17607, 


17698. , 


. 17877, 


17704. .17949, 17719 


. . 17940, 




!» . ; 




17731. 


.17967, 


17758. , 


.17970, 


17758. .17913, 17758 


. .17940, 








17788. 


.17907, 


17-989; , 


.18039,. 


18064. .18444, 18070 


. .18177, 








180.70. 


.18657, 


18079. , 


.18393, 


18088. .18207, 18127 


1V18537, 








18202. 


.18576, 


18283.; 


.18441, 


18346. .18753, 18415 


..18 672, 








18442. 


.18567, 


18511. . 


.18681, 


18709. .18759 






£3 


Seq. No. 


57581 








Seq. ID 


OJ000330^ 


_35.0419. 


,C24 




. Gene No . 


120495 








Strand 










Start 


21867. . 








. ,End 


. 24386' 








Name 


OJ000330 35.0419.C24, 


■o2. tw 


Method ' 


' TBLASTX:' 1 


Wheat ' 






Start 


17299'. 








.. End. 


18465 .. 








GI 


none 








Score 


58 








Exons 


17299. 


.17652, 


17327. . 


.17395, 


17758. .17973, 18202 


. .18465 






Seq. No. 


57581 








Seq. ID 


OJ000330 ; 


_35.0419. 


C24 




Gene No. 


120495 








Strand 










Start 


21867 








End 


24386 








Name 


OJ000330 35.0419.C24, 


, o3 . tm 


Method 


TBLASTX:! 


yiaize 






Start 


17347 








End 


18759 








GI 


none 








Score 


199 








Exons 


17347. 


.17502, 


17356. . 


,17613, 


17404. .17607, 17416 


. .17544," 








17719. 


.17970, 


17731. . 


,17838, 


18079. . 18207, 18140 


. .18352, 








18154. 


.18351, 


18277. . 


,18576, 


18320. . 18466, 18329 


. . 184.66, 





5 8-0 6*) 








18 355.. 18 64 8, 18 357.. 18470, 


18516. .18632, 18616.. 18759 




Seq. No. 


57581 


Seq. ID 


OJ000330_35.0419.C24 




Gene No. 


120495 


Strand 






Start 


21867 


End 


24386 




Name 


OJ000330 35.0419.C24 .o3.np 


Method 


AAT/NAP 




Start 


21867 


End 


23876 




GI 


226691 


Score 


266 




Exons 


21867. .2.1943, 22332 .. 22488 , 


23642. .23876 




GI Descrip, 


RNA polymerase beta 1 -2 [Oryza sativa] 






Seq. No. 


57581 


Seq. ID 


OJ000330_35.0419.C24 




Gene No. 


120495 


Strand 






■ Start 


21867 


End 


24386 




Name 


OJ000330 35.0419.C24.o5.gs 


Method 


GENSCAN 




Start 


22429 


End 


24386 




GI 


none 


Score 


.63 




Exons 


22429. .22529, 22900. .22950, 


23613. .23852, 24336. .24386 




Seq. No. 


57582 


Seq. ID 


OJ000330_35.0419.C25 




Gene No. 


120496 


Strand 


+ 




Start 


150 


End 


1034 




Name 


OJ000330 35.0419.C25.ol.gs 


Method 


GENSCAN 




Start 


150 


. End 


1034 


Vrl 


.GI 


none 


Score . 


.93 


V s 

= : " 


Exons 


150. .278, 746. .1034 






: ia 
3 "sr 


Seq. No. 


57583 


Seq. ID 


OJ000330_35.0419.C26 




Gene No. 


120497 


Strand 


+ • 




Start 


1738 


'End 


3371 




Name 


OJ000330 35.0419.C26.o2.gs 


Method 


GENSCAN 


ru 


Start 


1738 


End 


3138 


5 


GI 


none 


Score 


.62 




Exons 


1738. .3138 








: Seq. No. 


57583 


Seq. ID 


OJ000330_35.0419.C26 




Gene No. 


120497 


Strand 


+ 




Start 


. 1738 


' End 


3371 




Name 


OJ000330 35.0419.C26.ol.np 


Method 


AAT/NAP 




Start 


1762 


End 


3371 




GI 


129232 


Score 


1653 




Exons 


1762. ,.3099, 3293. .3371 . 








GI Descrip. 


. ORYZAIN BETA CHAIN PRECURSOR gi|67645| 


pir | | KHRZOB oryzain (EC 






3.4.22.-) beta precursor- rice gi | 218183 | dbj | BAA14403 . 1|" 






(D90407) oryzain.beta precursor [Oryza sativa]. 




Seq. No. 


57583 


Seq. ID 


OJ000330_35.0419.C26 




Gene. No. 


120498 


Strand. 


+ 




Start 


5061 


End 


.5240 




Name 


OJ000330 35.0419.C26.o2.gp ' 


Method 


AAT/GAP 




Of 

OLdll. 


4857 


End 


5240 




GI 


LIB3432-014-P1-K1-E9 


Score 


698 




Exons 


4857. .5240 








GI Descrip. 


f 5'65652/dbj | D28135 | HYMRUBSCO 


2.0e-10 Hydrogenovibrio marinus- 






gene for ribulose-bisphosphate carboxylase, complete cds 1 




Seq. No. 


57583 


Seq. ID 


OJ000330_35.0419.C26 



58068 




Gene No. 


120498- 








Strand- 


- + 




Start 


5061 








End 


5240 




Name 


OJ000330 35 


. 0419 


.C26 . o3 


.gs 


Method 


GENSCAN 




Start 


5061 








End 


5240 




GI 


none ; 








Score 


. 4 




Exons 


5061 . . 5240 














Seq. No. 


57583 








Seq. ID 


OJ000330 


_35. 0419.C26 


Gene No. 


120499 








Strand 






Start 


176 








End 


1186 




Name 


OJ000330 35 


.0419 


.C26 . ol 


.gs 


Method 


GENSCAN 




Start 


176 








End 


1186 




GI 


none 








Score 


. 72 




Exons 


176. .325, 660. .7< 


\2, 831 , 


. . 1005 


, 1103.. 


1186 




Seq. No. 


57583 








Seq. ID 


OJ000330 


_35. 0419. C26 


Gene No. 


120500 








Strand 






Start 


4144 








End 


4233 




Name 


OJ000330 35 


.0419, 


.C26.ol. 


.tc " 


Method 


TBLASTX : 


Cress 


Start 


1846 








End 


3093 




GI 


none 








Score 


42 




Exons 


1846. .1881, 


1894. 


. .1935, 


1986. 


.2045, 1987. .2052, 


2071 . .2163, 




2088. .2141, 


2158, 


. .2238, 


2193. 


.2243, 2227.. 2331, 


2238 . . 2330, 




2386. .2688, 


2391, 


. .2687, 


2740 . 


.2853, 2754.. 2840, 


2917 . . 3093, 




2919. .3071 














<■ 

Seq v No. 


57583 








Seq. ID 


OJ000330 


_35.0'419.C26 


Gene No. 


120500 








Strand 






Start 


4144 








End 


4233 




Name 


OJ000330 35, 


.0419, 


.C26.oi . 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1846 








End 


3107 




GI 


none 








Score 


120 




Exons 


1846. . 1938, 


1885, 


. .1908, 


1986. 


.2045, 1987. .2067, 


2068 . .2163, 




2082. .2141, 


2151, 


. .2687, 


2152 . 


.2190, 2194.. 2238, 


2239. .2688, 




2740. .2853, 


2748. 


, .28.46, 


2840. 


.2875, 21 


341. .2876, 


2920 . . 3096, 




2922. .3107 














Seq. No. 


"-■ 57583' 








Seq. ID 


OJ000330' 


_35.0419^C26 


Gene No. 


120500 








Strand 






Start 


4144 








End 


4233 




Name 


OJ000330 35. 


.0419. 


.C26.ol. 


, ts 


Method 


TBLASTX: 


Soybean 


Start 


189.4 








End 


3107 




GI. 


none 








Score 


39 




Exons 


1894. .1935, 


1986. 


. ..2045, 


1987. 


.2058, 2071. .2139, 


2085. .2141, 




2175. .2237, 


'2194 . 


, .2238, 


2227. 


.2331, 2238.. 2330, 


2 3.79 ... 2684.,. 




2380. .2688, 


2740. 


, .2808, 


2754 . 


.2789, 2812. .2853, 


2920. .3099, 




2934. .3107 














Seq. No.. 


57583 








Seq. ID 


OJ000330 


_35..0419.C2 6 


Gene No. 


120500 








Strand 






Start 


4144 








End 


4233 




Name 


OJ000330 35. 


,0419. 


C26.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1987 








End 


2796 




GI 


none . 








Score 


71 




Exons 


1987. .2058, 


2085. 


.2126, 


2191. 


.2331, 2193. .2330, 


2386. .2622, 




2391. .2489, 


2495. 


.2515, 


2623. 


.2796 







58069 



Seq. No. 


57583 


Seq. ID 


OJ000330_35. 


0419. 


>C26 


Gene No. 


120500 


Strand 








Start 


4144 


End 


4233 






Name 


OJ000330 35.0419.C26.o2. tw 


Method 


TBLASTX: Wheat 




Start 


2931 


End 


3093 






GI 


none 


Score 


228 






Exons 


2931. .3092, 2932. .3093 










Seq. No. 


57583 


Seq. ID 


OJ000330_35. 


0419, 


,C26 


Gene No. 


120500 


Strand 








Start 


4144 


End 


4233 






Name 


OJ000330 35.0419.C26.ol.gp 


Method 


AAT/GAP 






Start 


4144 


End 


4233 






GI 


LIB3477-003-P1-K1-E9 


Score 


107 






Exons 


4144. .4233 










GI Descrip. 


'2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


57584 


Seq. ID 


OJ000330 35. 


0419. 


.C27 


Gene No. 


120501 


Strand 


+ 






Start 


1 


End 


882 






Name 


OJ000330 35.0419.C27.ol.gp 


Method 


AAT/GAP 






Start 


1 


End- 


882 






GI 


4715716 


Score 


1009 




<*> 


Exons 


1..100, 186. .301, -427. .541, 


628. .882 








GI Descrip. 


565652/dbj | D28 135 | HYMRUBSCO 


2.0e-10 Hydrogenovibric 


i marinus 




for ribulose-bisphosphate carboxylase, 


complete cds 




Seq. No. 


57584 ' 


Seq. ID 


OJ000330_35. 


0419, 


,C27 


Gene No. 


120501 


Strand 


+ 






Start 


1 


End 


882 






Name 


OJ000330 35.0419.C27.ol.np 


Method 


AAT/NAP 






Start 


1 


End . 


811 






GI 


7406453 


Score 


472 ■ 






Exons 


1..100, 186. .301, 427. .541, 


628. .811 








GI Descrip. 


(AL162875) putative protein 


.[Arabidopsis thaliana] 






Seq . No . 


57584 


Seq. ID 


OJ000330 35. 


0419". 


.C27 


Gene No. 


120501 


Strand 


+ 






Start 


1 


End 


882 






Name 


OJ000330 35.0419.C27.ol.gs 


Method 


GENSCAN 






Start 


186. ..... 


End 


826 






GI 


none 


Score 


.96 






Exons 


18.6. .301, 427. .451,: 628. .826 










Seq. No. 


57584 


Seq. ID 


OJ000330_35'. 


0419. 


>C27 


Gene No. 


120502 


Strand 


+ 






Start 


5805 


. End 


8057 






Name 


OJ000330 35.0419.C27.o2.gp 


Method 


AAT/GAP 






Start 


5673 


End 


6036 






GI 


2311047 


Score 


502 






Exons 


.5673.. 5909, 5991.. 6036 , 










Seq. No. 


57584 


Seq. ID 


OJ000330_35. 


0419'. 


.C27 


Gene No. 


120502 


Strand 








Start 


5805 


End 


8057 







58070 




Name 


OJ000330 35.0419 


.C27 .o3. 


gs 


Method 


GENSCAN 




Start 


5805 






End 


8057 




GI 


none 






Score 


.99 




Exons 


5805.. 5909, 5991 


. .6142, 


6252 . 


.6377, 7895.. 8057 




Seq. No. 


57584 






Seq. ID 


OJ000330_35.0419 


. C27 


Gene No. 


120502 






Strand 


+ 




Start 


5805 






End 


8057 




Name 


OJ000330 35.0419 


.C27.o3. 


np 


Method 


AAT/NAP 




Start 


5817 






End 


8057 




GI 


7527718 






Score 


168 




Exons 


5817. ,5909, 5991 


; . 6153, 


6306. 


.6558, 7888. .8057 




GI Descrip. 


(AC010657) T5E21 


.7 [Arabidopsis thaliana] 




Seq. No. 


57584 






Seq. ID 


OJ000330_35.0419 


.C27 


Gene No. 


120503 






Strand 






Start 


1273 






End 


4631 




Name 


OJ000330- 35.0419 


.C27.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3 






End • 


813 




GI 


none 






Score 


136 




Exons 


3. .101, 3. .101, : 


161. .274 


, 162 


..269, 169.. 303, 172.. 303, 






425. .538, 426..S42, 614. 


. 805, 


625. .804 


, 629. .808, 673..: 


813 


Seq. No. 


57584 






'Seq. ID 


OJ000330_35.0419 


.C27 


Gene No. 


.120503 . 






Strand 






Start 


1273 






End 


4631 




Name 


OJ000330 35.0419 


.C27.ol. 


ts 


Method 


TBLASTX: Soybean . 




Start 


3 






End 


805 




GI 


none 






Score 


117 




Exons 


3. .98, 3. .98, 419. .535, 


420. . 


536, 628. 


.792, 629. .805 




Seq. No. 


57584 






Seq. ID 


OJ000330_35.0419 


.C27 


Gene No. 


120503 






Strand 






Start 


1273 






End 


4631 




Name ■ 


OJ000330 35,0419 


.C27.o2. 


gs 


Method 


GENSCAN 




Start* 


1273 






End 


4604 




GI 


none 






Score 


.95 




Exons *' 


1273. .1824, 3718 


. .3743, 


4016. 


.4604 






Seq. No. 


57584 






Seq. ID 


OJ000330_35.0419 


.C27 


Gene No. 


120503 






Strand 






Start 


1273 






End 


4631 . 




Name 


OJ000330 35.0419 


,C27.o2. 


np . 


Method 


AAT/NAP . 




Start 


1276 






End 


4631 




GI .. 


5091619 






Score 


1339 . 




Exons 


1276.. 1824, 2931 


. .3184, 


4016. 


.4631 






GI Descrip. 


(AC007454) F23M19.7 [Arabidopsis thaliana] 




Seq. No. 


57584 






Seq. ID 


OJ000330_35.0419 


.C27 


Gene No. 


120503 






Strand 






Start 


1273 






End 


4631 




Name 


OJ000330 35.0419 


.C27.o2. 


tm_- ( 


Method 


TBLASTX: Maize 




Start 


1342 






End 


3152 




GI 


none 






Score 


.110 




Exons 


1342.. 1398, 1435 


. .1827, 


1616. 


.1738, 2937.. 2975, 3012.. 3065, 



3117. .3152 



58071 




Seq. No. 


. 57584 








Seq. ID 


OJ000330_35.0419, 


.C27 


Gene No. 


120503 








Strand 






Start 


„" 1273 








End 


* 4631 




Name 


OJ0003-30_35. 


,0419. 


C27 .ol 


. tc 


"'Method-. 


TBLASTX: Cress 




Start 


1438 








End i • 


1825 




GI 


none 








, Score ■■ 


98 




Exons 


1438. . 1824, 


1616. 


. 1825 










Seq. No. 


57584 








Seq. ID 


OJ000330_35.0419. 


.C27 


Gene No. 


120503 








Strand 






Start 


1273 








End 


4631 




Name 


OJ000330_35 . 


0419 . 


C27 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1441 








End 


1807 




GI 


none 








Score 


70 




Exons 


1441 . . 1806, 


1489 . 


. 1722, 


1616 


. . 1807 






Seq. No. 


57584 








Seq. ID 


OJ000330_35.0419. 


.C27 


Gene No. 


120503 








Strand 






Start 


1273 








End 


4.631 




Name 


OJ000330_35 . 


0419. 


C27 . o2 


. ts 


Method 


TBLASTX: Soybean. 




Start . 


1579 








End 


1824 




GI 


none 








Score 


65 




Exons 


1579. .1824, 


1591 . 


. 1701, 


1616 


. . 1726 






Seq. No. 


57584 








Seq. ID 


OJ000330_35.0419. 


.C27 


Gene No/-' 


120504 








Strand 






Start 


5795 








End 


6372 




Name 


OJ000330_35. 


0419. 


C27 .o4 


. tm 


Method 


TBLASTX: Maize 




Start 


5795 








End 


6372 




GI 


none 








Score 


151 




Exons 


5795 . . 5902, 


5796. 


. 5909, 


5969 


..6049, 5976. .6050, 6114. .6236, 




6250. . 6318, 


6250 . 


. 6306, 


6251 


..6316, 6298.. 6363, 6302.. 6361, 




6304 . . 6372 














Seq. No. 


57584 








Seq. ID 


OJ000330_35.0419. 


,C27 


Gene No. 


120505 








- Strand 






Start 


7896 








End 


8064— 




Name ^ ~ 


OJ000330_35. 


0419. 


C27 .o3 


. tm' 


Method 


TBLASTX: Maize 




Start 


7896 








End 


8064 




GI 


none 








Score 


240 




Exons 


7896. .8057, 


7898 . 


.8056, 


7902, 


. .8057, 7903. .8064 




Seq. No. 


57585. 








Seq. ID. 


OJ000320_37.0419. 


CI.. 


Gene No". 


120506 








Strand 


+ 




Start 


1 . . 








End .; 


915 




Name 


OJ000320 37. 


0419. 


CI . ol . np 


Method 


AAT/NAP 




Start 


1 








End 


915 




GI 


6539553 








Score 


1291 





Exons 1. .915 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 

Seq. No. 57585 Seq. ID OJ000320_37 . 04 1 9 . CI 

Gene No. 120506 Strand + 

Start 1 End 915 



,58072 





w 






w 




Name 


OJ000320 37. 0419. CI 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


713 




GI 


none 




Score 


107 




Exons 


1..78, 2. .79, 2. .82 


, 27. .83, 


78. .392, 


82. .393, 141. .413, 






380.. 445, 465.. 713, 


466. .696, 


474.. 713 




Seq. No. 


57585 




Seq. ID 


OJ000320 37.0419. 


CI 


Gene No. 


120506 




Strand 


+ 




Start 


1 




End 


915 




Name 


OJ000320_37.0419.C1 


. ol . gs 


Method 


GEN SCAN 




Start 


117 




End 


878 




GI 


none 




Score 


.49 




Exons 


117. .327, 600. .878 


- 








Seq. No. 


57585 




Seq. ID 


OJ000320 37.0419. 


CI 


Gene No. 


120506 




Strand 


+ 




Start 


1 




End 


915 




Name 


OJ000320 37. 0419. CI 


.ol .ts 


Method 


TBLASTX: Soybean 




Start 


633 




End 


8 90' 




GI 


5509260 




Score 


178 




Exons 


633. .890 










GI Descrip. 


_ 










Seq. No. 


57585 '>.. 




Seq. ID 


OJ000320 37.0419. 


CI 


Gene No. 


120506 




Strand 


+ 




Start 


1 




End 


915 




Name 


OJ000320_37.0419.C1 


. olrtm 


Method 


TBLASTX: Maize 




Start 


639 




End 


896 




GI 


none 




Score 


185 • 




Exons 


639.'. 896 










Seq. No. 


57585 




Seq. ID 


OJ000320 37.0419. 


CI 


Gene No. 


120506 




Strand 


+ ■ 




Start 


1 




End 


915 




Name 


OJ000320_37.0419.C1 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


726 




End 


887 




GI , ' 


none 




Score 


177 




Exons 


726. .887 










Seq. No. 


57586 




Seq. ID 


OJ000320 37.0419. 


C3 


Gene No. 


120507 




Strand 






Start 


76 




End ■■ 


399 




Name . 


OJ000320_37.0419.C3 


. ol . gs 


Method 


GENSCAN . . 




Start 


76 




End 


399 




GI 


, none- 




Score 


..84 




Exons 


76. .213, 272. .399 










Seq. No. 


57587 




Seq. ID 


OJ000320_37.0419. 


C4 


Gene No. 


120508 




Strand 


+ 




Start 


353 




End 


445 




Name 


OJ000320 37. 0419. C4 . 


. ol . gp 


Method 


AAT/GAP 




Start 


353 




End 


445 




GI 


• 69953 1.R1084 




Score 


125 




Exons 


353. .445 










GI Descrip. 


'5295936/dbj | AB026295 . 2 | AB026295 7 . Oe- 


34 Oryza sativa genomic 



DNA, chromosome 6, clone : P068 1F10 , complete sequence' 



58073 



Seq. No. 57587 
Gene No. 120509 
Start 567 

Name "OJ000320_37 . 0419 . C4": ol . np 

Start 567 • 

GI 4544372 
Exons 567.. 891 

GI Descrip,, • (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000320_37.0419.C4 
Strand 

End 891- 

Method fc AAT/NAP 

End 891 

Score 81 ' 



Seq. No. 

Gene' No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57588 

120510 

387 

OJ000320_37 . 04 1 9 . C5 . ol . gs 

387 

none 

387. .439, 465..S63 



Seq. ID OJ000320_37.0419.C5 

Strand + 

End 563 

Method GENSGAN 

End 563 

Score .49 



Seq. ID- OJ000320_37.0419.C5 

Strand 

End 324 

Method AAT/NAP 

End 324 

Score 138 



57588 

120511 * ■■ 
1 

OJ000320_37.0419.C5.ol.np 
1 

6815097 
1..324 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



57589 

120512 

786 

OJ000320_37.0419.C8.ol.gs 

786 
none 

786. .938, 1166. .1237, 1347. 



Seq. ID OJ000320_37. 0419.C8 

Strand + 

End 1545 

Method GENSCAN 

End 1468 

Score .66 
1468 - • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'57589 
120512 
786 

OJ000320_37 . 04 19 . C8 . ol . tm 

1166 

none 



Seq. ID' OJ00032.0_37.0419.C8 

Strand + 

End 1545 

Method TBLASTX : Mai ze 

End 1468 

Score .89 



1166.. 1.237, 1177... 1236, 1338... 1466, 1346.. .1468. 



57589 ' ' 

120512 
786 

OJ000320_37 . 04 19 . C8 . ol . np 
1168 
3169171 
1168. .1237, 1347. .1545 

(AC004401) putative serine carboxypeptidase II [Arabidopsis 
thaliana] 



Seq. ID. OJ0.003.20_37.0419.C8 

Strand + 

End 1545 

Method AAT/NAP 

End . _ 1545 

Score ' 88 



Seq. No. 
Gene No. 
Start 



57590 

120513 

1 



Seq. ID OJ000320_37.0419.C9 
Strand + 
End 2567 



58074- 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



OJ000320_37 . 04 19 . C9 . ol . np Method AAT/NAP 

1 End . 2567 

6630696 Score ' 2424 

1..61, 995.. 2567 

(AP000969) ESTs 022114(010364), AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



57590 



120513 Strand 
1 End 
OJ000320_37 . 04 19 . C9 . o2 . ts Method 
998 End 
none Score 
998. .1207, 1057. .1206, 1211. .1384 



Seq. ID OJ000320_37.0419.C9 



57590 

120513 

1 

OJ000320_37.0419.C9.o2.tm 

1013 

none 

1013. .1207, 1217. .1285 

57590' 

120513 

1 

OJ000320_37.0419.C9.ol.tw 

1041 

none 

1041.. 1199, 1042.. 1503, 1045. 
1593. .1721, 1594. .1722, 1724. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



+ 

2567 

TBLASTX: Soybean 
1384 

190 • • 



OJ000320_37.0419.C9 

+ 

2567 

TBLASTX: Maize 

1285 

174 



Seq. ID OJ000320_37.0419.C9 

Strand ' + 

End 2567 • • 

Method TBLASTX : Wheat 

End 1775 

Score 271 

.1539, 1049. .1585, 1256. .1588, 
.1771, 1725. .1775 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57590 ■ 
1'20513 
1 

OJ000320J37..0419.C9,ol.ta 

174 3 

5509260 

1743. .2159, 1790. .1951 



Seq. ID OJ000320__37.0419.C9 

Strand + 

End 2567 

Method TBLASTX: Soybean 

End 2159 - 

Score 371 



Seq. ID ..OJ0.00320 37.0419.C9 



Strand 
End 

Method 
End 
Score 
.1960 



+ 

2567, 

TBLASTX: Cress 
2048 
291 



57590 
120513 

1 :.. 
OJ000320_37.0419.C9.ol.tc 
1788 
none 

1788. .2048, . 1788. .1907, 1790. 

57590 
120513 
1 

OJ000320_37.0419.C9.ol.tm ■ 
1829 
none 

1829. .1960, 1830. .2294, 1983. .2045, 2081. .2191 



Seq. ID OJ000320_37.0419.C9 



Strand 
End 

Method 

End 

Score 



+ 

2567 

TBLASTX: Maize 
2294 
362 



58075 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57590 

120513 

1 

OJ000320_37.0419.C9.o2.tw 

1830 

none 



Seq. ID OJ000320_37.0419.C9 

Strand + 

End 2567 

Method TBLASTX : Wheat 

End'. 2375 

Score 319 



1830. .2174, 1847. .2008, 1980. .2045, 2169. .2375, 2243. .2365 



57590 

120513 

1 

OJ000320_37.0419.C9.o3.ts 

2208 

none 



Seq. ID OJ000320_37.0419.C9 

Strand + 

End 2567 

Method TBLASTX : Soybean 

End 2567 ... 

Score 136 



2208. .2387, 2228. .2392, 2387. .2560, 2388. .2567 



Seq. ID OJ000320_37. 0419. C10 

Strand +• 

End 170 

Method AAT/NAP 

End 170 

Score 241 



57591 
120514 
1 

OJ000320_37.0419.C10.ol.np 
1 

6630696 

1..170 ' * 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



57591 

120515 

318 

OJ000320_37.0419.C10.ol.gs 

318 

none 

318. .389 



Seq. ID OJ000320_37. 0419. C10 

Strand + 

End 389 

Method GENSCAN 

End 389 

Score .6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57591", 
120516 " 
1346 

OJ000320_37.0419.C10.ol.tw 

309 

none 



Seq. ID OJ000320_37. 0419. CIO . 
Strand 

End 1473 

Method TBLASTX : Wheat 

End 661 

Score 62 



.309.. 380, 310.. 381,. 382... 45.3,. 390.. 452, 452.. 526, .455. .523, 
456.. 527, 557.. 631, 557.. 661, 559. .633 



Seq. No. 57591 

Gene No. 120516 

Start 1346 

Name OJ000320_37 .0419. C10 . o2 .>gs 

Start 1346 

GI none 

Exons 1346.. 1473 



Seq. ID OJ000320_37. 0419. C10 
Strand 

End 1473 

Method GENSCAN 

End 1473 

Score .99 



Seq. No. 57592 

Gene No. 120517 

Start 1 

Name OJ000320_37 . 04 19 . Cll . ol . np 



Seq. ID OJ000320_37.0419.C11. 

Strand + 

End 914 

Method AAT/NAP 



58076 




Start 


1 




End 


914 


GI ■ 


6598853 




Score 


130 


Exons 


1..33, 498. .656, 784. .914 








GI Descrip. 


(AC01Q556) , putative serine 


carboxypeptidase [Arabidopsis \ 




thaliaha] ■ 








Seq. No. 


57592 




Seq. ID 


OJ000320_37 . 04 19 . Cll 


Gene No. 


120517 




Strand 


+ 


Start 


1 




End 


914 


Name 


OJ000320 37.0419.Cll.ol.tm 




Method 


TBLASTX: Maize 


Start 


523 




End 


841 


GI 


none 




Score 


186 


Exons 


523. .648, 534. .659, 535. .657, 


785 ..841 




Seq. No. 


57592 




Seq. ID 


OJ000320_37 . 04 19. Cll 


Gene No. 


120517 




Strand 


+ 


Start 


1 




End 


914 


Name 


OJ000320 37.0419.Cll.ol.ts 




Method 


TBLASTX : Soybean 


Start 


535 




End 


841 


GI 


none 




Score 


167 


Exons 


S35..657, 535. .654, 540. .656, 


776 . .841 




Seq. No. 


57592 




Seq. ID 


OJ000320 37. 0419. Cll 


Gene No. 


120517 




Strand ' 


+ 


Start 


.1 




End'* 


914 


Name " 


OJ000320 37.0419.Cll.ol.gs 




Method 


GENSCAN 


Start 


543 




End 


829 


GI 


none 




Score 


.44 


Exons 


543.-656, 784.-829 








Seq. No. 


57593 




Seq. ID 


OJ000320_37.0419.C14 


Gene No. 


120518 




Strand 


+ 


Start 


1 




End 


1238 


Name 


OJ000320 37.0419.C14.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


1238 


GI 


3169175 




Score 


242 


Exons 


: 1. .43-, 136. :335, 425. .549, 


1085. .1238 




''GI' Descrip. 


(AC004 4 01)' putative serine 


carboxypeptidase I [Arabidopsis 




thaliana] 








Seq. No. 


57593 




Seq. ID 


OJ000320_37.0419.C14 


Gene No. 


120518 




Strand 


+ 


Start 


1 - ...... 




. End 


1238. . 


Name 


OJ000320 37.0419.C14.ol.tm 




Method 


TBLASTX: Maize" 


Start 


1 . • : . 




End 


1204 


GI 


none 




Score 


58 


Exons 


1..45, 3. .44, 119. .181, 126.. 


329, 147.. 


329, 200. .334, 271.. 




409. .528, 416. .529, 423. .545, 


423. .536, 


1089. .1175, 1094. .1 




1175,. .1204 








Seq. No. 


57593 




Seq. ID 


OJ000320_37.0419.C14 


Gene No. 


120518 




Strand 


+ 


Start 


1 




End 


1238 


Name 


OJ000320 37/0419.C14.ol.tc 




Method 


TBLASTX: Cress 


Start 


126 




End 


1175 


GI 


none 




Score 


169 


Exons 


126. .329, 134. .265, 416. .529, 


416. .502, 


1092. .1175 



58077 



Seq. No. 


57593 






Seq. ID 


OJ000320_37.0419 


.C14 


Gene No. 


120518 






Strand 


+ 




Start • 


1 






End 


1238 




Name 


OJ000320_ 


37.0419.C14 .ol, 


. ts 


Method 


TBLASTX : Soybean 




Start 


126 






End 


1175 




GI 


none 






Score 


158 




Exons 


126. . 329, 


134 . .265, 416, 


. . 529, 


1092. .1175 




Seq. No. 


57593 






Seq. ID 


OJ000320_37.0419 


.C14 


Gene No. 


120518 






Strand 


+ 




Start 


1 






End 


1238 




Name 


OJ000320_ 


37 . 0419. C14 .ol. 


,gs 


Method 


GENSCAN 




Start 


136 






End 


1195" 




GI 


none 






Score 


.66 




Exons 


136. . 335, 


353. .527, 589, 


. . 626, 


1095. .1195 




Seq. No. 


57593 






Seq. ID 


OJ000320_37.0419 


.C14 


Gene No. 


120518 






Strand 


+ 




Start 


1 






End 


1238 




Name 


OJ000320 


37 . 0419 .C14 .ol . 


.tw 


Method 


TBLASTX: Wheat 




Start 


162 






End 


1175 




GI 


none 






Score" 


.130 




Exons 


162. .329, 


171. .293, 173. 


. . 328, 


414 . .'521 


, 416. .526, 425.. 


520, 




439. .525, 


' 1089. . 1175 










Seq. No. 


57594 






Seq. ID 


OJ000320_37.0419 


.C16 


Gene No. 


120519 






Strand 


+ 




Start 


1 






End 


838 




Name 


OJ000320 


37.0419'.C16.ol. 


.np 


Method 


AAT/NAP 




Start 


1 






End 


838 




GI 


4416302 






, Score 


572 




Exons 


1. .838 












GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


57594 






Seq. ID 


OJ000320_37.0419 


.C16 


Gene No. 


120520 






Strand 






Start 


160 






End 


836 - 




Name 


OJ000320 


37.0419.C16.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


41 






End 


569 




GI 


none 






Score 


108 




Exons 


41. .253,. 


336. .56.9, .390. . 


,560, 


395... 568. 






Seq. No. 


57594 






Seq. ID 


OJ000320_37.b419 


.C16 


Gene No. . 


. 120520 






. Strand 






Start 


160 






End 


836 




Name 


OJ000320 


37.0419.C16.ol. 


,gs 


Method 


GENSCAN 




Start 


160 






End 


378 




GI 


none 






Score 


-72 




Exons 


160.'. 378 












Seq. No. 


57594 






Seq. ID 


OJ000.320_37.0419 


.C16 


Gene No. 


120520 






Strand 






Start ' 


160 






End 


836 




Name 


OJ000320 


37.0419.C16.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


264 






End 


836 




GI 


none 






Score 


68 





58078 




Exons 


264. .329, 271. .330, 354. 


. 725 


, 365 . . 724 , 


720 . . 836 




Seq. No.. ■ ■ 


57594 




Seq. ID 


OJ000320_37.0419, 


.CI 6... 


Gene No-; 


120520 




Strand 






Start 


160 




End 


O O f 

836 




Name 


OJ000320 37.0419.C16.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


411 




End 


836 




GI_ 


none 




Score 


229 




Exons 


4H..722, 431..715, 741. 


. 836 








Seq. No. 


57594 




Seq. ID • 


OJ000320 37.0419. 


,C16 


Gene No. 


120520 




Strand 


- 




Start 


160 




End 


836 




" Name 


OJ000320_37 .0419.C16.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


429 




End 


836 




GI 


none 




Score 


159 




Exons 


429. .719, 437. .514, 510. 


. 602 


, 741 . . 836, 


743.. 835 




Seq. No. 


57595 




Seq. ID . 


OJ000320 37.0419. 


, C17 


Gene No. 


120521 




Strand 


+ 




Start 


1 




End 


559 




Name 


OJ000320 37.0419.C17.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


556 




GI 


. 6630685 




Score 


534 




Exons 


1..556 










GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


57595 




Seq. ID 


OJ000320_37.0419, 


.C17 


Gene No. 


120521 




Strand 


+ 




Start 


1 




End 


559 




Name 


OJ000320 37.0419.C17.ol. 


gs 


Method 


GEN SCAN 




Start 


337 




End 


559 




GI 


none 




Score 


.58 




Exons 


337. .559 










Seq : . No. 


57595 : .■ 




■Seq. -ID 


OJ000320_37.0419'. 


.C17 ' 


Gene No. 


'120522 




Strand. 


+ 




Start 


' 2398 




End 


2931 




Name 


OJ000320 37.0419.C17.o2. 


np 


Method 


AAT/NAP 




Start 


2398 




End 


2931 




GI 


6539588 




Score . 


235. 




Exons 


. .2398. .2518, 2579. .2776, 


2889 


. .2931 






GI^Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




.Seq. No. 


57595 




Seq. ID 


OJ000320_37.0419 < 


■ C17 


Gene No. 


120523 




Strand 






Start 


1680 




End 


2900 




Name 


OJ000320 37.0419.C17.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4 




End ' 


538 




C T 


none 




Score 


474 




Exons 


4. .507, 5. .538,. 221. .508 










Seq. No. 


57595 




Seq. ID 


OJ000320_37*.0419. 


.C17 


Gene No. 


120523 




Strand 






Start 


1680 




End 


2900 




Name 


OJ000320 37.0419.C17.ol. 


ts 


Method 


TBLASTX : Soybean 





58079 





Start 


17 




End 


568 






GI 


none 




Score 


142 






* Exons 


17.. 232, 308.. 568 










* 


-Seq. No. 


57595 * 




Seq. ID 


OJ000320 37.0419 


. C17 1 




Gene No. 


120523 




Strand 








Start'*" 


1680 




End 


2900 






Name 


.OJ000320 37.0419.C17.ol 


. tw 


Method. , 


TBLASTX: Wheat 






Start 


'38 




End 


493 






GI 


none 




Score 


62 






Exons 


38 . . 235, 302. .493, 317 . 


.493 










Seq. No. 


57595 




Seq. ID 


OJ000320 37.0419 


.C17 




Gene No. 


120523 




Strand 








Start 


1680 




End 


2900 






Name 


OJ000320 37.0419.C17.o2 


. gs 


Method 


GENSCAN 






Start 


1680 




End 


2900 






GI 


none 




Score 


. 4 






Exons 


1680. .1913, 2498. .2557, 


2841 


..2900 








Seq. No. 


57596 




Seq. ID 


OJ000320 37.0419 


.C18 




Gene No. 


120524 




Strand 


+ ~~ 






Start 


7261 




End 


7866 






Name 


OJ000320 37.0419.C18.o2 


.gs 


Method 


GENSCAN 




*y 


Start 


7261 




End 


78 66 






GI . 


none 




Score 


.85 




f = § 


Exons 


7261. .7330*, 7415. .7574, 


7729 


. .7866 






ffi 


Seq. No. 


57596 




Seq. ID 


OJ000320_37."0419 


.C18 . 




Gene No. 


120524 ■ 




Strand 


+ 






Start 


7261 




End 


7866 




\ y 


Name 


OJ000320 37.0419.C18.o2 


. np 


Method 


AAT/NAP 






Start 


7312 




End 


7536 






GI 


6735291 




Score 


60 






Exons 


7312. .7536 












GI Descrip. 


(AL137079) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


57596 




Seq. ID 


OJ000320J37;0419 


• 

.CI8 „ 




Gene -No. ■ 


120525 




Strand 








Start 


429 " 




End 


5403 






Name 


OJ000320 37.0419.C18.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


426 




End 


3573 






GI. 


none 




Score 


53 . . . 






Exons 


426.. 515, 466.. 513, 607 


. .714 


, 612.. 716, 


621'.. 734, 2958: 


.3080 






2970. .3116, 2974-. .3132, 


3170 


. .3370, - 3177. .3371, . 34 57 . 3525., 






3458.. 3526, 3544. .3573 












Seq. No. 


57596 




Seq. ID 


OJ000320_37.0419, 


.C18 




Gene No . 


120525 




Strand 








Start 


429 




■ End 


5403 






Name 


OJ000320 37.0419.C18.ol 


.gs 


Method 


GENSCAN 






Start 


429 




End 


5403 






GI 


none 




Score 


.41 






Exons 


429. .512, 2819. .2856, 2975.. 


3077, 3170. 


.3369, 3459. .3604, 






3700.. 3969, 5384.. 5403 












Seq. No. 


57596 




Seq. ID 


OJ000320_37.0419, 


.C18 



58080 




Gene No. 


120525 


Strand 


- 


Start 


429 


End 


5403 


Name 


OJ000320_37 . 0419 .CI 8 . ol . tc 


Method 


TBLASTX: Cress 


Start 


612 


End 


3*752 


GI 


none 


Score 


51 


Exons 


612. .716, 2973. .3080, 3170. 


.3370, 3457 


. . 3609, 3693 . . 3752 


Seq. No. 


57596 


Seq. ID 


OJ000320_37 . 04 19. CI 


Gene No. 


120525 


Strand 




Start 


429 


End 


5403 


Name 


OJ000320 37.0419.C18.ol.ts 


Method 


TBLASTX : Soybean 


Start 


612 


End 


37 52 


GI 


none 


Score 


72 


Exons 


'612. .716, 2970. .3080, 3001. 


.3093, 3170 


. . 3370, 3240 . . 3371, 




3457. .3609, 3458. .3529, 3693. .3752 




Seq. No. 


57596 


Seq. ID 


OJ000320_37.0419.C1: 


Gene No. 


120525 . 


Strand 




Start 


429 


End 


5403 


Name 


' OJ000320 37 . 0419 .C18 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


618 


End 


3344 


GI 


none 


Score 


66 


Exons 


618. .716, 2976. .3080, 2979. 


.3077, 3170 


. . 3343, 3192 . . 3344 


Seq. No.' 


57596 


Seq. ID 


0 JO 00320 37 . 04 19 . CI: 


Gene No. 


120525 v ' : • 


Strand 




Start 


429 


End 


5403 


Name 


OJ000320 37.0419.C18.ol.np 


Method 


AAT/NAP 


Start 


873 


End 


3842 


GI 


3169172 


Score 


316 


Exons 


873. .915, 2973. .3077, 3170. 


.3369, 3459 


. .3604, 3700. .3842 


GI Descrip. 


(AC004401) putative serine 


carboxypeptidase I [Arabidopsis 




thaliana] 






Seq. No. 


57597 


Seq. ID 


OJ000320_37.0419.C1 


Gene No. 


120526 


Strand 


+ 


Start 


874 


End 


2221 ' 


Name 


OJ000320 37.0419.C19.ol.gs 


Method 


GENSCAN 


Start 


874 


End 


2221 


GI 


none 


Score 


.43 


Exons 


874. .949, 2091. .2221 






Seq. No.. 


.'. 57598. . . 


Seq. ID 


OJ000320_37.0419.C2 


Gene No. 


120527 


Strand. 




Start 


1 ... 


End 


329 . , .. 


Name 


OJ000320 37.0419.C21.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


329 


GI 


6539588 


Score 


267. 


Exons 


1. .329 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


57598 


Seq. ID 


OJ000320__37.0419.C2: 


Gene .No. 


120527 


Strand 




Start" 


1 


End 


329 


Name 


OJ000320 37.0419.C21.ol.gs 


Method 


GENSCAN 


Start 


27 


End 


173 


GI 


none 


Score 


.87 



58081 



Exons 



27. .173 



Seq. No. 


57599 




Seq. ID 


OJ000320_37.0419.C25 


Gene No. 


..120528 




. Strand 


+ ■ 


Start 


1 




End 


2566* 


Name 


OJ000320 37 


.0419.C25.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2566 


GI 


5295955 




Score 


1167 


Exons 


1..41, 584. 


.698, 1379.. 1785, 


1865. .1931, 1971. .2436, 2465. .2566 


GI Descrip. 


(AB026295) 


Similar to Epstein-Barr virus (EBV) genome . (V01555) 




[Oryza sativa] 






Seq. No. 


57599 




Seq. ID 


OJ000320_37.0419.C25 


Gene No. . 


120529 




Strand 




Start 


1533 




End 


3091 


Name 


OJ000320 37 


.0419.C25.o2.gs 


Method 


GENSCAN 


Start 


1533 




End 


3091 


GI 


none 




Score 


.77 


Exons 


1533. . 1666, 


1708. .1789, 1882 


..1995, 2408.. 2525, 2964.. 3091 


Seq. No. 


57600 




Seq. ID 


OJ000320_37.0419.C26 


Gene No. 


120530 




Strand 


+ 


Start ' 


1 




End 


1181 


Name 


OJ000320 37 


.0419.C26.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1181 


GI 


5852172 




Score 


145 


Exons 


1..79, 1050 


.-.4181 






GI Descrip. 


(AL117265) 


zhb0002.1 [Oryza 


sativa] 




Seq. No. 


57601 




Seq. ID 


OJ000320_37.0419.C27 


Gene No. 


120531 




Strand 


+ 


Start 


1082 




End 


1136 


Name 


OJ000320 37 


.0419.C27.ol.gs 


Method 


GENSCAN 


Start 


1082 




End 


1136 


GI 


none 




Score 


.45 


Exons 


1082. .1136 








Seq. No. 


57602 




Seq. ID 


OJ000320_37V041'9.C28 


Gene No. 


120532 




Strand 


+ 


Start 


953 




End 


5454 


Name 


OJ000320 37 


.0419.C28.ol.gs 


Method 


GENSCAN 


Start 


953 . 




End ■ 


5305 


GI 


none 




Score 


.69 


Exons 


953. .1090, 


1411.. 1500, 1539,'. 


.1623, 3150. .3181, 3967. .4200, 




4250. .4383, 


4773.'. 5010, 5294 


..5305. . 




Seq. No. 


57602 




Seq. ID 


OJ000320_37.0419.C28 


Gene No. 


120532 




Strand 


+ 


Start 


953 




End 


5454 


Name 


OJ000320 37 


. 0419.C28.ol.gp 


Method 


AAT/GAP 


Start 


4776 




End 


5454 


GI 


none 




Score 


1327 


Exons 


4776. .5454 








Seq. No. 


57602 




Seq. ID 


OJ000320_37.0419.C28 


Gene No. 


120533 




Strand 




Start ■ 


6458 




End 


6593 



58082 



Name ■ OJ000320_37 . 04 19 . C28 . o2 . gs 

Start 6458 

GI none 

Exons 6458.. 6496, 6540.. 6593 

Seq. No. 57603 

Gene No. 120534 

Start 123 

Name OJ000320_37 . 04 19 . C29 . ol . gs 

Start 123 

GI none 

Exons 123. .295 



Method 

End 

Score 



GENSCAN 
6593 
.8 . 



Seq. ID OJ000320_37.0419.C29 

Strand + 

End .2 95 

Method " GENSCAN 

End 295 

Score . 62 



Seq. No. 57603 
Gene No. 120535 
Start 5454 

Name OJ000320_37 . 04 1 9 . C2 9 . ol . np 

Start 5454 
GI 7431851 

Exons 5454.. 5502, 7282.. 7448, 8155. 

GI Descrip. glutathione reductase (NADPH) 

(fragment ) gi | 3130064 | emb | CAA06835 . 1 

reductase [Zea mays] 



Seq. ID ' OJ000320_37.0419.C29 
Strand 

End 8281 
Method AAT/NAP 
End 8281 
Score ■ 101 ■ ' 

8281 

(EC 1.6.4.2), chloroplast - maize 
(AJ006055) glutathione 



%4 


Seq. No. 


57604 




Seq. ID 


OJ000320_37 . 0419 




Gene No. 


120536 




" Strand 


+ 


fil 


Start 


1 




End 


4208 




Name 


OJ000320 37.0419.C36. 


ol . np 


Method 


AAT/NAP 


CO 


Start 


1 




End 


4208 


: : 


GI 


5257279 




Score 


4250 




Exons 


1. .2370, 2485. .3091, 


3994 . . 


4208 






GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues . (L35053) 


[Oryza 


. sativa] 






Seq. No. 


57604 




Seq. ID 


OJ000320_37.0419 




Gene No. 


120536' 




Strand 


+ 




Start 


1 




End • 


4208 




Name 


OJ000320 37.0419.C36. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


128 




End 


424 




GI 


none 




Score 


185 




Exons 


128. .424 










Seq. No. . 


57604 




Seq. . ID 


OJ000320_37.0419 




Gene No. 


120536 




' Strand 


+ 




Start 


1 




.- End 


4208 




Name 


OJ000320 37.0419.C36. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


791 




End 


1114 




GI 


none 




Score 


206 




Exons 


791. .1114, 838. .939, 


1052. , 


1114 






Seq. No. 


57604 




Seq. ID 


OJ000320_37.0419 




Gene No. 


120536 




Strand 


+ 




Start 


1 




End 


4208 . 




Name 


OJ000320 37.0419.C36. 


'06 . tw 


Method 


TBLASTX: Wheat ' 




Start 


796 




End 


1174 




GI 


none 




Score 


135 




Exons 


796. .918, 797. .1018, 


1016. . 


1159, 1052.. 


,1174, 1063. .1173 



58083 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57604 

120536 

1 

OJ000320_37. 

1249 

none 

1249. .1410, 



0419.C36.o6.tm 



1250. .1411 



Seq. ID OJ000320_37.0419.C36 

Strand + 

End 4208 

Method TBLASTX : Mai ze 

End 1411 

Score 188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57604 

120536 

1 

OJ000320_37. 
"1346- 
none 

1346. .1828, 



0419.C36.o2.tw 



Seq. ID OJ000320_37.0419.C36 

Strand + 

End 4208 

Method TBLASTX : Wheat 

End ' 1828 " 

Score 538 



1357. .1653, 1466. .1819, 1681. .1824 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57604 

120536 

1 

OJ000320_37. 

1415 

none 

1415. .1882, 



0419.C36.o2.tm 



1486. .1659 



Seq. ID OJ000320_37.0419.C36 

Strand + 

End 4208 

Method TBLASTX: Maize 

End 1882 

Score 383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57604 

120536 

1 

OJ000320_37, 

1769 

none 

1769. .1801, 
1807. .2163 



Seq. ID OJ000320_37.0419.C36 

Strand + 

End 4208 

Method TBLASTX : Soybean 

End 2164 

Score 54 

1769. .1798, 1771. .1800, 1799. .1948, 1805. .2164, 



0419.C36.ol.ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



57604 

120536 

1 

OJ000320_37, 

1877 

none 

1877. .2161, 

57604 ' 
120536 
1 

OJ000320_37. 

1898 

none 

1898. .2173, 



0419.C36.o4 .tw 



1879. .2154, 1888. 



0419.C36.o4. tm 



1900. .2172 



Seq; ID OJ000320__37.0419.C36 
Strand + 

4208 

TBLASTX": Wheat ' 
2163 
358 



End 

''Method 



End 
Score 
.2163 



Seq. ID QJQP0320_37.0419.C36 

Strand +. 

End . .4208. . . 

Method TBLASTX : Mai ze 

End 2173 

Score 262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57604 
120536 . 
1 

OJ000320_37, 
2163 
-none 

2163. .2480, 



0419.C36.o3. tw 
2165. .2467 



Seq. ID OJ000320_37.0419.C36 

Strand + 

End 4208 

Method TBLASTX : Wheat 

End 2480 

Score ' 410 



58084 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • . 
GI 

Exons 



57604 

120536 

1 

OJ000320_37. 

'2187 

none 

2187. .2360, 

57604 

120536 

1 

OJ000320_37, 

2279 

none 

2279. .2524, 

57604 

120536 

1 

OJ000320_37. 

2327 

none 

2327. .2614, 

57604 

120536 

1 

OJ000320_37. 

2487 

none 

2487. .3113, 

57604 

120536 

1 

OJ000320_37. 

2670 

none 

2670. .2828, 
2814 . .3098, 

57604 
120536 

.1 

OJ000320_37. 

3113 

none 

3113. .3337, 

57604 

120536 

1 

OJ000320_37. 

'3254 

none 

3254 . .3382, 



0419.C36.ol.tc 



Seq. ID OJ000320_37.0419.C36 

Strand + 

End 4208 

Method TBLASTX : Cress 

End 2504 

Score 104 



2195. .2308, 2361. .2504, 2363. .2503 



0419.C36.o2.ts 



2280. .2525 



0419.C36.o3.tm 



2328:. 2618 



0419.C36.ol.tw 



2489.. 3007, 3053, 



0419.C3,6.ol.tm" 



2672.. 2824, 2675. 
2825. .3118, 2826. 



0419.C36.o5.tw 



3114 . .3446 



0419.C36.o7.tm 



3255. .3491 



Seq. ID OJ000320_37.0419.C36 

Strand + 

End . 4208 

Method TBLASTX: Soybean 

End 2525 

Score 257 



Seq. ID OJ000320_37.0419.C36 

Strand + 

End" 4208 

Method TBLASTX : Maize 

End 2618 

Score 354 



Seq. ID OJ000320_37.0419.C36 

Strand + 

End 4208 

Method TBLASTX: Wheat 

End 3113 

Score 694 
.3112 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2830, 2698 
.3254 



OJ000320_37.0419.C36 
+ 

4208 ; 
TBLASTX : Mai ze 
3254 
212 

2832, 2773.. 2955, 



Seq... ID.. OJ000320_37.0419.C36- 

Strand + 

End -4208 

Method TBLASTX : Wheat 

End 3446 

Score 350 



Seq. ID OJ000320_37 .0419.C36 

Strand + 

End 4208 

Method TBLASTX: Maize 

End 3491 

Score 186 



58085 



Seq. No. 57605 Seq. ID 

Gene No. 120537 - Strand 

Start 357 End 

Name OJ000320_37 . 0419 .C37 . ol . gs Method 

Start 357 >>■ End 

GI none Score 
Exons 



OJ000320_37.0419.C37 
+ 

5117 
GENSCAN 
5117 
.48 



357. .363, 1647. .1920, 2348.-2433, 4939. .5117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57606 Seq. ID OJ000320_37 . 0419 . C38 

120538 Strand 

1 End*: 744 

OJ000320_37 .0419. C38 . ol . np Method AAT/NAP 

1 End 744 

6539553 Score 1077 

1. .744 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] - 



Seq. No. 57606 

Gene No. 120538 ■ 

Start 1 

Name., OJ000320_37 .0419. C38 . ol . tm 
Start - 11 

GI none 
Exons 



Seq. ID OJ000320_37.0419.C38 
Strand 
End 

Method - 
End 
Score 



744 

TBLASTX: Maize 

325 

288 



11. .256, 12. .278, 37. .276, 273. .317, 274. .324, 275. .325 



Seq. No. 57606 Seq. ID 

Gene No. 120538 Strand 

Start 1 End 

Name OJ000320_37 . 0419 . C38 . ol . gs Method 

Start 168 End 

GI none Score 

Exons 168. .310, 418.. 527, 545.. 684 



OJ000320_37. 0419.C38 
744 

GENSCAN 

684 

.82 



Seq. No. ' 57607 ' Seq. "ID 

Gene No. 120539 Strand 

Start 55 End 

Name OJ000320_37 .0419. C39 . ol . gs Method 

Start 55.. End. 

GI . none . , , , Score 

Exons 55.. 489 



OJ000320_37.0419.C39- 
+ 

489 

GENSCAN 
489 

.57 .' . . • .. • 



Seq. No. 57608 Seq. ID OJ000320_37 . 04 19 . C4 0 

Gene No. 120540 Strand + 

Start 1 End 1305 

Name OJ000320_37 . 04 19 . C40 . ol . np Method AAT/NAP 

Start 1 End 1305 

GI 5257279 Score 1472 

Exons 1^.1305 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 
Gene No. 



57608 
120540 



Seq. ID 
Strand 



OJ000320_ 
+ 



37.0419.C40 



58086 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 
OJ000320_37 . 04 19 . C40 . o3 . tw Method 
1 End 
none * a ." Score 
1..159, 6. .62, 25. .87, 172. .357, 198. 



57608 Seq. ID 

120540 Strand 

1 End 
OJ000320_37 . 04 19. C4 0 . ol . gs Method 

139 End 

none Score 
139. .1164 



1305 

TBLASTX: Wheat 
357 
■99 
,305 

OJ000320_37.0419.C40 
+ 

1305 
GENSCAN 
1164 
.6 



Seq. No. ■ 57608 L Seq. ID 

Gene No. 120540 Strand 

Start 1 End 

Name OJ000320_37 . 04 19 . C4 0 . o3 . tm Method 

Start ' : - 397 End 

GI none Score 

Exons 397.. 552, 399.. 536 

Seq. No. 57608 Seq. ID 

Gene No. 120540 ' Strand 

Start 1 End 

Name OJ000320_37 . 04 19 . C40 . ol . tw Method 

Start 487 End ' 

GI none Score 

Exons 487. .969, 520. .903, 555. .941 

Seq. No. 57608 Seq. ID 

Gene No. 120540 Strand 

Start 1 End 

Name 0 JO 0 0 3 2 0_3 7 . 0 4 1 9 . C 4 0 . o 1 . t m Me t hod 

Start 556 ■ End 

GI none Score 

Exons' • ■ 556..1023, 567 ...734 

Seq. No. ■ 57608 Seq. ID 

Gene No. 120540 v Strand 

Start 1 End 

Name . OJ000320_37 . 04 19 . C4 0 . ol . tc Method 

Start. . ,61.6 . , End, 

GI none" Score 

Exons . 616. . 933. ... ... 



OJ000320_37.0419.C40 
+ 

1305 

TBLASTX: Maize 

552 

189 



OJ000320_37.0419.C40 
+ 

1305 

TBLASTX: Wheat 

969 

548 



OJ000320_37.0419.C40 
+ 

1305 

TBLASTX: Maize 

1023 

380 . 



OJ000320_37.0419.C40 
+ 

1305 

TBLASTX : Cress . 

933 , .... . 
187 



Seq. No. 57608 Seq. ID 

Gene No. 120540 Strand 

Start . 1 End 

Name OJ000320_37 . 0419 . C4 0 . ol . ts Method 

Start 910 End 

GI none Score 

Exons 910.. 942, 946.. 1305, 1011.. 1304 

Seq. No. 57608 Seq. ID 

Gene No. 120540 Strand 

Start 1 End 



OJ000320_37.0419.C40 
+ 

1305 

TBLASTX : Soybean 

1305 

54 



OJ000320_37.0419.C40 
+ 

1305 



58087 




Name 


OJ000320 37 


. 0419 . 


C40 . o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1018 








End 


1305 




GI 


none 








Score 


370 




Exons 


1018 . . 1305, 


1019 . 


. 1117 , 


1062 . 


. 1304 






Seq. No. 


57608 








Seq. ID 


OJ000320_37.0419. 


C40 


Gene No. 


120540 








Strand 


+ 




Start 


1 








End 


1305 




Name 


OJ000320_37 


.0419. 


C40.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1039 








End 


1305 




GI 


none 








Score 


243 




Exons 


1039. . 1305, 


1071 . 


. 1304 










Seq. No. 


57609 








Seq. ID 


OJ000320_37 .0419. 


C41 


Gene No. 


120541 








Strand 


+ 




Start 


1 








End 


1877 




Name 


OJ000320 37 


.0419. 


C41.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1877 




GI 


4680179 








Score 


2177 




Exons 


1 . . 1877 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


57 609 








Seq. ID 


OJ000320_37.0419. 


C41 


Gene No. 


120541 








Strand 


■ + 




Start 


1 








End 


1877 * -■■ ' 




Name 


OJ00.0320_37 


.041.9. 


C41.ol 


.gs 


Method 


GENSCAN 




Start 


193 








End 


1847 




GI 


none 








Score 


. 64 




Exons 


193 . .1847 














Seq. No. 


57609 








Seq. ID 


OJ000320_37.0419. 


C41 


Gene No. 


120542 








Strand 


+ 




Start 


264 9 








End 


4228 




Name 


OJ000320_37 


.0419. 


C41.ol 


.gp 


Method 


AAT/GAP 




Start 


2649 








End 


4228 




GI 


none 








Score 


918 




Exons 


264 9 . .274 3, 


■ 2830. 


.3076-, 


3155. , 


.3256,- 4162. .4228 




Seq. No. 


57609 








Seq. ID 


OJ000320_37.0419. 


C41 


Gene No. 


120543 








Strand 






Start 


2406 








End 


3540 




Name . 


OJ000320 37 


.0419. 


C41.02, 


• gs. 


Method 


. GENSCAN 




Start 


• 2406 








End. 


. 3540 




GI 


none 








Score 


.76 - 




Exons 


., 2406 . .2640, 


2667. 


.2964, 


3113 . , 


.3265, . 3366... 3540 




Seq. No. 


57609 








Seq. ID 


OJ000320_37.0419. 


C41 


Gene No. 


120544 








Strand 






Start 


5548 








End 


5894 




Name 


OJ000320_37 


.0419. 


C41.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


16 








End 


304 




GI 


none 








Score 


119 




Exons 


16. .99, 102 


. .302, 


140. .304 








Seq. No. 


57609 








Seq. ID 


OJ000320_37.0419. 


C41 


Gene No. 


120544 








Strand 






Start 


5548 








End 


5894 





58088 





Name 


OJ000320_37 . 0419.C41 . 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


■ ■ 1 6 




* End 


314 




GI 


none 




Score 


114 




Exons 


16. .99, 78. ,302, 101. 


.313, 


111 . . 314 






Seq. No. 


57609 




Seq. ID 


OJ000320_37.0419.C41 




Gene No. 


120544 




Strand 






Start 


554 8 




End 


5894 




Name 


OJ000320 37 . 0419.C41 . 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


345 




End 


869 




GI 


none 




Score 


489 




Exons 


345 . . 869, 587 . . 865 










Seq. No. 


57609 




■' Seq. ID 


' OJ000320_37.0419.C41 




Gene No. 


120544 




Strand 






Start 


5548 




End 


5894 




Name 


OJ000320_37 . 0419.C41 . 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


657 




End 


917 




GI 


none 




Score 


263 




Exons 


657 . . 917, 720 . . 908 










Seq. No. 


57609 




Seq. ID 


OJ000320_37.0419.C41 




Gene No. 


120544 




Strand 






Start 


5548 




End 


5894 


vJ 


Name 


OJ000320 37.0419.C41. 


o2 . tm 


Method 


TBLASTX: Maize # ' 


—is- 


Start 


716 




End 


1007 


W; a 


GI 


. none 




Score 


353 


iu 


Exons 


716.. 1003, 717.. 1007. 










■Seq. No. 


j / buy 




Seq. ID 


OJ000320 37.0419.C41 




Gene No. 


120544 




Strand 




f U 


Start 


5548 




End 


5894 




Name 


OJ000320 37.0419.C41. 


ol . tw 


Method 


TBLASTX: Wheat 


s 


Start 


876 




End 


1502 




GI 


none 




Score 


703 




Exons 


876. .1502, 878. .1198, 


996. . 


1499, 1235. 


. 1501 



Seq. No. 

Gene**No . 

Start 

Name 

Start 

G.I 

Exons 



57609 

120544 

5548 

O JO 0 032 0_3 7 . 0 4 1 9 . C4 1 . ol . tm 
1055 ...... 

none 



Seq. ID OJ000320_37.0419.C41 
Strand 

End 5894 

Method TBLASTX : Mai ze 

End 1649 

Score 189 



1055. .1198,- 1056/. 1217, 1065. .1214", 1066. .1221, 1203. .14 99, 
1215. .1649, 1229. .1639 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



57609 

120544 

5548 

OJ000320_37.0419.C41 .o4 .tw 

1502 

none 



57609 

120544 

5548 



Seq. ID OJ000320_37.0419.C41 
Strand 

End. . 58 94 

Method TBLASTX: Wheat 

End 1838 

Score 381 



1502. .1702, 1503. .1838, 1674. .1817 



Seq. ID OJ000320_37.0419.C41 
Strand 

End 5894 



58089 



Name 

Start 

GI 

Exons 



OJ000320_37 . 04 1 9 . C4 1 . o2 . gp Method AAT/GAP 

5548 End 5894 

none Score 565 
5548. .5894 * . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57610 

120545 

1 

OJ000320_37. 
1 

7106512 
-1..26, 855.. 



0419.C42.ol.np 



906, 980.. 1039 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



OJ000320_37.0419.C42 

1039 
AAT/NAP 
1039 
105 



(AP001278) EST C98429 (E0138) corresponds to a region of the 
predicted' gene . ; hypothetical protein [Oryza sativa] 



57611 Seq. ID 

120546 Strand 
3991 ' End 
OJ000320_37 . 04 19 . C4 3 . ol . gp ' Method 
3991 End 
uC-osflcyp053f07al Score 
3991. .4264 

•5091496/dbj | AB023482 ; 2 | AB023482- 3.0e-38 Oryza sativa genomic 
DNA, chromosome 6, clone -P0680A03, complete " sequence * 



OJ000320_37.0419.C43 
+ 

4264 
AAT/GAP 
4264 
342 



Seq. No. 


57611 






Seq. ID 


OJ000320_ 


37.0419, 


.C43 


Gene No. 


120547 






Strand 








Start 


1037 






End 


4652 






Name 


OJ000320 37 


.0419.C43.ol. 


gs 


Method 


GEN SCAN 






Start 


1037 






End 


4358 






GI 


none 






Score 


.46 






Exons 


1037. .1329, 


1624. .1706, 


2187. 


.2385, 2606. .3494, 


4293. .4358 


Seq. No. 


57611 






Seq. ID 


OJ000320_ 


37.0419, 


.C43 


Gene No. 


120547 






Strand 








Start 


1037 






End 


4652 






Name 


OJ000320 37 


.0419.C43.ol. 


np 


Method 


AAT/NAP 






Start 


1833 






End 


4652 






GI 


7248395 






Score 


1690 






Exons 


1833. .2382, 


2456. .2608, 


2671. 


.3461, 4124. .4652 






GI Descrip. 


(AP001389) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. . 


57612 .. 






Seq. ID 


OJ000320_ 


37.0419. 


.044 


Gene No. 


120548 






Strand 


+ 






Start 


521 






. E-nd • 


3297 






Name 


OJ000320 37 


.0419.C44 .ol. 


gs 


Method 


GENSCAN 






Start 


521 






End 


3297 






GI 


none 






Score 


.6 






Exons 


521. .621, 664. .897, 1262 


I..1390, 1395.. 


1449, 2296 


. .2531, 






2581. .2836, 


3172. .3297 












Seq. No. 


57612 






Seq. ID 


OJ000320_ 


37.0419. 


,C44 


Gene No. 


120549 






Strand 


+ 






Start 


4246 






End 


6722 






Name 


OJ000320 37 


.0419. C44 ..o2. 


gs.. 


Method 


GENSCAN 






Start 


4246 






End 


6722 






GI 


none 






Score 


.81 







58090 



Exons 



Seq. No. 
Gene No. 
.-Start ■ 
Name 
Start 
GI 

Exons 



4246.-4484, 4576. .4721, 4804. .5006, 5123. .5225, 5617. .5690, 
5936. .6019, 6648. .6722 



GI Descrip'. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57612 

120549 

4246 

OJ000320_37.0419.C4 4.o2.np 
■4285 . 
6598855 



Seq. ID OJ000320_37.0419.C44 

Strand + 

End 6722 

Method AAT/NAP 

End 6019 

Score 37 9 



4285. .4442, 4576. .4721, 4804. .5006, 5123. .5259, 5585. .5690, 
5936. .6019 

(AC010556) putative serine carboxypeptidase [Arabidopsis 
thaliana] 



57612 
120549 
4246 

OJ000320_37.0419.C4 4.ol.gp 
4325 

uC-osflm202108gl2br 
4325.-4442, 4576. .4721, 4804, 



Seq. ID OJ000320_37.0419.C44 
Strand + 

6722 
AAT/GAP 
4861 
528 



End 

Method. 
End 
Score 
.4861 

1 10704 94/pir | | CPBHS 2.0e-18 serine-type carboxypeptidase (EC 
3.4.16.1) precursor - barley 1 ' 



57612 

120550 

6906 

OJ000320_37.0419.C4 4\o2.gp 

6906 - 

none 

6906. .7143 



Seq. ID OJ000320_37.0419.C44 

Strand + 

End 7143 

Method AAT/GAP 

End 7143 

Score 405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
' Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 



57612 
120551 
1 

OJ000320_37.0419.C4 4.ol.np 
1.- . 
7106512 
1..67, 798. .911, 964. .1023 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000320_37.0419.C44 
Strand 

End 1023 

•Method AAT/NAP 

End 1023 

Score 135 



57612 

120552 

4389 

OJ000320_37.0419.C44.ol.tc 

4389 

none 



Seq.. ID OJ000320_37.0419.C4 4 
Strand 

■ End 6028 

Method TBLASTX : Cress 

End 5690 

Score 172 



4389. .4448, 4556. .4672, 4577. .4768, 4642. .4722, 4823. .4936, 
4827.. 5006, 5123.. 5227, 5586.. 5690 



57612 

120552 

4389 

OJ000320_37.0419.C44 .ol.ts 

4577 

none 



Seq. ID- . OJ000320_37.0419.C44 
Strand 

End 6028 

Method TBLASTX : Soybean 

End 5690 

Score 166 



58091 



Exons 



4577. .4723, 4642. .4722, 4844. .4966, 4845. .5006, 5123. .5227, 
5586.. 5690 



Seq." No; 57612 
Gene No. 120552 
Start 4389 

Name ' OJ000320_37 . 04 19 . C44 . ol . tm 

Start 460-7 
GI none 

Exons 4607.. 4636, 4654.. 4722, 4655. 

4841. .4999, 4842. .5006, 5113. 
5588. .5686, 5933. .6028 



OJ000320_37.0419.C44 
6028 

TBLASTX: Maize 

6028 

47 



Seq. ID 
Strand 
End' 
Method 
End 
Score 

.4723, 4803. .4838, 4813. .4914, 
.5250, 5123.. 5227, 5586.. 5690, 



Seq. No. 57613 ■ 
Gene No. . 120553 

Start 165 

Name OJ000320_37 . 0419. C4 5 . ol . gs 

Start 165 

GI none 

Exons 165.. 180/ 380.. 399 



Seq. ID' OJ00032'0_-37 . 0419. C45 

Strand + 

End 399 

Method GENSCAN 

'End 399 

Score .52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
. Start.. 
Name 
Start 
GI 

Exons 



57613 

120554 

1161 

OJ000320_37.0419.C4 5.o2.gs 

1161 

none 



Seq. ID OJ000320_37.0419.C45 
Strand 

End 6218 

Method GENSCAN 

End 6218 

Score .56 



1161. .1307, 1321. .1467, 3473. .3637, 3981. .4251, 4318. .4419, 
4657.. 4746, 6202.. 6218 



57614 
120555 
1 

OJ000310_37.0419.C2.ol.np 
1 

6382506 

1..185, 661.'. 720, 2654..26l97 
(AC010704) hypothetical protein [Afabidopsis thaliana]' 



Seq. ID OJ000310_37.0419.C2 

Strand + 

End 2697 

Method AAT/NAP 

End 2697 

Score 122 



57614 

120555 

1 

OJ000310_37 .0419.. C2 . ol . gs 
90 

none 

90. .185, 661. .756 



Seq. ID OJ000310_37 . 0419.C2 

Strand + 

End .. . 2697 

Method . GENSCAN 

End -756 

Score . ; 82 •. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57615 

120556 

1 

OJ000310_37.0419.C3.ol.np 
1 

6382506 



Seq. ID OJ000310_37 . 0419.C3 

Strand + 

End 1878 

Method AAT/NAP 

End 1878 

Score 98 



1..30, 577. .883, 1002. .1093, 1185. .1302, 1857. .1878- 
(AC010704) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 



57615 



Seq. ID OJ000310 37. 0419. C3 



58092 



Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



120556 Strand + 

1 End 1878 

OJ000310_37.0419.C3.ol.gs Method GENSCAN 

672 End 1328 

none . -■ Score . 63 

672. .883, 1002. .1093, 1185. .1328 



Seq. No. 57616 Seq. ID 

Gene No. 120557 Strand 

Start' 524 End 

Name OJ000310_37 . 04 19 . C4 . ol . gs Method 

Start 524 End 

GI none Score 

Exons' 524. .1651, 1726. .2009 



OJ000310_37.0419.C4 
+ 

2009 . 
GENSCAN 
2009 
. 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57616 Seq. ID 

120557 Strand 

524 End 

OJ000310_37 . 0419 . C4 . ol . tm Method 

647 End 

none Score 



OJ000310_37.0419.C4 
+ 

2009 

TBLASTX: Maize 

1279 

210 



647. .934, 663. .929, 1027. .1227, 1042. .1230, 1233. .1274, 
1235.. 1279 



Seq. No. 57617 . Seq. ID 

Gene No. 120558 _ Strand 

Start 14 End 

Name OJ000310_37 . 0419 . C8 . ol . gs Method 

Start 14 End ' 

GI none Score 

Exons 14.. 57, 320.. 425 



^OJ000310_37.0419.C8 
+ 

425 

GENSCAN 
425 
. 71 



Seq. No. 
Gene No. 
Start 
Name ■ 
.Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57617 

120559 

1000 

OJ000310_37.0419.C8.ol.ts 
28 

none 



Seq. ID OJ000310_37.0419.C8 

Strand ■ + 

End 1304 

Method TBLASTX: Soybean 

End • 375 ■ ' . , . 
Score 58 



28. .183, 109. .210, 273. .374, 273. .374, 274. .375 



57617 Seq. ID 

120559 Strand 

1000 End 

OJ000310_37/0419.C8.o2.gs Method 

100.0. . . End 

none ' Score 

1000. .1072, 1078. .1304 



OJ000310_37.0419.C8 
+ 

1304 

GENSCAN ' 
1304" . 
.76 



Seq. No. 57618 Seq. ID 

Gene No. 120560 Strand 

Start - 973 End 

Name OJ000310_37 . 04 19 . C9 . ol . gs Method 

Start 973 End 

GI none Score 

Exons 973 ! . 1239 



OJ000310_37.0419.C9 

1239 
GENSCAN 
1239 
.84 



Seq. No. 



57619 



Seq. ID OJ000310_37. 0419. C10 



58093 



Gene No. 120561 Strand + 

Start 1 End 182 

Name' OJ000310_37 . 0419 . CIO . ol . np Method AAT/NAP 

Start 1 " End- 182. 

GI 6552733 Score 54 

Exons 1..182 

GI Descrip. (AC013482) T26F17.14 [Arabidopsis thaliana] 



Seq. No. 57619 Seq. ID 

Gene No. 120562 Strand 

Start 108 End 

Name OJ000310_37 . 041 9 . C10 . ol . gs Method 

Start • 108 End 

'GI none - Score . 

Exons 108.. 500 



OJ000310_37. 0419. C10 
+ 

500 

GENSCAN 
500 

1 ' •. • • 





Seq. No. 


57620 




Seq. ID 


OJ000310_37.0419.C11 




Gene No. 


120563 




Strand 






. Start 


267 




End 


2855 




Name 


OJ000310 37 


.0419. Cll. ol.gs 


Method 


GENSCAN . 




Start 


267 




End 


2712 




GI 


none 




Score 


.42 


fii 


Exons 


267. .300, 989. .1136, 1148. .1301, 1389. 


.1425, 2424. .2712 


Vs? 


Seq. No'. 


57620 




Seq. ID 


OJ000310_37C0419.C11 




Gene No. 


120563 




Strand 




r*y 


Start 


267 




End 


2855 - 




Name 


OJ000310 37 


.0419.Cll.ol.np 


Method 


AAT/NAP 




Start 


2350 




End 


2855 




GI 


2388582 




Score 


549 




Exons 


2350. .2855 










GI Descrip. 


(AC000098) ' 


Contains similarity to Rattus O-GlcNAc transferase 


5 




(gb|U76557) 


. [Arabidopsis thaliana] 






Seq. No. 


57620 




Seq. ID 


OJ000310_37.0419.C11 




Gene No. 


120564 




Strand 






Start 


2788 




End , ; ■ 


2855 . ' 




Name 


OJ000310 37 


.0419.Cll.ol.tm 


Method 


'TBLASTX : : Maize 




Start 


2095 




End 


2855 




GI 


none 




Score 


98 




Exons 


2095. .2295, 


2205. .2297, 2301.. 


2636, 2301.. 2636, 2302.. 2637, 






2303. ,2638, 


2629... 2853, 2630.. 


,2764, 2641.. 2850, 2643.. 2855, 






. 2813. .2.85.4 . 










Seq. No. 


.57620, 




Seq. ID 


OJ00.0310._37 . 0419; Cll 




Gene No. 


120564 




Strand 






Start 


2788 




End 


2855 




Name 


OJ000310 37 


.0419.Cll.ol. ts 


Method 


TBLASTX: Soybean 




Start 


2363. 




End 


2775 




GI 


none 




Score 


297 




Exons 


2363. .2761, 


2368. .2775, 2380.. 


2763 





Seq. No. , -57620 Seq. ID OJ000310__37 . 0419 . Cll 

Gene No.. 120564 ' Strand 

Start 2788 End 2855 

Name OJ000310_37 . 04 19 . Cll . ol . tc Method TBLASTX: Cress 

Start 2404 End 2718 



'58094 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 71 

2404. .2676, 2412. .2597, 2465. .2662, 2686. .2718 



57620 
. 120564 
2788 

OJ000310_37.0419.Cll.ol.tw 

2604 

none 



Seq. ID OJ.000310_37.0419.C11 

Strand - 

End 2855 

Method TBLASTX : Wheat 

End 2855 

Score 82 



2604. .2660, 2605. .2661, 2606. .2662, 2606. .2662, 2615. .2764, 
2626.. 2850, 2662.. 2853, 2667.. 2855 



rj = 



Seq. No. 
■ Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57620 
120564 
2788 

OJ000310_37.0419.Cll.o2.gp 
2788 

LIB34 33-003-Q6-K6-H8 
2788.. 2855 

? 2388582 1.0e-45 (AC000098 )' Contains similarity to . Ra.ttus 
O-GlcNAc transferase (gb_U76557) . [Arabidopsis thaliana] ? 



Seq. ID OJ000310_37.0419.C11 

Strand • - - 

End 2855 

Method AAT/GAP 

End 2855 

Score 132 



Seq. ID OJ000310_37. 0419.C12 
Strand : - 

2276 
AAT/NAP 
1705 
1757 



57621 • 
120565 
1 

OJ000310_37.0419.C12.ol.np 
1 

6598434 
1..1240, 1326. .1705 

(AC004681) putative O-GlcNAc transferase [Arabidopsis thaliana] 



End 

Method 

End 

Score 



57621 

120565 

1 

OJ000310_37.0419.C12.ol.gs 

50 ' 
none 

50. .2007, 2123. .2276 



Seq. ID OJ000310_37.0419.C12 
Strand 

End 2276 

Method GENSCAN 

End 2276 

Score . 89 



Seq. No. 57621 

Gene No. 120566 

Start 4 534 

Name OJ000310_37 . 0.419 . C12 . ol . tm 

Start 1 
GI - t none - ** f - 
Exons 



Seq. ID OJ000310_37.0419.C12 
Strand 

End 4 64 9 

Method .TBLASTX: Maize;. -.. 

End 67 0 

. Score .161 ........ 



1..171, 2. .649, 11. .181, 138. .647, 241. .648, 362. .667, 503. .670 



Seq. No. 57621 

Gene No. 120566 

Start 4534 

Name OJ000310_37 . 0419 . C12 . ol . ts 

Start 118 

GI none 
Exons 



Seq. ID OJ000310_37. 0419.C12 
Strand 

End ' 4 649' 

Method TBLASTX : Soybean 

End 67 0 

Score 255 



,118. .171, 137. .469, 138. .467, 239. .472, 244. .498, 244. .471, 
290. .565, 500. .670 



Seq. No. 



57621 



Seq. ID OJ000310_37.0419.C12 



58095 




Gene No. 


120566 




Strand 


- 


Start 


4534 




End 


4649 


Name 


OJ000310 37.0419 


.C12.pl.tc 


. Method 


TBLASTX: Cress * 


Start 


606 




End 


1024 


GI 


none 




Score 


153 


Exons 


606. .902, 608. .1024 






Seq. No. 


57621 




Seq. ID 


OJ000310_37.0419rC12 


Gene No. 


120566 




Strand 




Start 


4534 




End 


4649 


Name 


OJ000310 37.0419, 


■C12.o2.tc 


Method 


TBLASTX: Cress 


Start 


1433 




End 


1681 


GI 


none 




Score 


82 


Exons 


1433. .1471, 1514. 


. .1681, 1515 


..1589, 1517.. 1666 


Seq. No. 


57621 




Seq. ID 


OJ000310_37.0419.C12 




120566 




Strand 




Start 


4534 




End 


4649 


Name 


OJ000310 37.0419, 


.C12.ol.gp ' 


Method 


AAT/GAP 


Start 


4534 




End. 


4 64 9 


GI 


12487 1.R1084 




Score 


206 


Exons 


4534. .4649 








GI Descrip. 


'2462754 5-0e-21 


(AC002292) 


Unknown protein [Arabidopsis 



thaliana] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



57622 Seq. ID 

120567 Strand 

1 • - End 

OJ000310_37 . 0419 . C13 . ol . np Method 

1 End 

6760451 Score 



OJ000310_37.0419.C13 

2172 
AAT/NAP 
1957 
129 



1..40, 1466. .1569, 1597. .1792, 1860. .1957 

(AF223395) S-ribonuclease binding protein SBP1 [Petunia x 
hybrida] 



57622 

120567 • . 
1 *• 
OJ000310_37 . 0419-.C13.ol. tm 
2 

none 



Seq. ID OJ000310_37.0419.C13 
Strand, 

End 2172 

Method TBLASTX: Maize 

End 2170 

Score 110 



2. .4 3, 14 66. .1573, . 14 66. .1516, .14 74. . 1590,. .14 80 .. 1590, 
1591.. 1698, 1597.., 1683, 160.1,.. 1765, 1626.. 1724,. 1.750 ... 1779, 
1887. .1979, 1943. .1978, 2058.'. 2087, 2059 .. 2082,' 2138 .. 2170, 
2140. .2169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



57622 Seq. ID OJ000310_37 . 0419 . C13 

120567 Strand 

. 1 End. 2172 

OJ000310_37 . 04 19 . CI 3 . ol . gs Method GENSCAN 

169 End 2166- 

none Score . 65 

169. .225, 1466. .1725, 1879. .1976, 2066. .2166 



57622 

120567 

1 



Seq. ID OJ000310_37.0419.C13 
Strand 

End 2172 



58096 





Name 


OJ000310_37 


.0419, 


,C13.ol 


.gp 


Method 


AAT/GAP 










Start 


1304 








End 


2172 










GI 


none 






• 

2066 


Score 


1259 










Exons 


1304 . . 1764, 


1879, 


. . 1976, 


; . 2172 












Seq. No. 


57623 








Seq. ID 


OJ000310 


_37 


.0419. 


C14 




Gene No. 


120568 








Strand 












Start 


1804 








End 


2358 










Name 


OJ000310_37 


.0419. 


.C14 .o2 


. gs 


Method 


GENSCAN 










Start 


1804 








End 


2358 










GI 


none 








Score 


. 96 










Exons 


1804 . . 1863, 


'2284 , 


. . 2358 
















Seq. No. 


57623 








Seq. ID 


OJ000310_ 


_37, 


.0419. 


C14 




Gene No. 


120568 








Strand 












Start 


1804 








End 


2358 










Name 


OJ000310 37, 


.0419, 


,C14 ,ol 


■ gp 


Method 


AAT/GAP 










Start 


1888 








End 


2350 










GI 


none 








Score 


718 










Exons 


1888 . . 2201, 


2284 . 


, .2350 
















Seq. No. 


57623 








Seq. ID 


OJ000310^ 


37. 


,0419. 


C14 




Gene No. 


120569 








Strand 










"5 


Start 


2342 








End 


2477 










Name 


OJ000310_37 . 


.0419. 


,C14..o2 


-gp 


Method 


AAT/GAP 










Start 


2342 








End 


2477 










GI 


none 








Score 


180 








f h 


Exons 


2342 . .2477 




















Seq. No. 


57624 








Seq. ID 


OJ000310_ 


_37. 


.0419. 


C15 




Gene No. 


120570 








Strand 


+ 








rj 


Start 


3847 








End 


5406 










Name 


OJ000310 37. 


,0419. 


C15. o2 


.gs 


Method 


GENSCAN 










Start 


3847 








End 


5406 










GI 


none 








Score 


.9 










Exons 


3847 . . 4232, 


4327 . 


.4611, 


4 703. 


,.4870, 4962. .5406 










Seq. No. 


o / bZ 4 








Seq. ID 


OJ000310_ 


_37. 


,0419'. 


C15 




Gene No. 


120570 








Strand 


+ 










Start 


3847 








End 


5406 










Name 


OJ000310 37. 


,0419. 


C15.ol 


. np 


Method 


AAT/NAP 










Start 


. 3852 








End 


5382. . 










GI 


6996289 








Score 


1281 . 










Exons. 


3852. .4232, 


4327. 


.4611, 


'4703. 


.4870, 4962. .5286, 


5320. .53 


82 



.GI Descrip. \(AL138659) putative protein [Arabidopsis thaliana] 



Seq. No. 57624 

Gene No. 120571 

Start 6954 

Name 0 J000310_37 . 0419. C15 . o2 . np 

Start 6954 

GI 7488346 

Exons 6954 . .7105, 
GI Descrip. 



Seq. ID OJ000310_37.0419.C15 
Strand + 
End . 8137 
Method AAT/NAP 
End 8137 
Score 539 
7365, 8057.. 8137 
spliceosome-associated protein SAP62 homolog T26B15.16 - 
Arabidopsis thaliana gi | 3298548 | gb | AAC25942 . 1 | (AC004681) 
putative spliceosome-associated protein [Arabidopsis thaliana] 



7196. 



58097 




Seq. No. 


57624 








Seq. ID 


OJ000310 37.0419.C15 


Gene No. 


120571 








Strand 


+ 


Start 


6954 








End 


8137 


Name 


OJ000310_37 


.0419 


. C15 . o3 


.gs 


Method 


GEN SCAN 


Start 


6954 








End 


8133 


GI 


none 








Score 


. 8 


Exons 


6954 . .7105, 


7196 


. .7365, 


8057 


. . 8133 




Seq. No. 


57624 








Seq. ID 


OJ000310_37.0419.C15 


Gene No. 


120572 








Strand 




Start 


1855 








End 


o c o c 

Jo Jo 


Name 


OJ000310 37 


.0419 


. C15 . ol 


• gp 


Method 


AAT/GAP 


Start 


1687 








End 


174 9 


GI 


•none 








Score 


75 


Exons 


1687 . . 174 9 












Seq. No. 


57624 








Seq. ID 


OJ000310 37.0419.C15 


Gene No. 


120572 








Strand 


- 


Start 


1855 








End 


3535.- 


Name 


OJ000310 37 


.0419 


. C15 . ol 


.gs 


'Method 


GEN SCAN 


Start 


1855 








End 


3535 


GI 


none 








Score 


. 88 


Exons 


1855 . . 1969, 


3411 


. . 3535 








Seq. No. 


57624 








"'Seq. ID 


OJ000310_37.0419.C15 


Gene No. 


120573 








Strand~ 




Start 


3951 








End 


5370 


Name 


OJ000310_37 


.0419 


,C15 ,o2 


. tc 


Method 


TBLASTX: Cress 


Start 


: -3951 








End 


4224 


GI ; 


none 








Score 


" 152 


Exons 


3951 . . 4046, 


3955 


... 4068, 


4072 


. . 4224 




Seq. No. 


57624 








Seq. ID 


OJ000310_37.0419.C15 


Gene No. 


120573 








Strand 




Start 


3951 








End 


5370 


Name 


OJ000310_37 


.0419 


. C15 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


. 3988 








End 


4492 


GI 


none 








Score 


89 . 


Exons 


3988 . . 4068, 


4072 


. . 4173, 


4174 


..4233, 4179. .4232, 4328. .4492, 




4330 . .4407 












Seq. No. 


57624 








. Seq. ID 


OJ000310_37.0419.C15 


Gene. No . 


120573 . 








Strand 




Start 


3951 








End 


5370 


Name 


.OJ00.031.0_37 


.0419 


.C15,o2 


. tm 


.Method" 


TBLASTX: Maize. . , . 


Start 


4105 








End 


5352 


GI 


none 








Score 


44 


Exons 


4105 . .4137, 


4141 


. .4191, 


4385 


..4612, 4394. .4507, 4474. .4596, 




, 4755 . .4871, 


4959 


. . 5042,. 


4960 


..5061, 5068. .5166, 5074. .5097, 




5200. . 5352 












Seq. No. 


57624 








Seq. ID 


OJ000310_37.0419.C15 


Gene No. 


120573 








Strand 




Start 


3951 








End 


5370 


Name 


OJ000310 37 


.0419 


.C15.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4758 








End 


5175 


GI 


none 








Score 


156 



58098 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4758. .4871, 4758. .4868, 4784. 
4971.. 5042, 5068.. 5175, 5073. 

57624 

120573 

3951 

OJ000310_37.0419.C15.o3.tc 

5197 

none 

5197.. 5370, 5197.. 5262, 5322. 

57624 

120574 

6912 

OJ000310_37.0419.C15.ol.tw 

6912 

none 

6912. .7109, 6914. .7105, 7188. 
.8044. .8136, 8056. .8136 

57624 
120574 
6912 

OJ000310_J37.0419.C15.ol.tm 
6949 
none 



.4873, 4799. .4873, 4960.. 5061, 
,5162 



Seq. ID OJ000310_37.0419.C15 
Strand 

5370 

TBLASTX: Cress 
5370 
225 



End 

Method 
End 
Score 
.5366 



Seq. ID OJ000310_37.0419.C15 
Strand 

End 8140 

Method TBLASTX : Wheat 

End 8136 

Score 155 

.7364, 7193. .7363, 8025.. 8132, 



Seq. ID OJ000310_37.0419.C15 
Strand 
End 

Method 
End 
Score 

6949. .7011, 6950. .7105, 6951 .. 7109, . 7090 .. 7107 , 7188. .7364, 
7193. .7363, 8028. .8132, 8044. .8136, 8056. .8139, 8057. .8140 



8140 

TBLASTX: Maize 

8140 

143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57624 

120574 

6912 

OJ000310_37.0419.C15.o2.ts 

6954 

none 



Seq. ID OJ000310_37.0419.C15 
Strand 
End 

Method 
End 
Score 



8140 

TBLASTX: Soybean 

8136 

139 



6954. .7109, 7073. .7105, 7188. .7319, 7193. .7237, 7239. .7364, 
7241. .7357, -8038. .8115, 8053.. .8136, 805-5.. 8126 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

GI Descrip. 



57625 
120575 

1 

OJ0003.10_37..0419.C16,ol.np 

1- - . 
7488346 



Seq. ID OJ000310_37.0419.C16 

Strand + 

End 94 9 

Method AAT/NAP 

End. 817 

Score 317 



. 1..44, 7,8.-. 160, 269.. 343, 424. .498, 605.. 817 
spliceosome-associated protein SAP62 homolog T26B15.16 - 
Arabidopsis thaliana gi | 3298548 | gb | AAC25942 . 1 | (AC004681) 
putative spliceosome-associated protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57625 Seq. ID 

120575 Strand 

1 End 
OJ000310_37 . 04 19 . C16 . ol . gs Method 

95 End 

none Score 

95. .160, 269. .343, 424. .498, 728. .949 



OJ000310_37.0419.C16 
+ 

949 

GENSCAN 

949 

.86 



58099 




beq. No. 


57625 




Seq. ID 


OJ000310_37.0419.C16 


Gene No . 


120576 




Strand 




Start 


-1735 




End 


3905 -r 


Name 


OJ000310 37.0419.C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


82 




End 


1010 


GI 


none 




Score 


65 


Exons 


82. .159, 83. .172, 83. .163, 238. .342, 244. .333, 260. .346, 






cni 
. . 0U1 , 


414. .494, 


418. .495, 599. .637, 




bUo ... ODD, 0 41..0&4, boo 


. . 0 b4 , 


758. .865, 


854. .940, 887. .919, 




OkC\ A Q CI A QHC: QCC QfiQ 

yu4..yo4, yuo..yoo, yuo 


. . y b / , 


915. .1010 


Seq. No. 


O / bZO 




Seq. ID 


OJ000310_37.0419.C16 


Gene No. 


120576 




Strand 




b tart 


1735 ■ • 




End 


3905 


Name 


vJJUUUolU 0 / . U4 1 y . Clb . OZ 


•4- n 
. t S 


Method 


TBLASTX: Soybean 


Start 


10/1 




End 


652 




none 




Score 


46 


Exons 


i^r\ ocn tj^^ o^ro 
Io4..1bU, zb(J..o4b, zbz 


. . 04 D r 


406. .495, 


426. .482, 608. , 652 


Seq. No. 


0 / bzb 




Seq. ID 


OJ000310_37.0419.C1'6 


Gene No. 


1 0 n c i c 




Strand 




Start 


1735 




End 


3905 


Name* 


OJ000310 37.0419.C16.o2 


.gs 


Method 


GENSCAN 


Start 


1735 




End 


2964 


GI 


none 




Score 


.64 ; 


Exons 


1735.. 1810, 1899.. 2023, 


2141. 


.2355, 2955.. 2964 


Seq. No. 


57625 




Seq. ID 


OJ000310_37.0419.C16 


Gene No. 


120576 




Strand 




Start 


1735 




End 


3905 


Name 


OJ000310 37.0419.C16.o2 


.np 


Method 


AAT/NAP 


Start 


1756 




End 


3905 


GI 


1842188 




Score 


502 


Exons 


1756. .1810, 1899. .2023, 


2141. 


.2355, 3743.-3786, 3875. .3905 


GI Descrip. 


(Y08499) mitochondrial phosphate translocator [Betula pendula] 


Seq." No. 


57625 




Seq. ID 


OJ000310_37 . Q4 19 . CI 6' 


Gene No. 


120576 




Strand 




Start 


1735 




End 


3905 


Name 


OJ000310 37.0419.C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1774 




End 


3898 


GI 


none 




Score 


41 


Exons 


1774.. 1833, 1775.. 1810, 


1898. 


.2008, 1898.. 2023, 2022.. 2189, . 




2122.. 2304, 2141.. 2365, 


'2142. 


.2360, 3744. .3785,' 387^. .3898 


Seq. No. 


57625 




Seq. ID 


OJ000310_37 . 0419 . C16 


Gene No. 


120576 




Strand 




Start 


1735 




End 


3905 


Name 


OJ000310 37.0419.C16.ol, 


. tc 


Method 


TBLASTX : Cress . 


Start 


1777 




End 


3785 


GI 


none 




Score 


71 


Exons 


1777. .1833, 1898. .2023, 


1902. 


.1979, 2125. .2286, 2141.. 2365, 




2142.. 2360, 3744.. 37^85 








Seq. No. 


57625 




Seq. ID 


OJ000310_37.0419.C16 


Gene No. 


120576 




Strand 




Start 


1735 




End 


3905 



58100 




Name 


OJ000310_37 .0419.C16.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1898 


End 


3785 


GI 


none 


Score 


112.. 


Exons 


1898.. 2008, 1898. .2023, 2119. 


.2307, 2141.. 2365, 214 : 2..2360, 




3744 . . 3785 






Seq. No. 


57626 


Seq. ID 


OJ000310_37 . 0419. CI 7 


Gene No. 


120577 


Strand 


+ 


Start 


501 


End 


2033 


Name 


OJ000310 37.0419.C17.ol.gs 


Method 


GENSCAN 


Start 


501 


End 


2033 


GI 


none 


Score 


.73 


Exons 


501. .544, 714. .1005, 1890. .2033 




Seq. No. 


57626 


Seq. ID 


OJ000310 37.0419.C17 


Gene No. 


120578 


Strand 




Start 


3412 


End 


5943 


Name 


OJQ00310 37.0419.C17.o2.gs 


Method 


GENSCAN 


Start 


3412 


End 


5139 


GI 


none 


Score 


.83" 


Exons 


3412. .5139 






Seq. No. 


57626 


Seq. ID 


QJ000310_37 .0419.C17 


Gene No . 


120578 


Strand 




Start 


3412 


End 


5943 


Name 


OJ000310 37.0419.C17.ol.np 


Method 


AAT/NAP 


Start 


3544 


End 


5943 


GI 


7486877 


Score 


790^ 


Exons 


3544. .3945, 3979. .5000, 5896. 


.5943 




GI Descrip. 


hypothetical protein T12G13.90 - Arabidbpsis thaliana 




gi | 5262198 | emb | CAB4 5795 . 1 1 (AL080252 ) 


putative protein 




[Arabidopsis thaliana] gi | 72674 65 | emb I CAB8 1161 . 1 | (AL161510; 




putative protein [Arabidopsis 


thaliana 


] 


Seq. No. 


57626 


Seq. ID 


OJ000310_37.0419.C17 


'Gene No. 


120578 


Strand 




Start 


3412 


End 


5943 


"Name 


OJ000310 37.0419.C17.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3988 


End 


4353 


GI 


none 


Score 


108 


Exons 


3988. .4059, 4087. .4239, 4097. 


.4243, 4256. .4351, 4279.-4353 


Seq. No. 


57627 


Seq. ID 


OJ000310_37.0419.C18 


Gene No. 


120579 . .* 


Strand 


+ 


Start-.. 


401 


End 


4753 : 


Name 


OJ000310 37.0419.C18.ol.gs 


Method 


GENSCAN 


Start 


401 


End 


4753 


GI 


none 


Score 


.52. 


Exons 


401. .403, 1304. .1468, 1851. .2033, 2098 


..2209, 2362.. 2447, 




2721. .2834, 2918. .3002, 3586. 


.3609, 4680. .4753 


Seq. No. 


57627 


Seq. ID 


OJ000310_37.0419.C18 


Gene No. 


120580 


Strand 


+ 


Start 


•6815' 


End 


6953 


Name 


OJ000310 37.0419.C18.ol.gp 


Method 


AAT/GAP 


Start 


6815 


End 


6953 


GI 


5900710 


Score 


274 



58101 



Exons 



6815. .6953 



Seq. No. 57627 , Seq. ID 

Gene No. 120581 Strand 

Start 1410 End. 

Name OJ000310_37 . 04 19 . C18 . ol . np Method 

Start 1410 End 

GI 7339719 Score 

Exons 1410.. 1539, 3431.. 3468 

GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 



OJ000310_37.0419.C18 

3468 - • 
AAT/NAP 
3468 
112 



Seq. No. 


57627 


Seq. ID 


OJ000310_ 


_37 .0419 


. C18 


Gene No. 


120582 


Strand 








Start 


6104 


End 


6884 






Name 


OJ000310_37 . 0419 .CI 8 . o2 . gs 


Method 


GENSCAN 






Start 


6104 


End 


6884 






GI 


none 


Score 


.54 






Exons 


6104. .6233, 6793. .6884 










Seq. No. 


57 628 . A - 


Seq. ID 


OJ000310_ 


^37.0419 


.C19 


Gene No. 


120583 


Strand 


+ 






Start 


13451 


End 


16185 






Name 


OJ000310 37.0419.C19.o4.gs 


Method 


GENSCAN 






Start 


13451 


End 


% 16093 






GI 


none "* \ 


Score 


.63 






Exons 


13451. .13506, 13587. .13629, 


14014. .14220, 14274 


. .16093 




Seq. No. 


57628 


Seq. ID 


OJ000310_ 


_37 .0419 


.C19 


Gene No. 


120583 


Strand 


+ 






Start 


13451 


End 


16185 






Name 


OJ000310 37.0419.C19.o3.np 


Method 


AAT/NAP 






Start 


14292 


End 


16185 






GI 


7228457 


Score 


2649 






Exons 


14292. .14658, 14720. .16185 










GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 


type 





retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa].. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57628 Seq. ID OJ000310_37 . 04 1 9 . C19 

120584 Strand 
1 End 6621 

OJ000310_37.0419.C19.ol..np Method AAT/NAP 
.1 . End 6621 

7493160 Score '223 

1..251, 1666, . 197-3, 2898 , .3077, 3460. .3630, 4615.. .4762,. .. 
5660.. 5728, 6599.. 6621 

probable vacuolar protein sorting-associated pro tein - fission 
yeast (Schizosaccharomyces pombe) gi.| 3560143 | emb | CAA20730 . 1 1 
(AL031534) putative vacuolar protein sorting-associated protein 
[Schizosaccharomyces pombe] 



Seq. No. 57628 Seq. ID 

Gene No. 120584 Strand 

Start 1 .> End 

Name OJ000310_37 . 04 19 . CI 9 . ol . gs Method 

Start 1149 End 

GI none Score 



OJ000310_37.0419.C19 

6621 
GENSCAN 
5778 
.89 



58102 



Exons 



Seq. No. 
Gene No. 
Start ; 
Name 
Start 

Exons 



1149. .1931, 2540. .2590, 2679. 
4615. .4738, 5660. .5778 

57628 

120584 

1 

OJ000310_37.0419.C19.ol'.gp 

1496 

none 

1496. . 1867 



.2708, 2898. .3077, 3460. .3630, 



'Seq. ID .OJ000310_37.0419.C19 
Strand 

End 6621 

Method AAT/GAP 

End 1867 



Score 



717 



rn--- 



i ) 
if : ~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57628 

120585 

11364 

OJ00031 0_37 . 04 1 9 . CI 9 . ol . tm 

1136 

none 

1136. .1177, 1260. .1352, 1284. 
1333. .1599, 1361. .1609, 1608, 

57628 

120585 

11364 

OJ000310_37.04r9.C19.o2.ts 

1800 ^. 
none 

1800.. 1979, 1813.. 1974 



Seq. ID OJ000310_37.0419.C19 

Strand ' - 

End . 12372 

Method TBLASTX : Maize 

End 1958 

Score 50 

.1352, 1303.. 1353, 1332.. 1721, 
.1958, 1639.. 1953 

Seq. ID OJ000310_37.0419.C19 
Strand 

•End 12372 

Method TBLASTX : Soybean 

End 1979 ' 

Score 168 





Seq. No. 


57628 








Seq. ID 


OJ000310 


_37.0419.C19 




Gene No. 


120585 








Strand 








Start 


11364 








End 


12372 




i y 


Name 


OJ000310 37 


.0419. 


C19.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1878 








End 


3495 






GI 


none 








Score 


137 




-~ : =? ■ 


Exons 


1878. .1979, 


1879. 


. 1974, 


1880. 


.1975, 2896.. 2916, 


2898. .3050, 






2898. .3077, 


28 99. 


.3078, 


2971. 


.3087,. 3457. .3495, 


3460. .3492 




Seq. No. 


' 57628 








Seq. ID 


OJ000310 


_3^. 04 19. CI 9 




Gene No. 


' 120585 








Strand 








Start 


11364 








End 


12372 






Name 


OJ000310 37 


.0419. 


C19.ol 


.ts 


Method 


TBLASTX: 


Soybean 




. Start 


2894 








End 


3090 






. GI 


none 








Score 


112 . 






Exons 


2894. .3079, 


2895. 


.3080,' 


2896. 


.3090, 2896.'. 3090 






Seq. No.. 


57628 








Seq. ID 


OJ000310 


_37.0419.C19 




Gene No. 


120585 








Strand 








Start 


11364 








End 


12372 






Name 


OJ000310 37 


.0419. 


C19.o3 


.tm 


Method 


TBLASTX: 


Maize . 




Start 


2898 








End 


4754 






GI 


none 








Score 


186 






Exons 


2898. .3050, 


2898. 


.3077, 


2899. 


.3078, 2953. .3087, 


3457. .3630, 






3458. .3631, 


3460. 


.3639, 


3461. 


.3631, 3462. .3632, 


4567. .4746, 






4611. .4754, 


4613. 


,,4.699, 


4614. 


.4718, 46S4..4746 






Seq. No. 


57628 








Seq. ID 


OJ000310 


_37.0419.C19 




Gene No. 


120585 








Strand 







58103 



Start 


11364 


End-- 


12372 


Name 


OJ000310_37.0419.C19.o4.ts 


Method 


TBLASTX : Soybean 


Start 


3465 


i-.- End 


5730 


GI 


" none 


Score 


90 


Exons 


3465.. 3626, 3465.-3626, 3466 


i. . 3630, 3467. .3631, 3472. .3648, 




4614. .4706, 4616. .4714, 4'617 


..4763, 4654.. 4764*, 4655.. 4765, 




5662. .5730, 5663. .5725 






Seq. No. 


57628 


Seq. ID 


OJ000310_37.-0419.C19 


Gene No. 


120585 


Strand 




Start 


11364 


End 


12372 


Name 


OJ000310_37 .0419.C19.o2.tm 


Method 


TBLASTX: Maize 


Start 


10904 


End 


11886 


GI' 


none 


Score 


62 


Exons 


10904.. 11053, 11468.. 11554, 


11469. .11552, 11471. . 11560, 




H647..H886, H651..H884, 


11758.. 11886 


Seq. No. 


57628 


Seq. ID 


OJ000310_37.0419.C19 


Gene No. 


120585 


Strand , 




Start 


11364 


End 


12372 


Name 


OJ000310_37 . 0419.C19.o2.gp 


Method 


AAT/GAP 


Start 


11197 


End 


11849 


GI 


none 


• Score 


1032 


Exons 


111 97 . . II 55 l< H653..H849 






Seq. No. 


57628 


Seq. ID- 


OJ000310_37.0419.C19 


Gene No. 


120585 


Strand 




Start 


11364 


End 


12372 


Name 


OJ000310_37 . 0419.C19.o3.gs 


Method 


GENSCAN 


Start 


11364 


End 


12282 


GI 


none 


Score 


1 


Exons 


113 64.. 11 603, 11 65 3.. 12 282 






Seq. No. 


57628 


Seq. ID 


OJ000310_37,0419.C19 


Gene No. 


120585 


Strand 




Start 


11364 


End 


12372 


Name 


OJ000310 37.0419.cr9.o2.np 


Method 


AAT/NAP • 


Start 


11602 


End 


12278'' ' * ' . ' 


GI 


6598623 


Score 


516 


Exons 


11602. .11994, 12025. .12278 






GI Descrip. 


(AC006837) hypothetical protein [Arabidopsis thaliana] 


Seq. No.. 


.57628 


Seq. ID 


OJ000310_37.0419,.C19 


Gene No. 


120585 


Strand 




Start. 


•11364 


. End 


. 12372 ... 


Name 


OJ000310 37.0419.C19.ol.tc 


Method 


TBLASTX: Cress 


Start 


11650 


End 


12246 


GI 


none 


Score 


68 


Exons 


11650. .11967, 11651. .11731, 


117 61. .11925, 11819. . 11968, 




12022. .12093,' 12047 .. 121 93, 


12157. .12246 


Seq. No. 


57628 


Seq. ID 


OJ000310_37.0419.C19 


Gene No. 


120585 


Strand 




Start 


11364 


End 


12372 


Name 


OJ000310 37.0419.C19.o3.ts 


Method 


TBLASTX: Soybean 


Start 


11761 


End 


11968 


GI 


none 


Score 


105 



58104 



Exons 



117 61. .11967, 11764. .11925, 11780. .11968 



Seq. No. 57628 Seq. ID 

Gene No. 120585 .Strand 

Start 11364 End 

Name OJ000310_37.0419.C19.b3.gp - Method 

Start 12035 End 

GI none Score 

Exons 12035. . 12372 



OJ000310_37.0419.C19 

12372 
AAT/GAP 
12372 
638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57628 Seq. ID 

120586 Strand 

14949 End 

OJ000310_37 . 0419 . C19 . o2 . tw Method 

14949 End 

none Score 



OJ000310_37.0419.C19 
15332 

TBLASTX: Wheat 

15332 

46 



14949. . 14993, 15000. 
15171. .15332, 15176. 



15098, 15017, 
15298 



,15097, 15081.. . 15167, 



Seq. No. 5*7628 Seq. ID 

Gene No. 120587 Strand 

Start 15882 End 

Name OJ000310_37 . 04 19 . C19 . o3 . tw .Method 

Start 15882 End 

GI ....none - Score 

Exons 15882. . 16184, 16001.. 16183 



OJ000310_37.0'4l'9.C19 
16184 

TBLASTX: Wheat 

16184 

200 



Seq. No. 57629 . Seq. ID OJ000310_37 . 04 19 . C20 

Gene No. 120588 Strand + 

Start 1 End 3914 

Name OJ000310_37 . 04 19 . C20 . ol . np Method AAT/NAP 

Start 1 End 3911 

GI 7228457 Score 5688 

Exons 1. .79, .,1.4 3. .977, 1100. .1438, 1487. .2296, 2363. .3911 

GI Descrip. (AP001366) Similar to Sorghum bico'lor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] • . 



Seq. No. 57629 Seq. ID 

Gene No. 120588 ■ Strand 

Start 1 End 
Name . OJ000310_37 . 04 1 9 . C20 . ol . gs Method 

Start 20 6 End 

GI none Score 

Exons 206.. 3536, 3601.. 3914 



OJ000310_37.0419.C20 
+ 

3914 
GENSCAN 
3914 
.43' 



Seq. No. 57629 Seq. ID 

Gene No. 120589 Strand 

Start 4536 End 

Name OJ000310_37 .0419. C20 . o2 . gs Method 

Start 4536 ' .End 

GI none Score 
Exons 



OJ000310_37.0419.C20 

7735 
GENSCAN 
7072 
.63 



4536. .5688, 5772. .^5877, 6457. .6624, 6652. .7072 



Seq. No. 
Gene No. 
Start 



57629 

120589 

4536 



Seq. ID 

Strand 

End 



OJ000310 37.0419.C20 



7735 



58105 



Name 


OJ000310_37 . 04 19 . C20 . o2 . 


np 


Method 


. AAT/NAP 


Start 


4 539 




End 


7716 


GI 


6907089 - - 




Score - 


4221 . 


Exons 


4539. .6353,. 6457..7716 








GI Descrip. 


(APOUllzyj hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


57629 




Seq. ID 


OJ000310 37.041 


Gene No. 


120589 




Strand 


- 


Start 


4 536 




End 


7735 


Name 


OJ0003lO_37 .04l9.C20.o3. 


gs 


Method 


GENSCAN 


Start 


7157 




End 


7735 


GI 


none 




Score 


. 97 


Exons 


7157. . /bz 1, /boo. . / /35 








Seq. No. 


57629 




Seq. ID 


OJ000310 37.041 


Gene No. 


120590 




Strand 


- 


Start 


O A C O 

8353 




End 


84 54 


Name 


OJ000310 37 . 04 19 . C20 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


150 . 




End 


613 


GI 


none 




Score 


221 


Exons 


1 C A /"AO 1 C 1 /~ C\ f~ ICO 

150. .608, 151. .606, 152. 


.613 


, 152.. 607 




Se ; q. No. 


57629' 




Seq. ID 


OJ000310 37.041 


Gene No. 


120590 >- 




Strand 


- 


Start 


8353 




End 


8454 


Name 


OJ000310_37 . 0419 . C20 . o3 . 


ts 


Method 


TBLASTX : Soybean 


Start 


191 




End 


556 


GI 


none 




Score 


118 


Exons 


I9l . .415, 422 . . 556 








Seq. No. 


57629 




Seq. ID 


OJ000310 37.041 


Gene No. 


120590 




Strand 


- 


Start 


o o c o 

8353 




End 


8454 


Name 


/■"\ T A A A A 1 A A ^ A Jl 1 A /~i A A _ "1 

OJ000310_37 . 04 19 . C20 . ol . 


tm 


Method 


TBLASTX : Maize 


Start 


281 




End 


637 


GI 


none 




Score 


394 


Exons 


O0"i /" A ""7 11 /"■ /~ A "~J CAT 

281 .. 637,- 316. . 627, 521. 


. 637 






Seq. No. 


57629 




Seq. ID 


OJ000310 37'.041! 


Gene No. 


120590 




Strand 


- 


Start 


o a c o 

8353 




End 


8454 


Name 


OJ000310_37 . 0419 .C20 . o3 . 


tm . ■ 


Method 


TBLASTX: Maize 


Start 


.664 




. End 


.104 8 


GI 


none 




Score 


352 


Exons 


664..1029, 665.. 1048 . 








Seq. No. 


57629 




Seq. ID 


OJ000310_37.041! 


Gene No. 


120590 




Strand 




Start 


8353 




. . End 


8454 


Name 


OJ000310 37.0419.C20.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


721 




End 


5290 


GI 


none 




Score 


485 . 


Exons 


721. .1146, 722. .1144, 5192.. 


5290 




Seq. No. 


57629 




Seq. ID 


OJ000310_37.041! 


Gene No. 


120590 




Strand 




Start 


8353 




End 


8454 



58106 




Name 


OJUUUJIU 3 1 


. U4 1 y 


. CzU . Ol . 


. ts 


Method 


TBLASTX: Soybean 


Start 


oUU 








End 


1 1 T 1 
11/1 


GI 


none 








Score 


o o n 
Zo U 


Exons 


oUU . . 11 /l,* 


Q1 7 
O 1 / . . 


y Id 








Seq. No. 


57629 








Seq. ID 


OJ000310_37.0419.C20 


Gene No.- 


120590 








Strand 




Start 


O JOJ 








End , 


8454 


Name 


OJUUU Jl U 5 1 


. U4 1 y 


. C^U . 04 , 


, tw 


Method 


TBLASTX: Wheat 


Start 


ion 

lol / 








End 


2275 


GI 


none 








Score 


232 


Exons 


lol / . . zU / 1 / 


1 Q A 1 
lb 4 1 


o n q o " 


i one 

i y ub . 


.2082, 2126.. 2275, 2135.. 2272 


Seq. No'. 


c "7 a o n 








Seq. ID 


OJ000310_37.0419.C20 


Gene No. 


120590 








Strand 


_ 


Start 


8353 








End 


8454 


Name 


OJ000310 37 


.0419 


.C20.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1964 








End 


2530 


GI 


5666795 








Score 


69 


Exons 


1964. .2062, 


2138 


. .2275, 


2291. 


.2530 




GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 


Seq. No. 


57629 








Seq. ID 


OJ000310_37.0419.C20 


Gene No. 


120590 








Strand 




Start 


8353 








End 


8454 


Name 


OJ000310_37 


.0419 


.C20.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


2278 








End 


2590 . 


GI 


none 








Score 


239 


Exons 


.2278. .2454, 


2279 


. .2590, 


2291. 


.2497 




Seq. No. 


57629 








Seq. ID 


OJ000310_37.0419.C20 


Gene No. 


120590 








Strand 




b tart 


8353 








End 


8454 


Name 


OJ000310 37 


.0419. 


.C20.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2783 








End 


3145 


GI . 


none 








Score 


366 


Exons 


2783. .3106, 


'281.2 


...3093,; 


2903. 


.3115, 3010. ,3126, 3098.. 3145 


Seq. No. 


57629 








Seq. ID 


OJ000310_37.0419.C20 


Gene No. 


120590 








Strand 




Start 


8353 








End 


8454 


Name 


OJ000310 37 


.0419 


,C20.o3. 


tw. 


Method 


TBLASTX: Wheat 


St^rt 


2920 








End . 


. 3301 


GI 


none ' 








Score ". 


378 ' 


Exons 


2920. .2997, 


2921 


.-.3301, 


2924.-. 


.32.62, 3022. .3270 


Seq. No. 


57629 






j 


Seq. ID 


OJ000310_37.0419.C20 


Gene No. 


120590 








Strand 




Start 


8353 








End 


8454 


Name 


OJ000310 37 


.0419 


.*C20.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


3302 








End 


3902 


GI 


none 








Score 


107 


Exons 


3302. .3421, 


3306 


. .3365, 


3307. 


.3405, 3433. .3486, 3440. .3535, 




3440. .3583, 


3441 


.".3590, 


3672. 


.3746, 3776. .3898; 3777. .3902 


Seq. No. 


57629 








Seq. ID 


OJ000310_37.0419.C20 


Gene No. 


120590 








Strand 





58107 



Start 
Name 
Start 
GI 

Exons 



8353 End 

OJ000310_37 .0419. C20 . o4 . tm Method 

3770 End 

none Score 
3770.. 3910, 3771.. 3914 



8454 

TBLASTX: Maize 
3914 ^ 
184 ' : ' . 



Seq. No. - 57629 - Seq. ID 

Gene No. 120590 Strand 

Start 8353 End 

Name 0 JO 0 03. 1 0_3 7.0419.C20.o3.np Method 

Start 8353 ' End 

GI 7523512 Score 

Exons 8353.. 8454 

GI Descrip. (AP001633) ■ hypothetical protein [Oryza sativa] 



OJ000310_37.0419.C20 

8454 
AAT/NAP 
8454 
136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57630 Seq. ID OJ000310_37 . 0419.C21 

120591 Strand + 

1 End 4619 

OJ000310_37.0419.C21.ol.np Method AAT/NAP 

1 End 2748 

4249662 Score 166 

1..85, 210. .315, 387. .491, 609. .659, 2670. .2748 

(AF089810) Altered Response to Gravity [Arabidopsis thaliana] 

gil 6714354 | gb | AAF2 6045 . 1 | AC01598 6_8 (AC015986) ARG1 protein 

.(Altered Response to Gravity) [Arabidopsis thaliana] 



: : = 



Seq. No. 57630 

Gene No.- 120591 

Start 1 

Name OJ000310_37 . 0419.C21 . ol . gs 

Start 387 

GI none 
Exons 



Seq. ID OJ000310_37.0419.C21 

Strand + 

End 4 619 

Method GENSCAN 

End 4619 

Score .73 



387. .491, 609. .659, 2151. .2236, 4041. .4134, 4554. .4619 



[J Seq. No. 57630 Seq. ID' OJ000310_37 . 04 19 . C21 

\j Gene No. - 12Q.592 . Strand + 

Li Start . 7810 ■ End . 9656 

r ~ Name OJ000310_37 . 0419. C21 . o2 . gp Method AAT/GAP 

M Start 7746 End 8624 

U 3 GI 17970_1.R1084 Score 834 

C3 Exons 7746.. 7965, 8123.. 8215, 8307.. 8411, 8515.. 8624 

. .GI Descrip. '3108209 5.0e-46 (AF028809) eukaryotic cap-binding protein 
[Arabidopsis thaliana]' 



Seq. No. ■■ 


■ 57630 








Seq. ID ■ 


OJ0003i0_ 


37 


.0419. 


C21 


Gene No. 


120592 








Strand 


+ 








Start 


7810 








End 


9656 • 








Name 


OJ000310 37 


.0419. 


C21.o2, 


.gs 


Method 


GENSCAN 








Start 


7810 . 








End 


8239 








GI 


none 








Score 


.81 








Exons 


7810. .7965, 


8123. 


.8239 














Seq. No. 


57630 








Seq. ID 


OJ000310_ 


37 


.0419. 


C21 


Gene No. 


120592 








Strand 


+ . 








Start 


7810 . 








End 


9656 








Name 


OJ000310 37 


.0419. 


C21.o2. 


.np 


Method 


AAT/NAP 








Start 


7822 








End 


9656 









58108 



GI 3108209 Score 342 

Exons 7822. .7965, 8123.. 8215, 8307.. 8411, 8515.. 8592, 8657.. 8834, 

9591. .9656 

GI Descrip. (AF028809J eukaryotic cap-binding protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



57630 

120593 

377 

OJ000310_37 .0419. C21 . o2 . tm 

216 

none 



Seq. ID OJ000310_37.0419.C21 
Strand 

End 4302 

Method TBLASTX : Maize 

End 662 

Score 66 



216. .317, 243. .317, 383. .493, 390. .494, 404. .502, 606. .659, 
607. .660, 608.. 661, 612. .662 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57630 

120593 

377 

OJ000310_37.0419.C21.o2.tc 

217 

none 



Seq. ID OJ000310_37.0419.C21 
Strand 

End 4302 

Method TBLASTX : Cress 

End 659 

Score 84 



217. .315, 243. .317, 383. .490, 390. .494, 606. .659 



Seq. No. 


57630 








Seq. ID 


OJ000310_37.0419.C21 


Gene No. 


120593 








Strand 




Start 


377 








End 


4 302 


Name 


OJ000310 37 


.0419. 


C21.ol. 


gp 


Method 


AAT/GAP 


Start 


377 








End 


4302 " 


GI 


none 








Score 


1259 


Exons 


377. .496, 607. .656, 1372 


:..1661, 3749.. 


3782, 4008.. 4302 


Seq. No. 


57630 








Seq. ID 


OJ000310_37.0419.C21 


Gene No. 


120594 








Strand 




Start 


8116 








End 


8595 


Name 


OJ000310 37 


.0419. 


C21.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8116 








End 


8595 


GI 


none 








Score 


127 


Exons 


8116. .8214, 


8120. 


.8218, 


8125. . 


,8217, 8297. .8413, 8307. .8411, 




8311. .8412, 


8512. 


.8595, 


8514. . 


,8594 




Seq. No. 


57630 








Seq. ID 


OJ000310_37.0419.C21 


Gene No. 


120594 








Strand 




Start 


8116 








End 


8595 . 


Name 


OJ00031.0 37 


.0419. 


C21.01. 


ts. 


Method 


TBLASTX: Soybean 


Start ' 


8120 








End 


8595 


GI 


. . none 








Score 


76 


Exons 


8120. .8176, 


8125. 


.8160, 


8173. . 


,8217, 8174. .8218, 8291. .8422", 




8307. .8411, 


8494. 


.8592, 


8512. . 


8595, 8514. .8594 



OJ000310 37.0419.C21 



Seq. No... . 57630 . . Seq. ID 

Gene No'. 120594 Strand 

Start 8116 End 

Name OJ000310_37 . 04 19 . C21 . ol . tc Method 

Start • 8125 End 

GI * none Score 

Exons 8125. .8217, 8126. .8218, 8291. .8422, 8307. .8411, 8512. .8595, 
' 8514. .8594 



8595 

TBLASTX: Cress 

8595 

138. 



58109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 

Exons 



Seq. ID OJ000310_37.0419.C22 

Strand + 

End 838 

Method - AAT/NAP 

End . - 832 

Score 333' 



57631 
120595 
1 

OJ000310_37.0419.C22.ol.np 
1 

3108209 
1..45, 503. .622, 704. .832 

(AF028809) eukaryotic cap-binding protein . [Arabidopsis thaliana] 



57631 Seq. ID 

120595 Strand 

1 End 

OJ000310_37 . 0419 . C22 . ol . tc Method 

452 End 

none Score 



OJ000310_37.0419.C22 
+ 

838 

TBLASTX: Cress 

838 

164 



452. .622, 547. .624, 568. .618, 700. .834, 701. .838, 701. .781, 
703. .837 



Seq. No. 
Gene . No. 
Start 
.Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57631 Seq. ID 

120595 Strand 

1 End 

OJ000310_37.0419.C22 .ol. tm Method 

501 End 

none Score 



OJ000310_37.0419.C22 
+• 

838 

TBLASTX: Maize 
835 

184 ■ 



50.1.. 626, 518.. 622, 700.. 834, 701 .. 835, '703 .. 834 



57631 Seq. ID 

120595 ■■ Strand 

1 End 
OJ000310_37 . 0419 . C22 . ol . gs Method 

503 End 

none Score 

503. .622, 704. .835 



OJ000310_37.0419.C22 
+ 

838 

GENSCAN 

835 

.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
; Start 
Name 
Start 
GI 

Exons 



57631 Seq. ID 

120595' Strand 

1 End 

O'J000310_37. 0419.C2 ; 2.ol.ts Method 

518 End 

none Score 



OJ000310_37.0419.C22 
+ 

838 

TBLASTX: Soybean ■ . 

774 

173 



518. .622, 547. .648, 568. .618, 701. .772, 703. .774 



57632 . Seq, ID 

120596 Strand 

132 . . ;■ : • . ' . End : 
OJ000310_37. 0419.C26.ol.gs Method 

132 End 

none ' Score 
132. .302 



OJ000310_37.0419.C26 

302 . -. 

GENSCAN 

302 

. 91 



OJ000310 37.0419.C27 



Seq. No. 57633 Seq. ID 

Gene No. 120597 Strand 

Start 1 End 2134 

Name OJ000310_37 . 0419 . C27 . ol . np Method AAT/NAP 

Start 1 End 2134 

GI 7487507 Score 897 

Exons 1..293, 377. .584, 1298. .1348, 1434. .1570, 1951. .2134 



58110 




GI Descrip.* hypothetical protein T29A15.130 - Arabidopsis thaliana 
gi I 4469015 |emb|CAB38276.1| (AL035602) putative protein 
[Arabidopsis thaliana] gi | 7269618 | emb | CAB814 14 . 1 | (AL161571) 
. putative protein [Arabidopsis thaliana] 



Seq. No. 57633 Seq. ID OJ000310_37 . 04 19 . C27 

Gene No. 120597 Strand 

Start 1 End 2.134 

Name OJ000310_37 . 0419 . C27 . ol . gs Method - GENSCAN 

Start 66 End 2083 

GI none • Score . 68 

Exons 66.. 293, 449.. 563, 1434.. 1570, 1951.. 2083 

Seq. No. 57633 Seq'. ID OJ000310_37 . 04 19 . C27 

Gene No. 120597 Strand 

Start ■ 1 End 2134 

Name OJ000310_37 . 04 19 . C27 . ol . tm Method TBLASTX : Maize 

Start . 256. End 1480 

GI none Score 54 

Exons 256. .294, 261, .296, 374. .592, 375. .590, 377.'. 592, 378. .611, 
1270. .1350, 1271. .1348, 1409. .1480 

Seq. No. 57634 Seq. ID OJ000310_37 . 04 19 . C28 

Gene No. 120598 Strand + 

Start 2114 End 6370 

Name OJ000310_37 . 04 19 . C28 . ol . gs Method GENSCAN 

Start 2114 End 6370 

GI . none Score . 65 

Exons 2114. .2305, 234 1 .. 2562 ,' 2584 3074 , 3175. .3342, 3447. .3612, 

4033. .4143, 4254. .4447, 5514. .5816, 5920. .6080, 6291. .6370 

Seq. No. 57634 Seq. ID OJ000310_37 . 04 19 . C28 

Gene No. 120598 Strand + 

Start 2114 End 6370 

Name OJ000310_37 . 0419 . C28 . ol . np Method AAT/NAP 

Start 2815 End 5817 

GI- 2511715" Score 1167 

Exons 2815.. 3074, 3175 . ..3*342 , 3447.. 3612, 4033.. 4143, 4254.. 4447, 

4541. .4662, 4776. .4875, 5511. .5817 
GI Descrip. (AF019380) putative phosphatidylinositol-4-phosphate 5-kinase 

[Arabidopsis thaliana] 

Seq. No. ".57634'. Seq. ID OJ000310_37 .04 19 . C28 . 

Gene No. 120599 Strand - " 

Start. .7255 End .8173 

Name OJ000310_37 . 04 19 . C28 . ol . tc Method TBLASTX : Cress 

Start 2787 End 5820 

GI none Score 109 

Exons 2787. .2897, 2809. .2886, 2995. .3075, 3018. .3146, 3215. .3343, 

3226. .3342, 3444.'. 3614, 3445. .3591, 3451. .3624, 4030. .4143, 

4032. .4133, 4248. .4469, 4257. .4448, 4259. .4453, 4539. .4661, 

4541. .4651, 5511. .5564, 5512. .5574, 5619. .5813, 5620. .5814, 
5650. .5820 

Seq. No. 57634 Seq. ID OJ000310_3-7 . 04 19 . C28 ' 

Gene No. 120599 Strand 

Start 7255 End 8173 



58111 



Name 


OJ000310_37 


.0419 


.C28 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3025 








End 


3545 


GI 


none 








Score 


70 


Exons 


3025. . 3075, 


3027 


. . 3074, 


31*4 0'. 


.3343, 3178.. 3342, 3435.-. 3545, 




3445. .3543 












Seq. No. 


57634 








Seq. ID 


OJ000310_37.0419.C28 


Gene No. 


120599 








Strand 




Start 


, 7255 








End 


8173 


Name 


OJ000310_37 


. 0419 


.C28 .ol , 


. ts 


Method 


TBLASTX: Soybean 


Start 


3215 








End 


3614 


GI 


none 








Score 


216 


Exons 


3215 . . 3343, 


3226 


. . 3342, 


3435 . 


.3614, 3445. .3591, 3477. .3614 


Seq. No. 


57634 








Seq. ID 


OJ000310_37.0419.C28 


Gene No. 


120599 








Strand 




Start 


7255 ■ 








End 


8173 


Name 


OJ000310_37 


. 0419 


.C28 .ol . 


. tm 


Method 


TBLASTX: Maize 


Start 


4030 








End 


4622 


GI 


none 








Score 


126 


Exons 


4030. .4134, 


4248 


. .4442, 


4252 . 


.4440, 4254. .4448, 4536.-4622, 




4539. .4622 












Seq. No. 


57634 , ' 








Seq. ID 


OJ000310_37.0419.C28 


Gene No. 


120599 = 








Strand 




Start 


7255 








'*_nd ,. 


8173 ' ' 


Name J ;1 


OJ000310_37 


. 0419 


.C28 .03. 


. ts 


Method 


TBLASTX: Soybean 


Start 


4030 








End 


5805 


GI 


none 








Score 


102 


Exons 


4030 . .4143, 


5523 


. . 5558, 


5524 . 


.5562, 5641.. 5805, 5655.. 5804 


Seq. No. 


57634 








Seq. ID 


OJ000310_37.0419.C28 


Gene No. 


120599 








Strand 




Start 


7255 








End 


8173 


Name. 


OJ000310_37, 


.0419 


.C28.o2. 


, ts 


Method 


TBLASTX: Soybean 


Start 


4257 








End 


4625 


GI 


none 








Score 


233 


Exons 


4257 . .4445, 


4259 


. . 4336, 


4260 . 


J'4445, 4539. .4592, 4542. .4625 


Seq. No. 


57634 








Seq. ID 


OJ000310_37.0419.C28 


Gene No. 


120599 








Strand 




Start 


7255 








End 


8173 


Name 


OJ000310_37 


. 0419 


.C28.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


4542 








End 


5766 


GI 


none 








Score \ 


98. . , • . 


Exons 


4542. .4622, 


5614 


. .5766, 


5622 . 


.5765 




Seq. No. 


57634 








Seq. ID 


OJ000310_37.0419.C28 


Gene No. 


120599 








Strand 




Start 


7255 








End 


8173 


Name 


OJ000310 37 


.0419 


.C28 .o3. 


, tm 


Method 


TBLASTX: Maize 


Start 


5614 








End 


5813 


GI . 


none 








•Score 


224 


Exons 


5614. .5805, 


5622 


. .5804, 


5652. 


.5813 




Seq. No. 


57634 








Seq. ID 


OJ000310_37.0419.C28 


Gene No. 


120599 








Strand 





58112 






- Start 


1 o c c 

7255 


End 


8173 * ■ 






Name 


OJ000310_37 . 0419 . C28 . o2 . gs 


Method 


GENSCAN 






Start 


7255 


End 


8173 






GI 


none : ' 


Score 


. 78 






Exons 


/Z30../4/J, ol20..ol73 










Seq. No. ' 


57635 


Seq. ID 


OJ000310_37.0419. 


,C29 




Gene No. 


120600 


Strand 


+ 






Start 


3087 


End 


3483 






Name 


OJ000310 37 . 04 19 . C29 . ol . gs 


Method 


GENSCAN 






Start 


3087 


i—i _i 

End 


3454 






GI 


none 


Score 


1 






Exons 


3087. .3275, 3364.-3454 










Seq. No. 


57 635 


Seq. ID 


OJ000310 37.0419. 


, C29 




Gene No. 


120600 


Strand 


+ 






Start 


3087 


End 


3483 






Name 


OJ000310 37.0419.C29.o2.np 


Method 


AAT/NAP 






Start 


3093 


End 


3483 






GI 


6554180 


Score 


235 






Exons 


3093. .3278, 3364. .3483 










GI Descrip. 


(AC011661) T23J18.7 [Arabidopsis thaliana] 




L'sJ 


Seq. No. 


57635 


Seq. ID 


OJ000310_37.0419. 


, C29 




Gene No. 


120601 


Strand 








Start 


557 


End 


3473 




L '• 3 


Name 


OJ000310 37.0419.C29.ol.np 


Method 


AAT/NAP 






Start 


557 


End 


3353 




r ^ 
•-■^ 


GI 


7106528 


Score 


83 




L \Ji 


Exons 


557.. 693, 910.. 959, 3313.. 3353 








GI Descrip. 


(AP001278) EST D40774 (S2920) 


corresponds to a region of 


the 


?! ; 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




« 


Seq. No. 


57635 


Seq. ID 


OJ000310_37.0419. 


C29 




Gene No. 


120601 


Strand 






% ■ § 


Start 


557 


End 


3473 






Name 


OJ000310 37.0419.C29.ol.tm . 


Method 


TBLASTX : Mai z.e 




?- 


Start 


3078 


End 


'3473 






GI 


none 


Score 


262 




•L u= 


Exons 


3078. .3272, 3140. .3271, 3364. 


.3417, 3364.. .3408, 3426.. 3473 




Seq. No. 


57636 


Seq. ID 


OJ0.0Q310_37.p419. 


C30 




Gene No.. 


120602 


Strand 


+ 






Start 


1 ' • 


'End 


2488 






Name 


. .OJ000310 ■ 37.0419.C30.ol.np . 


Method 


AAT/NAP. 






Start 


1 


End 


2207 






GI 


6554180 


Score 


96 






Exons 


1..33, 1331. .1558, 2085. .2207 










GI Descrip. 


(AC011661) T23J18.7 [Arabidopsis thaliana] 






Seq. No. 


57636 


Seq. ID 


OJ000310_37.0419. 


C30 




Gene No. 


120602 


Strand 


+ 






Start 


1 


End 


2488 






Name 


OJ000310 37.0419.C30.ol.gs 


Method 


GENSCAN 






Start 


515 


End 


2222 






GI 


none 


Score 


.84 






Exons 


515. .682, 1334. .1558, 1600. .1629, 20.85 


. .2222 





58113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000310_37.0419.C30 
Strand 
End 

Method 
End 
Score 

1328. .1375, 1331. .1375, 1382. .1483, 1388. .1453, 1390. .1458, 
1468. .1566, 1469. .1561, 2082. .2198, 2082. .2210, 2414. .2488 



57636 

120602 

1 

OJ000310_37 . 0419 . C30 . ol . tm 

1328 

none 



+ 

2488 

TBLASTX: Maize 

2488 

52 



Seq. No. 57637 

Gene No. 120603 

Start 120 

Name OJ000310_37 .'0419.C31 . ol . gs 

Start 120 

GI none 
Exons 



Seq. ID OJ000310_37 .0419.C31 
Strand 

End . 3751 

Method GENSCAN 
End 3661 
Score . 67 



120. .400, 876. .981, 1278. .1403, 1729. .1788, 1899. .1974, 
2175. .2332, 2464. .2526, 2638. .2722, 3408.. 3661' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



57637 Seq. ID 

120603 Strand 

120 End 

OJ000310_37 . 04 19 . C31 . ol . np Method 

924 . End 

■1255448 . Score 



OJ000310_37.0419.C31 

3751 
AAT/NAP 
3751 
7.69 



924. .1136, 1278. .1385, 1729. .1788, 1902. .1974, 2175. .2332, 
2464.. 2526, 2638.. 2722, 3408.. 3751 



GI Descrip. (D50468) mitogen-activated protein kinase [Arabidopsis thaliana] 



Seq. No. 57637 
Gene No. 120603 
Start 120 

Name OJ000310_37 . 04 19 . C31 . ol . tc 

Start 988 ' 

GI none 
Exons 988. . 

1726. 

1912. 



1131, 990. .1133, 1276.. 
.1797, 1727.. 178.0, 1900 
.1977, 2174. .2335, 2193 



Seq. ID OJ000310_37.0419.C31 
Strand 

End 3751 

Method TBLASTX: Cress 

End 3478 

Score 8 6 
13'62', 1281. .1364,.- 1281. .1364, 
..1977, 1902.:'.1985, 1902.. 1976V 
..2333, 2479.. 2514, 264 T. . 2721, ' 



2642. .2722, 3410. .3478 



Seq. No. 57637 

Gene No. 12060.3 

Start 120 

Name OJ000310_37 . : 04 19YC31 . o2 . tm ' 

Start 995 

GI none 
Exons 



Seq. ID OJ000310_37.0419.C31 
Strand . ■ . - 
End 

Method 
End . 
Score 



3751 . 

TBLASTX: Maize 

.1390.. 
172 



995. .1135, 996. .1136, 996. .1136, 997. .1137, 997. .1137, 
1277. .1387, 1278. .1388, 1279. .1386, 1280. .1390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57637 

120603 

120 

OJ000310_37 .0419.C31.ol.tm 

1896 

none 



Seq. ID OJ000310 37.0419.C31 



Strand 
End 

Method 

End 

Score 



3751 

TBLASTX: Maize 
-3570 
68 



1896. .1976, 1899. .1973, 1900. .1977, 1913. .1990, 2147. .2323, 
2174. .2335, 2181. .2339, 2187. .2360, 2460. .2528, 2461. .2529, 



58114 



2464. .2508, 2636. .2722, 2638. .2721, 3407. .3517, 3408. .3518, 
3514.. 3570 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name J - 
Start 
GI 

Exons 



57637 

120603 

120 

OJ000310_37.0419.C31.ol.ts 

2175 

none 



Seq., ID OJ000310_37.0419.C31 
Strand 

End 3751 

Method TBLASTX : Soybean 

End 34 90 

Score 128 



2175.. 2339, 2177.. 2335, 2464.. 2508, 2638.. 2730, 3407. .3490 



57637 

120603 

120 

OJ000310_37.0419.C31.ol. tw 

2306 

none 



Seq. ID OJ000310_37.0419.C31 
Strand 

End 3751 

Method TBLASTX : Wheat 

End 3619 

Score 84 



2306. .2335, 2462. .2542, 2464. .2508, 2636. .2722, 2638. .2721, 
3407. .3619, 3408. .3515 



57638 

120604 

35 

OJ000310_37 . 04 19 . C32 . ol . gs 
35 / 
none 
35. .531 



Seq. ID OJ000310_37.0419.C32 

Strand 

End 531 

Method GENSCAN 

End 531 , ' V 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



57638 
120604 
35 

OJ000310_37 .0419.C32.ol.np 
186 

3688209 
186. .531 

(AJ010093) MAP3K beta 1 protein kinase [Brassica napus] 



Seq. ID OJ000310_37.0419.C32 
Strand 

End 531 

Method AAT/NAP 

End 531 

Score 80 



57639 

120605 

1 

OJ000250_38 .0419.C6.ol.np 
1 

7228457 



Seq. ID OJ000250_38.0419.'C6. 

Strand + ■ 

End 1791 

Method AAT/NAP 

End.. . . 1791 

Score 196.3 



1..462, 526. .1359, 1482. .1791 J" ' 

(AP001366) Similar to Sorghum, bicplor . Gypsy-Ty3 type • 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



57639 

120605 

1 

OJ000250_38. 0419.C6.ol. tw 

533 

none 



Seq. ID OJ000250_38.0419.C6 

Strand + 

End 1791 

Method TBLASTX : Wheat 

End 996^ 

Score "224 



S33..976, 534. .989, 535. .996, 535. .990 

57639 Seq. ID OJ000250 38. 0419. C6 



58115 




Gene No. 


120605 








Strand 


+ 




Start 


1 








End - 


17 91 




Name 


OJ000250 38 


.0419 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start ' 


' 574 








End 


939 




GI 


none 








Score 


118 




Exons 


S74..798, 805. .939 










Seq. No. 


57639 








Seq. ID 


OJ000250_38.0419 


.C6 


Gene No. 


120605 








Strand 


+ 




Start 


1 








End 


17 91 




Name 


OJ000250 38 


.0419 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


589 








End 


1374 




GI 


none 








Score 


. 99 




Exons 


589 ; .1374 














Seq. No. 


57639 








Seq. ID 


OJ000250_38.0419 


.C6 


Gene No. 


120605 








Strand 


+ 




Start 


1 








End 


17 91 




Name 


OJ000250 38 


.0419 


,C6.ol. 


tin 


Method 


TBLASTX : Maize 




Start 


664 








End 


1020 




GI 


none 








Score 


392 




Exons 


664. .1020, 


699. . 


1010, 715.. 1020 






Seq. No.. 


57639 








Seq. ID 


OJ000250_38.0419 


.C6 


Gene No. 


120605 








Strand ^ 


+ 




Start 


1 








End 


1791 




Name 


/ OJ000250 38 


.0419 


.C6. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1047 








End 


. 1430 




GI 


none 








Score 


281 




Exons 


1047. .1133, 


1048 


. . 1332, 


1082. 


.1264, 1191.. 1331, 1320.. 1430 


Seq. No. 


57639 








Seq. ID 


OJ000250_38.0419 


.C6 


Gene No. 


120605 








Strand 


+ 




Start 


1 








End 


1791 




Name 


OJ000250 38 


.0419 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1104 








End 


1523 




GI 


none 








, Score 


275 




Exons 


1104. .1334*/ 


110'5 


. .1335, 


1317. 


.1523, " 1343. . 1516 




Seq. No. 


57639 








Seq. ID 


OJ000250_38.0419 


.C6 


Gene No. 


120605 








Strand 


+ 




Start 


. 1 








End 


1791 




Name 


OJ000250 38 


.0419. 


,C6.ol. 


ts 


. Method . 


TBLASTX.: Soybean . 




Start 


1183 








End ' 


1553 




GI. 


none 








Score 


154 . 




Exons 


1183. . 1326, 


1200 


. .1325, 


1371. 


.1553 






Seq. No. 


57640 








Seq. ID 


OJ000250_38.0419 


,ci: 


Gene No. 


120606 








Strand 


+ 




Start 


47 








End 


349 




Name 


OJ000250 38 


.0419 


.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


47 . 








End 


349 




GI 


none 








Score 


.73 




Exons 


■47 . . 349 














Seq. No. 


57640 








Seq. ID 


OJ000250_38.0419 


.ci: 


Gene No. 


120607 








Strand 







58116 




Start 


1 




End 


1393 . 








XT -NM A 

Name 


OJ000250 38.0419.Cll.ol. 


,np 


Method 


AA1 /NAP 








Start 


1 




End . 


uy 3 








GI 


5042454 




Score 










Exons 


1..323, 979.. 1393 














GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


57640 




Seq. ID 


OJ000250 


_38. 


0419 


.Cll 


Gene No. 


120607 




Strand.. 










Start 


1 




End 










Name •• 


OJ000250 38.0419.Cll.ol. 


tm 


Method 


I BLASTX : 


Maize 




Start 


975 




End 


1 LZ 1 








GI 


none 




Score 










Exons 


975.'. 1121, 982. .1116 














Seq. No. 


57640 




Seq. ID 


OJ000250 


Jo . 


U419 


.Cll 


Gene No. 


120607 




Strand 










Start 


1 




End 


i jyj 








Name 


OJUUU^oU Jo . U4 iy . CI 1 . OZ . 


gs 


Method 


f~* T7 1 XT C? f~* 7\ XT 

GENSCAN 








Start 


978 




End 


1103 








GI 


none 




Score 


. ol 








Exons 


978. .1103 














Seq. No. 


57641 




Seq. ID 


OJ000250 


_38. 


0419 


. CI 6 


Gene No. 


120608 




Strand 


+ 








'Start 


87 




End 


719 








Name 


OJ000250 38.0419.C16.ol. 


np 


Method 


AAT/NAP 








Start 


87. 




End' 


/ 1 y 








GI 


6907089 




Score 


llOi 








Exons 


87. .719 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


57642 




Seq. ID 


OJ000250 


_38. 


0419 


. C17 


Gene No . 


120609 




Strand 










Start 


1 




End 


176 








Name 


OJ000250 38.0419.C17.ol. 


gp 


Method 


AAT/GAP 








otart 


i • • • • • ' 




End -V* 


1 / D 








bl 


2315 5.R1084 




Score 


O A Ci 

z4 y 








Exons 


• 1. .176 














GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 1 . Oe- 


14 Oryza 


sativa genomic 




DNA, chromosome 1, clone 


S :P0711E10' 










Seq. No.. 


57642. . 




Seq. ID 


GJ000250 




0419 


.C17. 


Gene No. 


120610 




• Strand 










Start 


1452 




'End 


2165 








Name 


OJ000250 38.0419.C17.ol. 


gs 


Method 


GEN SCAN 








Start 


1452 




End 


2165 








GI 


none 




Score 


. 92 








Exons 


1452. .1678, 1729. .1866, 


2117. 


.2165. 










Seq. No. 


57643 




Seq. ID 


OJ000250 


_38. 


0419 


.C22 


Gene No . 


120611 




Strand 


+ 








Start 


377 




End 


667 








Name 


OJ000250 38.0419.C22.ol. 


gs 


Method 


GENSCAN 








Start 


377 




End 


667 








GI 


none 




Score 


.51 








Exons 


377. .667 















58117 



Seq. No. 57644 

Gene No. 120612 

Start 1 

Name OJ000250_38 .0419. C23 . ol . np 

Start 1 

GI 1399277 

Exons 1..104, 269. .384, "-742. .978 

GI Descrip. (U31836) calmodulin-domain protein kinase CDPK isoform 7 
[Arabidopsis thaliana] 



Seq. ID OJ000250_38.0419.C23 
Strand - ~' : 
End • 978 
Method "'"AAT/NAP 
End 978 
Score 364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57644 

120612 

1 

OJ000250_38 .0419.C23.ol. tc 
1 

none 



Seq. ID OJ000250_38.0419.C23 
Strand 

End 978 ■ • 

Method TBLASTX : Cress 

End 8 99 

Score 87 



1..105, 6. .110, 267. .386, 293. .385, 743. .898, 747. .899 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons„ 



57644 

120612 

1 

OJ000250_38.0419.C23.ol.tm 
3 

none 



Seq. ID OJ000250_38.0419.C23 
Strand 

End 978 

Method TBLASTX : Mai ze 

End v 956 

Score 76 



3. .98, 6... 110, 7. .105, 267. .380, 272. .382, 293. .382,' 737. .898, 
740. .898, 741. .947, 798. .956 * 



Seq. No. 57644 

Gene No. 120612 

Start 1 

Name OJ000250_38 .04 19 . C23 . ol . ts 

Start 6 

GI none . .- 

Exons 



Seq. ID OJ000250_38.0419.C23 
Strand 

End 978 

Method TBLASTX : Soybean 

End 899 

Score .109 



6. .110, 267. .380, 290. .382, 293. .385, 743. .898, 744. .899 



Seq. No. '57644 

Gene No. 120612 

Start 1 

Name OJ000250_38 .0419. C23 . ol . gs 

Start 39 

GI none 

Exons 39. .104, 269... 384, .742. .894. 



Seq.' ID OJ000250_38. 041-9. C23 . 
Strand 

End 978 

Method GENSCAN 

End 894 

Score 1 



Seq. No. . . . 57644 . . . 

Gene No. 120612 
Start 1 

Name OJ000250_38 . 04 19 . C23 . ol . gp 

Start 318 

GI LIB3434-0i3-Pl-Kl-Dl 
Exons 318.. 384, 742.. 858 

GI Descrip. 1 5162 877 /dbj | BAA8174 8.il 1.0e-29 (AB017515) calcium-dependent 
protein kinase [Marchantia polymorpha] 

>gi_5162880_dbj_BAA81750. 1_ (AB017516-) calcium-dependent protein 
kinase [Marchantia polymorpha] 1 



Seq.. ID OJ000250_38.0419.C23. 
Strand 

End 978 

Method AAT/GAP 

End . 858 . 

Score 276 



Seq. No. 



57644 



Seq. ID OJ000250_38.0419.C23 



58118 



Gene No. 
Start , 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



120612 Strand 

1 End 

OJ000250_38 .0419. C23 . ol . tw Method 

733 End 

none Score 



978 

TBLASTX : Wheat 

953 

90 



733. .894, 734. .892, 734. .898, 747. .953 



57 64 5 

120613 

553 

OJ000250_38.0419.C26.ol.gs 

553 
none 

553. .688, 758. .1659 



Seq. ID OJ000250_38.0419.C26 

Strand + 

End 1659 

Method GENSCAN 

End 1659 

Score .86 



57646 

120614 

1 

OJ000250_38.0419.C31.ol.np 
1 

282994 



Seq. ID OJ000250_38.0419.C31 
Strand 

End 2292 
Method AAT/NAP 
End ■" 2292 
Score 752 

1..81, 109. .163, 238. .350, 420. .512, 705. .753, 1332. .1422, 
1540. .1786, 2182. .2292 

Sipl protei-.a. - barley gi 1167100 (M77475) seed imbibition protein 
[Hordeum vulgare] t ' 



57646 

120614 

1 

OJ000250_38 . 04 1"9 . C31 . ol . tm 
1 

none 



Seq. ID OJ000250_38.0419.C31 
Strand 

End 2292 

Method TBLASTX : Mai ze 

End 2279 

Score 60 



1..87, 2. .52, 118. .171, 119. .172, 119. .172, 223. .339, 255. .350, 
256.-342, 417. .515, 423. .521, 427. .537, 664. .756, 693. .773, 
1325.. 1426, 1326.. 1445, 1538.. 1657, 1539.. 1631, 1637.. 1774, 
.1674. .1772, 2211. .2279, 2213. .2278 



57646. 
120614 
1 

OJ000250_38 . 0419.C31.o2.tc 

1 . . . . . 
none 



Seq. ID OJ000250_38.0419.C31 
Strand 

End 2292 

Method TBLASTX: Cress 

End . . 2279 . 

Score 38 



1..66, 112. .171, 234. .284, 241. ,2i 
2211. .2279, 2213. .2278 



270. .350, 271. .345, 



Seq. No. 57646 

Gene No. 120614 

Start ... 1. 

Name ' OJ000250_38. 04 19 . C31 . ol . gs 

Start 17 

GI none 
Exons 



Seq. ID OJ000250_38.0419.C31. 
Strand 

End . 2292 

Method GENSCAN 

End 2290 

Score .81 

17. .163, 238. .350, 381. .512, 705. .753, 1332. .1422, 1540. .1772, 
2211.. 2290 ........ 



Seq. No. 
Gene No. 



57646 
120614 



Seq. ID OJ000250_38.0419.C31 
Strand 



58119 



Start 
Name 
Start 
GI 

Exons 



OJ000250_38.0419.C31.ol.ts 

115 

none 



End 2292 

Method TBLASTX : Soybean 

End '1772 

Score 75 



115. .162, 268. .342, 282. .344, 415. .525, 417. .521, 702. .755, 
1325. .1426, 1532. .1654, 1652.. . 1768, 1677 .. 17 63, ' 1677 1772 



Seq. No. , .57646 

Gene No. 120614 

Start 1 

Name OJ000250_38 . 0419 . C31 . ol . tc 
Start . 448 

GI none 
Exons 



OJ000250 38.0419.C31 



Seq. ID 
Strand 
End 

Method 
End 
Score 

448. .513, 450. .521, 679. .750, 693. .764, 1325 .. 1426, - 1326 . .1442, 
1538. .1666, 1539. .1634, 1655. .1768, 1674. .1763, 1674. .1772 



2292 

TBLASTX : Cress 

1772 

88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57646 

120614 

1 

OJ000250_38.0419.C31.o2.np 
475 

282994 



Seq. ID OJ000250_38.0419.C31 
Strand 

End 2292 

Method AAT/NAP 

End 2292 

Score 437 



475. .512, 705. .753, 1332... 1422, 1540. .1786, 2182. .2292 

Sipl protein - barley gi 1167100 (M77475) seed imbibition protein 

[Hordeum vulgare] • 



57647 

120615 

228 

OJ000250_38.0419.C32.ol.gs ' 

228 
none 

228. .296, 6S5..744, 844. .915 



Seq. ID OJ000250_38.0419.C32 
Strand 

End 1156 

Method GENSCAN 

End 915 

Score .43 



?/== 


Seq. No. 


57.647 


Seq. ID 


OJ000250 




Gene No. 


120615 


Strand 




Li 


Start 


228 


- End 


1156 




Name *■ 


OJ000250 38.0419.C32.ol.np 


Method 


AAT/NAP 


vJ 


Start 


349 


End 


1156 




GI 


5042454 


Score 


231 


"■z : ~ 


Exons 


349. .402, 655. .908, 1107.. 


1156 






GI Descrip. 


(AC007789) putative .polyprotein [Oryza 


sativa] 




Seq. No. 


57648 


Seq.' ID 


OJ000250 




Gene No. 


120616 


Strand 






Start 


21 


End 


664 




Name 


OJ000250 38.0419.C43.ol.gs 


Method 


GENSCAN 




Start 


21 


End 


664 . 




GI 


none 


Score 


• 6.? . 




Exons 


21. .298, 634 .".664 








Seq. No. 


57649 


Seq. ID 


OJ000250 




Gene No. 


120617 


Strand 






Start 


1 


End 


799 




Name 


OJ000250 38.0419.C49.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


799 




GI 


5302796 


Score 


361 



58120 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No v . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .166, .295. .462, 733. .799 

(Z97341) .hypothetical protein [Arabidopsis thaliana] 



57649 

120617 

1 

OJ000250_38.0419.C4 9.ol.tm 
1 

none 



Seq. ID OJ000250_38.0419.C49 
Strand 

End 7 99 

Method TBLASTX : Mai ze 

End 456 

Score- 74 



1..123, 2. .163, 3. .164, 12. .164, 280. .456, 300. .446 



57649 

120617 

1 

OJ000250_38.0419.C4 9.ol.ts 
2 

none 



Seq. ID OJ000250_38.0419.C49 
Strand 

End 799 

Method TBLASTX : Soybean 

End 4 5 6 

Score 163 



2. .163, 9. .155, 280. .456, 292. .447 



Seq. ID OJ000250_38.0419.C49 
Strand 

End' 799 

Method AAT/GAP 

End 7 99 

Score 587 



57649 
120617 
1 

OJ000250_38. 0419.C4 9.ol.gp 

19 

19323_1.R1084 
19. .166, 1 295. .444, 763.. 799 

, 5302796/emb|CAB46038.1| 4.0e-91 (Z97341) hypothetical protein 
[Arabidopsis thaliana] 1 



57649 

120617 

1 

OJ000250_38.0419.C4 9.ol.gs 

295 

none 

295. .450 ' 



Seq. ID OJ000250_38.0419.C49 
Strand 

End 7 99 

Method GENSCAN 

End 450 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



57650 

120618 

3482 

OJ000320_30.0419.Cl.ol.np 

3482 

617.51.85 



Seq. ID OJ000320_30.0419.C1 

Strand + 

End 3955 

Method AAT/NAP 

End 3955 . 

Score 141 



3482.. 3674, 3749..3836> 3906... 3955 

(AC011437) ankyrin-like protein [-Arabidopsis thaliana] 



57650 
120619 
5439 

OJ000320_30 . 0419 . CI . o2 . np 
5439 
5852182 
5439. .5584, 6423. . 6675 
(AL117265) zhb0012-;i [Oryza sativa]- 



Seq. ID OJ000320_30.0419.C1 

Strand + 

End 6675 

Method AAT/NAP 

End 6675 

Score 369 



57650 
120619 



Seq. ID OJ000320_30 .0419. CI 
Strand + 



58121 




Start 


5439 






End 


6675 




Name 


OJ000320_30 


.0419. CI. ol. 


gp 


Method 


AAT/GAP 




Start 


5975 






End 


6562 




GI 


2310235 






Score 


310 




Exons 


59,75 . .6012, 


6423 . . 65 62 










GI Descrip. 


5852182/emb 


j CAB55420 . 1 [ 


9 . Oe- 


13 (AL117265) zhb0012 


. 1 [Oryz, 




sativa] 












Seq. No. 


57650 






Seq. ID 


OJ000320_30 


.0,419. CI 


Gene No. 


120620 






Strand 






Start 


488 6 






End 


6587 




Name 


OJ000320 30 


. 0419 . CI . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


3495 






End 


3832 




GI 


■none 






Score 


169 • 




Exons 


34 95. . 3674 , 


3501 . . 3674 , 


*3 "7 O A 

3734 . 


.3832, 3746.-3829 




Seq. No. 


57650 






Seq. ID . 


OJ000320_30 


.0419. CI 


Gene No. 


120620 






Strand 






Start 


488 6 






End - ' 


6587 




Name 


OJ000320 30 


. 0419 .CI . o2 . 




Method 


GENSCAN 




Start 


4886 






End 


6587 




GI 


none 






Score 


.87 




Exons 


4886. .5007, 


5155 . .5197, 


6450 . 


.6587 






Seq. No. 


57651 




V, 


Seq. ID 


OJ000320_30 


.0419. C2 


t^ene no . 


120621 






Strand 


+ 




Start . 


1 






End 


3484 




Name 


OJ000320 30, 


.0419.C2.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


743 




GL 


6742729 






Score 


1166 




Exons 


1. .743 












GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 







Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip. 



.57651 Seq. ID 

120621 Strand 

1 End 

OJ000320_30 . 04 19 . C2 . o2 . np Method 

1 End 

4680204 Score 



OJ000320_30.0419.C2 
+ 

3484 
AAT/NAP 
3466 
447 



1..54, 650. .1205, 1280. .2379, 2489. .2662, 2759.-2978, 3329. .3466 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57651 
1 : 20621 

1 . 

OJ000320_30. 0419.C2.ol.gs 
73 

none 



Seq. ID OJ000320_30.0419.C2 

Strand ' + 

End 3484 . 

Method GENSCAN 

End 3484 

Score .68 



73. .735, 792. .1205, 1280. .2379, 2489 .. 2662, . 2759 .. 2869, 
2954.. 3026, 3299.. 3484 



Seq. No. 57651 Seq. ID 

Gene No. 120622 ^ Strand 

Start 1 - End 

Name OJ000320_30 . 04 1 9 . C2 . ol . gp Method 

Start 1 End 

GI 342 1.R1084 Score 



OJ000320__30.0419.C2 
745 

AAT/GAP 
745 . 
1347 



58122 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..745 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. ID -OJ000320_30-.0419.C2 
Strand. 

End 3802 

Method AAT/GAP 

End 3802 

Score 140 



57651 ' 
120623 
3724 

OJ000320_30 . 04 19 . C2 . o2 . gp 
3724 

LIB3477-003-P1-K1-E9 
3724. .3802 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



E3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. . No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000320_30.0419.C2 
Strand 

End 3950 

Method "AAT/NAP .. 

End 3950 

Score 59 



57651 
120624 
3805 

OJ000320_30 . 04 19 . C2 . o3 . np 
3805 ' • 

7106528 
3805. .3950 

(AP001278) EST D40774 (S2920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



57651 
120625 
3855 

OJ000320_30.0419.C2.ol.tm 
13 

none 

13. .267, 25. .267, 277. .471 

57651 
120625 
3855 

OJ000320_30 . 04 19 . C2 . ol . tw ' 

22 

none 

22. .126, 33. .122, 130. .228, 135. .227, 208. .432, 228. .437, 
230. .433, 231. .437 



Seq.-. ID OJ000320_3 ; 0.0419.C2 
Strand c '- 
End 3997 
Method - TBLASTX: Maize 
End "■ 471 
Score 247 



Seq. ID OJ000320_30.0419.C2 
Strand 

End 3997 

Method TBLASTX: Wheat ' 

End 4 37 

Score 140 



57651 
120625 
3855 . 

OJ000320_30.0419.C2.ol.ts 

301 

none 

301.. 543. 

57651 

120625 

3855 

OJ000320_30 .041.9 . C2 . o2*. tw 

532 

none 



Seq. ID OJ000320_30. 04.19. C2 

Strand - ' 

End .3997 . . 

Method TBLASTX : Soybean 

End 543 

Score 214 



Seq. ID OJ000320_30.0419.C2 
Strand 

End 3997 

Method TBLASTX : Wheat 

End 756 

Score 106 



532. .654, S34..677, 651. .743, 652. .741, 656. .742, 664. .756 



58123 



Seq. No. 


57651 






Seq. ID 


OJ000320_30.0419 


.C2 


Gene No. 








Strand 




- ■ 


Start 


o o a c 






End 


3997 * 




Name 


ojooojzo 30.04iy 


. C2 . Oo 


.tw 


Method 


TBLASTX : Wheat 




Start 


o o r\ 






End 


2828 




GI 


none 






Score 


60 




Expns 


230o..23oo, 24/o 


o a a i 
. . ZOO / 


, 2525.. 2650, 2757.. 2828 




beg. wo. 


0 / DO X 






Seq. ID 


OJ000320_30.0419 


.C2 


Gene No. 


120625 






Strand 






Start 


3855 






End 


3997 




Name 


ATnAmon on A/11 q 
OJ000J20 JU.U4iy 


.C2.o3 


.gp 


Method 


AAT/GAP 




Start 


' O O C C ' 






End 


3997 ■ 




GI 


214/4 1 . R10B4 






Score 


230 




Exons 


JoDD. . 3997 












GI Descrip. 


Joy4iDy 2.oe-io 


(AC005312) 


hypothetical protein [Arabidop: 




tnaliana] 












Seq. No. 


'57652 






Seq. ID 


OJ000320_30.0419 


.C3 


Gene No. 


IZvbZb 






Strand 






Start 


924 






End 


.1117 




Name 


/">-rAAAOAA OA A/11 A 

OJ000320 30.G419 


.C3.ol 


.gs 


Method 


GENSCAN 




Start 


AAA 

924 






End 


1117 




GI 


none 






Score 


. 52 




Exons 


A A /I 1 1 1 *7 

924 . . Ill / 












Seq. No. 


57653 






Seq. ID 


OJ000320_30.0419, 


,C4 


Gene No. 


-1 A A /T A -T 

120 oz / 






Strand 


-f 




Start 


A A C 

206 






End 


399 




Name 


/^iTAAAOAA OA A < i n 

OJ000320 30.0419 


.C4 .ol 


. gs 


Method 


GENSCAN 




Start 


O n £T 

20 b 






End 


399 




GI 


none 






Score 


. 94 




Exons 


OA/" O A A 

20b . .399 












Seq. No. 


57654 * ■ 






- Seq. ID 


OJ000320_30.0419, 


,C5 


Gene No . 


120628 






- Strand 


+ • - - 




Start 


158 






' End 


648 




Name 


OJ000320 30\0419, 


.C5.ol 


.gs 


Method 


GENSCAN 




Start 


158 






End 


648 




GI 


none 






Score 


.54 




Exons 


158. .215,. 512. .648. 










Seq. No. 


57654 






' Seq. ID ' 


OJ000320_30.0419. 


;c5 


Gene No. 


. 120629 






Strand 






Start 


965 






End 


2649 




Name 


OJ000320 30.0419. 


.C5.o2 


.gs 


Method 


GENSCAN 




Start 


965 






End 


2649 




GI 


. n P ne 






Score 


.4 




Exons 


965. .970, 1181. .1261, 2131. 


.2192, 2527 


. .2649 




Seq. No. 


57655 






Seq. ID 


OJ000320_30.0419. 


.C6 


Gene No. 


120630 ' 






Strand 


+ 




Start 


1666 






End 


4611 ■ 




Name 


OJ000320 30.0419. 


,C6.ol 


.gs 


Method 


GENSCAN 




Start 


1666 






End" 


4611 




GI 


none 






. Score 


.4 





58124 



Exons 



1666.. 1767, 2012. .2084, 2089. .2192, 2510. .2694, 2852. .3228, 
3394. .3431, 3593. .3790, 3896. .3918, 4001. .4433, 4474. .4611 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57655' Seq. "ID 

120630 Strand 
1666 *' End 

OJ000320_30.0419.C6.o2.np Method 
2595 End 
6721558 Score 
2595. .2694, 3394. .3526, 4049. .4262 
(AP001073) hypothetical protein [Oryza sativa] 
gi|6815083|dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ000320_30.0419.C6 
+ 

4611 
AAT/NAP 
4262 
255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57655 

120630 

1666 

OJ000320_30. 
3025 
6721561 
3025. .3093, 



0419.C6.o3.np 



3593.. 3790, 3860. 



Seq. ID OJ000320_30.0419.C6 

Strand + 

End 4611 

Method AAT/NAP 

End 4 602 

Score 1015 
.3918, 4001. .4602 



(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081)- EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


57655 


Seq. ID 


OJ000320 


Gene No. 


120631 


Strand 




Start . 


1635 


End 


2167 V 


Name 


OJ000320 30.0419.C6.ol.np 


Method 


AAT/NAP 


Start 


1635 


End 


2167 


GI 


7523517 


Score 


•396 


Exons 


1635. .1716, 1867. .2167 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Sag. No. 


57655 


Seq. ID 


OJ000320. 


Gene No. 


120632 


Strand 




Start 


3563 


End' 


9020 


Name 


OJ000320 30.0419.C6.o5.np 


Method 


AAT/NAP 


Start 


3563 


End 


9020 


GI 


722.8457 . 


Score 


1269 


Exons 


3563. .3676, 4314. .4584, 7364. 


.8299, 8354. .9020 


GI Descrip. 


(AP001366) Similar to Sorghum bicolor ■ 


Gypsy-Ty3 




• retrotf ansposori. RetroSorl , polyprotein 


. (AF0988i 




sativa] 






Seq. No. 


57655 


Seq. ID 


OJ000320 


Gene No. 


120632 


Strand 




Start 


3563 


End 


9020 


Name 


OJ000320 30.0419.C6.o4.np 


Method 


AAT/NAP 


Start 


3868 


End 


5755 


GI 


5902448 


Score 


436 


Exons 


3868. .3913, 5375. .5755 






GI Descrip.- 


"(AB030283) orf3 [Oryza sativa; 


i 




Seq. No. 


57655 


Seq. ID 


OJ000320_ 



[Oryza 



30. 0419. C6 



58125 



Gene No. 120632 ■ Strand 

Start . . 3563 End 9020 

Name OJ000320_30 . 04 19 . C6 . o2 . gp Method AAT/GAP 

Start 5144 . End . 5429 

GI 61605JL.R1084 Score' 457 

Exons 5144.. 5429 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC . clone : 1 17804 1 



Seq. No. 


57655 








Seq. ID 


OJ000320_30.0419 


-C6 




1 906*39 








Strand 








J J O J 








End' 


9020 




Name 




04 1 Q 

i VJ *i X Z> ■ 


r6 


L W 


Method 


TBLASTX: Wheat 




O Ld-L L 


7 9 68 _ 
/ z. oo 








End ■ 


7637 






none 








Score 


202 




Exons 


796ft 7^*34 


7 97 0 


7 S^^ 

■ f JJJ; 


7 4 P 6 


.7584, 7527. .7637 




Seq. No. 


57655 ■ 


'■- 








f\T0n0^90 10 041 Q 


.C6 


(~1 on o M /-\ 
ofcrilt LMLJ . 










Strand 






Q-|- a r"f- 
O Lax L 


**R6^ 








End 


9020 




Name 


n.TOOO*39n 


04 1 Q 


P6 n? 


LIU 


Method 


TBLASTX: Maize 




Q-H a r-+- 

O Ld.IT L 


7970 ~~ 
/ Z, / u 








End 


7492 






none 








Score 


132 




Exons 


7970 74 Q1 


7971 

/ Z / JL . 


7 4 Q9 

. / fi ^Z 










Seq. No. 


57655 








Seq. ID 


OJ000320_30.0419 


.C6 


kjcllc IN (J • 


1 9 0 6 "3 9 








Strand 








J JO J 








End 


9020 




Name 


n,Tono^90 ?o 


04 1 Q 


P6 n1 


Lili 


Method 


TBLASTX: Maize 






7 7 9 9 ~~ 

/ / Z. Z. 








End 


8078 














Score 


231 




Exons 


7799 ft07ft 


779^ 


R01 6 
. OU1D 










Seq. No. 


57655 








Seq. ID 


OJ000320__30.0419 


.C6 




1 906*39 








Strand 






Of a r .-t- 


*3S6*3 








End 


9020 




In dllle 


O.TOOO*390 ^0 


04 1 Q 




L W 


Method 


TBLASTX: Wheat. 






7 7^9 i • 








End' 


8208 






none 








Score 


397 




Exons 


77 R9 R907 


77 R "3 


ft 90ft 










Seq. No. 


57655. 








Se.q. ID 


OJ00032.0_30,0419 


.C6 


Gene No. 


120632 








Strand.. 






Start 


3563 








End 


9020 




Name 


OJ000320 30. 


,0419. 


C6.o2. 


tw 


Method 


TBLASTX: Wheat; 




Start 


8400 








End 


8855 




GI 


none 








Score 


125 




Exons 


8400. .8636, 


8415. 


.8624, 


8518. 


.8634, 8673. .8855, 8674. .81 


347 


Seq. No. 


57656 








Seq. ID 


OJ000320_30.0419 


.C7 


Gene No. 


120633 








Strand 


+ 




Start 


6971 








End 


7744 




Name 


OJ000320 30. 


0419. 


C7.o2. 


gs 


Method 


GEN SCAN 




Start 


"'6971 








End 


7744 




GI 


none 








Score 


.78 




Exons 


6971. .7744 















58126 




Seq. No. 


C "7 C C C 

3 / DO 0 




Seq. ID 


OJUUU J^U_J0 .0419 


. C7 


Gene No. 


. 120634 




..JS.trand 


+ 




Start 


8201 




End 


12751 




Name 


OJ000320 30. 


04T9.C7.ol.np 


Method 


AAT/NAP 




Start 


8201 


End 


12742 




GI 


4680179 




Score 


4 311 




Exons 


8201. .9235, 


9338. .12742 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


57656 




Seq. ID 


OJ000320_30 .0419, 


.C7 


Gene No. 


120634 




Strand 


+ 




Start 


8201 




End 


12751 




Name 


OJ000320 30. 


041.9. C7.o3.gs 


Method 


GENSCAN 




Start • • 


8315 ■ 




End • 


12710 




GI 


none 




Score 


.51 




Exons 


8315. .9407, 


9485. .10853, 10952. .12710 






Seq. No... . 


57656 




Seq. ID 


OJ000320__30.0419. 


,C7 


Gene No. 


120634 




Strand 


+ 




Start 


8201 




End 


12751 




Name 


OJ000320 30. 


0419.C7.o7.tw 


Method 


TBLASTX : Wheat 




Start 


8411 




End 


8788 




GI 


none 




Score 


225 




Exons 


8411. .8788, 


8578. .8742 








Seq. No. 


57656 




Seq. ID 


OJ000320_30.0419. 


,C7 


Gene No. 


. 120634 . ..- 




Strand 


+ , 




Start 


8201 




End 


12751 




Name 


OJ000320 30. 


0419.C7.o8.tw 


Method 


TBLASTX: Wheat 




Start 


9356 




End 


9780 




GI 


none 




Score 


71 




Exons 


9356. . 9436, 


9445. .9549, 9594. .9728, 9607. .9780 




Seq. No. 


57656 




Seq. ID 


OJ000320_30.0419. 


,C7 


Gene No. 


120634 




Strand 


+ 




btart 


8201 




End 


12751. . ;. 




Name - 


OJ000320 .30. 


041'9.C7.o*3. tw 


Method' 


TBLASTX: Wheat 




Start 


9$04 




End 


10362 v. ' ■ 




GI 


none 




Score 


531 




Exons. 


9904. .10362, 


9980. . 10201, 


10008. . 10358 






Seq. No. 


57656 




. Seq. ID 


OJ00.0320_J30.0419. 


.C7. 


Gene No v 


120634 




..Strand . 


+ ,.' 




Start 


8201 




End 


12751 ' ; 




Name 


OJ000320 30. 


0419.C7.o5.tm 


Method 


TBLASTX: Maize . ■ 




Start 


9913 




End 


10203 




GI 


none 




Score 


297 




Exons 


9913. . 10203, 


10014. .10202, 


10048. . 10203 




oeq. no. 


57656 




Seq. ID 


OJ000320_30.0419, 


, O / 


Gene No. 


120634 




Strand 


+ 




Start 


8201 




End 


12751 




Name 


OJ000320 30. 


0419.C7.o4 .tm 


Method 


TBLASTX: Maize 




Start 


10273 




End 


10773 • 




GI 


none • 




Score 


76 




Exons 


10273. .10344 


, 10281.. 10400 


, 10438. .10773, 10465. .10728 





58127 




Seq. No. 


57656 






Seq. ID 


OJ000320_30.0419 


. C7 


Gene No. 


120634 






Strand 


+ 




Start 


8201 






' End 


12751 




Name 


OJ000320 30. 0419. C7. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


10327 






End 


10722 




GI 


none 






.Score 


57 




Exons 


10327. . 


,10359, 10327. 


. 10356, 


10344 . .10400, 10411. .10722, 






10485. . 


,10619 










Seq. No. 


57656 






Seq. ID 


OJ000320_30.0419 


.C7 


Gene No. 


120634 






Strand 


+ 




Start 


8201 






End 


12751 




Name 


OJ000320 30. 0419. C7. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


• 10435 






End 


10734 




GI 


none 






Score 


399 




Exons 


10435. . 


10734, 10450. 


. lUbo y , 


10589. .10711 




Seq. No. 


57656 






Seq. ID 


OJ000320_30.0419 


. C7 


Gene No. 


120634 






Strand 


+ 




Start 


8201 






End • 


* 12751 




Name 


OJ000320 30. 0419. C7 . 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


10737 






End 


11246 




GI 


none 






Score 


106 




Exons 


10737. . 


10961, 10738. 


. 10965, 


10740. .10967, 10962. .11162, 






10964.. 


11215-, 10965. 


. 1124 6 








Seq. No;.. 


57-656 






Seq. ID 


OJ000'320_30.0419 


.C7 


Gene No. 


120634 






Strand 


+ 




b tart 


8201 






End 


12751 




Name 


OJ000320 30. 0419. C7. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


10809 






End 


11164 




GI 


none 






Score 


190 




Exons 


10809. . 


10970, 10810. 


. 10965, 


10965. .11156, 10982.. 11164 




Seq. No. 


57656 






Seq. ID 


.OJ000320_30.0419 


.C7 


Gene No. 


120634 






Strand 


+ 




Start 


8201 






■ . End 


12751/ 




Name 


OJ000320 .30. 0419. C 7 . 


o4 . tw 


Method 


TBLASTX: Wheat' 




Start 


. 11250v- 






End 


11729 




GI 


none 






Score 


504 




Exons 


11250. . 


11729, 11433. 


. 11693, 


11500. .11724, 11528. .11725 




Seq. No. 


57656 . 






. Seq.. ID 


OJ000320_30.0419 


.C7. 


Gene No. 


120634 






Strand 


+ ' 




Start 


8201 






, End ' 


12751 . 




Name 


OJ000320 30. 0419. C7. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


11436 






End 


11753 




GI 


none 






Score ' 


99 




Exons 


11436. . 


11609, .11610. 


. 11753/ 


11612. .11752 




beq . no . 


57656 






Seq. ID 


OJ00'0320_30.0419, 


. L / 


Gene No. 


120634 






Strand 


+ 




Start ■ 


8201 






End 


12751 




Name - 


OJ000320 30. 0419. C7 . 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


11528 






End 


11777 




GI 


none 






Score 


266 




Exons 


11528. . 


11770, 11529. 


. 11777, 


11574. .11777 





58128 




Seq. No. 


57656 






Seq. ID 


OJ000320_30.0419 


.C7 


Gene No . 


120634 






Strand 


+ 






8201 








12751 




Name 


OJ000320 30. 041-9. C7 


. o3 . tm 


' Method 


TBLASTX: Maize 




btart 


11541 






End 


11797 






none 






Score 


347 




Exons 


11541. . 


11795, 11547 


1 1 •JQO 

..11/ zf/. , 


11549.. 11797 




Seq. No. 


57656 






Seq. ID 


OJ000320_30.0419, 


.C7 


Gene No. 


120634 






Strand 


+ 




btart 


8201 






End 


12751 




Name 


OJ000320 30. 0419. C7 


rt 1 +- r i 

. Ol . tw 


Method 


TBLASTX: Wheat 




btart 


11736 






End 


12362 




bl 


none • 






Score 


711 




Exons 


11736. . 


12362, 11741 










Seq. No. 


57656 






Seq. ID 


OJ000320_30.0419, 


.C7 


Gene No. 


120634 






Strand 


+ 




C 4- -i >- 4- 

b tart 


8201 " 






End - 


12751 




Name 


OJ000320 30. 0419. C7 


. ol . tm 


Method 


TBLASTX: Maize 




btart 


11916 






End 


12500 






none 






Score 


196 




Exons 


11916. . 


12077, 11918 


. . IZU 1 U, 


12075. .12500, 12075. .12350, 






12077 . . 


12490 










Seq.. No. 


57656 






Seq. ID 


OJ000320_30.0419, 


,C7 


j,Gene No. 


120634 






Strand 


+ 




Start 


8201 






End 


12751 




Name 


OJ000320 30. 0419. C7 


- 

.06. tw 


Method 


■ TBLASTX: Wheat 




Start 


12362 






End 


12698 






none 






Score 


370 




Exons 


12362. . 


12478, 12363 


T 0 C, Q Q 


12366. . 12491, 12519 .. 12572 , 






12539.. 


12694 










Seq. No. 


• 57656 






Seq. ID 


OJ000320_30.0419, 


,C7 


Gene No . 


120634 






Strand 


+. * • . ' 




otart 


8201 






End 


12751 




Name 


OJ000320 30. 0419. C7 


. 06 . tm 


Method 


TBLASTX: Maize 




O 4- — , -v~ 4- 

b tart 


12504 






End 


12751 






none 






Score 


173 




Exons 


,12504, .. 


12704,, .12707 


. . 1Z / 0 1 








Seq. No. 


57657.' 






Seq. ID 


OJ000320_30.04I9', 


;c8 


Gene No. 


120635 






Strand 


+ • 




Start 


1 






End 


236 




Name 


OJ000320 30. 0419. C8 


.ol.gp 


Method 


AAT/GAP 




Start 


1 






End 


236 




GI. 


57406 2 


.R1084 




Score 


396 




Exons 


1. .236 













GI Descrip. ' 604 1757 /gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
• Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' - : 

Seq. No. 57657 * Seq.' ID OJ000320_30 . 04 19 . C8 

Gene No. 120636 Strand 

Start 652 End 693 



58129 




Name 


ujuuujzu ju . u *i i y . bo . oi . y s 


Method 


C TT NT c r* fl Kl 
btiNbbAN 








otart 






CQ'3 

oyo 








bl 


none 


Score 


. O 








Exons 


OOZ . . D!?j 












beq. no. 


0 / Djo 


beq. id 


UJ UUUjZU 




u 4t x y 


. by 


Gene No. 


120637 


Strand 


+ 








Start 


755 


End 


2699 








Name 


UJUUUoZU -3U . Uh 1 y . by . . np 


Krf/*\ 4*" V> 

Mecnou 


7\ 7\ T / NT fl D 








btart 


f DO 


CjVIO. 


z oy y 








bl 


A £Q Pi 1 Q £ 
fi DO U 10 O 


Score 


Z 1 4 








Exons 


/ do . . / y o , zooy. . z oy y 












GI Descrip. 


(Ariii/uyj unjenown [uryza 


sativa subsp 


mdica] 








Seq. No. 


57658 


Seq. ID 


OJ000320 


_30. 


0419, 


.C9 


Gene No. 


120638 


Strand 


+ 












CjilQ 










Name 


OJUUUozu ou . U4 1 y.. by . oz . gs 


Metnoa 


bLNbbAN 








Start 


QC1 Q 


T7— -J . 


OQOQ 
JOOO 








b J. 


none 


Score 


*"7 C 








Exons 


QC1Q OQTQ 












beq. no. 


j / Djo 


beq. iu 


UJ U UU ~5Z u 


jU . 


A/11 Q 

u 4 1 y , 


. b y 


Gene No. 


120638 


Strand 


+ 








Start 


3518 


End 


3905 








Name 


ujuuujzu ou . u ft i y . by . o j . np 


Method 


fl fl T 1 NT fl D 








0 4- -i v--l- 

btart. 




17 ^ >-J 










bl 


/ICQ H I Q c: 


Score 










Exons 


QCQ1 oQrm 












GI Descrip. 


^/itiix/uyj unKnown [uryza 


sativa subsp 


indica] 








beq. no. 


j / Djo 


beq. iu 


UJ u u Uoz u 


*5 n 
JU . 


u 4 1 y , 


q 

. by 


Gene No. 


120639 


Strand 










Start 


1 


End 


1660 








Name 


OJ000320 30.0419.C9.ol.np 


Method 


fl fl T / NT fl D 








otart 


1 


End 


1 O O U 








bl 


5852179 . 


Score 


jj4 








Exons 


1. .46, 127. .365, 440. .652, 


. 1640. .1660 










GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 










Seq. No. 


57658 


Seq. ID 


OJ000320 


_30. 


0419. 


.C9 


Gene No . 


120639. 


Strand. 










b tare 


1 


End 


1 DbU 








Name 


' OJ000320 30. 0419.c:9^ol.gs 


Method 


bbNbbAN 








btart: 


.134 . 


• End. 


R >1 "7 
34 / 








C T 

bi 


none 


Score 


. DO 








Exons 


134. .390, 440. .547 












beq . . No.. 


57658 


Seq. ID 


UJ UUU oZ U 


*3 Pi 

0 u . 


Ci A 1 Q 

u 4 1 y , 


r> q 

.by 




120640 


Strand 










Start 


2198 


End 


2632 








Name 


OJ000320 30.0419.C9.o2.gp 


Method 


AAT/GAP 








Start 


' 2198 /■ : 


End 


2632 








GI 


uC-osflcyp033a04bl 


Score 


133 








Exons 


2198. .2220, 2554. .2632 












GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e-! 


59 Oryza j 


sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



.58130 



Seq. No. 57659 

Gene No. 120641 - 

Start 3134 

Name OJ000320_30 . 04 1 9 . CIO . o2 . 

Start *3134 

GI none 

Exons 3134.. 3218, 4298. .4444, 
5181. .6152 



gs 



4638. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4806, 



OJ000320_ 
+ 

11187 
GENSCAN 
6152 
.59 

4826. .4879, 



30. 0419. CIO 



5057. .5144, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57659 Seq. ID OJ000320_30 . 04 1 9 .- C10 

120641 Strand '+ 

3134 End 11187 

OJ000320_30.0419.C10.ol.np Method AAT/NAP 

5073 End 9095 

6539553 Score 6331 

5073. .7354, 7474. .9095 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



57659 

1-20641 

3134 

OJ000320_30.0419.C10.o3.gs 

7007 

none 



Seq. ID OJ000320_30.0419.C10 



Strand 
End 

Method 

End 

Score 



+ 

11187 
GENSCAN 
11187 
.65 



7007. .7177, 7506. .7791, 7861. .7985, 8307. .9094, 9306. .9331, 
9881. .10027, 10221. .10267, 10409 .. 104 62, 10879. .11187 



Seq. No. 


57659 






Seq. ID 


OJ000320_30.0419 


Gene No. 


120642 






Strand 


+ 


Start 


13770 






End 


15921 


Name 


OJ000320 30 


.0419 


.CIO.06. tw 


•Method 


TBLASTX: Wheat 


Start 


818 






End 


1216 


GI 


none 






Score 


112 


Exons 


■ 818. .1093, 


867. . 


1088, 1052.. 


1165, 1062 


..1142, 1166. .121' 


Seq'. No. 


57659 






Seq. ID 


OJ000320_30.0419 


Gene No. 


12Q642 






Strand 


+ 


Start 


. 13770 






End 


15921 


Name , 


OJ000320 30 


.041.9 


.C10.o4.tw 


Method 


TBLASTX: Wheat 


Start 


5067- ' ' 






■ End 


5454 


GI 


. none 






Score. 


354 


Exons 


5067. .5453, 


5078 


..5452, 5125 


. .5454 




Seq. No. 


57659 






Seq. ID 


OJ000320_30.0419 


Gene No. 


120642 






Strand 


+ 


Start 


13770 






End 


15921 


Name 


OJ000320 30 


.0419 


.C10.o2. tm 


Method 


TBLASTX: Maize 


Start 


5202 






End 


5515 


GI 


hone 






Score 


369 


Exons . 


5202. .5513, 


5210 


. .5515 






Seq. No. 


57659 






■ Seq. ID 


OJ000320_30.0419 


Gene No. 


120642 






Strand 


+ 



58131 



Start 
Name 
Start 
GI 

Exons 



13770 End 

OJ000320_30 . 04 19 . CIO . ol . tm Method 

6014 End 

none Score 



15921 

TBLASTX: Maize 

6336 . 

257 



-6014.. 6268, 6021.. 6335, 6041 T . 6334 , 6169.. 6336 



Seq. No. 57659 Seq. ID 

Gene No. 120642 Strand 

Start 13770 , . End 

Name OJ000320_30 .0419. C10 . o5 . ts Method 

Start 6363 End 

GI none Score 

Exons 6363.. 6518, 6501.. 6749 



OJ000320_30. 0419. C10 
+ 

15921 

TBLASTX: Soybean 

6749 

88 



Seq. No. 57659 Seq. ID 

Gene No. 120642 Strand 

Start 13770 End 

Name "■ OJ000320_30 . 0419. C10 . o5 . tw Method 

Start 64 68 End 

GI none Score 

Exons 6468.. 6806, 6600.. 6785 



OJ000320_30.0419.C10 
+ 

15921 

TBLASTX: Wheat 

6806 

267 



Seq. No. 


57659 








Seq. ID 


OJ000320_30.0419.C10 


Gene No. 


120642 








Strand 


+ 


Start 


13770 








End 


15921 


Name 


OJ000320 30, 


,0419, 


.C10.O5. 


. tm 


Method 


TBLASTX: Maize 


Start 


6540 








End 


6971 


GI 


none 








Score 


282 


Exons 


6540. .6971 












Seq. No. 


57659 








Seq. ID 


OJ000320_30. 0419. C10 


Gene No. 


120642 








Strand 


+ 


Start 


'13770 








End 


15921 


Name 


OJ000320 30, 


,0419, 


.C10,o3. 


.ts 


Method 


TBLASTX: Soybean 


Start 


6759 








End 


7156 


GI . 


none 








Score 


186 


Exons 


6759. .6983, 


6760, 


.-.6804., 


6774. 


.6929, 6830'.. 6979, 6984. .7022, 


i, 


7016. .7156 













Seq. No. 57659 

Gene No. 120642 

Start 13770 

Name 0 JO 0 032 0_3 0.0419. C10. o2 

Start 6807 

. GI : none 

Exons 6807.. 7022, 6815.. 7069, 
7515. .7679, 7516. .7659, 



Seq'. ID OJ000320_30. 0419. C10 

Strand + 

End 15921 , 

.tw Method TBLASTX : Wheat 

End ' 7679 

•. Score 280 ... 
7019. .7255, 7021. .7260, 7023. .7262, 
7520. .7678 



Seq. No. 57659 ... Seq.. ID 

Gene No. 120642 Strand 

Start 13770 End 

Name OJ000320_30 . 04 19 . C10 . ol . ts Method 

Start 7599 End 

GI 5509260 Score 

Exons 7599.. 8063 
GI Descrip. 



OJ000320_30.0419.C10. 
+ 

15921 

TBLASTX: Soybean 

8063 

365 



58132 



Seq. No. 57659 Seq. ID 

Gene No. 120642 Strand 

Start 13770 " End 

Name OJ000320_30 . 04 19 . CIO . ol . tc Method 

Start 7692 " . End 

GI none Score 

Exons 7692.. 7952 



OJ000320__30. 0419. CIO 
+ 

15921 

TBLASTX: Cress 

7 952 

274 



Seq. No. 57659 Seq. ID 

Gene No. 120642 Strand 

Start 13770 End 

Name OJ000320_30 . 04 19 . C10 . o3 . tm Method 

Start 7740 End 

GI none Score 

Exons 7740.. 8198, 7869.. 8051 



OJ000320_30. 0419. C10 
+ 

15921 

TBLASTX: Maize 

8198 

334 



Seq. No. 57659 

Gene No. 120642 

Start 13770' 

Name 0 J000320J30 .0419. C10 . o3 . fw 

Start 7749 

GI none 

Exons 7749.. 8078, 8094.. 8288 

Seq. No. . 57659 . 

Gene .No.- 120642 

Start 13770 

Name OJ000320_30 . 0419. C10 . o2 . ts 

Start 8132 

GI .none 

Exons 8132.. 8332, 8133.. 8477 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_30. 0419. C10 
+ 

15921 

TBLASTX: Wheat • 

8288 

288 



OJ000320_30. 0419. C10 

+' 

15921 

TBLASTX: Soybean 

8477 

294 



Seq. No. 57659 

Gene No. 120642 

Start 13770 

Name OJ000320_30 . 04 19 . C10 . o4 . tm 

Start 8289 

GI none 

Exons 8289.. 8627, 8289.. 8378, 8394. 



Seq. ID OJ000320_30. 0419. C10 

Strand + 

End 15921 

Method TBLASTX: Maize 

End 8627 , 

Score 314 
.8612, 8399. .8626 



Seq. No. 


57659 








Seq. ID 


OJ000320_30.0419 


.C10 


Gene No . 


120642 








Strand 


+ 




Start 


13770 








End 


15921. 




Name 


OJ000320 30, 


.0419. 


ClO.ol 


. tw 


Method ■ 


TBLASTX: Wheat' 




Start 


8483 








End 


8 959 . 




GI 


none.,,. . 








Score 


101 




Exons 


84 83?. : .8554, 


8484 . 


.8558, 


8484. 


.8564, 8 


573. .8959, 8574 . .8 


921, 




8575. .8958 














Seq. No. 


57659 








Seq. ID 


OJ000320_30.0419 


.C10 


Gene No. 


120642 








Strand 


+ 




Start 


13770 








End 


15921 




Name 


OJ000320 30. 


,0419. 


C10.o4 


. ts 


Method 


TBLASTX: Soybean 




Start 


8490 








End * 


8831 




GI 


none 








Score 


95 




Exons 


8490. .8603, 


8516. 


.8596, 


8622. 


.8831, 8 


627. .8752 





58133 



Seq. No. 
Gene No. 
.Start- 
Name 
Start 
GI - 
Exons 



57659 
120642 
'13770 

OJ000320_30 .0419. CIO . o4 . gs 

13770 

none 



Seq. ID OJ000320_30. 0419. CIO 

Strand + 

End 15921 

Method GENSCAN 

End 15921 

Score . 58 



13770. .14394, 14518.-14711, 15100 .. 15262 , 15740 .. 15829, 
15869.. 15921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57660 
120643 
1 

OJ000320_30.0419.Cll.ol.np 
1 

6686408 
1. .291 

(AC007234) F1E22.7 [Arabidopsis thaliana] 



Seq. ID OJ000320_30.0419.C11 
Strand 

End 448 

Method AAT/NAP 

End 291 

Score 121 



57660 

120643 

1 

OJ000320_30.0419.Cll.ol.gs 
57 

none 
57. .448 



Seq. ID OJ000320_30.0419.C11 
Strand 

End 448 

Method GENSCAN 

End 448 

Score .77 



Seq. No. 57660 
Gene No. *- .120644 

Start 2291 

Name OJ000320_30 . 04 19 . Cll . ol . tm 

Start 2 

GI none 

Exons 2.. 205, 3.. 209 



Seq. ID OJ000320_30. 0419. Cll 
Strand 

End 324 9 

Method TBLASTX: Maize • 

End 209 

Score 191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
'.Gene No.;. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



57660 

120644 

2291 

OJ000320_30.0419.Cll.o2.gs 

2291 

none 

2291.. 2456, 3191.. 3249 



Seq. ID OJ000320_30. 0419. Cll 
Strand 

End 3249 

Method GENSCAN" 

End 3249 

Score .58 



57661 
120645 
400 " 

OJ000320_30.0419.C14 .ol.np 
400 

6630699 
400. .478 . 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000320_30.0419.C14 

Strand + 

End.. • 478... . . 

Method AAT/NAP 

End 478 

Score 71 



57661 

120646 

1475 

OJ000320_30. 0419.C14 .o2.np 



Seq. ID OJ000320_30.0419.C14 
Strand 

End 3127 

Method AAT/NAP 



58134 



Start 618 End 2587 

GI 5922620 Score 15.7 

Exons 618.. 766, 2148.. 2212, 2250.. 2587 

GI Descrip.. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


57661 


Seq. ID 


OJ000320_30.0419.C14 




Gene No. 


120646 


Strand 






o tar l 


1475 * 


End 


3127 




Name 


OJ000320 30.0419.C14.ol.gs 


Method 


GENSCAN 




btart 


1475 


End 


3127 






none 


Score 


.57 




Exons 


1475. .1538, 2076. .2247, 2410. 


.2551, 2596.. 2793, 3095.. 3127 




beq . no . 


57662 


Seq. ID 


OJ000320_30.0419.C15 




Gene No. 


120647 


-'Strand 


+ 




Start 


364 


: End 


7788 




. Name 


OJ000320 30.0419.C15.ol.gs 


Method 


GENSCAN 




Start 


364 


End 


5593 






none 


Score- 


.49' 




Exons 


364. .452, 680. .824, 1348..1'452, 1540.. 


1701, 2669. .2767, 






2854. .2956, 3040 . . 368 6% 428 1 . 


.4560, 4784.. 4903, 5572.V5593" 


ry 


beq. jno . 


57662 


Seq. ID 


OJ000320_30.0419.C15 




bene ino . 


120647 


Strand 


+ 




OlaiL 


364 


End 


7788 




Name . 


OJ000320 30.0419.C15.o2.np 


Method 


AAT/NAP 




Start 


540 


End 


2327 


I •=? 


C T 


6539586 


Score 


170 


3 


Exons 


540. .566, 1748. .2056, 2105. .2327 




r,^ 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


~ : -= 


beq. no. 


57662 


Seq. ID 


OJ000320_30.0419.C15 




Gene No . * 


120647 


Strand"; 


+ 


. 


otart 


364 


End 


7788" 




Name 


OJ000320 30.0419.C15.ol.np 


Method 


AAT/NAP 


f 7\ 


O Lai L 


793 


End 


876 




GI 


6630699 


Score 


82 




Exons 


. 793. .876 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi | 6721536 | dbj | BAA89566. 1 | (AP001073) 


hypothetical protein 






[Oryza . sativa] ■ 








Seq. No. 


57662 


Seq. ID 


OJ000320_30.0419.C15 




Gene No. 


120647 1 


Strand 


+ 




. Start 


364 


.End 


7788 




Name 


OJ000320 30.0419.C15.o3.np 


Method 


AAT/NAP 




Start 


1987 


End 


3766 




GI 


6721561 


Score 


324 




Exons 


1987. .2048, 2623. .2980,. 3140. 


.3766 






GI Descrip. 


..(AP001073) EST AU082058 (C12976) corresponds to a region of 1 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 



the 



gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 



58135 



protein [Oryza sativa] 



Seq. No.i 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57662 
120647 
364 

OJ000320 
4716 
6634764 
4716. .4913, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6748, 7189. .7280, 7676. .7788 
(AC009917) Strong similarity to gb|AF021220 Nicotiana tabacum 
cation-chloride co-transporter and contains an amino acid 
permease PF 100324 domain. [Arabidopsis thaliana] 



30.0419.C15,o4.np 



6231.. 6312, 6662. 



OJ000320_30.0419.C15 
+ 

7788 
AAT/NAP 
7788 
373 





Seq. No. 


■57662 


Seq. ID 


OJ000320_30. 


.0419. 


C15 




Gene No. 


120648 


Strand 










Start 


6688 


End 


7453 








Name 


OJ000320 30.0419.C15.o2.gs 


Method 


GENSCAN 








Start 


6688 


■ End 


7453 








GI 


none 


Score 


.56 








Exons 


6688. .6704, 7414. .7453 












Seq. No. 


57663 


Seq. ID 


OJ000320_30. 


.0419. 


C16 




Gene No. . 


120649 


Strand 


+ 






eg 


Start 


558 


End 


4593 








Name 


OJ000320 30.0419.C16.ol.gs 


Method 


GENSCAN 






f Hi 


Start 


558 


End . 


4461 






■f If 


GI 


none 


Score 


.66 








Exons 


; 558..806, 892. .1006, 1714., 


,1908, 2602. 


.3002, 3249., 


.3332, 








3497. .4461 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57663 Seq. ID 

120649 Strand 
558 End 
OJ000320_30 . 04 19 . C16 . ol . np Method 
610 , End 

6634764 *' Score 

610. .806, 892. .1006, 1714. .1908, 2602. 
3497. .4593 

(AC009917) Strong similarity to gb|AF021220 Nicotiana tabacum 
cation-chloride co-transporter and contains an amino acid 
permease PF 100324 domain. [Arabidopsis thaliana] 



OJ000320_30.0419.C16 
+ 

4593 
AAT/NAP 
4593 
2978 
.3002, 3249. 



,3410, 



57663 

120649 

558 

OJ000320_30.0419.C16.ol.gp 
1840 

8209_1.R1084 

1840-. .1908, 2602.. 3002, 3249, 
•2582381 1.0e-146 (AF021220) 
[Nicotiana tabacum] 1 



Seq. ID OJ00032Q_30.0419.C16 

Strand + ' ' 

■End' 4593 . . 

Method AAT/GAP 

End 3736 

Score 1676 
.3410, 3497, .3736 
cation-chloride co-transporter 



Seq. No. 57663 ^ Seq. ID 

Gene No. 120650 " Strand 

Start 3845 End 

Name OJ000320_30 . 04 19 . CI 6 . ol . t s Method 

Start 1825 End 



OJ000320_30.0419.C16 
4640 

TBLASTX : Soybean 
3891 



58136 



bl 


none 








Score 


43 


Exons 


1 QOR 1 QQ A 


lO DO . 


. 1 y j j, 


Z004 . 


.3009, 2588. .3001, 3543. .3650, 




oj4 o . . jooU, 


JJ bZ . 


OQQQ 
. OOO O , 


JJDO . 


.3891 




Seq. No. 


57663 








Seq. ID 


OJ000320_30.041'9.C16 


Gene No. 


120650 








Strand 




04._y.J- 

b cart 










End 


4640 


Name 


UJUUUOZU jU 


C\A 1 Q 

. 1 y . 


bib. OJ 




Method 


TBLASTX: Maize 


Start 


1 boo 








End 


2812 




none 








Score 


85 


Exons 


i qcq 1QHQ 

iojo... i yuo , 


1 QCQ 

it? o y . 


. 1 y jo , 


Zoo / . 


.2811, 2588. .2812 


beq. No. 


C "7 £T d "3 
0 / DO J 








Seq. ID 


OJ000320_30.0419.C16 


Gene No. 


120650 • 








Strand 




Start 


3845 








End 


4640 


Name 


UJUUUJZU jU 


. U4i y . 


bib .Ol 


. tc 


Method 


TBLASTX: Cress 


bear t 


z / y o 








End 


3420 


C T 


none 








Score 


350 


Exons 


z / yo . . juui, 


z / y 0 . 


. z y bo , 


Z oUU . 


.3009, 3247.. 3279, 3247.. '3408, 




-30/10 TylfiQ 


jj^ / . 


. J 4 1 U , 


00Z0 . 


.3420 




beq. No. 


0 / boo 








Seq. ID 


OJ000320_30.0419.C16 


Gene No. 


IZUooU 








Strand 




Start 


3845 








End 


4640 


Name 


OJ000320_30 


.0419. 


C16.01 


. tm 


Method 


TBLASTX: Maize 


btart 


zb bl 








End 


4119 


bl 


none 








Score 


258 


Exons 


Zo bl . . JUU / , 


Zo bl . 


. z y do , 


Z 0 bb . 


.3009, 3250. .3408, 3251. .3409, 




jZjj . . J4 1U , 




. o4 1U , 


04 yo . 


.4118, 3495.. 3656, .3496. .4119, 




y b . . 4 1U4 












beq. no. 


57663 








Seq. ID 


OJ000320_30.0419.C16 


Gene No . 


120650 








Strand 




Start 


3845 








End 


4640 


Name 


- OJ000320 30 


.0419. 


C16.o2 


.gp 


Method 


AAT/GAP 


btart 


3845 








End 


'4640 


bl 


4433 1.R1084 






Score . '■ 


1549 . 


Exons 


3845'. .4640 












GI Descrip. 


'2582381 2. 


Oe-83 


(AF021220)- cation-chloride co-transporter 




[Nicotiana 


tabacum] 1 








Seq. No. 


57663 








Seq.. ID. 


OJ000320_30.0419.C16 


Gene No. 


120650 








Strand 




btart 


3845 








End ' 


4640 ' 


Name 


OJ000320 30 


.0419. 


C16.o'3 


• ts . 


Method 


TBLASTXc.Soybean 


Start 


3903 








End 


4116 


bl 


none 








Score 


205 


Exons 


3903. .4115, 


3910. 


.4116, 


3925. 


.4116 




oeq . no . 


57663 








' Seq. ID 


OJ000320_30.0419.C16 


Gene No. 


120650 








Strand 




Start 


3845 








End 


4640 


Name 


OJ000320-. 30 


.0419. 


C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4120 








End 


4622 


GI 


none 








Score 


462 


Exons 


4120. .4446, 


4120. 


.4605, 


4127. 


.4612, 4128. .4598, 4146. .4622, 



4498. .4611 



58137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000320_30.0419.C16 
4640 

TBLASTX: Soybean 
4521 
118 

4120. .4203, 4143. .4202, 4245. .4520, 4246. .4446, 4273. .4521, 
4308. .4520, 4498. .4521 



57663 Seq. ID 

120650 Strand 

384 5 End 

OJ000320_30 . 04 1 9 . CI 6 . o2 its Method 

4120 End 

none Score 



Seq.. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 

GI Descrip. 



57664 
120651 
1 

OJ000320_30.0419.C17.ol.gp 
1 

4433_1.R1084 
1..258 

'2582381 2.0e-83 (AF021220) cation-chloride co-transporter 
[Nicotiana tabacum] 1 



Seq. ID OJ000320_30.0419.C17 
Strand 

End 258 

Method AAT/GAP 

End 258 

Score 516 



Seq. No. 57664 

Gene No. 120652 

Start 617 

Name OJ000320_30 . 04 1 9 . C17 . ol . gs 

Start - 617 

GI none 

Exons 617.. 760, 1267.. 1436, 1557, 

Seq. No. 57665 

Gene No. 120653 

Start 1385 

Name OJ000320_30 . 04 19 . C18 . ol . gs 

Start 1385 

GI none 

Exons 1385.. 1594 



Seq. ID OJ000320_30. 0419.C17 
Strand 

End- 2382 

Method GENSCAN 

End 2382 - v 

Score .71 
,1843, 2231. .2382 

Seq % ID OJ000320_30.0419.C18 
Strand 

End 1594 

Method GENSCAN 

End 1594 

Score . 98 



Seq. No. . 57666 

Gene No. 120654 ■ 

Start 685 

Name OJ000320_30 . 04 19 . CI 9 . ol . gs 

Start 685 

GI. none 

Exons 685... 851, 946. .100.9 .. 

Seq. No. 57667 . 

Gene No. 120655 

Start 808 

Name OJ000320_30 . 04 19 . C20 . ol . gs 

Start 808 

GI none 

Exons 808.. 1117 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_30 . 04-19 ; CI 9 

+ • 

1009 

GENSCAN 

1009 

.84 



OJ000320_30.0419.C20 

+ . 

1117 

GENSCAN 

1117 

.7 



Seq. No. 57668 . V. .Seq. ID 

Gene No. 120656 Strand 

Start 1 " End 

Name OJ000320_30 .0419. C23 . ol . np Method 

Start 1 End 



OJ000320_30.0419.C23 

.+ " 

1047 

AAT/NAP 

1044 



58138 



GI. 6983860 Score 1513 

Exons 1 . . 1044 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] ■ 



Seq. No. 57668 

Gene No. 120656 

Start 1 

Name OJ00.0320_30.0419.C23.ol.gs 

Start 211 

GI none 

Exons 211.. 1047 



Seq. ID OJ000320_30.0419.C23 

Strand + 

End 1047 

Method GEN SCAN 

End 1047 

Score .75 



Seq. No.- 57668 

Gene No. 120657 

Start 1707 

Name OJ000320_30 . 04 19 . C23 . ol . tw 

Start 103 

GI none 

Exons 103.. 666, 123.. 665 



Seq. ID OJ000320_30.0419.C23 
Strand 

End 2709 

Method TBLASTX : Wheat 

End 666 

Score 668 



Seq. No, 
Gene No. 
Start 
'Name 
Start 
GI 

Exons 



57668. 

120657 

1707 

OJ000320_30.0419.C23.ol. tm 

220 

none 



Seq. ID OJ000320_30.0419.C23 

Strand - • 

End 270'9 

Method TBLASTX : Mai ze 

End 804 - 

Score 230 



220. .381, 226. .372, 228. .383, 228. .374, 378. .680, 379. .804 



Seq. No. 57668 

Gene No. 120657 

Start 1707 

Name OJ000320_30 .0419. C23 . o2 . tw 

Start 666 

GI none 
Exons 



Seq. ID OJ000320_30.0419.C23 
Strand 

End 2709 

Method TBLASTX : Wheat 

End 999 

Score 377 



666. .740, 667. .999, 670. .771, 759. .806 



Seq. No. 57668 

Gene No. 120657 

Start. 1707 

Name OJ000320_30 . 04 19 . C23 . o2 . tm 

Start 808 
GI . none 
Exons 



Seq. ID OJ000320_30.0419.C23 
Strand 

End 2709 

Method TBLASTX : Mai ze 

End . . 1051 

Score 17 9. . . 



808. .1020, 838. .1020, 1013 . .1051 , 1022 .. 1051 



Seq. No. 57668 

Gene No. 120657 

Start 1707 

Name . . , OJ0.00320_30 . 04 19 . C23 . o2 . gs 

Start 1707 

GI none 

Exons 1707.. 2058, 2063.. 2151 



Seq. ID OJ000320_30.0419.C23 
Strand 

End 2709 

Method GENSCAN 

End 2151 

Score .89 



Seq. No. 57668 

Gene No. 120657 

Start 1707 

Name OJ000320_30 . 0419 . C23 . o2 . np 



Seq. ID OJ000320__30.0419.C23 
Strand 

End 2709 

Method AAT/NAP 



58139 






otart 


1 Q HQ 


bna 


O "7 n Q 

z /uy 




bl 


cqcoi on 


Score 


"3/11 
OH 1. 




Exons 


loUo. .££o// £bui. /uy • 








GI Descrip . 


iAiiii/ZDoj zriDUUUiu.,. i [.uryza 


• 

sativa J 






beq. no. 


D / DDO 


beq. liJ 


UJUUUJZU JU.U4iy.bZJ 




bene ino. 


120657 


Strand 






Start 


1707 


End 


2709 V 




Name 


OJ000320 30.0419.C23.ol.gp 


. Method 


AAT/GAP 




b r.ar u 


2355 


End 


Z ft Z O 




r* t 
bl 


uC-osroM202024h08al 


Score 


0 U 




Exons 


2355. .2426 








bi uescrip. 


, 5852170/emb|AL117265.1|OST17804 5.0e- 


uryza sariva 






i'ndica (GLA4 )' genomic DNA, chromosome 


h , rSAb Clone ! 1 1 foUH 




beq. no. 


57669 


Seq. ID 






bene lno. 


120658 ' 


Strand 


+ 






1 


End 


167 




Name 


OJ000320 30.0419.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


167 




H T 


6063554 


Score 


99 




Exons 


1. .167 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ; 


' . - 




correspond to a region of- the 


predicted gene.; hypothetical 






protein [Oryza sativa] 






V I 
f \ 1 


Seq. No. 


C "7 f f~ Cl 

57669 


Seq. ID 


OJ000320_30.0419.C24 


Gene No. 


120659 


Strand 


+ 


E3 


otari 


351 


End 


588 i. 




Name 


OJ000320 30.0419.C24.ol.gs 


Method 


GENSCAN 




OH i t~4- 

otart 


351 


End 


588 




C T 


none 


Score 


.76 




Exons 


351. .354, 548. .588 








beq. no. 


57669 


Seq. ID 


OJ000320_30.0419.C24 


L . : 


Gene No. 


120660 


Strand 




r ~ 


'Start 


177 


End 


4454 




Name 


OJ000320 30.0419.C24 . o2 . np. 


Method 


AAT/NAP 


f : % 


btart 


177 


End 


3812 


j= 4=. 




5852180 


Score 


59 


: . ; 


Exons 


177. .264, 3775. .3812 








bl uescrip,. 


(AL117265) zhbOOOlQ.l [Oryza 


sativa] 






beq. no. 


57669 


Seq. ID 


OJ000320_30.0419.C24 




Gene_ No. 


120660 ... 


Strand 






Start 


177 


End 


4454 




Name 


OJ000320 30.0419.C24.o2.gs 


Method 


GENSCAN 




otart 


1343 


End 


4454 




bl 


none 


Score 


.4 




Exons 


1343. .1447, 1927. .2006,' 2313. 


.2418, 2820. .3379, 3498. .3553, 






3733. .3811, 4134. .4454 








Seq. No. 


57670 


Seq. ID 


OJ000320 30.0419.C25 




Gene No. 


120661 


Strand 


+ 




Start 


345 


End 


419 




Name 


OJ000320 30.0419.C25.ol.gs 


Method 


GENSCAN 




Start 


345 


End 


419 



58140 



GI 

Exons 



none 

345. .419 



Score 



.95 



Seq. No. 57670 - -.- ■ Seq.. ID OJ000320_30 . 0419 . C25 

Gene No." 120662 • Strand. + 

Start 2803 End 2957 

Name OJ000320_30 . 04 19 . C25 . ol . gp Method AAT/GAP 

Start 2803 End 2957 

GI LIB3431-029-P1-N1-A3 Score 294 

Exons 2803.. 2957 

GI Descrip. 1 4585992/gb | AAD25628 . 1 | AC005287_30 6.0e-15 (AC005287) 
Hypothetical protein [Ar-abidop'sis thaliana] 1 



Seq. No. 


57671 




Seq. ID 


OJ000320__30 


0419. C26 


Gene No. 


120663 




Strand 


+ 




Start 


63 




End 


726 




Name 


OJ000320 30.0419.C26.ol 


gs 


Method 


GENSCAN 




Start 


63 




End 


.726 




GI. 


none 




Score 


.64 • 




Exons 


-63. .267, 345. .490, 542. . 


726 








Seq. No. 


57671 




Seq. ID 


OJ000320_30 


0419. C26 


Gene No. 


120664 




Strand 






Start 


1 




End 


2340 




Name 


OJ000320'^ 30.0419.C26.ol, 


np 


Method 


AAT/NAP 




Start 


1 : 




End 


2340 




GI 


4185136 




c 'Score 


186 




Exons 


1..49, 922. .1793, 2293.. 


2340 








GI Descrip. 


(AC005724) putative trehalose 


-6-phosphate synthase 


[Arabidopsis 



thaliana] 



Seq. No. 57671 Seq. ID 

Gene No. 120664 Strand 

Start 1 End 

Name OJ000320_30 . 04 19 . C26 . ol . gp Method 

Start 5 End 

GI none - Score 

Exons 5.-429 



OJ000320_30.0419.C26 

2340 
AAT/GAP 
429 
817 



Seq. No. 57671 

Gene No. 120664 

Start . 1 . 

Name OJ000320_30 . 04 19 . C26 . ol , 

Start '923 

GI none 

Exons 923.. 964, 930.. 962, 990, 
1082. . 1222, 1086. .1259, 



tm 



1079, 



Seq. ID 
Strand 
End 

Method 
End' 
Score 
992 



OJ000320 30.0419.C26 



2340 

TBLASTX: Maize 
1293 
44 

1078, 997.. 1080, 



1000... 1080, 



1087; .1260, 1087. .1293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, ID OJ000320_30,0419.C27. 



57672 
120665 
1 

OJ000320_30.0419.C27.o2.np 
1 

133416 
1..59, 2557. .2795 

DNA-DIRECTED RNA POLYMERASE BETA CHAIN gi | 6697 0 I pir || RNRZB 
DNA-directed RNA polymerase (EC 2.7.7.6) beta chain - rice 



Strand 
End 

Method 
End 

Score - 



+ 

2795 
AAT/NAP 
2795 • 
162 



58141 




chloroplast gi 1 1197 1 1 emb | CAA3398 6 I (X15901) RNA polymerase beta 
subunit [Oryza sativa] 





Seq. No. 


57 672 


Seq. ID 


OJ000320 


30 


.0419 


. C27 




Gene No. 




Strand 


+ 










Start 


1 


End 


2795 










Name 


/"\TAAA"3AA "3 A A vl "1 A A "7 ~ i 

OJ000320 30 . 04 1 9 . C27 . ol . gs 


Method 


GENSCAN 










Start 


C C A 

559 


End 


1008 










GI 


none 


Score 


. 43 










Exons 


559. .1008 














beq. No. 


57672 


Seq. ID 


OJUUU J2U 


O A 

3D 


A /I 1 A 


. C27 




Gene No. 


120666 


Strand 












Start 


• 950- • 


' End 


A O O A 

2384 










Name 


OJ000320 30.0419.C27.ol.np 


Method 


Tl 7\ m / XT 7\ T~\ 

AAT/NAP 










Start 


950 


End . 


A O O A 

238 4 










GI 


6815052 


Score 


A A 

42 










Exons 


950.. 1066, 2224.. 2384 














GI Descrip. 


(AP001080) hypothetical -protein [Oryza 


sativa] 










Seq.' No. 


57672 


Seq. ID 


OJ000320 


_30 


.0419, 


. C27 




Gene No. 


120666 


Strand 












Start 


950 


End 


238 4 * 










Name 


OJ000320 30.0419.C27.o2,.gs ' 


Method 


GENSCAN 










Start 


1854 


End 


2141' 








>K 
i.' e 


GI 


none 


Score- 


.86 










Exons 


1854. .2141 














Seq. No. 


57673 


Seq. ID 


^\ r\ a a a a 

OJ000320_ 


_30 


.0419. 


. C28 




Gene No. 


120667 


Strand 


+ 










Start 


335 


End 


607 








ry 


Name 


OJ000320 30.0419.C28.ol.gs 


Method 


GENSCAN 










Start 


,335 


End 


607 








2 


GI 


none 


Score 


.89 










Exons 


335. .607 












b — 


Seq. No. 


57673" 


Seq.. ID 


r\ T A A A A A A 

OJ000320 


A A 

_30 


.0419. 


. C28 




Gene No. 


120668 


Strand 










r ~ 


start 


2844 


End 


A A f A 

2 969 










Name 


OJ000320 30.0419.C28.o2.gs 


Method 


GENSCAN 










Start 


2844 


End 


2969 










GI 


none 


Score 


.51 










Exons. 


. 2844 . .2969 














Seq. No. 


57674. 


. , Seq. . ID 


OJ000320 


.3 0 , 


.0419.. 


. C2.9 




Gene No. 


120669 


Strand 












Start 


294 


End 


1584 










Name 


OJ000320 30.0419.C29.ol.gs 


Method 


GENSCAN 










Start 


294 


End 


1584 










GI 


none 


Score 


.77 










Exons 


294. .467, 564. .719, 1215. .1334, 1459.. 


1584 










Seq. No. 


57674 


Seq. ID 


OJ000320_ 


_30. 


.0419. 


C29 




Gene No. 


120669 


: ^Strand 












Start 


294 


End 


1584 










Name 


OJ000320 30.0419.C29.ol.tm 


Method 


TBLASTX: Maize 






Start 


612 


End 


1572 









58142 




C T 


none 


Score 


120 




Exons 


CIO T1 Q ri O Ton CO Q T)/1 

biz. . /lb*/ olo. . /ZU, bzy. . /z4, 


633. .719, 


, 1206.. 1334, 1209.. 1, 




1 O 1 O 1 TTC lOIC 1 O O C 1 /I C c 

lzlj. . lj Jo, 121o..looo, 14do. 


.1572, 1457.. 1570 




beq. no. 


3 / 0 / 4 


Seq. ID 


OJ000320_30.0419 


.C29 


Gene No. 


120669 


Strand 






Start 


294 


End ' 


1584 




Name 


ujuuuovu ju. u^iy.t^y.oi.np 


Method 


AAT/NAP 




btart 


i i on 

1 loy 


End-- 


1571 




bl 


1 X DUO / 1 


Score 


257 




Exons 


1 1 OQ 1 OOyl 1 / C Q 1 C 11 

iioy..ioo4, i4oy . . 1j /i 








GI Descrip. 


(Aj^D^izz; enaoriDonuciease jl 


[Arabidopsis thaliana] 




beq. no. 


0 / D / D 


Seq. ID 


OJ000320_30.0419 


.C30 


Gene No. 


120670 


Strand 






Start 


1 


End 


1909 




Name 


ujuuujzu ou . u 4 i y . bou . oi . np 


Method 


AAT/NAP 




b tart 


i 


End 


1909 




t 
bl 


/ 1 oUo / 1 


Score 


272 




Exons 


1 oq o a i ni < icno i con 
1 . .jo, obo... 1U14, loUJ-.lbzy, 


1859. .1909 




GI Descrip. 


\Fl\jzdz±£Z) enaor iDonuciease b 


[Arabidopsis thaliana] 




Seq. No. 


57675 ; 


Seq. ID 


OJ000320_30.0419 


non 

. CoU 


Gene No. 


120670"' 


Strand 






otart 


1 


End 


1909 




Name 


OJ000320 30.0419.C30.ol.gs 


Method 


GENSCAN 




b car l 


254 


End 


1627 




r* t 
bl 


none 


Score 


.9 




Exons 


254.. 334, 867.. 1014, 1503.. 1627 






beq. no. 


57676 


Seq. ID 


OJ000320_30.0419 


.C31 


Gene No. 


120671 


Strand 






Start 


1 


End 


842 




Name 


OJ000320 30.0419.C31.ol.np 


Method 


AAT/NAP 




b tart 


1 


End 


842 




C T 

bl 


7160671 


Score 


122 




Exons 


1..28, 453.. 672, 805. .842 , 








GI Descrip , 


(AJ252122) endoribonuclease E 


[Arabidopsis thaliana] 




Seq. No. 


57676 


Seq. ID 


OJ000320_30.0419 


. Col 


Gene No. 


120671 


Strand 






btart 


1 


End 


842 




Name 


OJ000320 30.0419.C31.ol.tm 


Method 


TBLASTX: Maize 




btart 


449 . • 


End ■ 


750 ' ■ '" 




bl 


.none 


Score 


283 




Exons 


449.. 661, 453.. 701, 453.. 695, 


454 . .711, 


700. .750 




Seq. No. 


57676 


Seq. ID 


OJ000320_30.0419, 


. Col 


Gene No. 


120671 


Strand 






bt art 


1 


End 


842 ' 




Name 


OJ000320 30.0419.C31.ol.gs 


Method 


GENSCAN 




Start 


457 


End 


795 




GI . 


none 


Score 


.53 




Exons 


457. .795 








Seq. No. 


57677 


Seq. ID 


OJ000320_30.0419. 


.C32 


Gene No. 


120672 


Strand 







58143 




Start 


1 




End 


6622 




Name 


UJUUUJ^U JU . U4 i y . Ljz . Ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


2723 




GI 


bl/oioo ^ 




Score 


160 




Exons 




.2723 








GI Descrip. 


(ALU114J/; anJcyrin-UKe 


protein [Arabidopsis thaliana] 




Seq. No. 


57677 




Seq. ID 


OJ000320_30.0419 


.C32 


Gene No. 


120672 




Strand 






Start 


1 


- 


End 


6622 




Name 


OJUUUo2U JU . U4 1 9 . Co2 . Ol 


.gs 


Method 


GENSCAN 




Start 


o o 

- 




End 


1548 




GI 


none 




Score 


.42 




Exons 


OO TOT TOO OC^ 1 y|T3 

2o..l2/, /2o..ob4, 14 M 


. .1548 








Seq. No. 


5/67/ 




Seq. ID 


OJ000320_30.0419, 


■ C32 


Gene No. 


120672 




Strand 






Start 


1 




End 


6622 




Name 


UJUUUJZU oU.U4iy.LJZ.O^ 


.gs 


Method 


GENSCAN 




Start 


1710 




End 


6622 




GI 


none 




Score 


.62 




Exons 


i/iu..i9ib, zooi-.z/jy, 


2824. . 


,2951, 3045. .3149, 3654. .3732, 




jo9d. .4180, 6499... 6622 










Seq. No. 


c ~~i s~ i a 

57 678 




Seq. ID 


OJ000320_30.0419, 


.C33 


Gene No. 


12067 3 




Strand 


+ 




Of 5T>f 

o car l. 


2788 




End 


9836 




Name 


OJ000320 30.0419.C33.o2 


.np 


Method 


AAT/NAP 




Start 


2788 




End 


9836 




GI 


6063554 




Score 


129' 




Exons 


2788. .2862, 9664. .9836 










GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4) ,C71850 (E04 64) ,098 611 (E04 64 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 










Seq. No. 


57678 




Seq. ID 


OJ000320_30.0419. 


.C33 


Gene No. 


120673 




Strand 


+ 




Start 


2788 




End 


9836 




Name 


OJ000320 30.0419.C33.ol 


.np... 


Method 


AAT/NAP 




Start 


4793 




End 


8378 




GI 


6691193 




Score 


2068 




Exons 


4793. .6952, 8360. .8378 










GI, Descrip. 


(AC007534) F7F22.17 [Arabidopsis thaliana] 




Seq. No. 


57678 . . 




Seq. ID . 


•OJ00.0320_30.'0419. 


,C33 


Gene No. 


120674 




Strand. 


+ 




Start 


11009 




End 


11800 




Name 


OJ000320 30.0419.C33.o3. 


.np 


Method 


AAT/NAP 




Start 


11009 




End 


11800 




GI 


4512231 




Score 


1259 




P von q 


11009. .11800 










GI Descrip. 


(AB014741) ORF0 protein 


[Oryza sativa] 






Seq. No. 


57678 




Seq. ID 


OJ000320_30.0419. 


,C33 


Gene No. 


120674 




Strand 


+ 




Start 


11009 




End 


11800 




Name 


OJ000320 30.0419.C33.o4. 


.gs 


Method 


GENSCAN 





58144 



Start 
GI 

Exons 



11009 
none 

.11009. .11730 



End 
Score 



11730 
.81 



Seq..No. 57678- 

Gene No. 120675 

Start 8455 

Name. .OJ000320__30 . 04 19 . 

Start 3481 • 

GI none 

Exons 3481.. 3834 



C33.o5. tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_30.0419.C33 
9581 

TBLASTX: Wheat 

3834 

201 



Seq. No. 57678 

Gene No. 120675 

Start 8455 

Name OJ000320_30 . 04 19. 

Start 5008 

GI none 

Exons 5008.. 5433, 5034. 
*, 

Seq. No. 57678 

Gene No. 120675 

Start 8455 

Name OJ000320_30 . 04 19 . 

Start 5008 • 

GI none 

Exons 5008.. 5412, 5025. 

Seq. No. 57678 

Gene No. 120675 

Start 8455 

Name OJ000320_30 . 04 19 . 

Start 5296 

GI none 

Exons 5296.-5658 



C33.ol. ts 



.5273, 5305. 



C33.o2. tw 



.5303, 5104, 



C33.o2. tm 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5421 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5382 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_30.0419.C33 
9581 

TBLASTX : Soybean 

5433 

382 



OJ000320_30.0419.C33 
9581 

TBLASTX: Wheat 
-5412 
414 



OJ000320_30.0419.C33 
9581 

TBLASTX: Maize 

5658 

215 



Seq, No-. 57678 

Gene No. 120675 

Start 8455 

Name OJ000320_30 .0419. 

Start 5509 

GI none 

Exons 5509.. 5940, 5517. 

Seq. No. 57678 . 

Gene No. 120675 

Start 8455 

Name OJ000320_30 . 0419, 

Start 5674 . 

GI none 

Exons 5674.. 6087, 5829, 

Seq. No. 57678 

Gene No. 120675 

Start 8455 

Name OJ000320_30 .0419, 

Start 5800 



C33.ol.tw 



5909, 5530, 



C33.ol. tm 



Seq. ID 
Strand 
End-., 
Method 
End 
Score 
.5916 

Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ0003'20_30.0419.C33 
9581 

TBLASTX: Wheat 

5940 

543 . 



OJ000320_30.0419.C33 
9581 

TBLASTX: Maize 

6222 

292' 



.5918, 5976. .6086, 6064. .6222 



C33.o3. ts 



Seq. ID 

Strand 

End. 

Method 

End 



OJ000320_30.0419.C33 
9581 

TBLASTX : Soybean 
6135 



58145 




GI 


none 








Score 


72 


Exons 


en r\r\ cqcc 
5oUU . . OODj, 


DO OD 


C 1 "3 /I 

. .6134, 


c o c c 
Do 66 . , 


.6135, 5926.. 6087 


Seq. No. 


<: - 57678 








Seq. ID 


OJ000320_30.0419.C33 


Gene No. 


120675 








Strand 




Start 


84 55 








End 


9581 


Name 


OJ000320_30 . 


.0419 


. C33 . o3 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5940 








End 


6246 


GI 


none 








Score 


101 


Exons - • 


594 U . . ol Jl , 


594z 


. . 14 , 


C C\ A A 

594 4. . 


.6246, 6152. .6214, 6192. .6236 


Seq. No. 


57678 








Seq. ID 


OJ000320_30.0419.C33 


Gene No. 


120675 








Strand 




Start 


8455 








End ■ 


9581 


Name 


OJ000320 30, 


.0419, 


. C33 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


6520 








End 


6874 


GI 


none 








Score 


81 


Exons 


652U . . DOOl , 


odZ 1 , 


/C C d o 

. . 6562 , 


6559 . . 


.6873, 6560.. 6874 


Seq. No. 


57678 








Seq. ID 


OJ000320_30.0419.C33. 


Gene No. 


120675 








Strand 




Start 


8455 








End 


9581 


Name 


OJ000320 30, 


.0419. 


. C33 . o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6521 








End 


6952 


GI 


none 








Score 


358- 


Exons ' 


6521 . . 6952 , 


6526 , 


. .687 9 








Seq. No. 


57678 








Seq. ID 


OJ000320_30.0419.C33 


Gene No. 


120675 








Strand 




Start 


O A C C 

84 55 








End 


9581 


Name 


OJ000320_30 , 


,0419, 


. C33 . o3 . 


gs 


Method 


GENSCAN 


Start 


8455 








End 


9581 


GI 


none 








Score 


.97 


Exons 


8455 . . 8788 , 


9568 , 


, .9581 








Seq. No. 


57679 








Seq. ID 


OJ000320_31.0419.C1 ■ 


Gene No . 


120676 








Strand 




Start 


• 129 








End 


2195 


Name 


OJ000320 31, 


.0419, 


,C1 . ol . tm 


Method 


TBLASTX: Maize 


Start 


120 








End 


1934 


GI 


none 








Score 


42 


Exons 


120. .203, 137. .211,. .138. 


.203, 


141. .290, 


197. ,289, 232. .291, 




292.. 333, 292.. 333, 293. 


.334, 


409. .507, 


410. .'493, 1464. .155.: 




1476. .1553, - 


1478, 


, .1558, 


1478'/. 


1555,- 1640. .1699, ' 1642. .1698, 




1644 . . 1715, 


1644. 


...1712, . 


1756. . 


192.9, 1779.. 1931, 1779.. 1934. 


Seq. No. 


57679 








Seq. ID 


OJ000320_31.0419.C1 


Gene No. 


120676 








Strand 




Start 


129 








End . 


2195 


Name 


OJ000320 31. 


,0419. 


Cl.ol.gs 


Method 


GENSCAN 


Start 


129 








End 


1705 


GI 


none 








Score 


.86 


Exons 


129. .218, 409. .492, 1478 


. .1552 


!, 1703. ,.1705 


Seq. No. 


57679 








Seq. ID 


OJ000320_31.0419.C1 


Gene No. 


120676 








Strand 




Start 


129 








End 


2195 



58146 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



OJ000320_31.0419.Cl.ol.gp Method 
182 - End 

23829J..R1084 Score . 

182. .332, 409. .492, 1478. .1552, 1645. 



AAT/GAP 

1930 

909 

,1698, 1782;. 1930 



'4519589/dbj I AB017542 . 1 1 AB017542 5.0e-29 Oryza sativa 
tranposable elemet RMu2-IR36 DNA, complete sequence 1 



57679 

120676 

129 

OJ000320_31.0419.Cl.ol.tc 

229 

none 



Seq. ID OJ000320_31.0419.C1 
Strand 

End 2195 

Method TBLASTX : Cress 

End 1934 

Score 129 



229. .333/ 231. .293, 409. .507, 410.. 493, 1476. .1553, 1476. .1553, 



1478.. 1555, 1640.. 1699, 1642. 
1765. .1929, 1768. .1848, 1779. 



,1701, 1642. .1698, 1644. .1700, 
,1934, 1785.. 1931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip-. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57679 

120676 

129 

OJ000320_31.0419.Cl.ol . np 
234 

6979325 



Seq. ID OJ000320_31. 041.9. CI 
Strand 

End, 2195 

Method AAT/NAP 

End 2195 

Score 662 



'234.. 332, 409. .492, 1478.. 1552, 1645.. 1698, 1782.. 1930, 
2174 . .2195 

(•AF172282) putative phosphatidylinositol 4-kinase [Oryza sativa] 



57679 • 
120676 
129 

OJ000320_31.0419.Cl.ol.ts 

409 

none 



Seq. ID OJ000320_31.0419.C1 
Strand 

End 2195 

Method TBLASTX : Soybean 

End 1933 

Score 83 



409. .507, 410. .493, 1476. .1553, 1476. .1553, 1477. .1554, 
1478. .1555, 1642. .1698, 1643. .1699, 1643. .1699, 1644. .1709, 
1768. .1848/ 1779. .1931, 1781. .1933, 1785. .1931 



Seq.. No. 57680 

Gene No. 120677 

Start 1 

Name OJ000320_31 . 0419 . C2 . ol . np 

Start 1 

GI 6815109 

Exons 1. . 41, 1885. .2065 
GI Descrip. (AP001Q81) hypothetical protein [Oryza sativa] 



Seq. ID OJ000320_31. 0419.C2 

Strand - : 

End 2065 

Method AAT/NAP 

End 2065 

Score 171 



Seq. No. 57680 

Gene No. 120677 

Start 1 

Name OJ000320_31 . 041 9 . C2 . ol . gs 

Start 1428 

GI none 

Exons 1428.. 1609 



Seq. ID OJ000320_31.0419.C2 
Strand 

End. 2065 

Method GENSCAN 

End 1609 

Score .46 



Seq. No. 
Gene No. 
Start 



57681 

120678 

2530 



Seq. ID 

Strand 

End 



OJ000320 31. 0419. C3 



2903 



58147 



Name OJ000320_31 . 04 19 . C3 . ol . gp Method AAT'/GAP - 

Start - 1855 End 2424 

GI 3761258 Score 782 

Exons 1855.. 2278, 2349.. 2424 

GI Descrip. . 4519589/dbj | AB017542 . 1 | AB017542 5.0e-29 Oryza sativa tranposable 
elemet RMu2-IR36 DNA, complete sequence 



'Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57681. 

120678 

2530 

OJ000320_31.0419.C3.o2 .gs 

2530 

none 

2530.. 2563, 2591 .. 2636, ■ 2678 . 



Seq. ID OJ000320_31.0419.C3 
Strand 

End 2903 

Method GENSCAN 

.End 2903 

Score .5 
.2903 



Seq. ID OJ000320_31.0419.C5 

Strand' + 

End 775 

Method AAT/NAP 

End 775 

Score 227 



57682 
120679 
1 

OJ000320_31.0419.C5.ol.np 
1 

6598711 
1..775 

(AC007197) putative disease .resistance protein [Arabidopsis 
thaliana] 



Seq. No. 57682 

Gene No. 120'679 

Start 1 

Name OJ000320_31 . 04 19 . C5 .* ol . ts 

Start 80 

GI none 
Exons 



Seq. ID OJ000320_31.0419.C5 

Strand + 

End 775 

Method TBLASTX : Soybean 

End 439 

Score 154 



80. .379, 119. .427, 145. .336, 263. .439, 323. .424 



Seq. No. 


57683 


Seq. ID 


OJ000320_31.0419.C8 


Gene No. 


120680 


Strand 


+ 


Start 


422 


End 


2832 


Name 


OJ000320- 31..0419.C8.ol.gs\ • 


,. Method 


GENSCAN 


Start 


422 ~ 


" End 


2832 


GI 


none 


Score 


.6 


Exons 


422. .546, 1832. .1883, 2635.. 


2832 




Seq. No. 


57683 


Seq. ID. 


OJ000320_31.0419,C8 


Gene No. 


1206.81 


Strand 




Start 


v 3648 


End " 


6647 


Name 


•O.J000320 31.0419.C8.o2.gs 


, Method 


GENSCAN , 


Start 


3648 


End 


6564 


GI 


none 


Score 


.61 - 


Exons 


3648. .4091, 4097. .4712, 6449 


. .6564 




Seq. No. 


57683 


Seq. ID 


OJ000320_31.0419.C8 


Gene No. 


120681 


Strand 




Start 


3648 


End 


6647 


Name 


OJ000320 31.0419.C8.ol.np 


Method 


AAT/NAP 


Start 


3651 


End 


6647 


GI 


6979324 


Score 


2153^'- - 


Exons 


3651. .4712, 6449..6647 






GI Descrip. 


(AF172282) hypothetical protein, similar to H. pilory nifS 



58148 




protein [Oryza sativa] 



beq. no. 


0 / DO ,5 




Seq. ID 


OJ000320_31.0419 


no 


Gene No . 


1 Z U too 1 




Strand 






btart 


o to4 o 




End 


6647 




Name 


UJUUUJZU j! 


.U4iy.Go.oi. tm 


Method 


TBLASTX: Maize 




Start 


jyz / 




End 


4264 




GI 


none 




Score 


38 




Exons 




jy^4 . . jy /z, 4uiy 


..4264, 4047. .4235 




Seq. No. 


57684 




Seq. ID 


OJ000320_31.0419. 


.C9 


Gene No. 


120682 




Strand 


+ 




btart 


Z 1 4 1 




End 


5578 




Name 


OJUUUJZU Jl 


. 0419.C9.o2.np 


Method' 


AAT/NAP 




Start 


01 1 c 

z 1 Id 




End 


5578 




01 


R O Q C; Q R T 

oz yoyoi 




Score 


100 




Exons 


011R OT3Q 

zno . . z o jy , 


5555. .5578 








Gl uescrip. 


( ABUz bz y 0 ) 


Similar to Herpesvirus papio BRRF2 homolog gene, 




partial cds 


. (U23857) [Oryza 


sativa] 






beq. No. 


D / too 4 




Seq. ID 


OJ000320_31.0419, 


.C9 


Gene No . 


IzUooz 




Strand 


+ 




Start 


Z 14 1 




End 


5578 




Name 


OJUUloZU- ol 


.0419.C9.o2.gs 


Method 


GENSCAN 




Start 


Z 1 4 1 




End 


4158 




GI 


none 




Score 


.51 




Exons 


Z 14 1 . . Z 1 / U , 


2225.. 2280, 3198 


..3405, 4096. .4158 




Seq. No. 


57684 




' Seq. ID 


OJ000320J31.0419, 


,C9 


Gene No. 


120683. 




Strand 






otart 


1 




End 


594 




Name 


OJ000320 31 


-0419.C9.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


594 




Gl 


6979324 




Score 


969 




Exons 


1..594 










GI Descrip. 


(AF172282) ] 


hypothetical protein, similar to H-. pilory nifS 




.protein [Oryza sativa] 








beq. No. 


57684 




Seq. ID 


OJ000320_31.0419. 


■ C9 


Gene No . 


120683 




Strand 






Start 


1 




End 


594 




Name 


OJ000320 31 


•0419.C9.ol.gs 


Method 


GENSCAN 




C4- a 

bt&r t 


. .121 




End . 


594 ... . 




Gl 


none 




•' Score 


■ .98 




Exons 


121.. 594 • 










Seq. No. 


57684 




Seq. ID 


OJ000320_31.0419. 


C9 


Gene No . 


120684 




Strand 






Start 


4489 




End. 


6325 




Name 


OJ000320 31 


.0419.C9.ol.gp' 


Method 


AAT/GAP 




Start 


4489 




End 


6325 




GI 


none 




Score 


823 




Exons 


4489. .4817, 


6210. .6325 . 








Seq. No. 


57684 




Seq. ID 


OJ000320_31.0419. 


C9 


Gene No. 


120685 




Strand 






Start 


10759 




End 


10928 





58149 



Name 

Start 

GI 

Exons 



OJ000320_31.0419.C9.o4.gs Method GENSCAN 

10759 End 10928 

none Score' .98- 
10759. .10928 4 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57685 
120686 
1 

OJ000320_31.0419.C10.ol.np 
1 

4680204 

1..57, 144. .317, 422. .1518, 1614. .3049 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000320_31. 0419. C10 
Strand 

End 4506 

Method AAT/NAP 

End 304 9 

Score 921 



57685 

120686 

1 

OJ000320_31.0419.C10.ol.gs 
109 ' 
none 



Seq. ID OJ000320_31. 0419. C10 
Strand 

End 4506 
Method GENSCAN 
End ' 4 506 ; ., ■ 

Score . 6 



109. .317, 422. .594, 673. .1107, 1109. .1251, 1377. .1518, 
1614. .1773, 1779. .2641, 2660. .3034, 4291. .4506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57685 

120686 

1 

OJ000320_31 .0419.C10.o2.tw 

1306 

none 



Seq. ID OJ000320_31.0419.C10- 

Strand - ' ' 

End 4506 

Method TBLASTX : Wheat 

End 2002 

Score 69 



1306.. 1524, 1608.. 1682, 1922.. 2002 



57685 

120686 

1 

OJ000320_31.0419.C10.ol.tw 

2003 

none 



Seq. ID OJ000320_31. 0419. C10 
Strand 

End 4506 
Method TBLASTX : Wheat 
End 2406 
Score ' 7 0 



2003.. 2173, 2004.. 2174, 2163.. 2303, 2168. .2404, 2210.. 2404, 
2266. .2406 



Seq. No. 57686 

Gene No. 1206.87 

Start 757 

Name OJ000320_31 . 04 19 . Cll . ol . gp 

Start 757. - 

GI LIB34 31-028-P1-N1-A10 

Exons 757.. 824, 852.. 1201 

GI Descrip. ' 4 680203/gb | AAD27566 . 1 | AF114 171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ000320_31. 0419. Cll 

Strand + 

End . 1201 

Method AAT/GAP 

.End . .1201 .... . . ■ ' . 

Score 754 



Seq. No. 57686 

Gene No. 120688 

Start 820 

Name. OJ000320_31 . 04 19 . Cll . ol . gs 

Start 820 

GI none 

Exons 820.. 1548, 1663.. 2733 



Seq. ID OJ000320_31. 0419. Cll 
Strand 

End 2862 

Method' • GENSCAN 

End 2733 

Score .51 



58150 



Seq. No. 57686 

Gene No. 120688 

-Start 820 l . 

Name OJ000320_31 . 0419 . Cll . ol . tw 

Start 895 

GI none 
Exons 



Seq. ID OJ000320_31. 0419. Cll 
Strand 

End 28 62 

Method TBLASTX : Wheat 

End 2212 

Score 104 



895.-987, 976. .1056, 1061. .1141, 1063. .1179, 1070. .1210, 
1081. .1209, 1157. .1252, 1189. . 1248, ■ 1255 1296, 1255. .1299, 
1260. .1301, 1294. .2211, 1309. .1626, 1487. .2212, 1583. .2212 



Seq. No. 57686 

Gene No. 120688 

Start ■ • 820 

Name OJ000320_3 1 . 04 19 . CI 1 . ol . np 

Start 1379 

GI 6742729 

Exons 1379.. 2862 

GI Descrip. (AF121139) RIM2 protein '[Oryza sativa] 



Seq. ID OJ000320_31. 0419. Cll 
Strand 

End 28 62 • 

Method AAT/NAP 

End 2862 

Score 2339 



Seq. No. 57686 

Gene No. 120688 

Start 820 

Name . OJ000320J31 . 04 19 . Cll . ol . tc 

Start ^ 1477 

GI none 
Exons 



Seq. ID OJ000320_31. 0419. Cll 
Strand 

End 2862 

Method TBLASTX: Cress 

End * 1924 

Score 87 



1477. .1626, 1477. .1920, 1487. .1924,, 1583. .1924 



Seq. No. 57686 

Gene No. 120688 

Start 820 

Name OJ000320_31 . 04 19 . Cll . ol . tm 

Start 1855 

GI none 

Exons 1855.. 2169, 1883.. 2158 



Seq. ID OJ000320_31. 0419. Cll 
Strand 

End 2862 

Method TBLASTX : Mai ze 

End 2169 

Score 144 



Seq. No. 57686 

Gene No. * 120688 ' 

Start w 820 

Name. OJ000320_31 . 04 19 . Cll . o2 . tw 

Start 2227 

GI none 
, Ex.ons 



Seq. ID OJ000320_31. 0419. Cll 
Strand 

End 28 62 

Method TBLASTX : Wheat 

End 2667 

Score 7 6 



2227. .2310, .2228. .2302, 2236. ..2382/ 2308 2547, 2365. .2535, 
2369.. 2548, 2522.. 2665, 2545.. 2667 



Seq. No. 57687 
Gene No. 120689 
Start 1035 

Name . OJ000320_31 . 04 19 . C12 . ol . gs 
Start 1035 
GI none 

Exons 1035.. 1140, 1270.. 1284 

Seq. No. . 57'687 
Gene No. 120690 

Start • 11589 

Name OJ000320_31 . 04 19 . C12 . o4 . gs 



Seq. ID OJ000320_31.0419.C12 

Strand + 

End 1284 

Method GENSCAN 

End 1284 

Score .58 



Seq. ID OJ000320_31.0419.C12 

Strand + 

End 14792 

Method GENSCAN 



58151 



Start 
GI 

Exons 



11589 . ■ End 14792 

none Score .46 

11589. .11889, 12638. . 12705, 13372 .. 1354.7 , 13733 .. 13898 , 

14679. .14792 



Seq; No. 57687. Seq. ID 

Gene No. 120690 Strand 

Start 11589 End 

Name OJ000320_31 .0419. C12 . o2 . gp Method 

Start 13017 End 

GI 1854336 Score 
Exons *~" 13017.. 13305 



OJ000320_31.0419.C12 
+ 

1,4 7 92 
AAT/GAP 
13305 
541 



Seq. No. • 57687 Seq. ID- 
Gene No. 120691 Strand 
Start 2899 End 
Name OJ000320_31 . 04 19 . C12 . ol . gp Method 
Start 2531 End 
GI none 'Score 
Exons 2531.. 3030 



OJ000-320_3-l . 0419 . C12 

4336 
AAT/GAP 
3030 
899 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons ■ 



57687 Seq. ID 

120691 Strand 

2899 End 

OJ000320_3l.0419.C12.o2.gs .Method 

2899 ' , End 

none Score 



OJ000320_31.0419.C12 

4336 
GENSCAN 
4 336 > " 
.83 



2899.-3326, 3443.. 3605, 3806.. 3991, 4109.. 4336 



57687 

120691 

2899 

OJ000320_31.0419.C12.ol.np 

2902 

6979323 



Seq. ID OJ000320_31.0419.C12 



Strand 
End 

Method 

End 

Score 



4336 
AAT/NAP 
4336 
1609 



2902.. 3326, 3443.. 3605, 3806.-. 3991, 4109.. 4336 
(AF172282) -putative peroxidase ' [Oryza sativa] 



57687 Seq. ID 

120692 Strand 

5122 End 
OJ000320_31.0419.C12.o3.gs Method 

5122 End 

none Score 
512.2. .5215, .5566. .5645 



OJ000320_3.1.0419.C12 

5645 

GENSCAN 

5645 

.53 •' •' ; " ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



57687 Seq. ID 

120693 Strand 

13208 End 13510 

OJ000320_31 . 0419 . CI 2 . o2 . np Method AAT/NAP 

13208 End 13510 

6979322 Score 525 
13208. .13510 

(AF172282) unknown protein [Oryza sativa] 



OJ000320 31.0419.C12 



57687 
120694 



Seq. ID 
Strand 



OJ000320 31.0419.C12 



58152 



Start 
Name 
Start 
GI 

Exons 



15005 

OJ000320_31.0419.C12.ol.tm 

28 93 

none 



End. 15267 

Method TBLASTX : Maize 

End u 3336 

Score 55 



2893.. 2934, 2896.. 2934, 2897.. 2935, 2938.. 3336, 2941.. 2976, 
2942.. 3331 . 



Seq. No. 57687 Seq. ID OJ000320_31 . 04 19 . C12 

Gene No. 120694 Strand 

Start 15005 End 15267 

Name OJ000320_31 .0419. C12 . ol . ts Method TBLASTX : Soybean 

Start 2899 End 4258 

GI none Score 69 

Exons 2899.. 3186, 3095.. 3187, 3193.. 3252, 3250.. 3336, 3251.. 3349, 

3444. .3623, 3487. .3600, 3776. .3958, 3816. .3929, 3965. .3991, 
4109. .4258 



Seq. No. 57687 

Gene No. 120694 

Start 15005 

Name OJ000320_31 . 0419 . C12 . ol . tc 

Start 3253 

GI none 
Exons 



Seq. ID OJ000320_31.0419.C12 
*• Strand 

End 15267 

Method TBLASTX : Cress 

End 4252 

Score 103 



3253. .3336, 3444. .3530, 3537. .3605, 3794.. 3991, 3795. .3992, 
4109. .4252 ... - / ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



57687 

120694 

15005 

OJ000320_31-0419.C12.o2.tm 

3810 

none 



Seq. ID OJ000320_31.0419.C12 
Strand 

End 15267 

Method TBLASTX : Mai ze 

End 4279 

Score 129 



3810.. 3953, 3812.. 3955, 3905.. 3955, 3950.. 3985, 3950.. 3991, 
3951. .3992, 4109. .4258, 4115. .4156, 4116. .4247, 4214. .4279 



57687 

120694 

15005 

OJ000320_31.0419.C12.ol.tw 

3812 

none 



Seq.- ID OJ000320_31.0419.C12 
Strand 

End 15267 

Method • TBLASTX': Wheat 

End 4249 

Score 87 



3812. .3955, 3950. .3991, 4109. .4249, 4110. .4247 

57687' - Seq. ID OJ000320_31 . 04 1 9 \ C12- 

■120694 Strand - ■. ■'.*■■■.■■.- : 

15005 End 15267 

OJ000320_31. 0419.C12.o3.gp Method AAT/GAP 
15005 End 15267 

225JL.R1084 Score 498 

15005. .15267 

, 2149018/gb|U70541|OSU70541 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 1 



57688 

120695 

1 



Seq. ID OJ000320_31.0419.C13 
Strand 

End 2816 



58153 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000320_31.0419.C13.ol.np Method AAT/NAP . 
1 - ~ - End 2450 

6979321 Score 1285 

1..175, 256.. 31% 399.. 474, 554.. 636, 722.. "1047, 1877.. 1923, 
2021. .2157, 2417. .2450 

•(AF172282) alcohol dehydrogenase 1 [Oryza sativa] 



57688 
120695 

1 : 

OJ000320_31.0419.C13.ol.gp 
80 

225 1.R1084 



Seq. ID OJ000320_31.0419.C13 
Strand 

End 2816 

Method AAT/GAP 

End 2816 

Score 2261 



80. .175, 256. .317, 399. .474, 554. .636, 722. .1047, 1877;. 1923, 
2021. .2157, 2417. .2816 

f 2149018/gb|U70541 IOSU70541 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase. Al genes, complete cds 1 



Seq. No. 
Gene No. 
Start 
Name 
"Start 
GI 

Exons 



57688 
120695 
1 

OJ000320_31.0419.C13.ol.gs 
80 ' 
none 



Seq. ID OJ000320_31.0419.C13 
Strand 

2816 
GENSCAN 
2089 
.97 



End 

Method 
End 
Score 

80. .175, 256. .317, 399. .474, 554. .636, 722. .1047, 1877. .1923, 
2021. .2089 



Seq. No. 57688 

Gene No. 120696 

Start 5691 

Name OJ000320_31 . 04 19 . C13 . ol . tc 

Start 80 

GI none 
Exons 



Seq. ID OJ000320_31.0419.C13 
Strand 

End 5851 

Method TBLASTX: Cress 

End 2164 

Score 90 



80. .175, 87. .161, 253. .288, 254. .286, 519. .638, 548. .637, 
720. .1046, 721. .1047, 1868. .1939, 1870. .1923, 2006. .2164, 
2022. .2096. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57688 

120696 

5691 

OJ000320_31.0419.C13.ol.tm 
none 



Seq. ID OJ000320_31.0419.C13 
Strand 

End 5851 

Method TBLASTX.: Maize 

End , 2483 

Score ' 127 ' 



80. .175, .81. .161, 81.. 176, 157.. 177, 253. ..3i8, .253... .318, , 
387. .470, 395. .436, 397. .471, 548. .637, 553. .636, 555. .644, 
555. .644,. 719. .1039, 720. .1046, 721. .1047, 745. .1050, 
1868. .1939, 1870. .1923, 1878. .1949, 2003. .2068, 2012. .2164, 
2022. .2096, 2414. .2482, 2415. .2483 



Seq. No. 57688 

Gene No. 120696 

Start 5691 

Name OJ000320_31 . 04 19 . C13 . ol . ts 
Start ' 83 

GI none 
Exons 



Seq. ID OJ000320_31.0419.C13 
Strand 

End 5851 

Method TBLASTX : Soybean 

End 2164 

Score 64 



83. .175, 90. .161, 245. .313, 253. .318, 376. .471, 404. .463, 



58154 





548. .637, 552. .644, 720. .1046, 720. .1046, 721.. 


1047, 1868.. 




1870. .1911, 1995. .2093, 2021. .2164 








Seq. No. 


57688 


Seq.- ID 


OJ000320 


_31.0419 


.C13 


Gene No, 


120696 


Strand 








Of -ivf 

ot art: 


5691 


End 


5851 ■■■ 






Name 


OJ000320 31.0419.C13.o2.gp 


Method 


AAT/GAP 






Start 


3936 


End 


4291 






GI 


2309883 


Score 


466 






Exons 


3936. .4291 










GI Descrip. 


214 9018/gb|U70541 IOSU70541 


5.0e-25 Oryza sativa 


putative 




ADP-glucbse pyrophosphorylase subunit 


SH2 and putative 






NADPH-dependent reductase Al genes, complete cds 




Seq. No. 


57688 


Seq. ID 


OJ000320 


_31.0419, 


.C13 


Gene No. 


120696 


Strand 








Start 


5691 


End 


5851 






Name 


OJ000320 31.0419.C13.o3.gp 


Method 


AAT/GAP 






Start 


5616 


End 


5728 






GI 


uC-osflcyp088bl2bl 


Score 


149 






Exons 


5616. .5728 










GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sativa genom: 




DNA, chromosome 8, clone : P00.26F07 1 








Seq. No. 


57688 


Seq. ID 


OJ000320 


_31 . 0419 , 


.C13 


Gene No. 


120696 


Strand. 








Start 


5691 


End 


5851 






Name 


OJ000320 31.0419.C13.o2.gs 


Method 


GENSCAN 






Start 


5691 


End 


5851 






GI 


none 


Score 


.5 






Exons 


5691. .5851 










Seq. No. 


57689 


Seq. ID 


OJ000320 


_31.0419. 


.C14 


Gene No. 


120697 


Strand 


+ 






Start 


1 


End 


3618 






Name 


OJ000320 -31.0419.C14.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


3618 






GI 


4680183*"' 


Score 


119 






Exons 


1.-40, 3529. .3618 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


57689 


Seq. ID 


OJ00032.0_ 


_31.0419. 


.C14 


Gene .No. 


120698 


Strand 


+ 






Start 


3706 ; ' 


End ; 


' 5112 ' 






Name 


OJ000320 31.0419.C14.o3.np 


Method 


AAT/NAP. 






Start 


3706 


End 


5112 






GI 


7248392 


Score 


159 






Exons 


3706. .3802, 4451. .4837, 4942. .5112 








GI Descrip. 


(AP001389) hypothetical, protein [Oryza 


sativa] 






Seq. No. 


57689 


Seq. ID 


OJ000320_ 


_31.0419. 


,C14 


Gene No. 


120698 


Strand 


+ 






Start 


3706 


End 


5112 






Name 


OJ000320 31.0419.C14.o2.gp 


Method 


AAT/GAP 






Start 


4012 


End 


4092 






GI 


LIB34 34-017-P1-K1-F5 


Score 


91 






Exons 


4012. .4092 











58155 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'5257255/dbj | AP000364 . 1 | AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



57689 

120699 

681 

OJ000320_31.0419.C14.ol.gs 

681 

none 



OJ000320 '31.0419.'C14 



Seq. ID _ 
Strand 

End 10903 
Method GENSCAN 
End 10903 • 

Score .59 

681. .721, 925. .1028, 1724. .1823, 2351. .2473, 4490. .4621, 
4667. .4750, 4841 .. 4 997, . 5140 .. 5476, 5523. .5597, 7059. .7394, 
7476. .7892, 8029. .8222, 8558. .9279, 10047 .. 10358, 10423 .. 10691, 
10762. .10903 



Seq. No. 57689 Seq. ID OJ000320_31 . 04 19 . C14 

Gene No. 120699 Strand 

Start 681 End 10903 

Name OJ000320_31 ..0419 . C14 . ol . np Method. AAT/NAP 

Start 1435 End 3496. 

GI 6721561 Score 147 

Exons 1435.. 1538, 3406.. 3496 

GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081 ) EST AU082058 (C1297 6) 
corresponds to 1 a region of the predicted gene . /-''hypothetical* 
. protein [Oryza sativa] 



Seq. No. 


57689 


- Seq. ID 


OJ000320 


_31.0419.C14 


Gene No. 


120699 


Strand 






Start 


681 


End 


10903 




Name 


OJ000320 31.0419.C14.ol 


. gp Method 


AAT/GAP 




Start 


2790 


End 


2901 




GI 


uC-osflcyp088bl2bl 


Score 


,150 




Exons 


2790. .2901 








GI Descrip. 


.. '5257255/dbj [AP000364.1 


IAP000364 3.0e- 


36 Oryza 


sativa genom 




DNA, chromosome 8, clone : P0026F07 1 






Seq.- No. 


57689 


Seq. ID 


OJ000320 


_31.0419.C14 


Gene No. 


120699 


Strand 






Start 


681 


End 


10903 




Name 


OJ000320 31.0419.C14.o4 


. np Method 


AAT/NAP 




Start 


6946 


End 


10754 




GI 


6979320 


Score 


4145 




Exons 


6946. .7394, 7476. .7892, 


8029. .8222, 8558;. 9279, 


10047. . 1035; 




10423. .10754 








GI Descrip. 


(AF172282) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


57689 


Seq. ID 


OJ000320 


_31.0419.C14 


Gene No. 


120699 


Strand 






Start 


681 


End 


10903 




Name 


OJ000320 31.0419.C14.ol 


. tm Method 


TBLASTX:! 


Maize 


Start 


7186 


End 


7713 




GI 


none 


Score 


57 




Exons 


7186. .7263, 7301. .7402, 


7303.. 7395, 7513.. 77.13, 


7517. .7618, 




7664. .7699 









Seq. No. 



57689 



Seq. ID OJ000320_31.0419.C14 

58156 




Gene No. 


120699 




Strand 






OLdLL 


£fi 1 
DO 1 










Name 


ujuuu j^u oi.Ufiiy.biy.oi. 


cs . 


Ma +* V"» o/H 
LYlc LiluU 


1 d-uho 1a. oo yo e a n 




btart 


/ Z DO 




fcina 


7 7 *1 ^ 
/ ( 1 -3 




bl 


none 




Score 


ft 1 




Exons 




1 AGO 


7 7 1 "3 






Seq. No. 


57690 




Seq. ID 


OJ000320_31.0419. 


C15 


Gene No. 


120700 




Strand 














^1 ft A 




Name 


UJUUU jZU 0 1 . KJh 1 y . bl O . Ol . 


gs 


h/l y^s +- S~\ 

LYie tnoa 


CRM Qr* SKI 
0H1LM o^r\lN 




btart 


1^0 




ti no 


"31 ft A 
O ± 0 fl 




bl 


none 




Score 


7 R 




Exons 


V9 £ - 9^£ 01 Gil -^l Q/l'' 
l^D. . ZOO; /£ f X) ( . . J 1 03 










beq. wo. 


^"7 can . ■ * 




oeq. iu 


ujuuu jzu ji.ufiiy. 


bio 


bene ino . 


120700' • 




Strand 






Start '. 


126. ■ 




End 


3184 




Name 


OJ000320 31:0419,G15.ol. 




Method 


AAT/GAP 




buarti 


939 




End. 


" 1012 




bl 


2312838 




Score 


74 ; 




Exons 


939. .1012 










GI Descrip. 


1420932/gb[U61383|ORU61383 7 


,0e-21 Oryza rufipogon 






4-coumarate-CoA ligase- gene. 


.intron 1, 


partial sequence 


*■ 


beq. no. 


57691 . ■ 




Seq. ID 


. OJ000320_3'1.0419. 


C\ G 
bl O 


bene lno . 


120701- 




Strand 


+ - 




Start 


- 1030 * v- 




End 


3771 




Name 


0JOOO32O 31.0419'.C16.ol. 


np 


Method 


AAT/NAP 






1030 • • 




End . 


37-71 




bl 


. 6815097 ' V . 




Score 


1661 




Exons 


1030. .1898, 2388. .2999, 


3114 


. .3771' 






GI Descirip. 


(AP001081) Similar to putative copia polyprotein. (AC006248)' 




[Oryza sativa] 










beq . no . 


57692 




Seq. ID 


OJ000320_31.0419. 


C17 


bene no . 


120702 




Strand 






Start 


1 




End 


4872 




Name 


OJ000320 31.0419.C17.ol. 


gp 


Method 


AAT/GAP 




btart 


1 




End 


497 




bl 


10981 1.R1084 




Score 


949 




Exons 


1..497 










GI Descr ip . 


•4467359/emb|CAB37928| 4 


.Oe- 


45 (AJ002685) Phosphatidylinositol 




4-kinase [Arabidopsis thaliana] ' 






beq. no. 


57692 




Seq. ID 


OJ000320_31.0419. 


C17 


Gene No. 


120702 




Strand 






Start 


1 




End 


4872 




Name 


OJ000320 31.0419.C17.ol. 


np 


Method 


AAT/NAP 




b x. art 


1 




End 


4327 




bl 


6979325 




Score 


4485 




Exons 


1..487, 695.-827, 1561.. 


1609 


, 1715. .1903, 2543. .4327 




GI Descrip. 


(AF172282) putative phosphatidylinositol 4-kinase [Oryza 


. sativ; 


Seq. No. 


57692 




Seq. ID 


OJ000320__31.0419. 


C17 


Gene No. 


120702 




Strand 






Start 


1 




End 


4872 





58157 



Name 

Start 

GI 

Exons 



OJ000320_31 .0419. C17 . ol . gs Method GENSCAN 

7 End 4327 

none Score . 98 

7.. 487, 695.-827, 1080.. 1116, 1715.. 1903, 2641.. 2714, 2773.. 4327 



Seq. No. 57692 

Gene No. 120702 

Start 1 

Name OJ000320_31 .0419. C17 . o2 . gp 

Start 3138 

GI LIB34 33-029-P1-K1-A3 

Exons 3138. .3449 * 

GI Descrip. ' 44 67359/emb | CAB37928 | 7.0e-10 (AJ002685) Phosphatidylinositol 
4-kinase [Arabidopsis • thaliana] ' \ . \ * 



Seq. ID OJ000320_31.0419.C17 
Strand 

End 4872 

Method AAT/GAP 

End 34 4 9 

Score 556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57692 

120702 

1 

OJ000320_31.0419.C17 .o2 .np 

3614 

81286 



Seq. ID OJ000320_31.0419.C17 
Strand 

End: 4 872 

Method AAT/NAP 

End 4872 

Score 122' 



3614. .3865, 4493. .4546, 4633. .4872 

extensin - Volvox carter! (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 57692 

Gene No. 120702 

Start 1 

Name OJ000320_31 .0419. C17 . o3 . gp 

Start 4308 

GI 2428168 

Exons 4308.. 4765 



Seq. ID OJ000320_31.0419.C17 
Strand 

End 4872 

Method AAT/GAP 

End 4 7 65 

Score" 812 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57692 

120703 

6003 

OJ000320_31 
7 

none 

7. .135, 8.. 
697.. 828, 7 
1715. .1855, 
2597. .2656, 
2870. .2956, 
3107. .3217, 
3242. .3325, 
3458. .3523, 
3845. .3913, 
4262. .4282, 



0419.C17'..ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 31.0419.C17 



133, 10. .144 
41. .830, 155 
1715. .1891, 
2600. .2743, 
290'3; .2980-, 
3125. .319.9, 



3248, 
3458. 
3857. 
4263. 



,3382, 
,3577, 
,3940, 
4286 



, 250 
1. .16 

1716 
. 2741 
' 3035 
3173 
3317 
3463 
3938 



7719 

TBLASTX: Cress 
428.6 • 
105 

..468, 250. .483, 377. .481, 695. 
10, 1560. .1610, 1592. .1618, 
..1865, 1720.. 1878, 2522., 2752, 
. .28 90, 2804.. .2881, 2804. .28 66, 
. .3073, 3056. .3181,' 3077'. .317 5, 
■. .3370, 3188. .3.319, .-.3239 . . 3388 , 
..3388, 3329. .3415, 3331. .3471, 
..3564, 3487. .3552, 3518. .3649, 
..4204, 3959. .4219, 3960. .4220, 



829, 



Seq. No. 57692 

Gene No. 120703 

Start 6003 

Name ,OJ000320_31 . 04 1 9 . C17 . ol . ts 

Start 7 

GI none 
Exons 



Seq. ID OJ000320_31.0419.C17 
Strand 
End 

Method 
End 
Score 



7719 

TBLASTX : Soybean 

403 

91 



7. .96, 7. .144, 11. .136, 250. .402, 251. .403 



58158 



Seq. No. 

Gene No, 

Start 

.Name 

Start 

GI 

Exons 



57 692 

120703 

6003 

.OJ000320_31.0419.C17.o2.ts 
403 
none 



Seq. ID OJ000320_31.0419.C17 
Strand 

End 7719 

-Method TBLASTX : Soybean 

End 1834 

Score 173 



403. .489, 688. .828, 690. .830, 692. .829, 1559. .1612, 1560. .1619, 
1715. .1834, 1716. .1829 



Seq. No. 57692 

Gene No. 120703 

•Start 6003 

•Name OJ000320_31 . 0419. C17 . o3. tm 

Start 722 

GI none 
Exons 



Seq. ID OJ000320_31.0419.C17 
Strand 

End 7719 

•Method TBLASTX : Maize ' 

End 1829 

Score 170 



722. .829, 727. .828, 1559. .1612, 1559. .1612, 1715. .1828, 
1716. .1829 



Seq.' No. 57692 

Gene No. 120703 

Start 6003 

Name OJ000320_31 . 04 19 . C17 . o3 . ts 

Start 2522 

GI none 
Exons 



Seq. ID OJ000320_31.0419.C17 
Strand 

End 7719 

Method TBLASTX : Soybean 

End 2764 : 

Score 51 



2522. .2653, 2543. .2671, 2651. .2764, 2679. .2738 



Seq. No. 57692 

Gene *Jo. t 120703 

Start' * 6003 

Name 0 J00032 0_31 .0419. C17 . ol . tm 

Start 2557 
GI none 
Exons 



Seq. ID OJ000320_31.0419.C17 
Strand 

End 7719 
Method TBLASTX : Mai ze 
End 3288 
Score 152 

2557. .2742, 2558. .2842, 2564. .2842, 2876. .2941, 2915. .2950, 
3065.. 3172, 3125. .3175, 3167.. 3286, 3220.. 3288 



•Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57692 

120703 

6003 

OJ000320_31.0419.C17.o2.tm 

4029 

none 

.4029.. 4226, 4031. .4225. 

57692 

120703 

6003 

OJ000320_31.0419.C17.o2.gs 

6003 

none 



Seq. ID OJ000320_31.0419.C17 
Strand 

End 7719 

Method TBLASTX: Maize 

End 4226 

Score 291 



Seq.. ID OJ000320_31.0419.C17 . 
Strand 

End 7719 

Method GENSCAN • 

End 7719 

Score .71 



6003. .6046, 6785. .6886, 7231. .7278, 7593. .7719 



Seq. No. 57693 

Gene No. 120704 

Start 546 

Name OJ000320_31 . 04 19 . C18 . ol . gs 

Start 546 



Seq. ID- OJ000320_31.0419.C18 

Strand + 

End 78 6 

Method GENSCAN 

End 786 



58159 




CjI 


none 






Score 


a 1 

. Dl 








Exons 


£ IOC 

04 D . . / 0 0 
















Seq. No. 


C "7 c n A 

z> / b y 4 






beq. id 


UJ UUU j^U 


"5 1 


n a i q 
. u 4 1 y . 




Gene No. 


120705 






Strand . 


+ 








Start 


120 






End 


10635 








Name 


UJUUUJZU Jl 


.0419.C19.ol 


.gs 


Method 


C X? XI C C* A M 








Start 


ion " 






Lna 


. / / / J 








GI 


none 






Score 


c 
. D 








Exons 


ion /11C A 


152. .4416, 4624.. 


Dliyj , JJft D , 


. . O bUZ , Do 


1 A 
1 4 


CQQ1 

. . d y o / 






"7 "7 "3 C TITO 
/ / JO, . / / / j 
















beq. no. 


C T C Q yl 

d / d y 4 






Seq. ID 


OJ000320_ 


"3 1 

Jj JL 


. u h L y . 


^ x y 


Gene No. 


120705 






Strand 


+ 








Start 


120 






End 


10635 








Name 


UJUUUjZU j! 


.0419.C19.ol 


. np 


Method 


AAT/NAP 








Start 


yi n c; o 
4 UDz 






End 


10635 








GI 


f ooy 1 U / 






Score 


112 








'Exons 


4 UoZ . . 4 oo4 , 


4762. .5095, 


7878 


.'.7955, 10606. .10635 








GI Descrip. 


\ Ar UU 1 D J y ; 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


57694 






Seq. ID 


OJ000320_ 


■31 


.0419. 


C19 


Gene No. 


120706 






Strand 










Start 


10033 






End 


10385' 








Name 


OJ000320 31 


.0419.C19.62' 


. gs 


Method 


GENSCAN 








Start 


10033 






End 


10385 








GI 


none 






Score 


.54 








Exons 


10033. .10137, 10365.. 10385 












Seq. No. 


57695 






Seq-. ID 


OJ000320_ 




i 0 4 1 9 . 


C20 


Gene No. 


120707 






Strand 


+ 








Start 


1375 






End 


10785 








Name 


OJ000320 31 


.0419.C20.ol 


.gs 


Method 


GENSCAN 








Start 


1375 






End 


10785 








GI 


none 






Score 


.53 








Exons 


1375. .1457, 


1502. .1680, 


1761 


..1836, 2006. .2177, 


37: 


85. .4197, 




4515. .4673, 


4812. .5089, 


7104 


..7240, 7499. .7545, 


8094 . ..8422., 




9018. .9100, 


9224. .9299, 


9541 


..9602, 10101. .10183, 


10249. 


.10: 




10604. .1078 


5 














Seq. No. 


57695 






Seq. ID 


OJ000320_ 


31 


.0419. 


C20 


Gene No. 


120707 






Strand 


+ 








Start 


. 1375 






End 


107.85 








Name 


OJ000320 31 


.0419.C20.ol 


.np 


Method 


AAT/NAP • 








Start 


1442 . .. 






End; 


4079: •: 








GI 


6539588 






Score 


158 








Exons 


1442. .1462, 


1944. .2.199, 


3588 


..3641, 4038. .4079 








GI Descrip. 


(AP000837) 


hypothetical 


protein [Oryza 


sativa] 








beq . no . 


57695 






Seq. ID 


OJ000320_ 


31 


.0419. 


C20 


Gene No. 


120707 






Strand 


+ 








Start 


1375 






End 


10785 








Name 


OJ000320 31 


.0419.C20.ol 


.gp . 


Method 


AAT/GAP 








Start 


6767 






End 


7551 








GI 


uC-osflM202092d01bl 




Score 


468 








Exons 


6767. .6854, 


7104. .7240, 


7499 


. .7551 











GI Descrip. ' 113362/sp | P14219 | ADH1_PENAM 2. Oe- 3 9 ALCOHOL DEHYDROGENASE 1 

58160 



(SLOW-ALLELE) >gi_65901_pir DEILSP alcohol dehydrogenase (EC 

1.1.1.1) 1-S - pearl millet >gi_204 09_emb_CAA34 547_ (X16547) 
alcohol dehydrogenase (AA 1-379) [Pennisetum americanum] 1 



OJ000320_31.0419.C20 
+ 

10785 
AAT/GAP 
10721 
1368 



Seq. No. 57695 Seq. ID 

Gene No. 120707 Strand 

Start 1375 End 

Name OJ000320_31 . 0419 . C20 . o2 . gp Method 

Start 8266 End 

GI 16605_1.R1084 Score 

Exons 826.6.. 8422, 9018.. 9100, 9224. 

10311. .10472, 10604. .10721 

GI Descrip. • 113357/sp I P05336 | ADH1_H0RVU 2.0e-87 ALCOHOL DEHYDROGENASE 1 

>gi_82347_pir S01893 alcohol dehydrogenase ' (EC 1.1.1.1) I - 

barley >gi_18875_emb_CAA30600_ (X07774) alcohol dehydrogenase 

(AA 1-379) [Hordeum vulgare] >gi_226107_prf 1410317A alcohol 

dehydrogenase 1 [Hordeum vulgare var. distichum] 1 



,9298, 9539. .9602, 10101 .. 10196, 



Seq. No. 57695 * Seq. ID 

Gene No. 120708 Strand 

Start 14661 End 

Name OJ000320_31 . 04 19 . C20 . o2 . gs Method 

Start 14661 * End 

GI none : Score 

Exons *' 14.661. .14858, 16145.. 16276 



OJ000320_31.0419.C20 
+ 

16276 
GENSCAN 
16276 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.57695 
120709 
18433 

OJ000320_31. 

6969 

none 

6969. .7025, 
7498. .7554, 
8286. .8423, 
9223. .9303, 
10100. fd0195 
10359/: 10472 



0419.C20.ol. tm 



10618. 
18910. 
19815. 
20437. 
20607. 
20803. 
2.0996. 



. 10716 
.19047 
.20141 
.20511 
.20672 
.20865 
.21157: 



7102. .72 
8067. .82 
8286. .84 
9224. .92 
, 10314. 
, i'0'432. 
18763. 
19147. 
20240. 
20438. 
20607. 
20808.' 
21290. 



39, 7103, 
85, 8095, 
23, 8287, 
95, 9533, 
. 10340, 
.10476, 
.18810, 
.19212, 
.20335, 
.20524, 
.20672, 
.208 64,- 
.21406, .2 



Seq. ID 

Strand 

End 

■Method 

End 

Score 
.7240, 
.8286, 
.8427, 
.9595, 
0315. . 



OJ000320_31.0419.C20 
+ 

21755 

TBLASTX: Maize 
21406 



240 
7184. .7240, 



8095. .8340, 
9007. .9108, 
9552. .9605, 
10335, 1035'8 
0604 . . 10714, 10606 
8778. .18810, 18909 
9154 . .19213, 19807 
0243.. 20344, 20251 
0438. .20524, 20606 
0749. .20799, 20766 
0809. .20865, .20995' 
1291.- ..21404. - 



7496. 
8278. 
9008. 
10098. . 
.10474, 
.10716, 
.19046, 
.20142, 
.20355, 
.2.0671, 
.20804, 
.21159, 



7546, 
8421, 
9109, 
. 10196, 



Seq. No. 57695 
Gene No. 120709 
Start 18433 

Name OJ000320_31 . 0419 .C20 . ol . tc 

Start 7102 
GI none 

Exons 7102.. 7239, 7103.. 7240, 7111 

• 8092. .8277, 8094. .8285, 8095. .8286, 8286. .8423, 8287 
9008. .9109, 9010. .9108, 10098 .. 10196, 10100 .. 10201 , 
10359. .10472, 10361 .. 10474 , 10595 .. 107 11 , 10618 .. 10710, 
18909. .19046, 18910 .. 19047, 19147 .. 19212, 19154 .. 19213, 



Seq. ID 

Strand 

End 

Method 
End 

Score • 



OJ000320_31.0419.C20 
+ 

21755 

TBLASTX: Cress 
21412 
215 



,7242, 7496. .7546, 7498. 



7554, 
8427, 



58161 



19807. .20142, 19807 20136, 19938 .. 2014 1, 20251 .. 20352 , 
20252. .20365, 20802 .. 208 64 , 20803 .-. 20865, 20834 208 66, 
20995. .21159, 20996 21157 , 21291 .. 21401, 21293. .21412 



Seq. No. 57695 . ■ - 

Gene No. 120709 
Start 18433 

Name OJ000320_31 . 04 19 . C20 . ol . ts 

Start 7102 
GI none 
Exons 7102. 

8092. 
8298. 



.7239, 
,8277, 
,8426, 
9533. .9595, 
10358. . 10459 



7103. 
8094. 
9010. 
9552. 



10595, 
18909. 
19807. 
20210. 
20438, 
20803. 



.10720, 
,19046, 
,20142, 
,20341, 
,20524, 
,20865, 



7240, 7274. 
8285, 8095. 
9108, 9017. 
9605, 10098 
10359. .10454, 10424 
10597. .10716, 18779 
18910. .19047, 19154 
19815. .19886, 19817 
20245. .20355, 20252 
20606. .20671, 20607 
20995. .21135, 20996 



Seq. ID OJ000320_31.04I9.C20 

Strand + 

End 21755 

Method TBLASTX : Soybean 

End 21412 

Score ■ 194 

7291, 7496. .7546, 7498. .7554, 
8286, 8278. .8424, 8286. .8423, 
9109, 9223. .9303, 9224.. 9295, 
. 10196, 10100. .10186, 

10474, 10443.. . 10472, 
18811, 18779. . 18817, 
19213, 19159. .19212, ' 
19936, 19941. .20141, 
20344, 20437. .20511, 
20672, 20766. .20804, 
21139, 21291. .21410, 



21293. .21412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57695 

120709 

18433 

OJ000320_31.0419.C20.o2.tm 

13464 

none 



Seq. ID OJ000320_31.0419.C20 

Straad + 

End 21755 

Method TBLASTX : Maize 

End 13611 

Scdre 18 9 



13464. .13610, 13480. .13611, 13482.. 13610 



Seq. No. 57695 
Gene No. 120709 
Start 18433 

Name OJ000320__31 . 04 19 . C20 . o3 . gs 

Start 18433 
GI none 

Exons *- 18433. .18 601, "1874 6. .19047, 

20253. .20335, 20438 .. 20513, 
21294 . .21410 



•Seq. ID OJ000320_31.0419.C20 

Strand + 

End 21755 

Method GENSCAN 

End 21410 

Score .7 
19160. .19206, 19815. .20140, 
20608. .20669, 20996 .. 2 1157 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 



57695 

120709 

18433 

OJ000320_3i.0419-.C20.o3.gp' 
18599 



225_2, 
18599. 
20253. 
20996. 



R1084 
.18812, 
.20335, 
.21157, 



18911. 
20438. 
21294. 



,19047, 
.20513, 
.21755 



Seq. ID OJ000320_31..0419.C20. 

Strand + 

End • 21755 

Method • AAT/GAP' . • . 

End 21755 

Score 3131 
19160. . 19206, 19815. .2014 0, 
20608. .20669, 207 69 .. 208 65 , 



' 113377/sp| P04707 |ADH2_MAIZE 0.0e+00 ALCOHOL DEHYDROGENASE 2 

>gi_82671_pir A23084 alcohol dehydrogenase (EC 1.1.1.1) 2 - 

maize >gi_22137_emb_CAA2 6001_ (X01965) Adh2-N (aa 1-379) [Zea 
mays] 1 



57695 
120709 



Seq. ID 
Strand 



OJ000320 31.0419.C20 



58162 



Start 
Name 
Start 
GI 

Exons 



18433 End 
OJ000320_31 .04 19 . C20 . o2 . np Method 

18779 - . End 

6979319 Score 



21755 
AAT/NAP 
21407 
1723 



18779. .18812, 18 911 . . 1 904 7 , 19160 .. 19206, 19815 2014 0, 
20253. .20335, 204 38 20513, 20608 .. 20669, 20769 .. 20865, 
20996. .21157, 21294. .21407 



GI Descrip. (AF172282) alcohol dehydrogenase 2 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57696 

120710 

1 

OJ000320_32.0419.Cl.ol.np 
1 

2443887 



Seq. ID 
Strand 
End 

Method 
End 
. Score 

1..198, 669. .851, 1142. .1657, 1747. .2009 

(AC002294) Similar to transcription factor gb | Z46606 | 1658307 and 
others [Arabidopsis thaliana] 



OJ000320_32.0419.C1 
+ 

2476 
AAT/NAP 
2009 ■ 
710. 



57696 

120710 

1 

OJ000320_32.0419.Cl.o2,ts 
51 

none 



Seq. ID OJ000320_32.0419.C1 

Strand + 

End 2476 

Method TBLASTX : Soybean 

End 8 90 

Score 145 



51. .209, 70. 
668. .838 



,198, 652. .756, 665. .760, 666. .890, 666. .830, 



Seq. No. 57696 

Gene No. 120710 

Start 1 

Name OJ000320_32 . 0419 . CI . ol . tm 

Start 66 

GI none 

Exons 66.. 203, 67.. 204, 67 . . 198, , 672 . ,.890, 675 
1133.. 1252, 1134.. 1325, 1150.. 1326, 1151 



Seq. ID OJ000320_32.0419.C1 
Strand : + 

2476 

TBLASTX: Maize 
2476 
82 

878, 808. .891, 
1354, 1399. .1659,. 



End 

Method 

End 

Score 



1407. .1658, 1408. .1659, 1412. .1660, 1415 1708/ 1744 . 
1745. .1888, 1746. .1958, 2314. .2475, 2357. .2476 



1956, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57696 

120710 

1 

OJ000320_32.0419.Cl.ol.gs 
68 

none 



Seq. ID OJ000320_32.0419.C1 

Strand + 

End . 2476 

Method GENSCAN ... 

End ' 2476' 

Score' •.• -.8 9 



68. .198, 669. .890, 1151. .1657, 1747. .1956, 2372. .2476 



57696 

120710 

1 

OJ000320_32.0419.Cl.ol.ts 

1143 

none 



Seq. ID OJ000320_32.0419.C1 

Strand + 

End 2476 

Method TBLASTX : Soybean 

End 1860 

Score 79 



1143. .123-2, 1147. .1197, 1147. .1290, 1148. .1324, 1508. .1660, 
1510. .1659, 1732. .1860, 1742. .1837, 1746. .1853, 1783. .1857 



Seq. No. 



57696 



Seq. ID OJ000320_32.0419.C1 



58163 



Gene No. 120710 
Start .1 

Name OJ000320_32 . 04 19 . CI . ol . tc 

Start 1744 

GI none 

Exons 1744.. 1956, 1746.. 1952, 1780. 

Seq. No. 57696 

Gene No. 120711 

Start 3370 

Name OJ000320_32 . 0419 . CI . o3 . ts 

Start 3370 

GI none 

Exons ' • 3370. .3564, 3655. .3720 



Strand + 

End 2476 

Method TBLASTX : Cress 

. End ' . 2476 

Score 322 

.1959, 2356. .2466, 2357. .2476 

Seq. ID OJ000320_32. 0419. CI 
Strand 

End 3747 

Method TBLASTX : Soybean 

End 3720 

Score ■ 57 



Seq. No. 57696 Seq. ID 

Gene No. 120711 Strand 

Start 3370 End 

Name OJ00032,0_32-. 04 19 . CI . o2 . tc Method 

Start ' 337 6 ' End 

GI none Score 

Exons 3376.. 3564, 3655.. 3747 



OJ000320_32.0419.C1 
3747 

TBLASTX: Cress 

3747 , . 

53 



Seq. No. 57697 j. Seq. ID 

Gene No. 120712 " " Strand 

Start 122 End- 

Name OJ000320_32 .'0419. C2 . ol . tm Method 

Start 113 End 

GI none Score 

Exons 113.-. 247, 120. .317, 121. .297, 121. .318 



OJ000320_32.-0419.C2 

+ . 

2688 

TBLASTX: Maize k ' 

318 

184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GL ; 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
.GI 

Exons 



57697 Seq. ID 

120712 Strand 

122 End 

OJ000320_32 . 04 19 . C2 . ol . gs Method 

122 End 

none Score 

122.'. 426, 678. .790, 954. .985, 



OJ000320_32.0419.C2 
+ 

2688 
GEN SCAN 
2688 

.78 •: . : v • " 

1352. . 1482, 2483. .2688 " ' 



57697 Seq. ID 

120712 Strand 

122 End . 
0 J000320_32 . 04 19 . C2 . ol . gp . Method 

235 - : ' " ' • - End' 

none • ■ \. . . Score 

235.. 426, 678.. 790, 954.. 985, 1352 



OJ000320_32.0419.C2 
+ 

2688 

AAT/GAP 
■"' 1392 V V - : • 

. 65.1. •. . 

1392 



Seq. No. 57697 
Gene No. 120712 
Start 122 

Name OJ000320_32 . 04 19 . C2 . ol . tw 

Start 2116 
GI none 

Exons ■- 2116. .2181, ..-2.118. .2183, 2120.'. 

2274..23S7, 2275. .2358, 2278.. 
2460. .2585, 2471. .2581 



Seq. ID OJ000320_32.0419.C2 

Strand + 

End 2688 

Method TBLASTX : Wheat 

End 2585 

Score " 102 

2182, 2270. .2344, '2273. .2356, 
2406, 2388. .2441, 2388. .2444, 



58164 



Seq. No. 57698 

Gene No. 120713 

Start 1 

Name OJ000320_32 . 04 19: C5\ of. np 

Start 1 

GI 4680179 

Exons 1. .229, 332. .1388 - 

GI Descrip. (AF1117.Q9) polyprotein [Oryza 



Seq. No. 57698 

Gene No. 120713 

Start 1 

Name OJ000320_32 . 04 19 . C5 . o2 . tw 

Start 6 

GI none 

Exons 6. .209, 4 0 . . 150,. 327 . . 380 



Seq. ID 

Strand 

End 

MeSRoB r 

End 

Score 



OJ000320_32.0419.C5 

1559 
"AAT/NAP 
1388 
651 



sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ000320_32.0419.C5 
1559 

TBLASTX : Wheat 

380 

95 



Seq. No. 57698 Seq. ID 

Gene No. 120713 Strand 

Start 1 End 

Name OJ000320_32 . 04 19 . C5 . ol . gs Method 

Start 143 End 

GI none Score, 

Exons 143.. 1559 



OJ000320_32.0419.C5 

1559 
GEN SCAN 
1559 
' .93 



Seq. No. 57698 . Seq. ID 

Gene No. 120713 Strand 

Start 1 End 

Name OJ000320_32 . 04 19 . C5 . ol. tm . Method 

Start 510 End 

GI none Score 

Exons 510.. 911 



OJ000320_32.0419.C5 
1559 

TBLASTX: Maize 

911 

241 



Seq. No. 57 698 - : " Seq. ID- 
Gene No. 120713 Strand 
Start 1 . End 
Name OJ00032 : 0_32 . 04 1 9 .'C5 . ol . tw Method 
Start 792 End 
GI none Score 
Exons 792.. 1157, 1051.. 1152 



OJ000320_32.0419.C5 

1559 * 
TBLASTX: Wheat 
1157 
59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000320. 32.. 0.419. C6 



Seq. No. 
Gene No. 



57699 Seq. I.D. 

. 1.20714 Strand 

i •' ' '* ■.: . End ' ■■■ 

•OJ000320_32. 04.19. C6.ol.np : Method. , 
1 End 
1170619 Score 
1..102, 390. .592, 670. .828, 1181. .1290, 
1909. .1983, 2059. .2264, 2355. .2570 
KINESIN-LIKE PROTEIN A gi I 4 7 9594 | pir | | S34 8 30 
protein katA - Arabidopsis thaliana gi I 303502 | dbj | BAA01972 | 
(D11371) kinesin-like motor protein heavy chain (Arabidopsis 
thaliana] gi | 2911084 | emb I-CAA17 54 6 . 1 1 (AL021960) kinesin-related 
protein katA .[Arabidopsis thaliana] 



257*0 '■' 
AAT/NAP 
2570 
1014 
1400 



1541, 1680.. 1826, 



kinesin-related 



57699 
120714 



Seq. ID 
Strand 



OJ000320 32. 0419. C6 



58165 



Start 
Name^ 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

; Seq. No. 
: .Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ000320_32.0419.C6.ol.tc 

21 ' .: 
none 



End 

Method 

End 

Score 



2570 

TBLASTX: Cress 

2553 

80 



21. .107, 22. .108, 389. .517, 518. .598, 549. .596, 661. .771, 
668. .760, 766. .831, 1157. .1267, 1163. .1300, 1173. .1316, 
1398. .1496, 1485. .1541, 1678. .1824, 1680. .1829, 1910. .1984, 
2059. .2262, 2356. .2553, 2420. .2548 



57699 Seq. ID 

120714 Strand 
1 End 
OJ000320_32.0419.C6.ol.ts Method 

■383 • • End 
none Score 



OJ000320_32.0419.C6 
2570 

TBLASTX: Soybean 

1487 ■ ■ 

104 



383. .508, 387. .506, 545. .598, 552. .596, 661. .771, 668.-754, 
751. .831, .772. .849, 1157. .1276, 1163. .1291, 1173. .1280, 
1180. .1284, 1395. .1487 



57699 

120714 

1 

OJ000320_32.0419.C6.ol.gs 

390 
none 



Seq. ID OJ000320_32.0419.C6 



Strand 
End 

Method 

End 

Score 



2570 
GENSCAN 
2556 
.97 



390. .592, 670. .828, 1181. .1290, 1400. .1541, 1680. .1826, 
1909.. 1983; 2059.. 2268, 2359.. ..,2556 



57699 Seq. ID 

120714 Strand 

1 End 

OJ000320_32 . 04 19 . C6 . o2 . tm Method 

522 End 

none Score 



OJ000320_32.0419.C6 
2570 

TBLASTX: Maize 

857 

122 



522. .596, 523. .597, 523. .597, 661. .831, 670. .831, 672. .857 



57699 ' ■ 

1207T4 

1 

OJ000320_32 . 0419.C6.ol. tm 

1173 

none 

1173.. 1220, 1173:. 1220, 1219. 
1393.. 14 4 6, "1398, .'1541,- 14 83. 
1725 . . 1832, • 1726. .1827, 1880- . 
1953.. 1994, 2005.. 2262, 2057. 
2353.-2562, 2357 



Seq.' ID 
Strand 
End 

Method 
End ' 
Score 



OJ000320 32.0419.C6 



2570 

TBLASTX: Maize 
2568 
46 

.1236, 1256., .13.00., ' 1257. 
.1542, 1677 ^17-33, 1680. 
.1984, 1922... 1984, 1926. 
.2263, 2059.. 2289, 2088. 



.1292, 
.1724, 
.1988> : 
.2306, 



2563, 2362.. 2568 



57699 

120714 

1 

OJ000320_32.0419.C6.o2. ts 

2146 

none 



Seq. ID OJ000320_32.0419.C6 
Strand 

End 2570 

Method TBLASTX : Soybean 

End 2527 

Score 63 



2146. .2262, 2147. .2257, 2152. '.2262, 2353. .2526, 2417. .2527 
57700 Seq. ID OJ000320_32 . 04 19 .C7 



58166 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



120715 Strand 

5595 End 

OJ000320_32 . 04 19 . C7 . o3 . gs Method 

5595 : ' Erid 

none Score 



+ 

10453 
GENSCAN 
: 9675 
.8 



•5595. .6005, 6137. .6313, 6442. .6566, 6634. .6766, 6871. .7020, 
7110.. 7163, 8731.. 8832, 8884.. 9675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

.Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI v 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
■ Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



57700 Seq. ID 

120715 Strand 
5595 End 
OJ000320_32 . 04 19 . C7 . ol . np Method 
5607 ■ End 

4850399 Score 
5607. .6005, 6137. .6313, 64 42 6566, . 6634 .. 67 66, 6871 
7110. .7163, 7433.. 7537, 7871. .7930, 8026. .8100, 8184 
8731. .8856, 8911.. 9115, 9185.. 9597, 9694. .9732, 9766 
9924. .10031, 10178. .10324 . 
(AC007357) F3F19. 18 ' [Arabidopsis thaliana] 



OJ000320j32.0419.C7 
+ 

10453 
AAT/NAP 
10324 
1597 



,7020, 
,8237, 
,9825, 



57700 Seq. ID 

120715 Strand 

5595 ■ ' End 

OJ000320_32.0419.C7.o3.gp Method 

874 3 - ' End 

427365 Score 
8743. .8832, 8911. .9179 

4850399/gb|AAD31069.1|AC007357_18 1.0e-13 (AC007357) F3F19.18 
[Arabidopsis thaliana] 



OJ000320_32.0419.C7 
+ 

10453 
AAT/GAP 
9179 
681 



57700 Seq. ID 

120715 Strand 

5595 End 

OJ000320_32.0419.C7.o4 . gp Method 

9991 End 

2442924 Score 
-9-991. .10031, 10178.;, 10453 

'52627 , 63/emb|CAB45911.1| 9.0e-09 (AL080283) putative protein 
[Arabidopsis : thaliana] 



OJ000320_32. 0419.C7 
+ 

10453 
AAT/GAP 
10453 
560 



57700 Seq. ID 

120716 Strand 

11172 . End 

OJ000320_32 . 0419. C7,o5 . gp Method V 

11158 ' End 

17023_1.R1084 Score 
11158. .11292, 11456. .11614 

1 4 508073/gb | AAD214 17 . 1 | 1.0e-15 (AC005882) 43220 [Arabidopsis 
thaliana] 1 



OJ000320_32.0419.C7 

.+ 

.13095. 
AAT/GAP 
11614. 
422 



57700 

120716 

11172 

OJ000320_32.0419.C7 .o4 .gs 

11172 

none 



Seq. ID OJ000320_32.0419.C7 



Strand 
End 

Method 
End- 
Score 



+ 

13095 
GENSCAN 
12637 
.94 



11172. .11292, 114 56. .11622, 12331. .1254 0, 12575. .12 637 



58167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57700 

120716 

11172 

OJ000320_32.0419.C7.o2.np 

11175 

5852933 



Seq. ID OJ000320_32.0419.C7 



Strand 
End 

Method 

End 

Score 



+ 

13095 
AAT/NAP 
13095 
276 



11175. .11292, 11456. .11622, 12331 .. 12509, 12797. .13095 
(AF167556) dihydrof lavonol-4 -reductase DFR1 [Glycine max] 



Seq. ID 

Strand 

End 

Method " 

End 

Score 



OJ000320 32. 0419. C7 



471 

AAT/GAP 

465 

623 



57700 
120717 - 
1 

OJ000320_32 . 04 19 . C7 . ol . gp 
1 

uC-osflM202097d05bl 
1..182, 271. .465 

1 1170620/sp| P4 6864 | KATB_ARATH 4.0e-19 KINESIN-LIKE PROTEIN B 

>gi_1084 341_pir S48019 kinesin-related protein katB,. - 

Arabidopsis thaliana >gi_14 38842_dbj_BAA04 673_ (D21137) heavy 
chain polypeptide of kinesin-like protein [Arabidopsis 
thaliana] 1 



I 'J 



•S. • 2 

L:JL' 



Seq. No. 
Gene No. 
Start " 
Name , 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI'-- 

Exons 

GI Descrip. 



Seq. No. 
. Gene No . 
Start ' 
Name 
Start 
GI 

Exons 



57700 

120717 

1 

OJ000320_32.0419.C7 .ol .gs 
38 

none 

38. .182, 271. .471 

57700 

120718 

591 

..OJ000320_32.0419.C7.o2.gp 
591 

63359_1.R1084 
591. .953 

1 5262763/emb|CAB45911.1| 9. 
[Arabidopsis thaliana] 1 

57700 ... 
120719 . \ . . 

3139 * 

OJ000320_32.0419.C7..o2,gs . 

3139 • 

none 

3139. .3257, 4170.. 4575 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_32.0419.C7 
471 

GENSCAN 

471 

.81 



Seq. ID OJ000320_32.0419.C7 

Strand - 

End 953 

Method AAT/GAP 

End 953 

Score 645 

Oe-09- (AL080283) putative protein 



Seq. ID OJ000320_32.0419.C7 
Strand 

End ' '• 4575 ' 

Method -GENSCAN . . 

End 4575 

Score .88 



Seq. No. 57700 

Gene No. 120720 

Start 12850 

Name OJ000320_32 . 04 19 . C'7 . o2 . tm 
Start * 37 

GI none 

Exons 37. .183, 39. .185, 58. .183, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_32.0419.C7 
13048 

TBLASTX: Maize 

408 

140 



271. .408, 278. .400 



58168 




Seq. No. 


57700 








Seq. *ID 


OJ000320_32.0419.C7 


Gene No. 


120720 








Strand 




uLdll 


1 9R ^n 








Hif Id 


1 ^04ft 
X O U ft o . 


Name 


01000^90 ^9 


n a i q 


u / . OJ . 


-f-m 
L.UI 


t\/( f~\ 4- Vn y^i/-J 

i v jex.nou. 


1 dLHo I A . l v ia 1 Z e 


Ql- a r*t- 


^Sftft 








CjIIO -i. 


J / J J 


OX 


none 








Score 


1 QQ 
X 3 3 




SRRft ^701 


S Rft Q 

J JO 3 • 


^7 R ^ 
1 J / JJ 








Seq. No. 


57700 








Seq. ID 


OJ000320_32.0419.C7 


Gene No. 


120720 








Strand 




•3 +- a r~t* 
jLal L 












1 ?04 ft 
X O U ft o 


Name 


mono^n ?9 

UJUUUj^U oz 


• U 4 JL 3 • 


P7 n>1 
\j i .OX. 




i v ie cnou 


1 £5Xjf\D 1 A . Lie b o 


Otdl L 


R 6 64 
JDD4 










R qQ6 
0 3 3 D 


C T 
oX 


none 








Score 


1 T 4 
X X 4 




R664 qc 

JDD4 . . J / 


^ft 9 6 


^QQ6 

• J 3 3 D 








Seq. No. 


57700 








Seq. ID 


OJ000320_32..0419.C7 


Gene No. 


120720 








Strand 






i 9ftsn 








End 


1.3048 


Name 


nTonn^9n ^9 

UuUUUjZU OZ 


n 4 1 q 

. U H JL 3 . 


L / . OX . 


X. S 


Method 


TBLASTX: Soybean 


otdi L 


61 q6 ~~ 
Ol 3 0 








End 


6576 




none 








Score 


161 


Exons 


di^d . . oz 3 / , 


61 Q7 

D X 3 / . 


6^1 ^ 


64 97 
D 4 Z / . 


.6576, 6444. .6566 


o e q . in o . 


J / / uu 








Seq. ID 


OJ000320.J32. 0419.C7 


Gene No. 


120720 








Strand 




Start 


12850 








End 


13048 


Name 


01000^90 ?9 


n 4 1 q 

■ U 4 X -3 • 


P7 rsA 


cm 


Method 


TBLASTX: Maize 




64 ^ Q 








End 


6730 


KJ X 


none 








Score 


216 


TT 1 V /^N T^l C 1 


c^q 6 ^ Q7 


6 A "3 q 


6R67 
. DO D / , 


D 4 4 U • 


.6568, 6444. .6593, 6631. .6669, 




CCQO 6676 
DDJ6 . t DO / O f 


66^ R 
OOjj . 


67^0 
. D / jU/ 


66^6 
DOjO . 


.6722 




o c q . in o . 


R7700 

J / / u u 








Seq. ID 


GJ000320_32.0419.C7 


bene ino . 


1 90790 








Strand 




OLail 


i 9R 








End . 


13048 


Name 


OTnnn^9n ^9 

UJUUU jZU oz 


fl 4 1 q 


p7 r^l 
/ .ox. 


-r m 

urn 


Metho.d • 


TBLASTX :Maize 


OUdlt 










End 


9971 


oX 


none 








Score 


103 


Exons 


6949. .7020, 


6951. 


.7013, 


7107. 


.7166, 7108. .7164, 7109. .7165, 




7213. .7263, 


7439. 


.7537, 


7441. 


.7536, 7865. .7933, 7865. .7930, 




roor ft i n^ 

O UU O • • 0 JL U O , 


ft096 
OUZO. 


ft i nn 
. o i u u , 


ft 1 ft 1 

0 X 0 X . 


.8240, 8183.. 8236, 8183 ... .8272, 




ft 7 9 Q ft ft ft Q" " 


ft 7 "3 T 


ft ft A 1. ' 

. 0 0 f± O , 


ft 7 "3 "3 
0 / J J ( 


.8.834, 8734..8844, 8908... 9114, 




ft q 0 q QT19 

03U J. . 3 1 1 Z , 


ft q 1 1 


. 31z 0 , 


qi 1 "V 
yi i j . 


.9217, ■" 9118'. .9201, 9230 : . .9298, 




Q^fift Q^qft 
3 O DO • . 30 3,0 , . 


■ q'} 6R ' 


q60 1 

. 3 DU X , 


q66R 
3 D D p. * 


.9826, .9717. .9824.,. 9724.. ,9831, 




QQ94 Qq71 












Corf M/-V. 

d c q . in o . 


m inn 
3 / / uu- 








Seq. ID 


OJ000320_32.0419.C7 


Gene No. 


120720 








Strand 




Start 


12850 








End 


13048 


Name 


OJ000320 32 


.0419. 


C7.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


7898 








End 


8835 


GI 


none 








Score 


57 


Exons 


7898. .7933, 


8005. 


.8103, 


8026. 


.8100, 81* 


31. .8237, 8184. .8234, 




8730. .8834, 


8734. 


.8835 








Seq. No. 


57700 








Seq. ID 


OJ000320_32.0419.C7 



58169 



Gene No. 
"Start 
Name- 
Start 
GI 

Exons 



120720 Strand 

.12850 End 

OJ000320_32 . 04 19 . C7 . o3 . ts Method 

9556 End 

none Score 



13048 

TBLASTX: Soybean 

10297 

63 



9556.. 9597, 9754.. 9831, 9923.. 10027, 9924.. 10031, 10170 .. 1027 4 , 
10175. .10240, 10178. .10297 



Seq. No. 57700 

Gene No. 120720 

Start 12850 

Name OJ000320_32 . 04 19 . C7 . o3 . tm 

Start 11132 

GI none 
Exons 



Seq. ID OJ000320_32.0419.C7 
Strand 

End 13048 

Method TBLASTX : Mai ze 

End 12408 

Score 114 



11132. .11299, 11186. .11290, 1 1190 .. 11300 , 11454 .. 11618 , 
11455. .11622, 11458. .11625, . 12322. .12408, 12328. .12408 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57700 

120720 

12850 

OJ000320_32.0419.C7 .ol.tw 

11204 

none 



Seq. ID OJ000320_32.0419.C7 

Strand - 

End ' 13048 

Method TBLASTX : Wheat 

End 12441 

Score 117 



11204. .11296, 11205. .11297, 11458 .. 11604 , 11459 .. 11566, 
11463. .11618, 11464. .11622, 12328 .. 1244 1, 12357. .12440 



Seq. No. 57700 

Gene No. 120720 

Start 12850 

Name OJ000320_32 . 04 1 9 . C7 . o5 . gs 

Start 12850 

GI none 

Exons 12850. . 13048 



Seq. ID OJ000320_32.0419.C7 
Strand 

End 13048 

Method GEN SCAN 

End 13048 

Score .42 



Seq.^No. 57701 

Gene No. 120721' 

Start- . 107 

Name OJ000320_32 . 0419. C8 . ol . gs 

Start 107 

GI none 

Exons 107.. 288, 677.. 3185 



Seq. ID OJ000320_32.0419.C8 
Strand 

End 3230 

Method GENSCAN 

End 3185 . 

Score .51 



.Seq. No.. . 57701 , f 

Gene No. 120721 
Start 107 

Name OJ000320_32 . 04 19 . C8 . ol . np * 

Start 660 
GI • 7489738 

Exons 660. .3230 

GI Descrip. gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gi| 4 234 852 | gb | AAD12997 . 1 | (AF082133) gag-pol polyprotein [Zea 
mays ] . 



Seq. ID OJ000320_32.0419..C8 
-Strand - 
End . 3230 - 
Method ■. AAT/NAP 
End 3230 
Score 3240 



Seq. No. 57701 

Gene No. 120721 

Start 107 

Name OJ000320 32 . 04 19 . C8 . o4 . tm 



Seq. ID OJ000320_32.0419.C8 
Strand 

End 3230 

Method TBLASTX : Mai ze 



58170 




Start 


699 






End 


1157 




GI 


none 






Score 


52 




R v n n c; 


699. .890, 939. .1115, 9.49. .1116, 1098.. 


1157 1105 1125 




Seq. No. 


57701 






Seq. ID 


OJ000320_32.0419 


.C8 


Gene No. 


120721 






Strand 






Start 


107 






End 


3230 




Name 


OJ000320 32 


.0419 


.C8.o3.tw 


Method 






O U CI X U 


711 






End 


1114 




GI 


none 






Score 


118 




R von*? 


711. .1106, 


877. . 


1110, 1001.. 


1114 






Seq. No. 


57701 






Seq. ID 


OJ000320_32.0419 


.G8 


Gene No.- 


120721 






Strand 






Start 


107 






End 


3230 




Name 


OJ000320 32 


.0419 


.C8.o2 .ts 


Method 


TRT.ASTX • ^nvhpan 




Start 


714 ■ ■ 






End 


1280 




O J. 


none 






Score 


v ^ 




R von <3 

J_J A <Ji 1 o 


714. .905, 894. .1085, 988. .1089, 1098.. 


128 0 




Seq. No. 


57701 






•Seq. ID 


OJ000320_32.0419 


.C8 


Gene No. 


120721 






Strand 






Start 


107 






End 


3230 




Name 


OJ000320 32 


.0419 


.C8.ol.tm 


Method 


X ID LlrtO X /\ • L icl IZiC 




Start 


1170 






End 


1 601 

1 UU J. 






none 






Score 


X £. V 




R von <^ 


1170 1466 


1171 


1326 1440 


. .1601 






Seq. No. 


57701 






Seq. ID 


OJ000320_32.0419 


.C8 


Gene No. 


120721 






Strand 






Start 


107 






End 


3230 




Name 


OJ000320 32 


.0419 


.C8.ol. tw 


Method 


TBLASTX: Wheat 




Start 


1266 






End 


2046 




GI 


none 






Score 


154 




R von ^ 


1266. .1715, 


1270 


..1716, 1692 


..2045, 1699.. 2046, 1701.. 2045 


Seq. No. 


57701 • 






Seq. ID 


OJ000320_32.0419 


.C8' 


Gene No. 


120721 






Strand 






Start 


107 






End 


3230 




Name 


OJ000320 32 


.0419 


.C8.o2. tm 


Method 


TBLASTX : Maize 




Start 


1602 






End 


2045 




GI 


none. 






Score 


139 




R von c; 


1602... 1703,. 


1.737 


.,2045, 1738 


. .2028 






U ^3 \J • • 


57701 .... 






Seq. - ID 


OJ000320_32.0419 


/C8 


Gene No. 


120721 






Strand 






Start 


107 






End 


3230 




Name 


OJ000320 32 


.0419 


.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1737 






End 


2174 




GI 


5509260 






Score 


44 




R von q 


1737. .2174, 


1738 


..1770, 1813 


. .2085 






GI Descrip. 














Seq. No. 


57701 






Seq. ID 


OJ000320_32.0419 


.C8 


Gene No. 


120721 






Strand 






Start 


107 






End 


3230 




Name 


OJ000320 32 


.0419, 


.C8.ol.tc 


Method 


TBLASTX: Cress 





58171 



Start 
GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1827 End 
none Score 
1827. .2087, 1849. .2085 . 

57701 
120721 
107 

OJ000320__32.0419.C8.o3.ts 
2685 
none 

2685.. 2858, 2862.. .3071, 2890.. 3069 



2087 
116 



Seq. ID OJ000320_32.0419.C8 
Strand 

End 3230 

Method TBLASTX : Soybean 

End 3071 

Score 77 



57701 

120721 

107 

OJ000320_32.0419.C8 . o2 . tw 

2688 - 

none 



Seq. ID OJ000320_32.0419.C8 

Strand ' -r 

End 3230 

Method TBLASTX: Wheat 

End 3230 

Score 35 



2688. .2786, 2713. .2787, 2766. .3071, 2788. .3048, 3111. -.3230, 
3112. .3210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.. : 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57701 

120721 

107 

OJ000320_32.0419.C8 .o2.tc 

2691 

none 

2691. .2858, 2871. .3071 



Seq. ID OJ000320_32.0419.C8 
Strand 

End. 3230 

.Method TBLASTX: Cress . 

End 3071 

Score 123 



57701 
120721 
107 

OJ000320_32 . 04 19 . C8 . o3 . tm 
2694 
none 

2694. .2765, 2773. .2856, 2778 .. 2855, . 2862 .. 3071 , 2964. .3023 



Seq. ID OJ000320_32.0419.C8 
Strand 

3230 

TBLASTX: Maize 
3071 
58 



End 

Method 

End 

Score 



57702 

120722 

5950 

OJ000320_32.0419.C9.ol.gp 

5950 

none 

5950. .6413 



Seq. ID OJ000320_32.0419.C9 

Strand + 

End 6413 

Method AAT/GAP 

End 6413 

Score 850 



57702 
120723 
7534 

OJ000320_32.0419.C9.o2.gp 
7410 

21070 1.R1084 



Seq'. ID OJ000320_32.0419.C9 
Strand + 

8978 
AAT/GAP. 
8978 
1452 



End 

Method 
End 

_ Score 
7410. .7641, 8058. .8180, 8549. .8978 

•4 9284 60/gb|AAD33596.1|AF133127_l 6.0e-28 ■ (AF133127) thioredoxin 
h [Hevea brasiliensis] 1 



Seq. No. 
Gene No. 



57702 
120723 



Seq. ID OJ000320_32.0419.C9 
Strand + 



58172 




qf arf 
u ten l 


7534 






J-J 1 LKJ. 


8 978 

O Zf f o 






OJ000320 32 0419 


.C9. o2 . 




Me* t" h oH 








7 5 34 ~~ 
/ «j _? *i 






FnH 


R71 Q 
o / x zf 




• V3 X 


none 








93 

• Zf J 




F von q 


7534 7641 8058 


. .8180, 


8549 . 


8719 

• O / X Zf 






Opn No 


57702 






O <3 ^ • X U 




. \s Zf 


Gene No. 


120723 






Strand 


+ ~~ 




Start 


7534 






End 


8978 




LN CtlllC 


OJ000320 32.0419. 


,C9.o2. 


np 


Method 


AAT/NAP 




OLdi L 


7540 






End 


8698 




r*T 

V?X 


4928460 






Score 


289 






7540.. 7641, 8058. 


. .8180, 


8549. 


.8698 








(AF133127) thioredoxin 


h [Hevea brasiliensis] 




Cp/-t Ma 


57702 






Seq. ID 


OJ000320_32, 041 ; 9 


• z? 


.Gene No. 


120724 






Strand 






Start 


1 






End 


4 923' 




Name 


OJ000320 32.0419, 


,C9.ol. 


np 


Method 


AAT/NAP 




uLdi L 


1 . 






End 


1224 




(IT 


4234846 






Score 


789 




LjAUI lO 


1. .1021, 1064 . .1224 










Cl T P)o cm to 

OX WCO^i- X ^ . 


(AF082130) gag-pol polyprotein [Zea mays] 




Seq. No. 


57702 






Seq. -ID 


OJ000320_32.0419 


,C9 • 


Gene No. 


120724 






Strand 






J Lai L 


1 






End 


4923 




Name 


OJ000320 32.0419. 


,C9.ol. 


tm 


Method 


TBLASTX: Maize 




OLal L 


121 






End 


1132 " 




O X 


none 






Score 


50 




F* von q 


121. .186, 227. .277, 382 


. .513, 


401. .442, 


523. .1131, 554. 


. 1132 




57702 






Seq. ID 


OJ000320_32.0419 


.C9 


Gene No. 


120724 






Strand 






Start 


1 






End 


4923 




Name 


OJ000.320 32.0419. 


C9.ol. 


gs 


Method 


GENSCAN 




O LCil L 


381 






End 


4 923 




(IT 


none 






Score 


. 64 




Hi A(JllO 


381. .1232, 1812.. 


1853, 


2460. . 


2596, 405S 


► . .4109, 4157. .4316, 




4633.. 4758, 4839. 


.4923 










Qc*rt Mo 


57702 






Seq... ID 


OJ000320_32.0419 


..C9. 


Gene No. 


120725 . 






Strand 






Start 


7521 






. End. 


87'86 . ' •' ■ - ' 




LNdiltt; 


OJ000320- 32*0419. 


C9..o3. 


tin 


Method 


TBLASTX: Maize •. 




Cf a v-+- 
OLdi L 


7521 






End 


878 6 




ox 


none 






Score 


152 






7521.. 7643, 7528. 


.7644, 


8391. 


.8423, 8535. .8591, 8543. .8677, 




8548. .8682, 8753. 


.8782, 


8760. 


.8786 






Sea No 


57702 






Seq. ID 


OJ000320_32.0419 


.C9 


Gene No. 


120725 






Strand 






Start 


7521 






End 


8786 




'Name 


OJ000320 32.0419. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8046 






End 


8184 




GI 


none 






Score 


116 




Exons 


8046. .8183, 8050. 


.8163, 


8050. 


.8184, 805 


8. .8183 





58173 



Seq. No. 


57703 


Seq. ID 


OJ000320_32.0419 


.C10 


f^ono No 


190796 


qt ranH 

O LI al l\Ji 


+ 




O LdL t 


4 


Pnd 


9 4 ^ 




in allic 


0.1000^90- "39 041Q nO ol rr«5 


Mot hnH 

I J C L i I \J Li 


VJJ Hi LN O LyfilN 




o L al L 


4 — 


PnH 


9 4 ? 




GI 


none 


Score 


. 99 




Exori s 


4 94 ^ 








Seq. No. 


57703 


Seq. ID 


OJ000320_32.0419 


.C10 


UC11C LN LJ . 


120727 


iJ LI Ct 1IH 








1373 


End 


1794 




Name 


OJ000390 32 0419 CIO o9 a«? 


Mp t" h oH 


u£j LN O ^•Ti.LN 




Start 


1373 _ 


End 


1794 




(IT 


none 


Score 


. 75 




T7 v on q 

Hi A 1 o 


1373 1794 








Seq. No. 


57704 


Seq. ID 


OJ000 320^32.04 19 


.C12 


Gene No.' 


120728 


Strand 


+ 




O LOI l 


1 


End 


794 




IN dine 


OJ000320 32.0419.C12.ol.np 


Method 


AAT /NAP 
fin. I / iNfixr 




OLal L 


1 


End 


794 




w I 


6721543 


Score 


O _7 




Exons 


1..119, 667. .724 








(~1 T HdCPT""! O 

u I UCoOI • 


(AP001073) hypothetical protein [Oryza 


o a. L I V a. J 




Sea No 


57704 


Seq. ID 


OJ000320_32.0419 


.C12 


Ranp Mo 


120728 


Strand 


+ 




Start 


1 


End 


724 




Name 


OJ000320 32.0419.C12.o2.np 


Method 


AAT /NAP 




u Lai L 


606 


End 


724 




CI 


7228442 


Score 


174 




P von q 


606. .724 










(AP001366) EST C28 952 (C62945 ) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA prot'< 




isolog. (AC003981) [Oryza sativa] 






Seq. No. 


57704 


Seq. ID 


OJ000320_32.0419 


.C12 


fllpnp No '" 


120729 


Strand 






O L al L 


13 


End 


82 




in ctiitt; 


OJ000320 32.0419.C12.ol.gs 


Method 


GENSCAN 




o Lai L 


13 


End 


82 




GI 


none 


Score 


.97/ 




P v on q 


13-. .82 








Seq. No. 


57705 


Seq. ID 


OJ000320_32.0419 


.CI 3 


(TIo n o No 

uCllC IN U . 


120730 


Strand 


+ 




OLal L 


188 


End 


782 




Name 


OJ000320 32.0419.C13.ol.gs 


Method 


GENSCAN 




o LdiL 


188 


End 


736 




GI 


none 


Score 


.76 




Exons 


188. .474, 569. .736 








Seg. No. 


57705 


Seq. ID 


OJ000320_32 .0419 


.C13 


Gene No . 


120730 


Strand 


+ 




Start 


188 


End 


782 




Name 


OJ000320 32.0419.C13.ol.tm 


Method 


TBLASTX: Maize 





58174 




btart 


"5 £ a 






TOO 

/ 0 z 


H T 

bl 


none 




Score 


fi 9 
0 Z 


Exons 


a i £ "3 C*7 /11*7 /I 9 1 
ODD. . 4 1 D , OD / . . 4-1 / , 4 Z 1 . 


a n a 
, . 4 / 4 


C C £ TOO 

, ODD../ JO 


CCQ n O C TTQ TOO 

, 3by. . /jd, /jo. . /oZ, 




toq nnn ia~\ too 
/ . . / / / , / 4 1 . . / o Z 








Seq. No. 


57706 




Seq. ID 


OJ000320_32.0419.C14 


Gene No. 


120731 




Strand 


+ 


. btart 


1 /I Q "3 
1 4 0 J 






4 U 4 O 


Name 


UJUUUJZU jz . U4iy . b!4 . o± . 


gs 


Method 


bhlNbLAN 


Start 


14 o O 






A n A c 
4 U 4 d 


bl 


none 




Score 


Q 9 

. yz 


Exons 










oeq. wo. 


3 / / U O 




oeq . iu 


riTnnn'59n "3 9 n/i 1 q r*i/i 
UJUUUJZU OZ.U4iy.bl4 


Gene No. 


120731 




Strand 


+ ~~ 


Start 


1483 




End. 


4046 ' 


Name 


OJ000320 32.0419.C14.ol. 


np 


Method 


AAT/NAP 




1585 




End 


1741 


bl 


7489454 




Score 


43 


Exons 


1585. .1741 








GI Descrip. 


bacterial blight-resistance 


protein Xal - rice 




gi | zy4o /4z | ODJ \ BAAzbUoo . 


1| (AB002266) 


XA1 [Oryza sativa] 


Seq. No. 


57706 . 




Seq. ID 


OJ000320_32.0419.C14 


Gene No. 


lz073z 




Strand - 




btart 


JOJD 




End 


6530 


Name 


-OJUUlMzU 3z.U4iy.C14.. oZ. 


tm 


Method 


TBLASTX: Maize 


otart 


9 £ Q £ 
Z D y D 




End 


2980 


bl 


none 




Score 


318 


Exons 


2696.. 2980, 2697.. 2975, 


2698 


. .2976 




Seq. No. 


57706 




Seq. ID 


OJ000320_32. 0419. CI 4 


Gene No. 


120732 




Strand 




Start 


5836 




End 


6530 


Name 


OJ000320 32.0419.C14 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2982 




End 


3672 


GI 


none •*> 




Score 


163 . ; 


Exons 


2982.. 3152, 2984.. 3139, 


3138 


..3668, 3147. .3497, 3154. .3672, 




3260.. 3667, 3534.. 3668 








Seq. No. 


57706 




Seq. ID 


OJ000320_32.0419.C14 


Gene No. 


120732 




Strand • , 




btart 


.5.836 




End 


6530. .v .;' 


Name 


OJ000320 32.0419.C14 .oz. 


ts- ■ 


'Method • 


TBLASTX -Soybean 


Start . 


.3291 : 




■End 


3668 


GI 


none 




Score 


221 


Exons 


3291. .3668 








oeq. ln o . 


57706 




Seq. ID 


OJ000320_32.0419.C14 


Gene No. 


120732 




Strand 




Start 


5836 




End 


6530 


Name 


OJ000320 32.0419.C14.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3557 




End 


3959 


GI 


none 




Score 


163 


Exons 


3557. .3667,' 3558. .3671, 


3558 


..3689, 3565. .3696, 3568. .3690, 



3699.. 3959, 3726.. 3959 



58175 



Seq. No. 57706 Seq. ID 

Gene No. 120732 Strand 

Start 5836 End 

Name OJ000320__32 .0419. CT4 . ol . ts Method 

Start < 37-29 ' ■ End ' 

GI none Score 

Exons 3729.. 4043, 3824.. 3928 



OJ000320_32.0419.C14 
6530 * 

TBLASTX: Soybean 

4043 

268 



Seq. No. 


57706 




Seq. ID 


OJ000320_32.0419. 


C14 


Gene No. 


120732 




Strand 






J Lui I 


■ 5836 




End 


6530 






OJ000320 32 0419 C14 ol 


. tc 


1 UllvU 






■JlCli t 


3732 _ 




End 


4019 






1 1U11C 






203 




LjAUI 1 o 


"37^9 4019 ?Q^1 
















^prr TO 
o c- ^ . iu.. 


OJDOO^^n 1? 0419 


n 4 


Gene No. 


120732 




Strand 






Start 


5836 




. End 


6530 




Name 


n.Tonn^^n ^9 041Q ri4 


. tm 


Method 


TBLASTX: Maize 




CJ-h 3 r-t- 

OLdl L 


"374 1 _ 




End 


4040 




OX 


n r^i Ti d 




Score 


240 




Exons 


?741 4D4D "3761 40^6 










o e q . LN O . 


■'J / / Uu 




Seq. ID 


OJ000320_32.04l9. 


n 4 

^ X *i 




120732 




Strand 






Start 


5836 




End 


6530 




Name 


OJ000320 32.0419.C14.o3 


,np 


Method 


AAT/NAP 




Start 


5836 




End 


6530 




GI 


'4508081 




Score 


219 




Exons 


5836. . 6530 










GI Descrip. 


(AC005882) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


57707 




Seq. ID 


OJ000320_32.0419. 


C15 


Gene No. 


120733 




Strand 






Start 


286 




End * 


2506 : 




Name 


OJ000320 32.0419.O15.ol 


.gs 


Method 


GENSCAN' ' 




Start 


286 




End 


2506 




GI 


none 




Score 


.83 




Exons 


286. .698, 1320. .1488, 1711. 


.1899, 1988 


..2155, 2492. .2506 



Seq. No. 


57707 






Seq. ID 


.OJ00032.0 


_32.0419 l .C15 


Gene No . , 


120734 






Strand . 






Start 


4804 






End ' 


7332 




Name 


.. OJ000320/32 


..0419..C15.O2 




. Method ■. 


GENSCAN. - 




Start 


4804 






End 


'7332 




GI 


none 






Score 


.87 




Exons 


4804. .5858, 


6018. . 6585, 


7171. 


.7332 






Seq.. No. 


57707 






Seq. ID 


OJ000320 


_32.0419.C15 


Gene. No. 


120735 






Strand 






Start 


8209 






End • 


8796 




Name 


OJ000320 32. 


.0419.C15.o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


274 






End 


2134 




GI 


none 






Score 


78 




Exons 


274. .726, 21 


36. .651, 512 


. .727, 


1294. .1404, 1390. 


. 1482, 




1708. .1854, 


1870. .1911, 


1982. 


.2134, 1983. .2102 





58176 




Seq. No. 


57707 






Seq. ID 


OJ000320_32.0419.C15 


Gene No. 


1-20735 






Strand 




btart 


8209 






hjna 


o / y o 


Name 


OJ000320 32. 


,0419.C15.o4 


4- m 

. tm 


Method 


i oijAb I X : Mai ze 


Start 


286 






hjnci 


1 A Q "3 
14 OJ 


GI 


none 






Score 


"7 1 
/ 1 


Exons 


286. .363, 289. .396, 293 


. . j y / , 


A 1 Q c; C A 
4 1 o . . 0 04 , 


/I O 1 GL£/1 C11 CQ1 

4 Z 1 . . D 04 , 0 / 1 . . OZ 1 , 




571. .624, 611. .733, 634 


"7 O C 
. . /ZD, 


loco ..14c 


iz, 1 4 UU . . 1 4 oo 


Seq. No. 


57707 






Seq. ID 


OJ000320_32.0419.C15 


Gene No. 


120735 






Strand 




Start 


8209 






End 


8796 


Name 


■ OJ000320 32. 


0419.C15.o3 


4- o 

. lS 


Method 


TBLASTX: Soybean 


otart . 


289 






End 


2125 


bl 


none 






Score 


103 


Exons 


289. .402, '29.0. .409, . 418 


. . 0 Do , 


500. ,565, 


580, .726, 606; . 698, 




i joj . . 1 4 o y , 


i o y y . . ifioo, 


l / 1 / . 


.1851, 1717. .1854, 1736. .1852, 




lyyz . . zizd , 


iyo o . . zuio 








Seq. No. 


57707 






Seq. ID 


OJ000320_32.0419.C15 


bene no. 


i o n "7 "5 r 
1 z U / jj 






Strand 




Start 


ozuy 






End 


8796 


Name 


UJUUUjiU 


U4 xy . bio . oj 


. tm 


Method 


TBLASTX: Maize 


Start 


1 £ Q Q 

i by y 






End 


2125 


GI 


none 






Score 


133 - 


Exons 


loyy. . iyii, 


1 Ton i q n n 


i ybz . 


.2125, 1992. .2117 


Seq. No. 


0 / /U / 






Seq. ID 


OJ000320_32.0419.C15 


Gene no. 


120735 






Strand 




Start 


8209 






End 


8796 


Name 


(JJ UUUo/U oz . 


U4 iy . biO . OZ 


4- T T 

. tw 


Method 


TBLASTX: Wheat 


O 4- -i -w~4- 

btart 


1 / 1 / 






End 


2126 


bl 


none 






Score 


62 


Exons 


1717. .1833, 


1717. .1911, 


n to 

i / jy . 


.1852, 1982. .2125, 1992. .2126 


Seq. ( No. 


57707 






Seq. ID 


OJ000320_32,0419.C15 


Gene No. 


120735' 






Strand 




otart 


8209 






End 


8796 


Name 


OJ000320 32. 


0419.C15.o2 


4- 

. t s 


Method 


TBLASTX: Soybean 


o tar t 


4802 






End 


5256 


C T 

bl 


none 






Score 


148 


Exons 


; 4802. .5233, 


4 807. .525 6 " 








Seq . No ... 


■ 57707 






Seq. ID, 


OJ000320_32 . 0419 . CI 5 


Gene No. 


120735 






Strand 




Start 


8209 






End 


8796 


Name 


OJ000320 32. 


0419.C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4849 






End 


6504 


GI 


none 






Score 


210 


Exons 


4849. .5481, 


4943. .5512, 


5050. 


.5517, 5218. .5427, 5224. .5481, 




5248. .5487, 


5608. .5850, 


5608. 


.5847, 6016. .6351, 6017. .6241, 




6025. . 6195, , 


.6220. . 6408, 


6295. 


.6504, 6296.. 6487, 6307.. 6498 


Seq. No. 


5*7707 






Seq. ID: 


OJ000320_32.0419.C15 


Gene No. 


120735 






Strand 




Start 


8209 






End 


8796 



58177 




Name 


OJ000320_32 


.0419, 


.C15.o3 


. tw 


Method 


TBLASTX: 


Wheat 


otait 


A ft 








End 


8111 




p t * * " 


none 








Score 


112 




Exons 


/lptrtr d Q1 1 




. . O U O 0 , 


R1 1 

JilO. 


, .5481, "5117. .5521, 


citc R9Q9 
O X / O . .OZ5Z, 




cci 7 R79 d 
Jul / • • O / 4 , 


O / D4 , 


^ft £9 


OUZO. 


.6360, 6029. .6241, 


OZ.70. . OO X .7 , 




pnRR 3111 














Seq. No. 


57707 








Seq. ID 


OJ000320 


_32.0419.C15 


Gene No. 


120735 








Strand 






Q -|- -s v"H 


ft 90Q 
o c. v y 








End 


8796 




Name 


JJUUUVJO^U OZ 




PI ^ o "3 




Method 


TBLASTX: 


Cress 


otart 


4 jO 4 








End 


6447 




P T 


none 








Score 


136 




HjXons 


/JQQ/1 c: -3 7 £ 
4 i?0 4 . .OO/D/ 


JUUO, 


c -377 
> .00/ / , 


601 *3 


. 6144, ' 6295. . 6447, 


c. o n p . c. a -3 a 

DjUO . . O 4 O O 


beq . no . 


q 7 7 0*7 








Seq. ID 


OJ000320 


-JO H41Q Pi R 


Gene No. 


120735 








Strand 






Start 


8209 








End 


8796 




Name 


D. 7000^90 "39 


Od 1 Q 


pi r od 

. X O • U 4 


• L o 


Method 


TBLASTX : 


ooyDcdn 


Of 

otart 


J / 








End 


6507 




P T 


none 








Score 


67 




Exons 




R *5 1 7 


R /I Q 7 
. . O 4 O / , 


£0 9 9 


.6165, 6085. .6462, 


oo ox . . o4oy, 




OJ DO . . 0 4O O , 


D JO O . 


. . OjU / 










Seq. No. 


O / / U / 








'Seq. ID 


OJ000320 


oz . U4 iy . L10 


Gene No. 


120735 








Strand 






Start 


8209 








End 


87 96 




Name 


OJ000320 32 


.04x9, 


.C15.ol 


• gp 


Method 


AAT/GAP 




Start 


7995 








End 


8796 




GI 


294 6.R1084 








Score 


1389 




Exons 


7995. .8796 















GI Descrip. 1 54 154 6/pir | | S4 0611 2.0e-55 ubiquitin precursor - Volvox carteri 
>qi_395295_emb_CAA52290_ (X74214) polyubiquitin [Volvox 
carteri] 1 



Seq. No. • 57707 
Gene No. .120735 
Start 8209 

Name OJ000320_32 . 0419 . C15 . ol . ts 

Start 8201 
GI none 

Exons 8201.. .8443,. 8201, .8440, 82.08. 

8218.. 8682, 8245.. 8796, 824.5. 
8246. .'8428, .8328. .8621, 8443. 
. .8.474 . . 879.4 , 8.47.4 . .. 8794 , .8474 . 



Seq. ID PJ000320_32.0419.C15 
Strand 

End 8796 

Method TBLASTX : Soybean 

End 87 96 

Score 56 

.8258, 8208. .8258, . 8215. .8787, 
.8670., 8245. .8.796, 8245.. 8796, 
.8796, -8'448. .8732, 84 74 . .87 94 , ; 
.8794,. 8672. .8794 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57707 

120735 

8209 

OJ000320_32.0419.C15.ol.tw 

8201 

none 

8201; 

8218. 
8246. 
8474 . 



,8440, 8212. 
,8463, 8222. 



.8271, 8216. 
,8782, 8223. 



.8425, 8246.. 8671, 8326. 
.8794, 8474. .8794, 8669. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 32.0419.C15 



8796 

TBLASTX: Wheat 
8796 
52 

8668, 8217. .8276, 8217. .8276, 
8276, 8245.. 8796, 8245.. 8670, 
8784, 8440. .8796, 8460. .8747, 
8794 



58178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57707 Seq. ID 

120735 Strand 
8209 * End 

OJ000320_32.0419.C15.ol.np - - Method 
8209 End 
3126967 Score 
8209. .8796 

(AF061807) polyubiquitin [Elaeagnus umbellata] 



OJ000320_32.0419.C15 
8796 

AAT/NAP - 
8796 
955 



57707 Seq. ID 

120735 Strand 

8209 End 
OJ000320_32 . 04 19 . C15 . o3 . gs Method 

8209 End 

none Score 
8209. .8751 



OJ000320_32.0419.C15 

8796 
GENSCAN 
8751 
.9. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57707 

120735 

8209 

OJ000320_32.0419.C15.ol.tc 

8212 
none 

8212.. 8796, 8215. .8796, 8215. 
8216. .8668, 8219 8794 ,. 8219 . 
8245. .8796, 8245. .8670, 8245. 
8443. .8796, 8474. .8794, 8474. 

57707 

120735 

8209 

OJ000320_32 . 04 19 . C15 . ol . tm 

8215 

none 

8215. .8271, 8224. .8784, 8225. 
8245. .8670, 8246. .8428, 8326. 
8384.. 8428, 8384.. 8794, 8386. 
8480. .8794, 8480. .8794, 8613. 



Seq. ID 

Strand-' 
End 

Method 
End 
Score 



OJ000320 32.0419.C15 



8796 

TBLASTX: Cress 
8796 
489 

8796, 8215.. 8784, 8215.. 867.0, 
8794, 8219.. 8719, 8245.. 8796, 
8796, 8245. .8796, 8434.. 8784, 
8671, 8662. .8796 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 32.0419.C15 



8796 

TBLASTX: Maize 
8796 
56 

8782, 8225. .8470, 8245. 
8454, -8331. .8468, 8335. 
8796, 8388.. 8519, 8389. 
8747 



.8796, 
.8682, 
.8793, 



Seq. No. 
Gene No. 
Start 
Name 
Start 

.GI . ■ 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57708 Seq. ID 

120736 Strand 
1.802 End 

OJ0003.20_32 .Q419.C16.o2.np . Method . 
1802 End 

.5042416 • • : Score. 



OJ000320_32.0419.C16 
+ 

392 6 
AAT/NAP 

3926 • "• 

436; • . ■ • •: 



1802. .1861, 2697. .2863, 3216. .3926 

(AC006193) " Unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320 32.0419. C16 



57708 
120737 
1 

OJ000320_32.0419.C16.ol.gp 
1 

294_6.R1084 
1..531 

1 541546/pir | | S40611 2.0e-55 ubiquitin precursor - Volvox carteri 
>gi_395295_emb_CAA52290_ (X74214) polyubiquitin [Volvox 



559 

AAT/GAP 

531 

937 



58179 



carteri] 1 



Seq. No. 57708 
Gene No. - ■ 120737 
Start ; 1 

Name OJ000320_32 . 04 19 . CI 6 . ol . np 

Start 1 
GI 70642 
Exons 1 . . 520 

GI Descrip. polyubiquitin 5 - Arabidopsis thaliana gi 1 17 67 8 | emb | CAA31331 . 1 1 
(X12853) polyubiquitin (AA 1 - 382) [Arabidopsis thaliana] 
gi| 987519 | gb IAAB53929.il (U33014) polyubiquitin [Arabidopsis 
thaliana] gi | 2264 99 | prf | | 1515347A poly-ubiquitin [Arabidopsis 
' • thaliana] 



Seq. ID OJ000320_32.0419.C16 

Strand - 

End 559 

Method AAT/NAP 

End 520 

Score 836 



Seq. No. 57708 
Gene No.- . 120737 

Start 1 

Name OJ000320__32 . 0419.C16.ol. tw 

Start 1 

GI none 
Exons 



Seq. ID OJ000320_32.0419.C16 
Strand 

End 559 

Method TBLASTX : Wheat 

End 541 

Score 43 



1..21, 2. .523, 3. .47, 3. .293, 62. .520, 73. .402, 76. .402, 
96. .521, 96. .521, 291. .539, 293. .541, 466. .540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57708 

120737 

1 

OJ00032(_32. 0419.C16.ol.tc 

2 

none 



Seq. ID OJ000320_32.0419.C16 

Strand 

End 559 

Method TBLASTX : Cress 

End 559 

Score 329 



2. .520, 2. .292, 2. .559, 2. .520, 2. .520, 2. .520, 15. .539, 

61. .402, 65. .520, 96.-539, 96. .539, 96. .539, 96. .539, 96. .542, 

282. .518, 294. .533 



57708 

120737 

1- 

OJ000320_32.0419.C16.ol.tm 
2 

none 



Seq. ID OJ000320_32.0419.C16 
Strand 

■End 559 
Method TBLASTX: Maize 
End 54 5 

Score 69 

2. .64, 2. .544, 3. .50, 3 . . 47, 3 . . 92, 6. .50, 6. .320, 6. .293, 

8. .520, 11. .520, 61. .402, 61. .342, 96. .302, 102. .545, 102. .521, 

234. .521 



.Seq. No, • 57708 

Gene No\ 120737 

Start 1 

Name OJ000320_32 . 04 19 . CI 6 . ol . ts 

Start 2 

GI none 
Exons 



Se.q.. -.ID 0 JO 0 0 3 2.0_3 2. . 0419 ..C 16 ; 

Strand 

End 559 

Method TBLASTX: Soybean 

End 542 

Score 152 



2. .166, 2. .166, 2. .526, 2. .166, 2. .520, 24. .530, 24. .311, 
61. .291, 88. .393, 89. .160, 96. .161, 96. .542, 96. .533, 96. .542, 
140. .520, 150. .533, 150. .521, 303. .389, 317. .388 



Seq. No. 
Gene No. 
Start 



57708 

120738 

2599 



Seq. ID OJ000320_32.0419.C16 
Strand 

End 3912 



58180 




Name 


OJ000320 32 


.0419, 


.C16.o2 


.tm • 


Method 


TBLASTX: Maize 


Of a r-4- 


ZDy y 








End . 


3888-' 


C T 
bl 


none 








Score 


82 


Exons 


zoy y . . zboo, 


OCQQ 

zd y y , 


OCCQ 

. . Z boo , 


Z bill . 


.2684, 2622.. 2690, 2673.. 2864, 




Z OO / . . Zo bb, 


Zboo. 


0 Q £A 
. . Z O Oft / 


T 1 /t Q 
J 1 4 q . 


.3465, 3181, .3465, 3646. .3705, 




O 1 Z 1 . .0/07/ 


*5Q ^ 0 


"5 Q Q Q 
. .0000 








Seq. No. 


57708 








Seq. ID 


OJ000320_32.0419.C16 


Gene No. 


120738 








Strand 




b tart 










End 


3912 


Name 


vJJUUUoZU JZ 


n a 1 q 
. U4 1 y , 


, Lib . OZ 


4- <~> 


Method 


TBLASTX : Soybean 


C -1 , -v-4- 

bt arc 


J^l / 








End 


3912 


bl 


none 








Score 


103 


TT^ V c 


09 17 0 0 an 


Jj O z . 


, . J 4 D O / 


jjO j . 


.3783/ 3630 . .3782/ 3823 . ; 3912- . 


Seq.. No. 


57708 








Seq. ID 


OJ000320_32.0419.C16 


Gene No.. 


120738 








Strand 




Of -ivf 
u Lai L 


OCQQ 








End 


3912 


Name 


vJuUUUoZU 


n /i 1 q 

. U4 1 y . 


,Llb. OZ 


. tc 


Method 


TBLASTX: Cress 


o tar l 


■50/17 

JZ4 / 








End 


3912 


r~< -r 
bl 


none 








Score 


95 


Exons 


JZfi / . . j4 bZ / 


OtflO 


, . J / 0 Z / 


jt3 f J. 


.3912, 3700.. 3909 


Seq. No. 


57709 • 








Seq. ID 


OJ0,00320_32 .0419. C17' 


Gene No. ■ 


120739 








Strand 


+ 


0 car l 


I 1 HQ 

I I Uo 








End 


2137 


Name 


UJUUUoZU oZ 


. u 4 1 y . 


bl / . Ol 


.gs 


Method 


GENSCAN 


otart 


llUo 






End 


2137 


bl 


none 








Score 


.65 


Exons 


1 1 no 1001 
llUo . . LZZL , 


1 OQC 


01 07 
. Z 1J / 








beq. no. 


d / / u y 








Seq. ID 


OJ000320 32.0419.C17 


Gene No. 


120739 








Strand 


+ 


Start 


1108 








End 


2137 


Name 


OJ000320 32 


.0419. 


C17.01 


.np 


Method 


AAT/NAP 


btart 


1785 








End 


2134 


r* t 
bl 


4585973 . 








Score 


354 


Exons 


1785. .2134 




v. 








bi uescrip. 


(AC005287) translation . 


initiation factor [Arabidopsis thali. 


beq. wo. 


57709 








Seq. ID 


OJ000320_32.0419.C17 


Gene No.. 


120740 








Strand 




.Start ' 


2485 








End 


4473 . 


Name 


OJ000320 32 


.0419. 


C17.o2 


. gs ; 


Method 


GENSCAN • 


btart 


.2485 








End 


4 473 .: • . 


bl 


none 








Score 


.41 


Exons 


2485. .2670, 


2716. 


.2903, 


2911. 


.3159, 3249. .3714, 3719. .4099, 




4411. .4473 












Seq. No. 


57709 








Seq. ID 


OJ000320_32.0419.C17 


Gene No. 


120741 








Strand 




Start 


8101 








End 


11305 


Name 


OJ000320 32 


.0419. 


C17.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


■1883 






End 


2137 


GI 


none 








Score 


340 


Exons 


1883. .2137 













58181 



Seq. No. 


57709 




Seq. ID 


OJ000320_32.0419 


Gene No. 


120741 




Strand 




OlaiL 








1 1 ^n^ 


Name 


piTfinn^on "39 i q pi i 
UUUUU JZU . U4 1 y . L,l / . o / 




Method. 


i dj_i>io i a . wneat 


o C.ar L. 


1 QOO 

100 J 




tna 


9 1 ^ Q 


P T 


none 




Score 


TOO 

JJZ 




lOftO Ol CO 








Seq. No. 


57709 




Seq. ID 


OJ000320_32.0419 


Gene No. 


120741 




Strand 






a i n i 






I 1 OflCl 

II jUj 


Name 


UuUUUjZU oZ . U 4 i y . Li / . oz 


. lS ' 


Method 


i dLiAo i a : boyDean 








Lnu 


Ol oo 
Zlj / 


P T 


none 




Score 


9. o,o 


T7 1 v 


i op's 9177 9H7R 91^0 








Seq. No. 


57709 




Seq. ID 


OJ000320_32.0419 


Gene No. 


120741 




Strand 




OLait 


Rim 




iLriu. 


11 jUj 


Name 


piTfinn79ri "59 h/iiq pit ^£ 


. tin 


i v ie unoQ 


i d1j/\o i a . LYiai ze 


o tart 


looo 






Ol CO 

ZlOO 


P T 
bi 


none 




Score 


701 
OOl 


Exons 


1QQ9 oi CO 








beq. ino . 


D / / uy 




oeq . - ± u 




UCllC IH\J . 


120741 




Strand 




Start 


8101 




End 


11305 


Name 


OJ000320 32.0419.C17.o2 


. np 


Method 


AAT/NAP 


Start 


8072 




End 


11305 


GI 


4680179 ;/ 




Score 


3997 . 


Exons 


8072. . 11305 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 



Seq. No. 57709 

Gene No. 120741 ■ 

Start . 8101 

Name • 0 J000320_32 . 0419'. C17 . o4 . gs 

Start 8101 

GI none 

Exons 8101.. 11145 



Seq. ID OJ000320_32.0419.C17 
Strand 

End 11305 

Method GENSCAN • 

End 1114 5 

Score .94 



Seq. ID OJ000320_32.0419.C17 
Strand 

End 11305 

Method- TBLASTX: Wheat v 

End 84 4 8 

Score 114 

8116. .8448, 8137. .8286, 8168. .8353, 8341. .8409, 8343. .8441 



Seq. No. 57709 
Gene No. . 120741 
Start . 8101 

Name OJ000320_32 . 04 19.. C17 . o5 . tw 

Start 8116 

GI none 
Exons 



Seq. No. 57709 

Gene No. 120741 

Start 8101 

Name OJ000320_32 . 04 19 . C17 . o7 . tm 

Start 8131 

GI none 
Exons 



Seq. ID OJ000320_32.0419.C17 
Strand 

End 11305 

Method TBLASTX: Maize 

End '8294 

Score 85 



J131..8289, 8133. .8294, 8134. .8292 



58182 



Seq. No. 57709 

Gene No. 120741 

Start 8101 

Name OJ000320_32 . 041 9 . C17 . ol . tm 

Start 8299 

GI none 
Exons 



Seq. ID OJ000320_32.0419.C17 



Strand 
End 

Method 

End 

Score 



11305 

TBLASTX: Maize 

8892 

64 



8299. .8394, 8299.-8736, 8309. .8518, 8467. .8616, 8594. .8737, 
8655.-8738, 8734. .8892, 8741. .8887, 8743.-8889 



Seq. No. 57709 Seq. ID 

Gene No. 120741 Strand 

Start 8101 End 

Name ' OJ000320_32 . 04 19 . C17 . ol . tw Method 

Start 84 4 9 End 

GI none Score 

Exons 8449.. 9075, 8573.. 8980 



OJ000320_32.0419.C17 
11305 

TBLASTX: Wheat 

9075 

255 



Seq. No. 57709 

Gene No. 120741 

Start 8101 

Name OJ000320_32 . 0419 . C17 . o4 . tm 

Start 8944 " 

GI none 

Exons 8944.. 9234, 8947.. 9162, 9044. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9223, 9084.. 9236 



OJ000320_32.0419.C17 
11305 

TBLASTX: Maize 
9236 
97 



Seq. No. 57709 Seq. ID 

Gene No. 120741 Strand 

Start 8101 End 

Name OJ000320_32 . 04 19 . C17 . o3 . t s Method 

Start '" 9034 End 

GI none Score 

Exons 9034.. 9162, 9034.. 9282, 9044.. 9289 



OJ000320_32.0419.C17 
11305 

TBLASTX: Soybean 

9289 

82 



Seq. No. 57709 

Gene No. 120741 

..Start 8101 

Name' . ; OJ000320_32 . 04 19 . C17 . o2 . tc 

Start 9058 

GI none 
Exons 



Seq. ID OJ000320_32.0419.C17 
Strand 
End 

Method 
End 
Score 



11305 

TBLASTX: Cress 

9375 

99 



9058. .9201, 9074. .9199, 9202. .9375, 9256.-9354 



Seq. No. 


57709 








Seq. ID 


OJ000320_32.0419. 


..CI 7 


Gene No. 


120741 








Strand 






Start 


8101' 








End 


• 11305/" 




Name- 


OJ000320 32, 


.0419. 


C17.o3. 


tw-;.' 


Method 


TBLASTX.: Wheat .'. 




Start 


9082 








End 


9606 ' 




GI 


none 








Score 


267 




Exons 


9082. .9606, 


9086. 


. 9454 










Seq. No. 


57709 








Seq. ID 


OJ000320_32.0419, 


.C17 


Gene No. 


120741 








Strand 






Start 


8101 








End 


11305 




Name 


OJ000320 32. 


,0419. 


C17.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


9644 • 








End 


10002 




GI 


none 








Score 


229 ' 




Exons 


9644. .9925, 


9649. 


.10002, 


9701, 


. . 10000 







58183 




Seq. No. 57709 

Gene No. 120741 

Start 8101 

Name . . ".. OJ000320_32 . 0419 .C17 . o2 

/Start , " 964 9 

GI none 

Exons 964 9. .10074, 9651. .9788 

Seq. No. 57709 

Gene No. 120741 

Start 8101 

Name OJ000320_32 . 0419.C17 .o4 

Start 9823 

GI none 

Exons 9823.. 10068 




Seq. ID OJ000320_32.0419.C17 
Strand 

End 11305 

.tw Method TBLASTX : Wheat 

End 10075 

Score 70 

/ 9664. .10017, 9686. .10075 

Seq. ID OJ000320_32.0419.C17 
Strand 

End 11305 

.ts Method TBLASTX : Soybean 

End 10068 

Score- • 212 



Seq. No. 


j / / uy 




Seq. ID 


OJ0003?0_32.0419 


Gene No.. 


120741 




Strand 




Start 


8101 




End- 


11305 


Name 


UJUUU jZU OZ.U41iy.Cl/ 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


1 a n o q — 

i uu j y 




End 


10539 


GI 


none 




Score 


70 


Exons 


lUUJy. .1UJ/4, lUUol. 




10360. .10539 


Seq. No. 






■ Seq.. ID 


OJ000320_32.0419 


Gene No.-. 


120741 




Strand 




Start 


8101 




End 


11305 


Name 


ujuuu j^u j^.uftiy.d/ 


. 06 . tw 


Method 


TBLASTX: Wheat 


Start 


1 AAQ1 

lUUol 




End 


10377 


GI 


none 




Score 


154 


Exons 


1 AAQI 1 A-DT7 1 A1 1 Q 

lUUol . . lUo / / , lUllo. 








Seq. No. 


o / / uy 




Seq. ID 


OJ000320_32.0419 


(aene no . 


1ZU / H 1 




Strand 




Start 


8101 




End 


11305 


Name 


OJ000320 32.0419.C17 


.ol.ts 


Method 


TBLASTX : Soybean 


Start . 


10090 




End 


10485 


GI 


none 




Score 


133 


Exons 


10090. .10449, 10118. 


.10333, 


10373. .10468, 10453. .10485, 




10453. .10485 








Seq. No. 


57709 




Seq. ID' 


OJ000320_32..041.9 


Gene No. 


120741 




Strand 




Start 


8101- 




End' ■ 


113.05 ' -v." 


Name 


OJ000320 32.0419.C17 


. o4 . tw 


Method 


TBLASTX Wheat • '. 


Start 


10426 




End . 


10909 


GI 


none 




Score 


162 


Exons 


10426. .10908, 10438. 


.10881, 


10454 . . 10909 


Seq. No. 


57709 




Seq. ID 


OJ000320_32.0419 


Gene No. 


120741 




Strand 




Start 


8101 




End 


11305 


Name 


OJ000320 32.0419.C17 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


10609 




End 


10896 


GI 


none 




Score 


180 


Exons 


10609. .10896, 10610. 


.10795 







58184 




Seq. No. 


57709 




Seq. ID 


OJ000320_32.0419. 


C17 


Gene No. 


120741 




Strand 






JUOI L.. 


8101 




End 


11305 




ln emit; 


o.Tnno3?o 3? 04iQ ri7 


oft 1" w 


Method 


TBLASTX: Wheat " 






1091? ~~ 

X \J J X 




.' End 


11275 




(IT 


none 




Score 


56 




LAUllO 


idqi? iimn i hqi 3 


1 0Qft7 


11086. .11274, 11093. .11275 




Seq. No. 


57710 




Seq. ID 


OJ000320_32.0419. 


CI 8 


Gene No. 


120742 




9i~ rsnri 

U Li Ql lv^l 






Cf arf 
O Lai L 


447 




End 


1493 




In a I lit; 


o.Tnnn^?n 3? 04iq rift 


o 1 rr q 
i ui • y o 


Method 


GENSCAN 




O L a. I. L- 


4 47 ~~ 




End 


1493 




GT 


none 




Score ■ 


.57 - 




uAUl 1 0 


447 710 1373 1493 










Seq. No. 


57711 




Seq. ID 


OJ000320_32.0419. 


C22 


Gene No. 


120743 




Strand" 


+ 




O L.CL J. L 


187 

xu / 




- End 


4 56 . 




IN dint; 




O 1 <T Q 

■ u x . y o 


"■* Method 


GENSCAN 




O LCli L 


1 ft7 ~~ 

X o / 




End 


456 




(IT 
\J X 


n on o 
nunc 




Score , 


.96 




T? von c: 


187 267 313 4S6 










k_J Vl^ V_J ■ .'111 . 


57711 ' " 




Seq. ID 


OJ000320_32.0419. 


C22 


Gene No. 


■ '1-20744 




Strand 


+ 




Start 


2294 




End 


2740 




Name 


OJ000320 32.0419.C22, 


, o2 . gs 


Method 


GENSCAN *• 




Start 


2294 




End 


2740 




GI 


none 




Score 


.65 




Exons 


2294. .2410, 2552. .2740 









Seq. No. 57711 

Gene No.. 120745 

Start 3970 

Name OJ000320_32 . 0419.C22 . o3. gs 

Start 3970 

GI none 

Exons 3970. .4065, 4104. .4254, 4524, 
6302. .6521, 6604. .6757 



Seq. ID OJ000320_32.0419.C22 

Strand + 

End 11197 

Method GENSCAN 

-End 6757 

Score . 97 

.4690, 5438.-5656,' 5749. .5908, 



.Seq. No. 57711 
Gene No. 120745 

Start ' 3970 ' 

Name " OJ000320_32 . 04 19 . C22 . ol . np • : . 

Start 4122 
GI 6689826 

Exons 4122.. 4254, 4524.. 4690, 5438, 

9886. .10050 

GI Descrip. (AF092912) DFR-like protein [Arabidopsis thaliana] 



Seq. ID OJ000320_32, 0.419. . C22 . 
Strand + 
•End : ; -V. ill 97 ■ 
Method AAT/NAP ... 
End " 10050 
Score 598 

.5651, 9325. .9496, 9610. .9804, 



Seq. No. 57711 Seq. ID 

Gene No. 120745 Strand 

Start 3970 End 

Name OJ000320_32 . 04 19 . C22 . o3 . gp Method 

Start 8337 End 

GI uC-osflcyp017f04bl Score 



OJ000320_32.0419.C22 
+ 

11197 
AAT/GAP 
8884 
612 



58185 



Exons 8337.. 8569, 8760.. 8884 

GI Descrip. ' 4 5 08 07 3 /gb | AAD21417 ..1 1 2.0e-17 (AC005882) 43220 [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No". ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57711 

120745 

3970 

OJ000320_32.0419.C22.o4 . gs 

8446 ' ' 

none 



Seq. ID OJ000320_32.0419.C22 

Strand + 

End 11197 

Method GENSCAN 

End 11197 

Score .84 



8446.. 8569, 8760.. 8935, 9019.. 9228, 9326.. 9485, 9599.. 9818, 
9894. .10028, 10150 .. 10208 , 10841 .. 11031 , 11033. .11197 



57711 • 

120745 

3970 

OJ000320_32.0419..C22.o4. 
9577 

33857_1.R1084 

9577. .9818, 9894. .10225 

*4508073/gb|AAD21417.1| 

thaliana] 1 



gp 



Seq. ID ■ OJ000320_32.0419.C22 

Strand + 

End ■ 11197 

Method ' AAT/GAP 

End 10225 

Score 901 



5.0e-22 (AC005882) 43220 [Arabidopsis 



Seq. No. ' 

Gene No. ~ . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No 1 . • 
Start 
Name 
Start 

GI . 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57711 Seq. ID OJ000320_32 . 04 19 . C22 

120746 < Strand - 

1 End 252 

OJ000320_32.0419.C22.ol.gp Method AAT/GAP 

1 End 252 

25545_1.R1084 Score 504 

1. .252 

' 1170619/sp|Q07970|KATA_ARATH 5.0e-47 KINESIN-LIKE PROTEIN A 
>gi 479594 pir S34830 kinesin-related protein katA - 
Arabidopsis thaliana >gi_303502_dbj_BAA01972_ (D11371) 
kinesin-like motor protein heavy chain [Arabidopsis thaliana] 
>gi_2911084_emb_CAA1754 6. 1_ (AL021960) kinesin-related protein 
katA [Arabidopsis .thaliana] 1 



57711 
120747 
5202 

OJ000320_32.0419.C22 . o2 . gp 
5202 

LIB34 31-004 -P1-K1-G12 
5202. .5-274 ' ' ' ' • 
' 4680203/gb I.AAD27566 . 1 I AF114 171 
protein [Sorghum bicolor] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320_32.041?'.C22 

5274 

AAT/GAP 

5274 

.9.6 



7 1. O.e-39 (AF114171) TNP2-.l:ike- 



57711 
120748 
9649 

OJ000320 32.0419.C22.o2.ts 



4118 
none 

4118. .4246, 
5749. .5934, 
9160. .9219, 



4161. '.4250, 
8469. .8561, 
9326. .9493 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4574 . .4690, 
8473. .8562, 



OJ000320 32.0419.C22 



11921 

TBLASTX : Soybean 
9493 
102 

5435.-5563, 5588. .5647, 
8810. .8902, 9016. .9129, 



5818 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57711 
120748 
9649 

OJ000320 32.0419.C22.ol.tc 



4125 
none 

4125. .4253, 
8461. .8568, 



4472. .4696, 
8759. .8914, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4520.. 4690, 5435 
9016. .9129 



OJ000320 32. 04.19. C22 



11921. f . 

TBLASTX: Cress 
9129 
82 

.5566, 5464.. 5547, 



Seq. No. 57711 Seq. ID 

Gene No-. 120748 Strand 

Start 9649 End 

Name OJ000320_32 .0419. C22 . ol . tw Method 

Start 4166 .'End 

GI none Score 

Exons 4166.. 4258, 4167.. 4259, 4520.. 4687, 4523. 

5461. .5547, 8481 .. 8573, . 8482 .. 8574 , 8759. 

9016. .9132, .9016. .9102, 9045.. 9134 



OJ000320_32.0419.C22 
11921 

TBLASTX: Wheat 
9134 
134 

.4672," 5435. .5548, 
.8902, 8759. .8902, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57711 

120748 

9649 

OJ000320_32.0419.C22.ol. tm 

4553 

none 

4553.. 4690, 4568.-4696, 5408. 
8776.. 8805, 8777.. 8806, 8788. 
9016.. 9132, 9016.. 9102, 9017. 



Seq.. ID 
Strand 
End 

Method 
End ~ 
Score 



OJ000320 32.0419.C22 



11921 

TBLASTX: Maize 
9139 
179 

5575, 5435.. 5578, 5437. 
8901, 8801.. 8902, 8801. 
9139 



.5577, 
,8938, 



Seq. No. 57711 
Gene No. 120748 
Start 9649 

Name OJ000320_32 .0419. C22 . o2 . tm 

Start 5776 
GI . none 

Exons 5776.. 5913, 5808.. 5912, 6322, 

6429.. 6473, 9353.-9493, 9355, 
9637.. 9750, 9652. .9771, 9663, 



Seq. ID OJ000320__32.0419.C22 
Strand 

End 11921 
Method TBLASTX: Maize 
End 9771 
Score 138. 

.6414, 6324.. 6410, 6428..6'454 , 
.9492, 9594.. 9740,. 9595.. 9648, 
.'9770 



Seq. No. 57711 

Gene No. 120748 

Start 9649 

Name OJ000320_32 . 04 1 9 . C22 . ol , 

Start 634 3 

GI* * none ' 

Exons 6343.. 6420, 
9910. .9975 



ts 



Seq. ID 

Strand 

End 

Method 

End 

.Score 



OJ000320_32.0419.C22 

11921, -. ... 
TBLASTX: Soybean . 
9975 ' 

87 , . .-. 



6418.. 6510, 6620.. 6685, 9651.. 9803, 9652.. 9807, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57711 

120748 

9649 

OJ000320_32.0419.C22.o2.np 

9649 

5758858" 



Seq. ID OJ000320_32.0419.C22 
Strand 

End 11921 

Method AAT/NAP 

End 11921 

Score 71 



9649. .9713, 10232 .. 1037 9, 11844. .11921 

(AF168890) ATP synthase beta subunit [Calathea loeseneri] 



58187 



Seq. No. 


57711 


Seq. ID 


OJ000320_32.0419.C22 


Gene No. • 


120748 


Strand 




Start 


9649 


End 


11921 


Name 


OJ000320 32 0419 C22 o5 n<? 


11C L, 1 1UVJ. 


VJ Cj IN O WrtLX 


J Lai L 


11514 ■ _ 

X X *J X *± 


FnH 




GI 


none 




ft 4 


P von c: 


1 1514 11703 

X X <J X 1 . » 11 / U J 








57712 


C Prr T n 
OCl^t X Lf 


D.T000?90 ?9 041 Q 




„ 120749 


Strand 


+ ~ 


Start 




End 


818 


Name 


OJ000320 32.0419.C23.ol.np • 


Method 


AAT/NAP 


Start 


1 


End 


818 


GI 


'7228442 - 


Score 


1404' 


IT 1 v o n o 


1. .818 








(AP001366) EST C28952 (C62945 ) 


corresponds to a region of the ' 




predicted gene . ; Similar to maize transposon MuDR mudrA protein 




isolog. (AC003981) [Oryza sativa] 




Seq. No. 


57712 


Seq. ID 


OJ000320_32.0419.C23 


Gene No. * 


120749 


Strand 


+ 


^tfl rt 


1 


End 


818 


LN CI 11 It. 


OJ000320 32.0419.C23-ol..gs 


Method 


GENSCAN - 


o Lai l. 


63 


End 


707 




none 


Score 


.62 


F 1 von c 


63.. 707 






Qe>rr No 


57713 


Seq. ID 


OJ000320_32.0419.C24 


Gene No. 


120750 


Strand 




Start 


561 


End 


5965 


Name 


OJ000320 32.0419.C24.ol.gp 


Method 


AAT/GAP 


O U d X L. 


101 


End 


1042 




13803 1.R1084 


Score 


953 


uAUl 1 o 


101. .352, 552. .674, 747. .848, 


966. . 1042 




'3935138 9.0e-30 (AC005106) T25N20.2 [Arabidopsis thaliana] 1 


O C ^ • Vi \J . 


57713 


Seq. ID 


OJ000320_32.0419.C24 




120750 


Strand' 




rt 


561 


End 


5965 


Name 


OJ000320 32.0419.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


156 


End 


3194 


ox 


none 


Score . 


34 . 


Exons 


15.6... 188, 245. .271, .248. .271, 


253. .333, 


254.. .334,' 551". .673, " ... 




561. . 680, 562. . 675, 747.. 857,, 


748. .849, 


949. .1029, ' 963. .1028, 




.966... 1.034, .973. .1032,.'. 1366.:. 1467, 1371. 


. 14 69, 1.372. .14.70, - 




1406. .1477, 1547. .1600, 1547.. 


1600, 1551.. 1601, 1551.. 1601, 




1552. .1602, 1689. .1760, 1708.. 


1752, 1834. .1896, 1840. .1884, 




1844. .1912, 1844. .1894, 1845.. 


1895, 18 93. .2078, 1899. .2078, 




3056. .3190, 3093. .3194, 3105.. 


3191 




Seq. No. 


57713 


Seq. ID 


OJ000320_32.0419.C24 


Gene No. 


120750 


Strand 




Start 


561 


End 


5965 


Name 


" OJ000320 32.0419.'G24.ol.gs 


Method 


GENSCAN 


Start 


561 


End 


4909 


GI 


none 


Score 


.54 


Exons 


561. .674, 747. .896, 966. .1031, 


1363.. 1464, 1547..1'603, 



58188 



1707. .1754, 1843. .2076, 2991. .3017, 3105. .3270, 4544. .4610, 
4657. .4909 



Seq. No. 57713 Seq. ID 

Gene No. 120750 Strand 

Start 561 End 

Name OJ000320_32 . 04 1 9 . C24 . ol . tc Method 

Start 573 End 

GI none Score 
Exons 



OJ000320_32.0419.C24 
5965 

TBLASTX : Cress 

1751 

50 



573. .680, 579. .674, 580. .675, 747. .860, 747. .857, 763. .864, 
775. .888, 963. .1034, 1358. .1456, 1365. .1454, 1366. .1470, 
1366. .1467, 1505. .1603, 1548. .1604, 1689. .1751, 1705. .1749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57713 Seq. ID 

120750 Strand 
561 End 
OJ000320_32. . 0419 . C24 . ol. ts Method 

573' ..'End 
none Score 



OJ000320_32.0419.C24 
5965 

TBLASTX: Soybean. .' 

1914 

71 



573. .680, 580. .675, 580. .684, 747. .857, 748. .864, 960. .1034, 



1357. .1422, 1366. .1467, 1406. .1465, 1505. 
1551. .1604, 1689. .1751, 1699. .1752, 1704. 
1847. .1912, 1849. .1914 



,1603, 1547.. 1588, 
,1760, 1846. .1884, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57713 Seq. ID 

120750 Strand 

561 End 

OJ000320_32.0419.C24.ol.np Method 

4435 End 

2982283 Score 



OJ000320_32.0419.C24 

5965 
AAT/NAP 
5965 
86 



4435. .4626, 4808. .5034, 5945. .5965 
(AF051226) PREG-like protein [Picea mariana] 



Seq. No. 57714 Seq. ID 

Gene No. 120751 Strand 

Start 672 End 

Name OJ000320_32 . 04 1 9 . C25 . ol . np Method 

Start 64 8 End 

GI 2982283 Score 

Exons 648.. 895, 938.. 1231 

GI Descrip. (AF051226) PREG-like protein [Picea mariana] 



OJ000320_32.0419.C25 

1231 
AAT/NAP 
1231 
155 



S.eq. No. 57714 ..Seq.. ID 

Gene No. 120751 ' - Strand 

Start -672 * • End 

Name OJ000320_32 .0419. C25 . ol . gs Method 

Start 672 End 

GI none Score 

Exons 672.. 1082 



0 JO 0 0 3 2 0_3 2 . 0,4,1 9. . C2 5 

1231- . ..- : , 

GENSCAN 

1082 

.77 



Seq. No. 57714 Seq. ID 

Gene No. 120752 Strand 

Start 2068 " V End 

Name OJ000320_32 . 04 1 9 . C25 . o2 . gs Method 

Start 2068 End 

GI ' none Score 
Exons 



OJ000320_32.0419.C25 

4185 
GENSCAN 
4185 
.51 



2068. .2118, 2658. .2701, 2890. .2931, 3374. .3492, 4052. .4185 



58189 



Seq. No. 


57714 








Seq. ID 


OJ000320_32.0419.C25 


bene no . 










Strand 




Of a -w-f- 


4 z x o 








End . 


4521 


Name 


nTnnn^9n "39 


U 4 1 Z? . 


. bZ 0 . ox . 


LIU 


Method 


TBLASTX: Maize 




4 9 1 ~ 
4 ^ X O 








End 


4521 


P T 
bX 


none 








Score 


189 


Exons 


401c 4 4 1 


4 9 1 Q 
4 Z J. .7 . 




4 994 

4 Z Z 4 . 


.4343, 4417. .4521, 4428. .4517 


Seq. No. 


57714 








Seq. ID 


OJ000320_32.0419.C25 


bene ino . 


X Z, U / _> «J 








Strand 




Of 2 ■*-*•(- 


4 9 1 £ 

4 Z J. O 








End 


4521 


Name 


ri Tnnn ^9n ^9 


U 4 X -7 . 


P9 R nl 


L 0 


Method 


TBLASTX: Soybean 


bldit 


4 9 -^n 
4 ^ 0 u 








End 


4521 


bi 


none 








Score 


124 


C 1 /™\ c 

_xons 


49^0 /^vn 


49^0 


. . 4 JDl; 


4 9^1 


.4350, 4417. .4521, 4428. .4520 


Seq. No. 


57715 








Seq. ID 


OJ000320_32.0419.C26 


Gene No. 


120754 








Strand 


+ 




248 








End 


2178 


Name 


OJ000320 32. 


0419. 


C26.ol. 


gs 


Method 


GENSCAN 


btart 


248 








End 


2178 


C T 
bl 


none 








Score 


.61 / " 


V f~\ 1T\ C* 


248. .299, 807. .913, 1225 


...1395, 1509.. 


1602, 1692. .1771, 




loou. . 1 y oo , 


2036. 


.2178 








Seq. No. 


Of / 1 J 








Seq. ID 


OJ000320_32.0419.C26 


Gene No. 


120754 








Strand 


'+ 


otaiT, 


" 248 








End 


2178 


Name 


OJ000320 32. 


0419. 


C26.ol. 


tc , 


Method 


TBLASTX: Cress 


otart 


1321 








End 


2079 


b± 


none 








Score 


117 




1321. .1401, 


1347. 


.1391, 


1508. 


.1600, 1509. .1628, 1694. .1768, 




1696. .1770, 


1889. 


. 1957, 


1900. 


.1956, 2022. .2078, 2035. .2079 


Seq. No. 


57716 








Seq. ID 


OJ000320_32.0419.C27 


bene- jno . 


120755 








Strand 


+ 


'Of 2 -y-4- 


12 








End 


1490 


Name 


OJ000320 32. 


0419. 


C27.ol. 


gs 


Method 


GENSCAN 


C +- = rf 

olalL 


12 








End 


1490 


bl 


none 








Score 


.94 


y^*N T*\ 

Lxons 


12.. 214, 229 


.435, .1405. 


.1490 






Seq. No. • 


■ 57717 








Seq. ID 


OJ000320_32. 0419.C28 


bene wo . 


.120756 








Strand 


-. + _ . . ■•. 


o tar t 


1119 








End 


2441 


Name 


OJ000320 32. 


0419. 


C28.ol. 


gs 


Method 


GENSCAN 




1119 








End 


1676 


C T 


none 








Score 


.56 


Exons 


1119. . 1264, 


1413. 


.1513, 


1595. 


.1676 




Seq. No. 


57717 








Seq. ID 


OJ000320__32.0419.C28 


Gene No. 


120756 








Strand 


+ 


Start ' 


1119 








End 


2441 


Name 


OJ000320 32. 


0419. 


C28.o2. 


np 


Method 


AAT/NAP 


Start 


1226 








End 


2441 


GI 


7267249 








Score 


113 



58190 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1226.. 1283, 1410.. 1533, 2346.. 2441 

(AL161502) hypothetical protein [Arabidopsis thaliana] 



57717 



Seq. ID ■ OJ000320_32.0419.C28 



120757 Strand 
•67 6 End .900 

OJ000320_32 . 0419 . C28 . ol . np Method AAT/NAP 
676 End 900 \ 

6069646 Score 89 

676. .900 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. . No. 57718 

Gene No. 120758 

Start 762 

Name OJ000320_32 . 04 19 . C29 . ol , 

Start 762 

GI none 

Exons 762.. 964 



gs 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000320_32.0419.C29 
964 

GENSCAN 

964 

.97 



Seq. No. ,57719 ... Seq'. ID 

Gene No. 120759 Strand 

Start 599 End 

Name OJ000320_32 ..0419. C30 . ol . gs Method 

Start 599 ' End 

GI none Score 

Exons 599.. 766, 867.. 944, 1061.. 1366 



OJ000320_32 . 0419 .C30 

1427 
GENSCAN 
1366 
.7 



Seq. No. 57719 Seq. ID 

Gene No. 120759 Strand 

Start 599 End 

Name OJ000320_32 . 04 19 . C30 . ol . gp ' Method 

Start 1061 - End 

GI 3768067 Score 

Exons 1061.. 1427 



OJ000320_32.0419.C30 

1427 
AAT/GAP 
1427 
675 



Seq. No. - 57720 Seq. ID 

Gene No. 120760 ; . Strand 

Start . 2442 . ' . . End 

Name ' ■ OJ000320_32 . 04 19 . C3l\ ol . gs . • Method 

.Start . 2442.. ■ ■ End ■ 

GI none Score 

Exons 2442.. 3116 



OJ000320_32.0419.C31 

+ • . 

3128 

GENSCAN " • 

3116- •"• • 

.8 



Seq. No. 57720 Seq. ID 

Gene No. 120760 Strand 

Start 2442 End 

Name OJ000320_32 .0419. C31 . ol . np Method 

Start 2442 ; '- - End 

GI 6997193 Score 

Exons 2442.. 3128 

GI Descrip. (AC022355) hypothetical protein [Arabidopsis thaliana] 



OJ000320_32.0419.C31 
+ 

3128 
AAT/NAP 
3128 • 
936 



58191 



'1 





Seq. No. 


57720 




Seq. ID 


OJ000320_32.0419. 


C31 




Gene No. 


120760 




Strand 


+ 






Of -s v-f 


94 4 9 




PViH 


71 9R 
O X z o 






Name 


oTnnn^9n ^9 n4iQ p^i -o9 


f m 


\A /— \ f W ^\ 


i dxj-Ho i a . i v ia x z e 






OLdlt 


OA AC. ~ ' ■ ... . 
6t 4 J , 




Hina 


Z D X 4 








none 




Score 


1 ft £ 
X O O 






Exons 


944^ 9S1 Q 94R0 9614 

Z 4 4 J . . Z J X .7 , tlOU . . Z 0 X 4 , 


94fi1 
Z 4 O X . 


961 9 
. Z 0 X z 








Seq. No! 


57720 




Seq. ID 


OJ000320_32.0419. 


C31 




Gene No. 


120760 




Strand 


+ 






Otait 


94 4 9 




End 


3128 






Name 


nTnnn^9n *^9 04iQ p^i oi 


f m 


Method 


TBLASTX: Maize 






Of 3 r f 


9 fift 1 _ 




End 


2951 






bl 


none 




Score 


187 






Exons 


9fift1 97Q4 9fift9 97Q9 


97 QO 


.2951, 2793.. 2951 






Seq. No. 


57721 " 




Seq. ID 


OJ000320_32.0419. 


C32 




Gene No. 


120761 




Strand 


+ 






OtalU 


JJJD 




End 


7ft ft R 

JOOJ 






Name 


OTfinfl^^n **9 041 Q P^9 


gs 


Method 


GENSCAN 






Cf 3 v-f 


jjjO 




End 


3885 






P T 


none 




Score 


.93 






Exons 


TT/IQ op^^; opoc 
jjjO. . J / 4 j , jODD. . jOO j 












oeq. wo. 


D / / Z 1 




• Seq. ID 


OJ000320_32.0419. 


P79 




Gene No. 


120762 




Strand 


+ 




i y 


Start 


4264 




End 


cAon 
juyu 






Name 


nTnnn"39n ^9 n4iQ p^9 r\A 

UUUUU JZU jZ . U4l".bJt ■ O 4 • 


np 


Method 


AAT/NAP 




s : S 


Cf -> r f 


4 9 £4 ~ ' * 
4 Z O 4 


End 


5090 






PT 


£7 9 1 S 4 "3 




Score 


110 




, 'H 


Exons 


49£4 4^Q9 Rfl4^ RHQn 
4 Z O 4 . . 4jyZ; 3 U 4 J . . jUjU 












bl UcSClip . 




protein [Oryza 


sativa] 






Seq. No. 


57721 




Seq. ID 


OJ000320_32.0419. 


C32 




Gene No. 


120763 




Strand 








o tar l 


119 

X X Z 




End 


741 






Name . 


OTHnm^n 79 041 Q P79 rsl 


gs 


Method 


GENSCAN 






Cf 3r f 


1 1 9 ~ 
X XZ 




End 


741 






pr 


none 




Score 


.72 






Exons 


119 9 4 Q fil q 741 










Seq. No. 


57721 




Seq. ID 


OJ000320_32.0419, 


C32- 




Gene No. 


.120764 




Strand 








Cf 3 y.f 


1 Q7 4 




End 


24 4 9 •• 






Name 


n Tnnn^on ^9 04iQ p^9 
:, UJUUUjZU . jZ . U4 1 y . LOZ . oz . 




Method 


GENSCAN' ■ • 






oLarr. 


1 Q7 A 
X :? / 4 


End 


2449 ' ' . 






PT 


none 




Score 


.48 






Exons 


1Q74 91Q1 991ft 944Q 












oeq. no. 


D / / Z X 




Seq. ID 


OJ000320_32.0419. 


LjZ 




Cpnp Mo 


120765 




Strand 








Start 


3311 




End 


3819 






Name 


OJ000320 32.0419.C32.ol. 


gp 


Method 


AAT/GAP 






Start 


3311 




End 


3819 






GI 


LIB3432-015-P1-K1-B3 




Score 


807 






Exons 


3311. .3412, 3443. .3819 












GI Descrip. 


* 52 627 63/embiCAB45911. 1 1 


9.0e 


-09 (AL080283) putative protein 



58192 



[Arabidopsis thaliana] 1 



Seq. No. 


57721- . 




Seq. ID 


OJ000320.32.0419.C32 


Gene No . 


JLzU / Dj 




Strand 




btart 






End 


3819 


Name 




,np 


Method 


AAT/NAP 


Start 


O Q C *7 

Job / 




End 


3557 


bl 


"3QQ/I1 Q7 

jo y 4 io / 




Score 


98 


Exons 


JJO / . . ODD / 








GI Descrip. 


(AbUUoobZ) nypo tneticai 


protein [Arabidopsis thaliana] 


Seq. No. 


57721 




Seq. ' ID 


OJ000320_32.0419.C32 


Gene No . 


120766 




Strand 




Start 


4010 




End- 


4603 


Name 


OJ000320 32.0419.C32.o3. 


,np 


Method 


AAT/NAP 


btart 


4010 




End 


4603 ' 


bi 


5777617 




Score 


76 


Exons 


4010. .4141, 4352. .4412, 


4491. 


.4603 




GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


57721 




Seq. ID 


OJ000320_32.0419.C32 


Gene No. 


120767 




Strand 




Start 


4624 




End 


5090 


Name 


OJ000320 32.0419.C32.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


110 . ' 




End 


754 


r* t 
bl 


none 




Score 


205 


Exons 


110. .286, 112. .279> 611. 


.667, 


615. .665, 


623. . 670, 667. .753, 




671.. 754 








beq . no . 


57721 




Seq. ID 


OJ000320_32.0419.C32 


Gene No . 


120767 




Strand 




Start 


4624 




End 


5090 


Name 


OJ000320 32.0419.C32.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


116 




End 


709 


GI 


none 




Score 


148 


Exons : 


116. .286, 136... 279, 614. 


.667, 


615. . 668, 


667. .708, 668. .709 


Seq. No. 


57721, 




Seq. ID 


OJ000320_32.0419.C32 


Gene No. 


120767 




Strand 




Start 


4624 




End 


5090 


Name 


OJ000320 32.0419.C32.o2. 


gp 


Method 


AAT/GAP 


Start 


4624 




End 


5077 


GI 


LIB34 31-04 5-P1-N1-A10 




Score 


836 


Exons 


4624. .5077 . 









GI Descrip. 1 5441876/dbj I AP00.0367 . 1 1 AP000367 0.0e+00' Oryza- sativa /.genomic . 
DNA, chromosome 2, . clone : P04 37H03 {contig b) ' 

Seq. No. 57721 Seq. ID ■ OJ000320_32 . 0419 . C32 

Gene No. 120767 Strand 

Start 4624 End 5090 

Name OJ000320_32 . 04 1 9 . C32 . o5 . np Method AAT/NAP 

Start 4878 End 5090 

GI 7228442 Score 273 

Exons 4878.. 5090 

GI Descrip. (AP001366) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



58193 




Seq. No. 57722 Seq. ID , OJ000320_32 . 04 19 . C33 

Gene No.- 120768 - Strand 

Start 1 * End 2043 

Name OJ000320_32 . 0419 .C33 . ol . gp Method AA?7gaP 

Start 1 End 4 71 

GI LIB3475-007-P1-K1-G8 Score 734 

Exons 1..219, 299.. 471 

GI Descrip. ' 544 1880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28 952-{C62 94 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 

Seq. No. 57722 Seq. ID OJ000320_J32 . 04 19 . C33 

Gene No. 120768 Strand- - 

Start 1 End 2043 

Name OJ000320_32 . 04 19 . C33 . ol . np. Method ■ AAT/NAP 

■ Start 1 End 2043 

GI 7228438 Score 1687 

Exons 1..219, 299. .597, 688. .1098, 1183. .1294, 1947. .2043 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 

Seq. No. 57722. Seq. ID OJ000320_32 . 04 19 . C33 

Gene No. 120768 - Strand 

Start 1 End 2043 

Name * OJ000320_32 . 04*19 . C33 . ol . gs . Method GENSCAN 

Start 76 End 1773 

GI none Score . 61 

Exons 76. .167, 346. .597, 688. .1098, 1273. .1519, 1625. .1773 



Seq. No. 


57723 


Seq. ID 


OJ000320_32, 


.0419. 


■ C34 


Gene No. 


120769 


Strand 








Start 


1 


End 


567 






Name 


OJ000320 32.0419.C34.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


428 






GI 


6002794' 


Score ■ 


644. 






Exons 


1..428 










GI Descrip. 


(AF149813) unknown [Oryza sativa] 








Seq. No. 


57723 


Seq. ID 


OJ000320_32, 


.0419, 


.C34 


Gene No. 


120769 


Strand. 








Start 


1 


End 


567 






Name 


OJ000320 32.0419.C34.ol-.gs 


' Method 


GENSCAN- 






Start 


64 


End 


567 .,- . 






GI 


none 


Score 


.55 " ' 






Exons 


64. .196, 207. .349, 396. .567 










Seq. No. 


57724 


Seq. ID 


OJ000330J32. 


.0419. 


,C3 


Gene No . 


120770 


Strand 


+ 






Start 


3418 


End 


6466 






Name 


OJ000330 32.0419.C3.o2.np 


■Method 


AAT/NAP 






Start 


3418 


End 


6454 






GI 


6714532 


Score 


1025 






Exons 


3418. .3513, 4608. .5267, 5304. 


.5643, 5733. .6123, 6160. .6454 


GI Descrip. 


(AB029461) pectin methylesterase [Salix gilgiana] 







58194- 



Seq. No. 57724 Seq. ID 

Gene No. 120770 Strand 

Start 3418 * . End 

Name OJ000330_32 . 0419 . C3 . o2 . gs Method 

Start 4566 End 

GI none Score 

Exons 4566..S643, 5733.. 6466 



OJ000330_32.0419.C3 
+ 

6466 
GENSCAN 
6466 
.69 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



57724 

120771 

7778 

OJ000330_32 . 04 19 . C3 . o3 . gs 

7778 

none' 



Seq. ID OJ000330_32.0419.C3- 

Strand + 

End 10983 

Method GENSCAN 

End 10983 

Score .66 



7778.-7926, 8047. .8189, 8282. .8454, 8556. .8708, 9302. .9331, 
10711. .10983 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57724 
120772 
1 

OJ000330_32 . 04 19 . C3 . ol . np 
1 

7523502 

1..49, 1271. .1430, 17-31. .1834 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand , 
End' 
Method 
End 

Score . 



OJ000330_32.0419.C3 

• 3781 
AAT/NAP 
1834 
171 



57724 Seq. ID 

120772 Strand 

1 End 

OJ000330_32 . 04 1 9 . C3 . ol . gs Method 

1223 End 

none Score 



OJ000330_32.0419.C3 

3781 
GENSCAN 
3781 
.44 



1223. .1311, 1317. .1448, 2404. .2432, 3513. .3781 



Seq. No. 57724 
Gene No. 120773 
Start 11900 

Name OJ000330_32 . 04 19 . C3 . ol . tm 

Start 5022 
GI none 

Exons 5022.. 5168, 5322.. 5369, 5343. 

5741.. 6091, 5837.. 6109, 6164. 
6356.-6457, 6364.-6483 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_32.0419.C3 

20089 t • 

TBLASTX: Maize 
64 83 
100 ' 



,5642, 5387. .5641, 5740. .6096, 
,6403, 6166.. 6330, 6352,. 645,3, 



Seq. No. .-. .57.724 : . 

Gene No. 120773 

Start 11900 

Name OJ000330_32 . 04 19 . C3 . ol . tc 

Start 5325 

GI none 

Exons 5325.. 5360, 
6163. .6318, 



5382.. 5660, 5384. 
6164. .6361 



Seq/ ID . 'GJ000330_32. 04.19.. C3 ■. 

Strand - 

End 20089 • 

Method TBLASTX: Cress 

End 6361 

Score 43 

.5650, 5731. .6099, 5732. .6097, 



Seq. No. 57724 

Gene No. 120773 

Start 11900 

Name OJ000330 32 . 04 19 . C3 . 06 . tw 



Seq. ID OJ000330_32.0419.C3 
Strand 

End 20089 

Method TBLASTX : Wheat 



58195 



Start 
GI 

Exons 



5349 
none 

5349.. 5651, 5387. 



.5638 



End 
Score 



5651 
198 



Seq. No. 57724 

Gene No. 120773 

Start 11900 

Name OJ000330_32.. 0419.C3 .ol .ts 

Start 5387 

GI none 

Exons 5387.. 5467, 5388.. 5642, 5731, 
6164. .6364, 6362. .6454 



OJ000330_32.0419.C3 
20089 

TBLASTX : Soybean 

6454 

171 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6099, 5732.. 6097, 6163.. 6318, 





beq. wo. 


57724 


Seq. ID 


OJ000330 


-3 o n A 1 Q 




bene ino ■ 


120773 


Strand 










11900 


End ' 


20089 






Name 


OJ000330 -32:0419. C3.o3.tw ' 


Method . 


TBLASTX: 


Wflcat 




b tar u 


5767 


End 


6232 






\o ± 


none 


Score . 


289 






Exons 


5767. .6096, 5768. .6094, 6161 


..■6232, 6166.. 6222 






Seq. No. 


57724 


Seq. ID 


OJ000330 


_32.0419. 




Gene No. 


120773 


Strand 








Start 


11900 


End 


20089 






Name 


OJ000330 32.0419.C3.o3.np 


Method 


AAT/NAP 




f 11 


Start 


11900 


End 


1,615 6 






GI 


6850900 


Score 


2758 






Exons 


11900. .13450, 13617. .15177, 


15253. .15372, 15403 


. .16156 




GI Descrip. 


(AL137898) copia-type polyprotein [Arabidopsis 


thaliana] 




Seq. No. 


57724 


Seq. ID 


OJ000330 


_32. 04-19. 




Gene No. 


120773 


Strand 








Start 


11900 


End 


20089 






Name 


OJ000330 32.0419.C3.o4.ts 


Method 


TBLASTX: 


Soybean 




Start 


. 11924 


End 


12574 






GI 


none ' 


Score 


77 * : 






Exons 


11924. . 12148, 11985. . 12113, 


11987. .12157, 12248 


:. 1124 0.0, • 






12413. .12574, 124 47. .1254 5 









Seq. No. 57724 Seq. ID 

Gene No. 120773 Strand 

Start 11900 End 

Name OJ00033Q_32 . 04 19 . C3 . o7 . tm Method 

Start ' 11927 '• End 

GI none.. Score 

Exons 11927. . 12142, 12248.. 12388 



OJ000330_32.0419.C3 
20089. . 

TBLASTX: Maize . . 
12388 

120- ■ . ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57724 

120773 

11900 

OJ000330_32. 

11933 

none 



0419.C3.o2 .tc 



Seq. ID OJ000330_32.0419.C3 



Strand 
End 

Method 

End 

Score 



2008 9 

TBLASTX: Cress 

12596 

144 



11933. .1214 5, 12248. .12298, 12302. .12583, 12327. .125 96 



Seq. No. 
Gene No. 



57724 
120773 



Seq. ID 
Strand 



OJ000330 32. 0419. C3 



58196 



Start 
Name 
Start • - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



11900 -End 

OJ000330_32 . 041 9 . C3 . o2 . tm Method 

12461 End 

none Score 
12461. .12877/ 12461. .12883 



20089 

TBLASTX: Maize 

12883 

163 , 



57724 
120773 . 
11900 

OJ000330_32.0419.C3.o2.tw 

12743 

none 

12743. .12952, 12938 .. 13282 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_32.0419.C3 
20089 

TBLASTX: Wheat 

13283 

60 



12939. .13004, 1314 9. .13283 



57724 

120773 

11900 

OJ000330_32.0419.C3.o2.ts 

12948 

5509260 

12948. .13124, 12977 .. 13450, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_32.0419.C3 
20089 

TBLASTX : Soybean 
13450 . ..- 

61 



13161. .13433 



S77 OA 




Cnn T Pi 


UUUUU JjU . U^i" 


120773 




Strand 




11900 




End 


20089 




o5 . tc 


Method 


TBLASTX: Cress 






End 


13328 


none 




Score 


124 


13073. .13327, 13098. 


.13328 






57724 




Seq. ID 


OJ000330_32.0419 


120773 




Strand 




11900 




End 


20089 


OJ000330 32. 0419. C3. 


o4 . tm 


Method 


TBLASTX: Maize 


13103 




End 


13421 


none 




Score 


203 


13103. .13420, 13104. 


. 13421 ' 






57724 




Seq. ID 


OJ000330_32.0419 


120773 




Strand 




11900 




End 


20089 : 


OJ000330 32.0419.C.3. 


o3 . ts 


Method 


TBLASTX.: Soybean 


13814 




End 


14314 


none ■ - . - 




Score . 


■ 187 . • •• . 


13814 .. 14314, 14013. 


. 14306 






57724 




Seq. ID 


OJ000330_32.0419 


120773 




Strand 




11900 




End 


' 20089 


OJ000330 32. 0419. C3. 


o3 . tc 


Method 


TBLASTX: Cress 


13853 




End 


14299 


none 




Score 


102 


13853. .14299, 13866. 


.14189, 


14217. . 14297 


57724 




Seq. ID 


OJ000330_32.0419 


120773 




Strand 





58197 




Start 


11900 




End 


20089 




IN CHtLt? 


O.T000330 3? 0419 T3 


c\ 3 t" m 


Method 


TBLASTX: Maize 




O LcLX u 


1 391 _ 




End 


14341 




CI " ; ' 

o J. 


nnnp 




Score 


188 ' 




F yah e 


13916 13987 1 3998 


14 318 

. . 11J10/ 


14000. .14341 




Seq. No. 


57724 




Seq. ID 


OJ000330_32.0419 


.C3 


Gene No.. 


120773 




Strand 


- 




Start 


- H900 




End 


20089 




Name 


O.T000330 3? 0419 P3 


* \J X . LW 


Method 


TBLASTX: Wheat 




O LCt-L L 


1 3988 _ 
x o .? u o 




End 


14548 




VJ X 


none 




Score 


322 




Exons 


1 3988 14083 1 4087 


1 4 S4 8 










57724 




Seq. ID 


OJ000330_32.0419 


P3 


■ fipnf 11 No 


120773 




Strand 






Start 


11900 




End 


20089 . 




Name 


OJ00.0330 1 32. 0419. C3 


. o4 . np 


Method 


AAT/NAP 






14302 




End . 


18995 




VJ -L 


74458*94 




Score 


250 




Ej AUl lo 


14302. .14350, 16707 


. . 17240, 


18886. . 18995 




O J. UCOUI X • 


potassium channel protein - 


maize gi | \ 


2104 908 [emb|CAA68 912. 1 1 




\ I U / OOZ / pu La b o J_UIll 




[Zea mays] 






Seq. No- 


O / / Z 




Seq. ID 


OJ000330_32.0419 




Gene No. 


x Z U / / O 




Strand 






OL. d J- u 






End 


20089 




J NT a m o 




. o5 . t s 


•Method 


TBLASTX : Soybean 




O Lai L 


14351 ~ 




End 


14683 




O X 


none 




Score 


249 






14351. . 14683, 14507 


. .14587 








Cpn Mo 


57724 




Seq. ID 


OJ000330_32.0419 


.C3 


Gene No. 


120773 




Strand 






Start 


11900 




End 


20089 




Name 


•OJ000330 32. 0419. C3 


. o4 . tw 


.Method 


TBLASTX: Wheat 




O L. cti, L. ' 


14621 




End 


15077 




(IT 


none 




Score 


49 




£jAUl iO 


14621. . 14707, 14706 


. .14753, 


14708. .141 


315, 14829. .15077, 






14831. . 15076 










Qprr Ma 


57724 




Seq. ID 


OJ00.0330_32.0419 


.C3. 


Gene No . 


120773 '. 




Strand. 






Start 


■ 11900 




■ ' End "•: 


■ 20089 ' 




Name 


OJ000330. 32<. 0419..C3. 


. o6.tm \ 


Method 


• TBLASTX.:. Maize - ■ 




O 1— CI X L. 


14687 




End 


15098 




flT 
O X 


none 




Score 


44 






14687. .14818, 14691 


. . 14786, 


1487 9. .15097, 14 8 91. .15088, 






14958.. 15098 










Seq. No. 


57724 




Seq. ID 


OJ000330_32.0419 


.C3 


Gene No . 


120773 




Strand 






Start 


• 11900 




End 


20089 




Name 


OJ000330 32. 0419. C3 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


15512 




End 


15901 




GI 


none 




Score 


76 




Exons 


15512. .15595, 15590 


. .15685, 


15597. .15686, 15698 15901 , 





58198 




15702. .15896 



C rt j~r M rt 

beq . NO . 


57724 






beq. id 




bene no. 


120773 






Strand 




btart 


11900 






Lna • 


z uuo y 


Name 


OJ000330 32. 0419. C3 


. o5 . tw 


Method 


i biiAb i A : wneat 


Of -ivf 


15626 






hind 


i £n o i 
1 oUz 1 


bl 


none 






Score 


1 1 y 


Exons 


15626. . 


,16021, 15627 


. .15980 






O rt /~r M rt 

beq . no . 


57724 






c rt rt- t n 

beq. iu 


ujuuuojU oz . U4t iy 


Gene No . 


120773 






bt rana 




bt ar t 


11900 








z uub y 


Name 


■ OJO00330-32.0419.C3 


rt Q +- m 

. oo . tm 


Method 


ibiiAbix-: Maize 


otart 


15915 






x^na 


1 O 1 / 3 


bl 


none 






Score 


i n i 
1U1 


Exons 


• ' 15915. . 


16127/ 15917 


. .16174 






O rt rt- M rt 

beq. NO. 


57724 






Seq. ID 


OJ000330_32.0419 


Gene No. 


120773 






Strand 




Start 


11900 






End 


20089 


Name 


OJ00033.0 32. 0419. C3 


. o4 . tc 


Method 


TBLASTX: Cress 


OH i v~ +- 

btart 


16716 






End 


17237 


bl 


none 






Score 


. 74. 


Exons 


167.16. . 


'16796,-16717 


167 97, 


1/7040. . 17237, 17041.. 17232 


O rt rt- M rt 

beq. no. 


57724 






Seq. ID 


OJ000330_32.0419 


Gene No . 


120773 






Strand 




Start 


11900 






End 


20089 


Name 


OJ000330 32. 0419. C3 


. o5 . gs 


Method 


GENSCAN 


O 4 ,«f 


17028 






End 


20089 




none 






Score 


.76 


Exons 


17028. . 


17265, 19252 


. . 19344, 


19950. .200! 


39 


oeq. no. 


57724 






Seq. ID 


OJ000330_32.0419 


Gene No . 


120773 






Strand 




Cf ^ vf 

btart 


.11900 






End 


20089 _ 


Name 


OJ000330 32. 0419. C3 


rt Q +- -m 

. oy . tm 


Method 


TBLASTX: Maize 


bt art 


17040 






End 


17208 


C" T 

bl 


none 






Score 


147 


Exons 


17040. . 


17207, 17041 


. .17208 






O. rt. rt- "NT rt 

b e q . n o ,t . 


57724 






Seq. .ID 


OJp00330__32;.0419 


XT rt 

Gene No . 


120773 






Strand'" 




Start 


11900 






End . 


20089 ,, 


Name 


OJ000330 32. 0419. C3 


. 06 . ts 


Method 


TBLASTX: Soybean 


Start 


17085 






End 


17237 


bl 


none 






Score 


131 


Exons 


r 17085,. 


17237, 17089 


i i o o r 
. . 1 1 ZZ 0 






Seq. No. 


57724 






Seq. ID 


OJ000330_32.0419 


Gene No. 


120773 






Strand 




Start 


11900 






End 


20089 


Name 


OJ000330 32.0419.C3". 


. o5 . np 


Method 


AAT/NAP 


Start 


17753 






End 


17860 


GI 


5777617 




Score 


69 


Exons 


17753-. . 


17860 









58199 



GI Descrip. (AJ245900) CAA30375.1 protein [Oryza "sativa] 



Qprr No 


57725 








1 ?0774 






Of a r -f- 
O Lai t 


1 ^R 
J- J ,J 






Name 


o.tooo^o 


yj 4 j. 


P4 nl 


Start 


135 _ 






p t 


none 






Exons 


135. .453 






Qpn No 


57725 






Cono NI o 


T 7011 S 






O LcLI L. 


U U L/ 






LN CllUt. 


o.tooo^o 


04 T Q 


P4 r>7 


Start 


660 






PT 


none 






Exons 


660.. 998 








57726 






bene lno . 


1 907 7 
± £U f / D 






uLdlL 


J- -J -J 






Name 


d.tooo^o ^? 


04 1 Q 


PR n1 




1 S ~ 






P.T 


none 






Exons 


1525. .1782, 


1529 


. .1783,. 


UCljt LNU • 


57726 






riisn ^ Ma 


1 907 7 






OLdl L 


1 S?R 






Name 


o.tooo^o ^? 


0 4 1 Q 




Cfa-rf 

o u d x l. 


1 ROR . ~ 
J- ~J ^) 






O -L 


n on o 






Exons 


1525. .1590, 


1529 


. .1588, 










flono Kfo 


1 7011 






Cf a rt* 

O L-C1X L - 


1 R'9S 

J. xJ O 








o.tooo^o ^? 


0 4 1 Q 


pr o? 




1 R9 R ~ 






(IT 


none 






IT von q 


1 R? R 1 7SR 






Seq. No. 


577.26 






Gene No. 


120776 ■' 






Start 


- : 1525 






Name 


OJ000330 32-. 


0419 


.C5.ol. 


Start 


1528 






GI 


7486453 






Exons 


1528. .1835 






GI Descrip. 


hypothetical 


protein F4 



gi | 4 455330 | emb | CAB367 90 
[Arabidopsis thaliana] 
putative protein [Arabi 



Seq. No. 57727 
Gene No. 120777 
Start 1 





Cart T n 


Pi TO 00^70 ^9 041 Q 


. L-4i 




OLIdllU 


_]_ 

1 






LjilCJ. 


4 R ^ 






l^A £s 4— lr\ /~\ 


p IT m o n 7\ M 






HjI in 


A R ^ 
4 J J 






Score 


.69 






O C LJ . ± U 


OTOOO^^O 041Q 


P4 
. Lv f± 




o t r d.nci 










qqo 








P U 1 M Q p n KI 






01 in 


" ^ o 






Score 


7 






Seq. ID 


OJ000330_32.041§ 


p R 




Strand 








End 


1835 




LIU 


Method 


TBLASTX: Maize' 






End . 


1834 






Score 


337 




1780. 


.£833, 1781. .1834 ' 






Seq. ID 


OJ000330_32.0419 


PR 
. LO 




Strand 








End 


1835 




L S 


Method 


TBLASTX : Soybean 






End 


1764 






Score 


50 




1 600 
1DUU . 


.1764, 1688. .1762 






Seq. ID 


OJ000330_32.0419 


PR 




Strand 








End . 


1835 




gs 


Method 


GENS CAN 






End 


1758 






Score 


.99 






Seq. . ID 


OJ000330_32.0419 


.C5 




Strand \ 








End • 


•1835 ; 




np 


Method . 


AAT/NAP 






End 


1835 






Score 


206 ■ ■ 





110.90 - Arabidopsis thaliana 

.11 (AL035525) putative protein 

gi | 72702 64 | emb | CAB80033 . 1 1. (AL1 61583) 

dopsis thaliana] 



Seq. ID OJ000330_32. 0419.C6 

Strand 

End 831 



58200" 






- Name 


OJ000330 32.0419.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


719 






GI 


7486453 


Score 


.330 






Exons 


'1..719 










GI Descrip. 


hypothetical protein F4I10.90 


- Arabidopsis thaliana 








gi 14455330 | emb I CAB36790 . 1 1 (AL035525) 


putative protein 








[Arabidopsis thaliana] gi | 72702 64 | emb | CAB80033 . 1 | (AL16158 






putative protein [Arabidopsis 


thaliana 


] 






Seq. No. 


57727 


Seq. ID 


OJ000330 32.0419 


. Co 




. Gene No. 


120777 


Strand 








Start 


1 


End 


831 






Name 


OJ000330 32 . 04 19 . C6 . ol . gs 


Method 


GEN SCAN 






Start 


21 


End 


757 






GI 


none 


Score 


.41 






Exons 


21 . . 83, 98 . . 757 










Seq. No. 


57727 


Seq. ID 


OJ000330 32.0419 


. C6 




Gene No.-, 


120777 


Strand 








Start 


1 


End 


831 . 






Name 


OJ000330 32 . 0419 . C6 . ol . gp 


Method 


AAT/GAP 






Start 


576 


End 


831 






GI 


2442502 


Score ' 


472 






Exons 


576. . 831 










Seq. No. 


57727 


Seq. ID 


OJ000330 32.0419 


. C6 


hi 


Gene No. 


120778 


Strand 








Start 


2053 


End 


2193 






Name 


0 JO 00330 32 . 04 19 . C6 . ol . tflr 


Method 


TBLASTX : Maize 




is ~cr 


Start 


.338 


End 


712 






GI 


hone 


Score 


66 




fy 


Exons 


338. .400, 339. .401, 467. .529, 


509 . .712 


, 528 . . 593 




s 


Seq. . No . . 


57727 


Seq. ID 


/"\ T ft ft ft ""1 ft ft ft n /I 1 ft 

OJ000330 32.0419 


. C6 




-jSene No. 


120778 


Strand 






""=1 


Start 


2053 


End 


2193 






Name - 


OJ000330 32.0419.C6.ol.ts 


Method 


TBLASTX : Soybean 




f ~ 


Start 


527 


End 


700 




?H 


GI 


none 


Score 


205 






Exons 


527 . . 700 










Seq. No. ■ 


57727 


Seq. ID 


OJ000330 32.0419 


. C6 




.Gene No. 


1.20778" \ 


Strand 








Start 


2053 ■ 


End 


2193 . - 






.. Name 


OJ000330 .32.0419.C6.o2.gs .. 


Method 


GENSCAN 






Start 


2053 


End 


2193 






GI 


none 


Score 


.96 






Exons 


2053. .2193 










beq. No. 


57728 


Seq. ID 


OJ000330_32.0419 


.C7 




Gene No. 


120779 


Strand 


+ 






Start 


412 


End 


6703 






Name 


OJ000330 32.0419.C7.ol.gs 


Method 


GENSCAN 






Start 


412 ' - 


End 


6703 






GI 


none 


Score 


.5 






Exons 


412. .463, 2543. .2653, 4325. .4618, 6519 


. . 6703 





58201 



Seq. No. .57729 Seq. ID _ 

Gene No. ' 120780 Strand 
Start 644 ( End 990 

Name OJ000330_32 . 0419.C8 . bl . gp Method AAT/GAP 

Start 644 , End 990 

GI uC-osflcyp003hllbl Score 548 

Exons 644 . . 990 

GI Descrip. ' 131332 /sp | P094 4 9 | PSBH_ORYSA, 1 . Oe-09 PHOTOSYSTEM 

PHOSPHOPROTEIN >gi_72716_pir F2RZ0P photosystem 

phosphoprotein psbH - rice chloroplast >gi_11953 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza" 



OJ000330 32. 0419. C8 



II 10 KD 
TI 

emb_CAA31204_ 
sativa] 



>gi_12016_emb_CAA3397 6_ (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi_226635_prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] ' 



Seq. No. 57729 . 

Gene No. ' 120781 

Start 1182 

Name OJ000330_32 . 0419 . C8 . o2 . tm 

Start 665 ' ' ' 

GI none 
Exons 



Seq. ID OJ000330_32.0419.G8 ■ 
Strand 
End 

Method 
End 
Score 



1611 

TBLASTX: Maize 

944 

52 



665. .682, 669. .692, 680. .721, 681. .749, 681. .749, 689. .754, 
740. .793, 744. .791, 757. .792, 793. .825, 796. .912, 797. .877, 
871. .912, 906. .944, 907. .942 



Seq. No. 


57729 








Seq. ID 


OJ000330_32.0419, 


.C8 


Gene No. 


120781 








Strand 






Start 


1182 








End 


1611 




Name 


OJ000330 32 


.0419, 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1169 








End 


1443 




GI 


none 








Score 


121 




Exons 


1169. .1342, 


1170, 


. .1316, 


1181. 


.1438, 1186. .1443, 1189. .1443 


Seq. No. 


57729 








Seq. ID 


OJ000330_32.0419. 


.C8 


Gene No. 


120781 








Strand 






Start 


1182 








End ' 


1611 




Name - - . 


OJ000330 32 


.0419, 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1170 








End 


1443 




GI 


none 








Score 


82 « 




Exons 


1170. . 1322, 


1180. 


. . 1392, 


1183. 


.1443, 1187. .1429 




Seq. No. 


57729 








Seq. ID 


OJ000330_32.0419, 


,C8 


Gene No . 


1207,81 • 








Strand 






Start 


1182 ■ : 








End 


1611 




Name 


OJ00.0330 32 


.0419, 


;C.8.ol. 


tm 


Method 


TBLASTX: Maize' ' 




Start 


1181 








End 


1447 




GI 


none 








Score 


336 




Exons 


1181. .1447, 


1186. 


, . 1446, 


1187. 


.1447 






Seq. No. 


57729 








Seq. ID 


OJ000330_32.0419. 


,C8 


Gene No. 


120781 








Strand 






Start 


1182 








End 


1611 




Name- 


OJ000330 32 


.0419. 


,C8.ol. 


np 


Method 


AAT/NAP 




Start 


1182 








End 


1611 




GI 


7486447 








Score 


336 




Exons 


1182. .1446, 


1519. 


. 1611 











GI Descrip.^ hypothetical protein F4I10.170 - Arabidopsis thaliana 



58202 



gi | 4 455338 | emb | CAB36798 . 1 | (AL035525) putative protein 
[Arabidopsis thaliana] gi | 7270272 | emb | CAB8004 1 . 1 | (AL161583) 
putative protein . [Arabidopsis thaliana] 



Seq. No. 57730 Seq. ID 

Gene No. 120782 Strand 

Start 2536 End 

Name OJ000330_32 .041 9 . C9 . o2 . gs Method 

Start 2536 End 

GI none Score 

Exons 2536.. 3069 



OJ000330_32.0419.C9 
+ 

3069 
GENSCAN 
3069 
.55 



Seq. No. 57730 Seq. ID 

Gene No. 120783 ' Strand' 

Start 8186 End 

Name OJ000330_32 .04 19 . C9 . o4 . gs ' ' Method 

Start 8186 End 

GI none Score 

Exons 8186. .8356, '8756. .8905, 10293-. .10391 



OJ000330_32.0419.C9 

+ ..... 

10391 
GENSCA^J 
10391 
.57 



Seq. No. 57730 Seq. ID OJ000330_32 . 04 19 . C9 

Gene No. 120784 Strand • - - 

Start 1 End 1313 

Name ' OJ000330_32 . 04 19 . C9 . ol . np Method- AAT/NAP 

Start - ,1'. End ' 1313 

GI "'7228442 Score 1832 

Exons 1 . . 1313 

GI Descrip. (AP001366) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



f{ s 


Seq. No. 


57730 


Seq. ID 


OJ000330_32. 


0419, 


.C9 




Gene No. 


120784 


Strand 








5 


Start 


1 


End 


1313 






f "r 


Name 


OJ000330 32.0419.C9.ol.gs 


Method 


GENSCAN 








Start 


256 


End 


1313 








GI 


. none v ; *' " 


Score 


.87 






V=f 


Exons 


256..472, 497. .1313 












Seq. No. 


57730 


Seq. ID 


OJ000330_32. 


0419. 


.C9 




Gene No. 


120785 


Strand 










Start 


5705 


End 


6577 








Name 


OJ000330 32.0419.C9.o3.gs 


Method 


GENSCAN 








■ Start ' 


5705 


End 


6577 








GI. 


none 


Score 


.48 








Exons 


5705.. 5858, 5863.. 6093, 6099'. 


.6237, 6430. .6577 " 








Seq. No. 


57730 


Seq. ID 


OJ000330_32. 


0419, 


.C9 




Gene No. 


120786 


Strand 










Start 


12390 


End 


12925 








Name 


OJ000330 32.0419.C9.ol.gp 


Method 


AAT/GAP 








Start 


12390 


End 


12925 








GI 


LIB3475-006-P1-K1-D9 


Score , 


561 








Exons 


12390. .124 53, 12528. .12925 












GI Descrip. 


'5923669/gb|AAD56320. 1 | AC00932 6_7 2 . Oe 


-09 (AC009326 


) 





hypothetical protein [Arabidopsis thaliana] 1 



58203 



< 



oeq. vio * 


D f I jU 










120786 


Strand 






Start 


12390 


End 


12925 / 




Name 


OJ000330 32.04i9.C9.o2.gp 


Method 


AAT/GAP - 




O Ldl L 


12522 


End 


12925 




PT 


LIB34 75-006-P1-K1-D9 


Score 


561 




Exons 


12522. .12925 








(^2 T Ho a p r* i r\ 


, 5923669/gb|AAD56320.1 IAC009326 7 2 . Oe 


-09 (AC009326) 






hypothetical protein [Arabidopsis thaliana] 1 




Oc^ . LN(J • 


J / / JU 


Seq. ID 


OJ000330_32.0419 




Gene No. 


120787 


Strand 






Start 


15510 


End 


21803 




Name 


OJ000330 32.0419.C9.o3.np 


Method 


AAT/NAP 






15510 


End 


21425 






4584685 


Score 


335' 






.15510. .15769, 2120.7. .21425 










(AJ237754) putative lectin 


[Hordeum vulgare] 




Seq. No. 


57730 


Seq. ID 


OJ000330_32. 0419 


.C9 


Gene No. 


120787 


Strand 








15510 


End 


21803 




Name 


OJ000330 32.0419.C9.o6.gs 


Method 


GENSCAN 






20895 


End 


21803 






none 


Score 


.92 




Exons 


20895. .21539, 21663.. 21803 








O S q . IN O . 


57730 


Seq. ID 


OJ000330_32.0419 


.C9 


Gene No. 


120788 


Strand 






Start 


23237 


End 


26157 




IN cULLtr 


OJ000330 32.0419.C9.ol.tm' 


Method 


TBLASTX: Maize 




JLdl L 


2622 


End 


9001 






none 


Score 


98 






2622..2696, 2623. .2733, 2707. .2805, 2713. .2808, 2872. .2907, 




2919. .3041, 2920. .3054, 8828. .8863, 8924. .9001 




OcCj., LN O . 


57730" 


Seq. ID 


OJ000330_32;0419 


.C9 


Con 0 KI 0 


120788 


Strand 






Start 


23237 


End 


26157 




Name 


OJ000330 32.0419.C9.o2.tm 


Method 


TBLASTX: Maize 




JLui. I 


15531 


End 


21407 




(IT 


none 


Score 


123 




Exons 


15531. .15716, 15532. .15717, 


15905. .15967, 15970 .. 16062, 






16051. .16092,- 20919. .20948, 


21006. .21.104, 21010. .-21105/ 






21219..21266, 21270 .. 2138 6/ 


21375 . .21407. 




Con Mo 


57730 


Seq. ID 


OJ000330_32. 0419 


.C9 


VJCliC LN (^J . 


120788 


. ' Strand 






Start 


23237 


End 


26157 




Name 


OJ000330 32.0419.C9.o4 . np 


Method 


AAT/NAP 




Start 


23136 


End 


24506 




GI . 


5922628 


Score 


61 




Exons 


23136. .23356, 24444. .24506 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi | 6016861 | dbj | BAA85204 . 1 | 


(AP000570) : 


hypothetical protein 




[Oryza sativa] 









58204 



Seq. No. 


57730 


Seq. ID 


OJ000330_32.0419 


.C9 


Gene No. 


120788 


Strand 






Start 


23237 


End 


26157 




Name 


OJ000330 32 . 0419 .C9 .o7 .as 


Method . 


GEN SCAN 




Start 


23237 — . 


End 


26157 




GI 


none 


Score 


.42 




1_J \mS 1 1 O 


2 32 37. . 2332 3, 257 97.. 25918, 


26017. .26157 




Sea No 


57731 


Seq. ID 


• OJ000330_32.0419 


. Cll 


Gene No . 


120789 


Strand 






Start 


1 


End 


1529 




Name 


OJ000330 32.0419.Cll.ol.np 


Method 


AAT/NAP 




Start 


•1 


End 


1529 




GI 


7486447 


Score 


790 




Exons 


1..65, 230. .353, 475. .806, 


900. .1087, 


1479. .1529 




GI Descrip. 


hypothetical protein F4I10. 


170 - Arabidopsis thaliana 






gi I 4 455338 |emb|CAB367 98. 1:| ' 


(AL035525) 


putative protein . 





[Arabidopsis thaliana] gi | 7270272 | emb | CAB8004 1 . 1 | (AL161583) 
putative protein [Arabidopsis thaliana] 





O ~ v-^ • LN \J . 


57731 








Seq. ID 


OJ000330 32 0419 


n i 

• ^ X X 






120789 








St rand 








Start 


1 








End 


1529 






Name 


OJ000330 


32 0419 Cll 


. ol 


. ts 












222 ~ 








End 


701 

/ \J X 






GI ■■ 


none 








Score 


87 






Exons 


222. .353, 


227. .352, 


304 


. .366, 


306. .359, 


428. .601, 474.. 


701, 


ril 
f'h 




475. .699 














~ ~~ 


OC^i LN (J . 


57731 








uCLj . X U 








Gene No. 


120789 








Strand 








Start 


1 








End 


1529 






Name 


OJ000330 


32. 0419. Cll 


.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


248 








End 


797 






GI 


none 








Score 


273 






Exons 


248. .352, 


474 . .701, 


475 


. .705, 


699. .797, 


700. .783 






Seq. No. 


57731 








Seq.' ID 


OJ000330_32.0419 


.Cll 


i . c 

•s-SP 


Gene No. 


120789 








Strand 






r .n 


Start 


1 








End 


1529 






Name 


OJ000330 


32. 0419. Cll 


.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


469 








End 


1022 






GI 


none 








Score 


243 






Exons 


469. ; 696, 


. 472. .702, 


474 


. .809, 


718. .792, 


900. .1022,. 907. 


.98-4 




Seq. No. 


57731 








Seq. ID 


OJ000330_32.0419 


.Cll 




Gene No. 


120789 








Strand 








Start 


1 








End . 


1529 






Name 


OJ000330 


32. 0419. Cll 


.ol 


.gs 


Method 


GENSCAN 






Start 


1028 








End' 


1519 






GI 


none 








Score 


.79 






Exons 


1028. .1519 














Seq. No. 


. 57732 








Seq. ID 


OJ000.330_32.0419 


.C12 




Gene No. 


120790 








Strand 








Start 


1 








End 


2401 






Name 


OJ000330 


32.0419.C12 


.ol 


.np 


Method 


AAT/NAP 





58205 




Start 1 End 2401 

GI 7486447 Score 1160 

Exons 1..226, 306 .. 4 59, '651 14 15, 1800. .1926, 1975. .2401 

GI Descrip. hypothetical protein F4I10. 170 - Arabidopsis thaliana 
gi|4455338|emb|CAB36798.1| (AL035525) putative protein 
[Arabidopsis thaliana] gi I 7270272 | emb | CAB80041 . 1 1 (AL161583) 







putative protein [Arabidopsis 


thaliana; 


] 




Opn Kirn 


57732 


Seq. ID 


OJ000330_32.0419.C12 




f^ono Mo 
o C 1 1 tr iw • 


120790 


Strand 






Of a r-f- 


1 


End 


2401 




Name 


OJ000330 32.0419.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


89 


End 


710 




\J X 


none 


Score 


80 




Exons 


89. .229, 90. .230, 90. .230, 292. .483, 292. .450, 306'.. 461, 






O.J X . . / 1U; OJJ i • / U -7 










^77^9 




nTnnn^^n **9 haiq r*i o 

UUUUUjjU JZ.U4xy.U±Z 




Don q M /-s 


1 9D7 QD 
x z vj t r? u 


C f r 

otrana 






Of a y-f 


1 


End 


2401 




Name 


OJ000330 32.0419.C12.ol.ts 


Method 


TBLASTX: Soybean' 




Start 


X X o 




r n 9 




riT 


none 


Score 


1Z b 




Exons 


llfi 99Q 9^ft 4£1 ^fizl A£0 
XXO..ZZ:?, 4JO . . ^Ol f JU4 , . ^IOZ, 


frci *7 Q"7 


ceo o no 
D JJ . . O UZ 


vJ 


C A>-t ' Mz-^i 

oeq. ln o . 


^77^9 

Oil jZ 


oeq. iij 


Uijuuuoou Jz.U4j.y.Liz 






X Z U / I/U 


Of v^nH 

otrana 






Of- -a v-t- 


1 

X 


JjIIU 


Z 4 Ul 




Name 


OJ000330 32.0419.C12.ol.tm 


Method 


TBLASTX : Maize 


~c 


Start 


390 


End 


935 




rz t 

O X 


none 


Score 


78 


i U 


Exons 


390. .461, 391. .462, 651. .728, 


653. .727, 


710. .784, 711. .785, 


s 




797. .907, 798. .935 




f /s 


Q<arf M 
JClj. O ■ 


57733 


Seq. ID 


OJ000330_32.0419.C15 




belle 1NO . 


120791 


Strand 






Of a v-+t 


185 — 


End 


623 V ■' 






OJ000330 32.0419.C15.ol.gs 


Method 


GENSCAN 




Start 


185 


End 


623 




GI 


none ' 


Score 


.86 




L7 yon q 


185. .374, 617. . 623 








oeq. in o . 


57734 


Seq. ID 


OJ000330_32 . 0419. CI 6 






120792 


Strand 






Of a r~f 


1340.- . 


End-. 


3163 - 




Name 


OJ000330 32.0419.C16.ol.np' 


Method 


AAT/NAP 




Start 


999 


End 


3052 




GI 


5091511 


Score 


184 




Exons 


999. .1041, 2482. .3052 








GI Descrip. 


(AB023482) Similar to Arabidopsis thaliana RING-H2 finger 






protein RHXla mRNA, partial cds.(AF0791 


.84) [Oryza sativa] 




Seq. No. 


57734 


Seq. ID 


OJ000330_32.0419.C16 




Gene No. 


120792 


.Strand 






Start 


1340 


End 


3163 




Name 


OJ000330 32.0419.C16.ol.gs 


Method 


GENSCAN 




Start 


1340 


End 


3012 



58206 



GI none 

Exons 1340.. 1503, 2179.. 2801, 2810. 

Seq.. No.' 57734" 

Gene No. 120792 

Start 1340 

Name OJ000330_32 . 0419 . C16 . ol . tm 

Start 2477 

GI none 

Exons 2477.. 2503, 2478.. 2504, 2564. 

Seq. No. 57734 

Gene No. 120792 

Start 1340 

Name OJ000330_32 . 04 19 . CI 6 . ol . gp 

Start 2891 

GI none 

Exons 2891.. 3163 



Score 
.3012 

Seq. ID 
Strand 
End 

Method 
End 
Score 



,62 



OJ000330_32.0419.C16 
31.63 

TBLASTX : Maize 
2699 
37 

2686, 2574.. 2699, 2576.. 2695 
OJ000330 32.0419.C16 



Seq. ID 
Strand 
End 

Method 

End 

Score 



3163 
AAT/GAP 
3163 
522- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57735 

120793 

5232 

OJ000330_32.0419.C17.o2.gs 

5232 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5232. .5602, 7563. .7719, 8253;. 8286, 9835 .. 9929/ 10085 10227 , 
11502. .11527, 11697. . 11840, 11928 12067 



OJ000330_32. 041-9. C17 
+ 

12231 
GENSCAN 
12067 
.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons •:• 
GI' Descrip. 



57735 Seq. ID 

120793 Strand 

5232 End 

OJ000330_32 . 0419.C17 .o2.np Method 

9935 End 

6523103 Score 
9935.. 9983, 11950.. 12231 

(AL133315) putative, protein [Arabidopsis thaliana]- 



OJ000330_32 .0419.C17 
+ 

12231 
AAT/NAP 
12231 
195 



Seq. ID OJ000330_32.0419.C17 
Strand 

End 3810 
Method AAT/NAP 
End .34 96 

Score . 996 . 
I'. .275, 538. .2027,- 2112. .2571, 3379.. 3496 

mudrA .protein - maize transposon MuDEV gi.|540581 (M7697.8). mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



57735 

120794 

1 

OJ000330_32.0419.C17.ol.np 
1 

2130141 



Seq. No. 

Gene No". 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



57735 

120794 

1 

OJ000330_32. 0419.C17.o4 . tm 

585 

none 

585.. 758, 586.. 762, 783.^905 

57735 
120794 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000330_32.0419.C17 
3810 

TBLASTX: Maize 

905 

84 



OJ000330 32.0419.C17 



58207 



Start 


1 


End 


3810 


Name 


OJ000330 32.0419.C17.ol.gs 


Method 




Start 


617 


End 


JO 1U 


GI 


none 


Score 


66 

. \J vj 


Exons 


617. .937, 979. .1169, 1438.. 


1645, 1826. 


201 fi 211? 




2508. .2994, 3103. .3485, 3775. .3810 




Sea. No. 


57735 


Seq. ID 


OJ000330_32.0419.C17 


Gene No. 


120794 


Strand 




Start 


1 ; 


End 


3810 


Name 


OJ000330 32.0419.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


1019 


End 


1649 


GI 


none 


Score 


46 


Exons 


1019. .1324, 1058. .1276, 1301. .1366, 1305 .. 1367 , 1374 .. 164 9, 




1375 1644 






Seq. No. 


57735' ■ . 


Seq. ID 


OJ000H0 1? 041 Q CM 


Gene No. 


120794 


^t rand 




Start 


i ; 


.* End 


3810 ' 


Name 


OJ000330 32.0419.C17.o2.tm 


Method 


TBLASTX: Maize 


Start 


1653 


End 


2021 


GI 


none 


Score 


163 


Exons 


1653 2021 1654 2004 






Seq. No. ■ 


57735 


Seq. ID 


OJ000330_32.0419.C17 


Gene No. ■ 


120794 


Strand ' 




Start 




End 


3810 


Name 


OJ000330 32. 041.9. C17.o2.tc 


Method 


TBLASTX: Cress 


Start 


1776 


End^. 


2282 


GI 


none 


Score* 


133 


Exons 


1776 1997 2109 2282 






Seq. No. 


57735 


Seq. ID 


OJ000330_32.0419.C17 


Gene No. 


120795 


Strand 




Start 


11967 


End 


12229 


Name 


OJ000H0 "3? 041 Q CM r>1 t r 


Method 


TBLASTX: Cress 


Start 


11967 " ' 


End 


1222-8 ■ 


GI 


none 


Score 


176 


Exons 


11967. .12134, 11969. .12133, 


12135. .12215, 12136.. 12228 


Seq. No. 


57735 


Seq. ID 


OJ000330_32.0419.C17 


Gene No. 


120795 


Strand , 




Start 


11967 . . 


End 


12229 , 


Name 


OJ000330 32.0419. C17. o3. tm ' 


Method 


TBLASTX: Maize 


Start 


.12002 ' 


End 


12229 . 


GI 


none 


Score 


131' 


Exons 


12002. .12133, 12003. .12134, 


12011. .12136, 12015. .12155, 




12135. . 12224, 12136 .. 12228 , 


12149.. 12229 


Sea No 


57736 


Seq. ID 


OJ000330_32.0419.C18 


Gene No. 


120796 


Strand 




Start 


1 


End 


707 


Name 


OJ000330 32.0419..C18.ol.gp 


Method 


AAT/GAP 


Start 


1 . 


End 


497 


GI 


uC-osflm202111b03bl 


Score 


966 


Exons 


1..497 






GI Descrip. 


'4176420/dbj |BAA37167| 2 . Oe 


-11 (AB008097) cytochrome P450 



58208 



[Arabidopsis thaliana] 1 



Seq. No. 57736 
Gene 'No.. 120796 
Start 1 , 

Name OJ000330_32 . 04 19 . C18 . ol . np 

Start 1 
GI 7486447 
Exons 1..138, 167. .707 

GI Descrip. hypothetical protein F4I10.170 - Arabidopsis thaliana 
gi | 4455338 | emb | CAB36798 . 1| (AL035525) putative protein 
[Arabidopsis thaliana] gi | 7270272 | emb | CAB8004 1 . 1 | (AL161583) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000330_32.0419.C18 
Strand 

707 

AAT/NAP 
707 
274 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57736 

120796 

1 

OJ000330_32 . 04 19 . C18 . ol... tm 
1 

none 



Seq. ID OJ000330_32.0419.C18 

Strand 

End. 707 

Method TBLASTX : Mai ze 

End 700 

Score 268 



1..231, 2. .232, 3. .233, 217. .627, 235. .366, 236. .625, 236. .658, 
336. .656, 621. .698, 622. .699, 623. .700, 623. .700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57736 Seq. ID 

120796 Strand 

1 End 
OJ000330_32'. 04 19 . C18 . ol . ts Method 

62 End 

none t Score 

62.. -235, 63. .236, 269.. 502, 342.. 494 



OJ000330_32 . 04 19 .'C18 
707 

TBLASTX : Soybean 

502 

133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



57736 

120796 

1 

OJ000330_32.0419.C18.ol.tc 

132 

none 



Seq. ID OJ000330_32.0419.C18 

Strand 

End 707 

Method TBLASTX : Cress 

End 583' 

Score 4 6 



132. .-233, 293. .502, 296. .397, 322. .513, 351. .503, 494. .583 



57737 

120797 

181 

OJ000310_32..0419.Cl'.ol.gs 
181 

none - ■ 
181. .248 



Seq. ID OJ000310_32.0419.C1 
Strand + 
End 248 
Method • GENSCAN ■ 
End V. 248- 

Score • '.. . 78. . ' ; • 



Seq. No. 57737 

Gene No. 120798 

Start 1719 

Name OJ000310_32 . 0419 . CI . o3 . gs 
Start . 1719 
GI . none 

Exons 1719.. 2759 



Seq. ID OJ000310_32.0419.C1 

Strand + 

End 2759 

Method GENSCAN 

End 2759 

Score .98 



Seq. No. 
Gene No. 



57737 
120799 



Seq. ID OJ000310_32.0419.C1 
Strand 



58209 




Start 


6340 


End 


8064 


Nam© 




Method 


GENSCAN 


Start 


634 0 ~~ 


End . 


8064 


GI 


none 


Score 


.5 


R von s 


6340 6568 6604 6973 7153 


.7444, 7548. .7781, 7906... 8064 


Seq. No. 


57737 


Seq. ID 


OJ000310_32.0419.C1 


Gene No. 


120800 


Strand 


- 


Start 


8150 


End 


12715 


Name 


OJ000310 32.0419.Cl.o5.gs 


Method 


GENSCAN 


Start 


8150 


End 


12603 


GI 


none 


Score 


. 63 


F 1 von ^ 


8150. .84 37, 11165. . 1124 6, 11278. .114 61 


, 12369.. 12603 


Sea No 


57737 


Seq. ID 


OJ000310_32.0419.C1 


"Gene No. 


120800 


Strand 




Start. 


8150 


End 


12715 


Name 


OJ000310 32.0419.Cl.ol.gp 


Method 


AAT/GAP ■ 


Start 


10908 


End 


' 12715 


GI 


24164 1.R1084 


Score 


1683 


R von s 


10908. .114 61, 12369. .12715 






T Hp f t~ i o 

\JJ J. L/C u vi> J. . 


'2842486/emb|.CAA16883.1| 3.0e- 


-45 • (AL021749) putative protein 




[Arabidopsis thaliana] 1 






Qpn No 


57737 


Seq. ID 


OJ000310_32.0419.C1 


Gene No. 


120801 


Strand 




Start 


13748 


End 


15102 


Name 


OJ000310 32.0419.Cl.o4.tm 


Method 


TBLASTX: Maize 


Start 


1806 


End 


2492 


GI 


none 


Score 


71 


F! von 


1806. .1856, 1806. .1856, 1929. 


.2060, 2289. .2330, 2379. .2492, 




2384 . .2491 






O C \J * IN ■ 


57737 


Seq. ID 


OJ000310_32.0419.C1 


Gene No. 


120801 


Strand 




Start 


13748 


End 


15102 


Name 


OJ000310 32.0419.cr.o2.tw 


Method .., 


TBLASTX: Wheat 


Start 


2609 


End 


12689 


GI 


none 


Score 


55 


F. von 9 


2609. .2698, 12352. .12579, 12370. .12435 


, 12374. .12580/ 




12654. .12689 






Seq. No. 


57737 


Seq. ID 


OJ000310_32.0419.C1. 


Gene No. 


120801 - 


Strand : 




Start 


13748 . 


End .. 


15.102 • ; 


Name 


OJ000310 32.0419.Cl.o5.tm 


Method 


TBLASTX: Maize 


Start 


8019 


End 


9344 


GI 


none 


Score 


78 


F! von <^ 


8019. .8078, 8183. .8320, 8189., 


.8320, 9242. .9343, 9261... 9344 


Seq. No. 


57737 


Seq. ID 


OJ000310_3'2 . 0419. CI 


Gene No. 


120801 


Strand 




Start 


13748 ■■■ 


End 


15102 


Name 


OJ00031O 32.0419.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


11273 


End 


12576 


GI 


none 


Score 


94 


Exons 


11273. .11425, 11283. .11462, 1 1283 . . 114 62 , 1 1329 . . 114 63 , , 



58210 



12337. .12576, 12370 12432, 12374 .. 124 33, 12488.. 12571 



Seq. No." 57737 

Gene- No. ■ 120801 
Start 13748 

Name OJ000310_32 . 04 1 9 . CI . o2 . tc 

Start 11277 
GI none 

Exons 11277. .11462, 1 1283 . . 114 62 , 

12374. .12427, 1254 1 .. 1257 9, 

Seq. No. 57737 
Gene No. 120801 
Start 13748 

Name OJ000310_32 . 04 1 9 . CI . o2 . ts 

Start 11283 

GI ' none 

Exons 11283. .11462, 11283 .. 114 62 , 

12362. .12439, 12370 .. 12438 , 



Seq. ID OJ000310_32.0419.C1 
Strand' 

End 15102 

Method TBLASTX : Cress 

End 12580 

Score 120 
11332. . 11529, 12352. .12438, 
12542. . 12580 

Seq. ID OJ000310_32.0419.C1 
Strand 

End 15102 " 

Method TBLASTX : Soybean 

End 12580 

Score 158 
11308... 11463, 11332. .11463, 
12478. . 12579, 12485.. 12580 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57737 

120801 

13748 

OJ000310_32.0419.Cl.o2..gp 

13748. 

none 

13748. .14058, 15056. .15102 

57737 

120802 

15072 

OJ000310_32.0419.Cl.o3.tw 

15072 

none 

15072. .15350, 15079. .15345 



Seq. ID OJ000310_32.0419.C1 

Strand . - 

End . 15102 

Method ' AAT/GAP 

End ■ - 15102 

Score • 612 



Seq. ID OJ000310_32.0419.C1 
Strand 

End 16201 

Method TBLASTX : Wheat 

End 15350 

Score 157 



Seq. No. 57737 
Gene No. ' 120802- 

Start 15072 

Name OJ000310_32 . 04 19 . CI . o4 . tc 

Start 15072 

GI none. 
Exons. . 15072. .15350, 15075 .. 15308, • 1.5079 .. 15351 



Seq. ID OJ000310_32.0419.C1 
.Strand 

End 16201 

Method TBLASTX : Cress 

End 15351 

Score 89 



. Seq. No. . . 57737 .-. / 

Gene No. 120802 

Start 15072 

Name OJ000310__32 . 04 19 . CI . ol . tm 

Start 15078 

GI none 

Exons 15078. .15428, 1507 9 .. 15426, 
15429. .16043, 15429 .. 16043, 

Seq. No. 57737 

Gene No. 120802 

Start 15072 

Name OJ000310 32 . 04 19 . CI . ol . ts 



Seq. ID .OJ000310_32.04L9.C1 
Strand 

End 16201 

Method TBLASTX : Maize 

End . 16044 

Score 44 6 
15081. .15428, 15428. .16042, 
15430. .16044 

Seq. ID OJ000310_32.0419.C1 
Strand 

End 16201 

Method TBLASTX: Soybean 



58211 




Of a r-f 


1 CrtTO 
1 3 U / 0 




End 


16201 




p t 


none 




Score 


104 




HjXons 


1 ^078 1 ^?69 1 R0"7Q 


. . 1 J .3 f± D f 


15108. .15377, 15506. .15658, 






1 S6^*9 1 69 01 1^6?^ 


1 61 Q6 


15665.. 16201 




Seq. No. 


57737 




Seq. ID 


OJ000310_32.0419. 


CI 


Gene No. 


120802 




Strand 






DCalt 


i qni9 




End 


16201 




Name 


ninnn^in ^9 ndiQ pi 


. OJ . Lb 


Method 


TBLASTX: Cress 






1 0 D f± 1 






1 JOO J 




P T 
LjI 


none 




Score 


126 




Exons 


1^641 1 ^ ft ft Q 1 s^m 

1 JD41 . . IJOJl 


• . IjO jd 








■Seq. No. 


■ 57737 




Seq. ID' 


OJ000310_32.0419. 


C! 


Gene No. 


120802 




Strand 






olait 


T R07 9 
1 JU / i 




End 


16201 ' 




Name 


oTnnn^in ?9 nziiQ pi 


n 1 f p 
. Ol . LC 


Method 


TBLASTX: Cress 




Cf a >-f 






LjLLkJ. 


1 69(11 




P T 


none 




Score 


208 




Exons 




1 61 Q6 








Seq. No. 


57737 




Seq. ID 


OJ000310_32.0419. 


CI 


Gene No. 


120802 




Strand 






Of 3 >-f 


i cmo 




End 


16201 




Name 


u j u u,u jiu Jz.U4iy.yi 


. ol . tw 


Method 


TBLASTX: Wheat 




b tare 


i ^ q n' 
1 d y U D 




End 


16195 




P T 


none 




Score 


199 








16101 
. . 1O101 








Seq. No. 


57737 




Seq. ID 


OJ000310_32.0419. 


CI 


Gene No. 


120802 




Strand 






Qf a r-f 


1 JU / Z 




End 


16201 




Name 


nmnn^in ^9 ndiQ pi 


1 f 
• Oj • tin. 


Method 


TBLASTX: Maize 




Of arf 


1 OU 4 0 




End 


16201 




P T 


none 




Score 


195 




EjXOilo 


16D46 1 6901 1 


1 61 QQ 


16055. .16201 




Seq. No. 


57738 




Seq. ID 


OJ000310_32.0419. 


C2 


Gene No. 


120803 




Strand 


+ 




Of a r~f 

o tare. 


5633 




End 


6122 




Name 


OJ000310 32. 0419. C2 


. o2 .gs 


Method 


GEN SCAN 




Of a rf 


5633 




End 


6122 




P T 


none 




Score 


.68 




Exons 


■ 5633. .6009/ 6107. .6122 ' 








O c . LN U • 


57738 




Seq. ID 


OJ000310_32.04'19. 


C9 


Gene No. 


120804 




Strand 






Start 


1 




End 


3472 




Name 


OJ000310 32. 0419. C2 


. ol.np 


Method 


AAT/NAP 




Start 


1 




End • 


3472 




GI 


4206209 




Score 


3325 




Exons 


1..2953, 2987. .3472 











> .GI Descrip. (AF071527) putative glucan synthase component [Arabidopsis 

thaliana] gi | 4263042 | gb | AAD15311 | (AC005142) putative glucan 
synthase component [Arabidopsis thaliana] 

Seq. No. 57738 Seq. ID OJ000310_32 . 04 19 . C2 



58212 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gerie No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



120805 Strand 

7212 End 

OJ000310_32 . 04 19 . C2 . o5 . tm Method 

5 End 

none Score 



9135 

TBLASTX : Maize 

595 

62 



5. .31, 107. .277, 392. .520, 402. .509, 533. .595 



57738 

120805 

7212 

OJ000310_32.0419.C2.ol.ts 

206 

none 



Seq. ID OJ000310_32.0419.C2 
Strand 

End 9135 

Method TBLASTX : Soybean 

End 8 62 

Score 90 



206.. 304, 398v. 574/ 402.. 560, 560.. 829, 563.. 862, 678.. 842 



57738 

120805 

7212 

OJ000310_32.0419.C2.ol.tc 

501 

none 



Seq. ID OJ0003i0_32.0419.C2" 
Strand 

End 9135 

Method TBLASTX : Cress 

End 7 93 

Score 4 9 



501. .575, 503. .592, 561. .758, 583. .780, 584. .781, 584. .793, 
618. .788 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
•Start- 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57738 

120805 

7212 

OJ000310_32. 0419.C2.o2.tm 

599 

none 

599. .883, 599. .928, 932. .976 

57738 

120805 

7212 

OJ000310_32 . 04 19 . C2 . o7 . tm 

1415 

none 

1415. .1510, 1628. .1822, 1629. 

57738 

120805 

7212 

OJ0003!0_32 . 0419. C2 . o2 . ts 

.1673 •' . 

none 

1673.. 1822, 1674.. 1823, 1740. 

57738 

120805 

7212 

OJ000310_32 . 04 19 . C2 . 08 . tm 

1838 

none 

1838.. 2065, 1839.. 2048 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1823 



Seq. ID 
Strand 
End 

. Method 
End ' 
Score 



OJ000310_32.0419.C2 
9135 

TBLASTX: Maize 

976 

127 



OJ000310_32.0419.C2 
9135 

TBLASTX: Maize 

1823* 

89 



OJ000310_32.0419.C2 
9135 

TBLASTX: Soybean' '" • 
1909 ' "' '• • 
80 

1826, 1811.. 1909 

OJ000310 32. 0419. C2 



Seq. ID 
Strand 
End 

Method 

End 

Score 



9135 

TBLASTX: Maize 

2065 

96 



Seq. No. 



57738 



Seq. ID OJ000310 32. 0419. C2 



58213- 




Gene No. . 


120805 








Strand 


- 






Start 


7212 








End 


9135 






Name 


OJ000310_32 . 


0419 


. C2 . o2 . 


tc 


Method 


TBLASTX : 


Cress 




Start 


1925 








End 


2164 






GI 


none 








Score 


204 






Exons 


1925 . .2164 
















Seq. No. 


57738 








Seq. ID 


OJ000310 


_32.0419 


.C2 


Gene No. 


120805 








Strand 








Start 


7212 








End 


9135 






Name 


OJ000310_32 . 


0419 , 


. C2 . ol . 


tm 


Method 


TBLASTX : 


Maize 




Start 


2378 








End 


2672 






GI 


none 








Score 


191 






Exons 


2378 . . 2551, 


2378 , 


. .2572, 


2379 . 


.2573, 2544. .2672, 


2546. .2671 


Seq. No. 


57738 








Seq. ID 


OJ000310 


_32-.04.19, 


.C2 


Gene No. 


120805 








Strand 








Start 


7212 








End 


9135 






Name 


OJ000310 32. 


0419 , 


. C2 . ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2846 








End 


3235 






GI 


none 








Score 


63 






Exons 


2846 . . 2950, 


2850 . 


. .2948, 


. 3008. 


.3076, 3149.. 3235 






Seq. No. 


57738 








Seq., ID 


OJ000310 


__32 .0419, 


.C2 


Gene No. 


120805 








Strand 








Start 


7212 




- 




End ' 


9135 






Name 


OJ000310 32. 


0419. 


. C2 . ol . 


gp 


Method 


AAT/GAP 






Start 


6963 








End 


7430 






GI 


none 








Score 


862 






Exons 


6963 . . 7430 
















Seq. No. 


57738 








Seq. ID 


OJ000310 


_32.0419. 


.C2 


Gene No. 


120805 








Strand 








Start 


7212 








End 


9135 






Name 


OJ000310 32. 


0419, 


. C2 . o3 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


7177 








End 


7428 






GI 


none 








Score 


23.9 






Exons 


7177 . . 7392, 


7 2.0 3 , 


, . 7229, 


7210 . 


.7389, 7224. .7391, 


7233. .7394, 




7 383. .7421, 


738 9 , 


. .7421, 


7396 . 


.7428 








Seq. No. 


57738 








Seq. ID 


OJ000310 


_32.0419. 


,C2 


Gene No. 


120805 








Strand 








Start 


.7212 








End 


9135 






Name 


OJ000310_32 . 


0419 . 


.C2 ,o3 . 


gs 


Method 


GENSCAN .■ 






Start 


■ 7212 








End 


8603-'" • . 






GI 


none 








Score' 


.76 






Exons 


7212 . . 8603 
















Seq. No. 


0 / / jo 








Seq. ID 


OJ000310 


_32.0419. 


,C2 


Gene No. 


120805 








Strand 








Start 


7212 








End 


9135 






Name 


OJ000310 32. 


0419. 


,C2.o2. 


np 


Method 


AAT/NAP 






Start 


7215 








End 


9135 






GI 


7488230 








Score 


420 






Exons 


7215. .7904, 


8022. 


. .8143, 


8387. 


.8630, 9107.. 9135 







GI Descrip. proline-rich protein F26K10.180 - Arabidopsis thaliana 

gi| 7269684 | emb | CAB79632.il (AL161572) predicted proline-rich 

58214 



protein [Arabidopsis thaliana] 



Seq. No. 57738 

Gene No. 120805 

Start .7212 

Name . OJ000310_32 . 0419 . C2 . o4 . tm 

Start 7949 

GI none 
Exons 



Seq. ID OJ000310_32.0419.C2 
Strand 

End 9135 

Method TBLASTX : Maize 

End 8266 

Score 197 



7949. .8173, 7954. .8181, 8048. .8182, 8074. .8178, 8181. .8264, 
8182. .8265, 8195. .8266 



Seq. No. 57738 

Gene No. 120805 

Start 7212 

Name OJ000310_32 . 04 19 . C2 . o2 . gp 

Start 8336 

GI LIB3432-021-P1-K1-E6 

Exons - 8336. .8597 

GI Descrip. '3128209 7.0e-40 (AC004077) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000310_32.0419.C2 
Strand 

End 9135' 

Method AAT/GAP 

End.' 8597 

Score 504 



Seq. No. 57738 

Gene No. 120805 

Start 721-2 

Name OJ000310_32 .'0419. C2 ;-o6 . tm - 

Start 8393 

GI none 
Exons 



Seq. ID OJ000310_32.0419.C2 
Strand - ■ 
9135 

TBLASTX: Maize 
8600 



End 

Method 
End" 
Score 



8393. .5500, 8394..8477, 8394. .8507, 8396. .8485, 8451. .8594, 
8452. .8598, 8480. .8545, 8481. .8600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



57739 
120806 
1 

OJ000310_32.0419.C3..ol.np 
1 

3128209 

1..-371,, 500. .843, 940. .1095. 

(AC004077) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000310_32.0419.C3 
Strand 

End 1095 

Method AAT/NAP 

End 1095 

Score- 958 ** 



57739 
120806 
■ 1 

OJ000310_32.0419.C3.ol.ts 
1 

none 

1. .153, 2. .154, 9. .155, 153 380, 157 
707. .817, 711. .791 



Seq. ID OJ000310_32.0419.C3 
Strand 

1095 

TBLASTX: Soybean 
817 '• . " 

113 

,'384, 494 . .700, 498. .701, 



End 

Method 
End 
Score ' 



Seq. No. 57739 

Gene No. 120806 

Start 1 

Name OJ000310_32 . 04 19 . C3 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ000310_32.0419.C3 
Strand 

End 1095 
Method TBLASTX: Maize 
"End 1095 
Score 234 

1..153, 2. .154, 3. .155, 153. .380, 157. .381, 158. .385, 293. .385, 
494. .862, 498. .866, 934 .. 969, 938. .1093, 939. .1094, 1048. .1095 



58215 



Seq. No. 57739 

Gene.. No. 120806 

Start 1 

Name OJ000310_32 . 04 19 . C3 . o2 . tc 

Start 16 

GI none 

Exons 16. .120, 144. .374, 169. .366 



Seq. ID OJ000310_32.0419.C3 
Strand 

End 1095 

Method TBLASTX: Cress 

End 374 

Score 115 



Seq. No. 57739 

Gene No. 120806 

Start 1 

Name OJ000310_32 . 04 19 . C3 . ol . gp 

Start 99 

GI 3090493 

Exons 99.-379, 508.. 624 

GI Descrip. 3128209 7.0e-40 (AC004077) unknown "protein [Arabidopsis 
thaliana] 



Seq. ID OJ000310_32.0419.C3 
Strand 

1095 
AAT/GAP 
624 
696 



End 

Method 
End 
Score ■ 



Seq. No. 57739 « 

Gene No. 120806 

Start 1 

Name OJ000310_32 . 04 19 . C3 . ol . gs 

Start 117 

GI none 

Exons' 117.. 379, 508.. 843, 940.. 1044 



Seq. ID OJ000310_32.0419.C3' 
Strand 

End 1095 

Method GENSCAN 

End 1044 

Score .78 



Seq. No. ' £7739 

Gene No. 120806 

Start 1 

Name OJ000310_32". 04 19 . C3 . ol . tw 

Start 282 

GI none 
Exons 



Seq. ID OJ000310_32. 0419.C3 
Strand 

End 1095 

Method TBLASTX : Wheat 

End 1022 

Score 53 



282. .335, 303. .347, 304. .369, 342. .377, 507. .698, 509. .706, 
510. .710, 713. .745, 963. .1022 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57739 

120806 

1 

OJ000310_32.0419.C3.ol.tc 

530 

none 



Seq. ID OJ000310_32.0419.C3 
Strand 

End 1095 • 

Method TBLASTX: Cress 

End 1048 

Score 84 



530. .697, 531. .677, 710. .844, 711. .845, 935. .1048 



57739 . 
120806 

1 - 

OJ000310_32. 0419.C3.o2.gp 
611 

21784_1.R1084 
611. .843, 940. .1095 

f 3128209 2.0e-23 (AC004077) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID ' OJ000310_32.0419.C3 
Strand* : - 
End 1095 
Method AAT/GAP 
End 1095 
Score 617 



Seq. No. 57740 . 

Gene No. 120807 

Start 200 

Name OJ000310_32 . 04 19 . C4 . ol . gs 



Seq. ID OJ000310_32.0419.C4 

Strand + 

End 2393 

Method GENSCAN 



58216 



Start 
GI * ■ 
Exons 



Seq. No. ..... 

Gene No.. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 



200 End 2393 

none Score .66 

200. .291, 346. .496, 844. .994, 1331. .1389, 1509. .1761, 

1932. .1978, 2048. .2123, 2275. .2393 



57740 Seq. ID 

120808 Strand 

5456 End 

OJ000310_32.0419.C4 .ol.np Method 

5456 End 

7486473 Score 



OJ000310_32.0419.C4 
+ 

12991 
AAT/NAP 
12755 
171 

10557. .10628, 



5456. .5582, 8857. .8941, 10325 .. 104 19, 
10721. .10800, 11329. .11602, 1184 3 .. 12005, 12535.. 12755 
hypothetical' protein F6E13.10 - Arabidopsis thaliana 
gi|3212854|gb|AAC23405.1| (AC004005) unknown protein 
[Arabidopsis thaliana] . 



57740 - Seq. ID 

120808 Strand 

5456 End 

OJ000310_32.0419.C4 .o3.gp Method 

8349 End 

none 'Score 
8349.. 8625 



•OJ000310_32.0419.C4 
+ 

12991 
AAT/GAP 
8625 
534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57740 

120808 

5456 

OJ000310_32.0419.C4 . o4 . gp 
10946 

37717_1.R1084 

10946. .10993, 11301 .. 11348 , 
12628. .12991 

'3212854 6.0e-ll (AC004005) 
thaliana] 1 



Seq. ID OJ000310_32.0419.C4 

Strand + 

End 12991 

Method AAT/GAP 

End 12991 

Score 1450 
11440. .11667, 11916. .12014, 

unknown protein [Arabidopsis 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310 32. 0419. C4. 



1070 
AAT/GAP 
1070 
71 



57740 
iL20809 
1006 

OJ000310_32.0419.C4 .ol.. gp 
1006 
2312838 
1006. .1070. 

1420932/gb| U61383 IORU61383 ; 7 . Oe-2 1 Oryza fufipogon ' 
4-coumarate-CoA. ligase gene,. intronvl, ; partial : sequence • 

57740 Seq. ID OJ000310_32 . 04 19 . C4 

120810 Strand 

1576 End 1825 

OJ000310_32.0419.C4.o2.gp Method AAT/GAP 

1576 End 1825 

21784_1 .R1084 Score -457 

1576.. 1825 

1 3128209 2.0e-23 (AC004077) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 



57741 



Seq. ID OJ000310 32. 0419. C5 



58217 



Gene No. 


120811 


Strand 


+ 






Start . 


1 


End 


1371 






Name 


OJ000310 32 0419 C5 ol no 


Mpt- had 


AAT /NAP 






Start 


1 , _ 


End 


1371 






\J X 


S R S?f)ft 4 

JU JluUi 


Score 


81 






DAUl 1 O 


1 P4 1 ?Rft 1371 










VJ J- L-/ w w J- ^ • 


(AL117264) zwh0007 1 TOrvza 


cafl va 1 








Seq. No. 


57741 


Seq. ID 


OJ000310_ 


_32.0419 


.C5 


Gene No. 


120812 


Strand 


+ 






Start 


1854 


End 


5629 






Name 


OJ000310 3? 0419 CS nl rrc; 


Method 


GENSCAN 






Start 


1854 _ 


End 


5629 






GT 


none 


Score 


.77 






F.vnn S 


1854 2275. 2280 2339, 3840 


..3931, 4075. .4154, 


5087. .5629 


Seq. No. 


57741 . 


..Seq. ID 


OJ000310_ 


32 . 0 419 


.C5 


Gene No. 


120813 


Strand 


+ 






Start 


10153 


End 


11054 






Name 


OJ000310 32 0419 C5 o3 as 


Method 


GENSCAN 






O U Q X L. 


10153 ~~ 


End 


11054 








none 


Score 


.81 






17 von g 


1D1S3 1DSR1 107?? 110S4 












S77 4 1 


. Seq. ID ■ 


OJ0O0310_ 


_32.0419 


.C5 


Gene No. 


120814 


Strand 


+ 






Start 


12050- 


End 


14042 






Name 


OJ000310 32.0419.C5.o4.np 


Method 


AAT /NAP 






O C CI X U 


12050 


End 


14042 






GI 


6006372 


Score 


109 






P von g 


12050. .12083, 13840. .14042 










GT Dp qrri n 

VwJ a. IV C ij J. jl. k^ 1 . 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


57741 


Seq. ID 


OJ000310_ 


_32.0419 


.C5 


Gene No. 


120815 


Strand 








Start 


7219 


End .... 


9881 






Name 


OJ000310 32.0419.C5.o2.gs- 


Method 


GENSCAN 








7219 


End 


9831 






GI 


none 


Score 


.9 






P von c: 


7219.. 7364, 8109.. 8235, 8654 


..9031, 9183. .9273, 


9404 . .9831 


Sea No 


57741 


Seq.. ID 


OJ00.0310_ 


_32.0419 


.C5 


Gene No. 


120815 


Strand 








Start 


7219 


End' 


9881 






Name 


OJ000310 32.0419.C5,o2.np . 


Method • 


AAT /NAP:. 






Cforf 


7805 


' End 


9881 






\J X 


6735324 


Score 


423 






F vnn q 


7805. .7950, 8109. .8235, 9183 


. . 9881 








T Dp^rri o 


(AL137081) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


57741 


Seq. ID 


OJ000310_ 


32.0419 


.C5 


Gene No. 


120816 


Strand 








Start 


12385 


End 


15761 






Name 


OJ000310 32. 0419.C5.o4 . gs 


Method 


GENSCAN 






Start 


12385 


End 


15761 






GI 


none 


Score 


. 62 






Exons 


12385. .124 55, 1264 9. .12777, 


12839. . 13122, 13152. 


. 13249, 





58218 




* 


1 ?^7D 1 ?4Q4 1 ^Sft^ 

1 J J / U . • X J *i .7 *i , 1 JJO J 


1 1191 


13755. .13887, 15657 


1 ^7 fil 




'Can K\r\ 
OciJ. LN U ■ 


S7 7 4 1 




Seq. ID 


OJ000310 


19 04 1 Q 


r ^ 


Gene No. 


120816 




Strand 








Start 


12385 




End 


15761 - 






LN ctlllt: 


OJ000310 32. 0419. C5 


. o3.np 


Method 


AAT/NAP 






otdl L. 


12870 




End 


14998 








4138596 




Score 


643 






Exons 


12870. .13249, 13370 


. .13661, 


14936. .14998 






bl UcbOIip. 


(Y16242) beta-amylase [Triticum aestivum] 








57741 




. Seq. ID 


OJ000310 


_32.0419 


.C5 


Gene No. 


120817 




Strand 








Start 


17524 




■ End 


17658 








OJ000310 32. 0419. C5 


. o2 . tm 


Method 


TBLASTX: 


Maize 




OLcil L 


7857 




End 


8241 








none 




Score 


65 






Exons 


7857. .7949, 7883. .7954, 7893 


I..7955, 80 


96. .8233, 


8104. .8241, 




8106. .8237, 8140. .8241 










C ^ rr M r\ 

seq. ln u . 


57741 




Seq. ID 


OJ000310 


19 D4 1 Q 




Gene No. 


120817 




Strand 








Start 


17524 




End 


17658 






Name 


OJ000310. 32.0419. C5 


.o2. tw 


Method 


TBLASTX: 






Q+- a r-T 
OtaiL 


8133 ^' 




• End 


13612 








none 




Score 


56 






Exons 


8133. .8231, 13175.. 


13249, 13176.. 13247 


, 13178.. 


13252, 






13364. .13513, 13383 


. .13514, 


13520. .13612, 13551 


. .13610 




Q M rt 

o e q . ln o . 


57741 




Seq. ID 


OJ000310 


19 -04 1 Q 




taene wo. 


120817 




Strand 








OtaiL 


17524 




End 


17658 






Name 


OJ000310 32. 0419. C5 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


12852 




End 


13612 






OX 


none 




Score 


67 






Exons 


12852. . 12977, 12868 


. .12963, 


12963. .13016, 12964 


. .13032, 






12978. .13115, 13018 


. .13095, 


13090. .13173, 13094 


...13174, 






' 13127. ."13249, 13158' 


" .13253, 


13364 . ..13513, 13380 


. .13514, 






13523. .13612, 13539 


. .13610 










Qorr Mrt 
o e q . LN O . 


57741 




Seq. ID 


OJ000310 


_32.0419 


.C5 


ocne lno . 


120817 




Strand 








O Ld.x t 


17524. 




End 


17658 






Name 


OJ000310 32. 0419. C5 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start. ':* 


. 12865 




End . . , 


1.3612 






GI 


none 




Score 


124 






Exons 


12865. . 12939, 12868 


. .12972, 


12870. .12977, 12870 


. . 12977, 






12963. . 13016, 12964 


. .13065, 


12978. .13115, 13018 


. . 13116, 






13090. . 13173, 13094 


. .13174, 


13127. .13249, 13128 


. . 13253, 






13177. . 13251, 13364 


. .13513, 


13374 . .13514, 13520 


. . 13612, 






13551. .13610 












Seq. No. ' 


57741 




Seq. ID 


OJ000310 


_32..0419 


.C5 


Gene No. 


120817 




Strand 








Start 


17524 




End 


17658 






Name 


OJ000310 32. 0419. C5 


.ol. ts 


Method 


TBLASTX : 


Soybean 




Start 


12868 




End 


13691 







58219 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



82 



12868. .12963, 12870 .. 12977 , 12963. . 13016, 13017 .. 13115 , 

13018. .13095, 13090. .13173, 13094 13174 , 13127 .. 1324 9, 

13137. ;13247, 13361 134 17 , 13364 . ;13513, 13374 .. 13514 , 

13523. .13609, 13539.. 13691 



57741 

120817 

17524 

OJ000310_32.0419.C5.ol.tw 

12906 
none 



Seq. ID OJ000310_32.0419.C5 
Strand 

End 17658 

Method TBLASTX : Wheat 

End 13173 

Score 82 



12906. .12977, 12907. 
•12978. .13115, 13018. 



12969, 12963. .13016, 12 964 . . 13032, 
13119, 13090. . 13173, 13094. .13168 



57741 Seq. ID 

120817 . .. Strand 

17524 End 

OJ00'0310_32 . 04 19 . C5 . o5 . gs Method 

17524 End 

none Score 
17524. .17658 



OJ000310_32.0419.C5 

17658 
GENSCAN 
17658 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57742 Seq. ID 

120818 Strand 

112 End 

OJ000310_32.0419.C6.ol.gs Method 

112 End 

none Score 



OJ000310_32-.0419.C6 
+ 

4 927 ' 

GENSCAN 

4927 

.67 



112. .761, 950. .1085, 1217. .1493, 1816. .1910, 2397. .2483, 
2968. .3016, 3168. .3553, 4853. .4927 



57742 

120819 

8265 

OJ000310_32.0419.C6.o2.gs 

8265 

none 

8265. .8981 



Seq. ID OJ000310_32.0419.C6 
Strand 

End 8990 

Method GENSCAN 

End 8981 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57742 Seq. ID 

120819 Strand 

82 65 .. End., 

OJ000310_32 ; 0419- C6 . ol . tw v Method 

8334-. • * - ■ End 

none Score 



OJ000310_32.0419.C6 
8990 

TBLASTX: Wheat"' 
8 6.25 - • 

42 



8334. .8474, 8380. .8475, 8493. .8624, 8494. .8625 

57742. Seq. ID OJ000310_32 . 04 1 9 . C6 

120819 Strand 

8265 End 8990 

OJ000310_32 . 0419 . C6 . ol . np Method AAT/NAP 

8490 End 8894 

7267553 Score 206 

8490..889'4 

(AL161514) putative protein [Arabidopsis thaliana] 



58220 




Seq. No. 


57742 






Seq. ID 


OJ000310 


_32.0419.C6 


Gene No. 


120819 






Strand 






Start ' 


8265 






End 


8 990 

O Z? Z? \J 




Name 


OJ000310 32 


.0419 


Cft o? -hm 


l it: LiiUU 




i v ia lZc 


Start 


8496 ~~ 






End 


Rfi3Q 
O O J z? 




GI 


none 








199 
x c. 




Exons 


8496. .8639. 


8497 


8622 








Seq. No. 


57742 






Seq. ID 


OJ000310 


_32.0419.C6 


Gene No. 


120819 






Strand 






Start 


8265 






End 


R QQH 

O Zf Z? \J 




Name 


OJ000310 32 


. \J 1 X Z? 




Mo +■ HaH 

L"1C LtlUU 


TRT A CITY • 


Cr es s 


Start 


8505 ~~ 






Fnr! 

Hi! l\JL 


ft 7 3ft 
O / JO 




GI 


none 








R7 




Exons 


8505 8642 


8506 


8640 8628 


87 38 






Sea No 


57742 






Seq. ID " 


OJ000310 




Gene No. 


120819 






Strand 






Start 


8265 






End 


8990 




Name 


OJ000310 32 


.0419 


Cfi ol fm 


Method 


TBLASTX: 


Ms i v o 
L J d x z. c 


Start 


8676 ~~ 






End 


8990 




GI 


none 






Score 


44 




Exons 


8 676 8747 


8686 


8721 R7QQ 

. * (J / X , \J 1 Zf Z* 


..8921, 8836. .8922, 


p p qp pqqn 


I . 


' 8899 8982 












Seq. No. 


57743 






Seq. ID 


OJ000310 


_32.0419.C7 


Gene- No. 


120820 






Strand 


+ 




Start 


1571 






End 


4227 . 




Name 


O.T0nf)31 n 3? 

\J \J \J »J J. \J ~J C* ■ 


04 1 Q 

• U *i X _7 


P7 r»1 rr q 


Method 


GENSCAN 




Start 


1571 _ 






End 


4227 




GI 


none 






Score 


.58 




Exons 


1571 1573 


1654 


1 Q79 1 QQfl 

. . X Zf 1 f X Zf z? u . 


..2159, 2533. .2734, 


4191 4997 


Seq. No. 


57743 






Seq. ID 


OJ000310 


39 H4 1 Q P7 


Gene No. 


120821 






Strand 






Start 


1616 






End 


4305 




Name 


OJ000310 32, 


,0419, 


.C7.ol.np 


Method 


AAT/NAP 




Start 


1616 






End 


4305 




GI 


7340909 






Score 


168 




Exon s 


1616. .1842, 


2750, 


..3005, 4262. 


. .4305 






V_J _L O \_> J_ J_ L> • 


(AP001550) hypothetical protein [Oryza 


sativa] 




Sea No 


57743 . . 






Seq. ID 


OJ000310 


^9 0 4 1 Q P7 


Gene No. 


' 120822 






Strand 






Start 


7090 






End 


8209 




Name 


OJ000310 32. 


,0419, 


X7.o2.np 


Method 


AAT/NAP 




Start 


7090 






End 


8030 




GI 


3243274 






Score 


■290 




Exon s 


7090. .8030 












GI Dp^rri n 


(AF072134) TCP3 | 


[Arabidopsis 


thaliana] 






Seq. No. 


57743 






Seq. ID 


OJ000310_ 


_32.0419.C7 


Gene No. 


120822 






Strand 






Start 


7090 






End 


8209 




Name 


OJ000310 32. 


0419. 


.C7.ol. tc 


Method 


TBLASTX: Cress 


Start 


7464 






End 


7951 




GI 


none 






Score 


62 





58221 






Exons 

i-J *k \m/ I 1 O 


7464 7514. 7559 7618- 


7760. 


.7942, 7766.. 7951, 


7809. .7946 




Seq. No. 


57743 


•?■< 


-Sea. ID 


OJ000310 


32 . 0419 


. C7 




Gene No. 


n20822 




Strand 










Start 


7090 




End . 


8209 


■ 






Name 


OJ000310 32.0419 C7 ol 


ts 


Method 


TBLASTX: 


Soybean 






Start 


77 63 — *• 




End 


7960 








GI 


5606956 

w' w V/ \J ~s \J 




Score 


233 








Exons 


7763 . .7960 














\wJ _1_ L> ^ *J J_ _1- k—/ • 
















Seq. No. 


57743 




Seq. ID 


OJ000310 


_32.0419 


.C7 




Gene No. 


120822 




Strand 


— 








Start 


7090 




End 


8209 • 








Name 


OJ000310 32 . 0419 . C7 .o2 . 


on 


Method 


AAT/GAP 








Start 


7896 ~~ 




End 


8209 








GI 


2442643 " 




Score 


561 








i—J A^. L 1 


7896 8209 














Spa No 


57744 




Seq. ID 


OJ000310 


32 . 0419 


.C8 




Gene No. 


120823 




Strand 


+ 








Start 


4962 




End 


6602 








Name 


OJ000310 32 0419 C8 ol ' 


np 


Method 


AAT/NAP 








Start 


4962 ~ 




End 


6602 > 








GI ; 


734 0 909 " 




Score 


151 






rn 


Exons 


4962. .4989, 6247 6602 












?! : 


VJl i-/ ^ O v_> J L ^> • 


(AP001550} hvoothetical 


protein [Oryza 


satdva] ' 








Sea No 


57 7 4 4"" 




Seq. ID 


,OJ000310 


_32.0419 


.C8 


; ■: = 


Gene No . 


120824 




Strand 








■ H 


Start 


1 




End^ 


52 






rii 


Name 


OJ000310 32.0419.C8.ol. 


gp 


Method 


AAT/GAP 








Start 


1 




End 


52 






s 


GI 


77434 1.R1084 




Score 


83 








Exon s 


1. .52 














GI np^rriD 

\J J. L/C kJ J. J- k-' • 


'2827528/emb,|CAA16536. 1 1 2.0e- 


-10 (AL021633) predicted protein 






[Arabidopsis thaliana] 1 














Sea No 


57744 




Seq. ID 


OJ000310 


_32.0419 


.C8 




Gene No. 


120825 




Strand 










Start 


3964 




End 


6554 








Name 


OJ000310 32.0419.C8.ol. 


gs 


Method 


GEN SCAN 








Start 


.3964 




End 


6554 








GI 


• none 




Score 


.77 - • 








Exons ■ ' 


,3964. .4092., 4365.. 4412, 


4 67 6". '. 


4831, 5343. .5461, 


■.5686: .51 


322,. . 






5947. .5964, 6439. . 6554 














Spa No 


57745 




Seq. ID 


OJ000310 


_32.0419 


.C9 




Gene No . 


120826 




Strand 










Start 


1 




End 


397 








Name 


OJ000310 32.0419.C9.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


397 








GI 


7340909 




Score 


101 








Exons ' 


1..106, 181. .397 














GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] • 








Seq. No. 


57746 




Seq. ID 


OJ000310_ 


_32.0419 


.C10 



58222 



Gene No. 

Start 

Name 

Starts 

GI 

Exons 



120827 Strand 

116 End 

OJ000310_32.0419.C10.ol.gs Method 

116 " End 

none Score 



+ 

1414 
GENSCAN 
1414 - 
.82 



116. .236, 315. .500, 615. .827, 911. .1414 



Seq. No. 57746 

'Gene No. 120827 

Start 116 

Name OJ00031 0_32 . 04 1 9 . C10 . ol . tm 

Start 116 

GI none 
Exons 



Seq. ID OJ000'310_32. 0419. C10 

Strand + 

End 1414 

Method TBLASTX : Mai ze 

End " 406 

Score 138 



116. .235, 116. .235, 117. .272, 118. .264, 316. .405, 316. .405, 
317. .406 



Seq. No. ' 57747- ■ 

Gene- No. 120828 

Start 609 

Name OJ000310_32 . 04 19 . CI 3 . ol . gp 

Start 609 

GI none 

Exons 609.. 752 



Seq. ID OJ000310_32.0419.CL3- 

Strand + 

End 752 

Method AAT/GAP 

End 7 52 

Score 264 



Seq. No. ' 57747 X 

Gene No. 120829 

Start 186 

Name - OJ000310_32 . 04 19 . C13 . ol . gs 

Start 186 

GI none [ 

Exons 186.. 306 



Seq. ID OJ000310_32.0419.C13 
Strand 

End 306 

Method GENSCAN 

End 306 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57748 

120830 

438 

OJ000310_32.0419.C14.ol.tm 

434 

none 

434. .718, 438. .719, 445. .723 

57748 

120830 

438 

OJ000310_32.0419.Cl'4.ol. ts. 
4.34 ,* 
none 



Seq. ID OJ000310_32.0419.C14 
Strand 

End 1043 

Method TBLASTX: Maize 

End 723 

Score 251 



Seq. ID OJ000310_32.0419.C14 
Strand 

End 1043 
Method TBLASTX: Soybean. 
End 744 / • . 

Score ■ -53 ' * ■ ' '" 



434. .493, 435. .479, 482. .721, 482. .721, 535. .744 



57748 
120830 
438 

OJ000310_32.0419.C14.ol.gp 

438 

LIB34 32-021-P1-K1-E6 
438.. 662 

1 3128209 7.'0e-40 (AC004077) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000310_32.0419.C14 
Strand 

End 1043 

Method AAT/GAP 

End 662 

Score 380 



.58223 



Seq. No. '57748 Seq. ID 

Gene No. 120830 Strand 

Start 438 End 

Name • OJ000310_32 . 04 19 . C14 . ol . np Method 

Start 439 End 

GI 7488230 Score 

Exons 439.. 721, 889.. 1043 

GI Descrip. proline-rich protein F26K10.180 - Arabidopsis thaliana 

gi| 7269684 | emb | CAB7 9632 . 1 | (AL161572) predicted proline-rich 
protein [Arabidopsis thaliana] 



OJ000310_32.0419.C14 

1043 
AAT/NAP 

1043 ' * 

141 



Seq. No. 
• Gene No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



57749 

120831 

5546 

OJ000310_32.0419.C15.ol.tm 

5472 

none 



Seq. ID OJ000310_32.0419.C15 
Strand 
End 

Method 
End 
Score 



9029 . 

TBLASTX : Maize' 

5836 

82 



5472. .5540, 5472.. 5543, 5611. .5835, 5612 5836*. 5613 .. 5834 



57749 Seq. ID 

120831 Strand 

5546 End 

OJ000310_32.0419.C15.ol.np Method 

554 6 End 

6735376 Score 
5546. .7507, 8959. .8982 

(AL137082) putative protein [Arabidopsis thaliana] 



OJ000310_32.0419.C15 

9029 
AAT/NAP 
8 982 
1108 



57749 

120831 

5546 

OJ000310_32.0419.C15.o2.np 

5587 

5734776 



Seq. ID OJ000310_32.0419.C15 
Strand 

End 9029 

Method AAT/NAP 

End 9029 

Score 536 



5587. .6122, 6510. .6839, 7125. .7459, 8993. .9029 
(AC007980) 53021 [Arabidopsis thaliana] 



57749 

120831 

5546 

OJ000310_32, 

5613 

none 

.5.613. .5933, , 
7082.-. 7237 



0419.C15.ol.ts 



5621.. 5953, 5621. 



Seq. ID OJ000310_32.0419.C15 
Strand 

End 9029 

Method TBLASTX : Soybean 

End 7237 

Score 110 V- 
. 5953, 6077 . . 6247, .67 64:. . 69.37, 



Seq. ID OJ000310_32.0419.C15. 
Strand 
End 

Method 
End 
Score 

5681. .5746, 5750. .6211, 5751. .6143, 6107 .. 6325, .65 99 .. 67 18 , 
6794. .7018, 7060. .7098, 7082. .7357, 7385. .7438 



Seq. No. 57749 

Gene No. 120831 

Start 5546 

Name OJ000310_32 . 04 19 . C15 . ol . tc 

Start 5681 

GI none 
Exons 



9029 

TBLASTX: Cress 

7438 

212 



Seq. No. 



57749 



Seq. ID OJ000310_32.0419.C15 



58224 




Gene No. 


120831 








Strand 






Start 


5546 








End 


9029 




Name 


OJ000310 32 


. 0419 


.C15.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5709 ~~ 








End- ' 


7301 




GI 


none 








Score 


97 




Exons 


5709 . . 5999, 


5714 


. . 6013, 


5714 . . 


6013, 6077.. 6319, 6605.. 6880, 




6636. . 6839, 


6764 


. .7117, 


7082 . . 


7300, 7155.. 7301 




Seq. No. 


57749 








Seq. ID 


OJ000310_32.0419. 


.C15 


Gene No. 


120831 








Strand 






Start 


5546 








End 


9029 




Name 


OJ000310 32 


.0419 


.C15.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5843 ~~ 








End 


7315 




GI 


none 








Score 


113 




Exons 


5843. .5968, 


5879 


. . 6034, 


605.3. . 


6280,. 7157. . 7315 




Seq. No. 


57749 








Seq. ID 


OJ00031O_32..0419. 


.C15. 


Gene No . 


120831 








Strand 






Start 


5546 








End 


9029 




Name 


OJ000310 32 


.0419 


.CIS.ol 


.gp 


Method 


AAT/GAP 




Start 


6294 








End 


6724 




GI 


286328 








Score 


849 




Exons 


6294. .6724 
















5923669/gb|AAD56320.1|AC009326 7 2 . Oe- 


09 (AC009326) hypothe 




protein [Arabidopsis thaliana] 








Seq. No. 


57749 








Seq. ID 


OJ000310 32 0419 


. C15 


Gene No. 


120831 








Strand 






Start 


5546 








End 


9029 




Name 


OJ000310 32 


.0419 


.C15.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


6635 








End 


7012 




GI 


none 








Score 


191 




Exons 


6635. .7012 














Seq. No. 


57750 








Seq. ID 


OJ000310_32.0419. 


.C16 


Gene No. 


120.832 








Strand 


+ 




Start 


1321 








End 


2660' 




Name 


OJ000310 32 


.0419 


.C16.ol 


,gs 


Method 


GENSCAN 




Start 


1321 








End 


2660 




GI 


none 








Score 


.76 




Exons 


1321. .1412, 


2444 


. .2660 










Seq. No. 


57750 








Seq. ID 


OJ000310_32.0419, 


,C16 


Gene No. 


120833 








Strand 


• +- •;• • ■ ■■ ' •• 




Start 


4227 








End' '-. 


5596 \:. ' 




Name 


OJ000310 32 


.0419 


.C16.o3 


. gs 


Method 


GENSCAN 




Start 


4227 








End 


5596 




GI 


none. 








Score 


.55 




Exons 


4227.^.4399, 


4582 


. .4851, 


5482. . 


5596 






Spa No 


57750 








Seq. ID 


OJ000310_32.0419, 


.C16 


Gene No. 


120834 








Strand 






Start 


2758 








End 


3045 




Name 


OJ000310 32 


.0419 


.C16.o2 


.gs 


Method 


GENSCAN 




Start 


2758 








End 


3045 




GI 


none 








Score 


.93 




Exons 


2758. .3045 















58225 



Seq. No. 57750 *. . Seq. ID 

Gene No. 120835 Strand 

Start 5232 ' End 

Name OJOO'6310 J32 . 04 19. . C16 . ol . gp Method 

Start 5232 1 * End 

GI 53_1.R3.084 Score 

Exons 5232.. 5596, 5682.. 5813, 5952.. 6748 

GI Descrip. • 2992160/dbj | BAA25325 I 
[Oryza sativa] ' 



OJ000310_32.0419.C16 

; .7405 
AAT/GAP 
6748 
2428 



1.0e-116 (AB012392) MuDR-like element 



Seq. No. 57750 Seq. ID 

Gene No. 120835 Strand 

Start 5232 ■ " End 7405 ■ 

Name OJ000310_32 . 0419 . €16 . ol . np Method AAT/NAP 

Start 5901 End '7405 ' 

GI 479357 Score 1133 

Exons 5901. .7405 

GI Descrip. hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



OJ000310 32.0419.C16 



Seq. No. 57750 

Gene No. 120835 

Start 5232 

Name OJ000310_32 . 04 19 . C16 . ol . tm 

Start 6274 

GI none 

Exons 6274. .6327, -637 9. .6477, 64 81. 

6790. .7056, 6800. .7036 



Seq. ID 

Strand 
End 

Method 
■End 
Score 
.6711, 



OJ000310 32.0419.C16 



7405 

TBLASTX: Maize 
7056 
113 

6521. .6712, 6724. .6783, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57750 Seq. ID 

120835 Strand 

5232 End 

OJ000310_32 . 04 1 9 . CI 6 . o2 . tm Method 

7108. End 

none Score 



OJ000310_32.0419.C16 
7405 

TBLASTX: Maize 

7405 

144 



7108. .7278, 7109. .7276, 7283. .7405, 7299. .7400 

57751 Seq. ID OJ000310_32 . 04 19 . C18 

120836 Strand 

276 End 522 

OJ000310_32 . 04 19 . C18 . ol . gs Method GENSCAN 

276 End 522 

none Score " ■ .75 

276.. .345,. 351. .522 • .. : 



Seq. No. 57752 Seq. ID 

Gene No. 120837 Strand 

Start 120 End 

Name OJ000310_32 . 04 1 9 . CI 9 . ol . gs Method 

Start 120 End 

GI none Score . 

Exons 120.. 278 - : - 



OJ000310_32.0419.C19 
+ 

278 

GENSCAN 

278 

.43 



Seq. No. 
Gene No. 
Start 



57753 

120838 

1997 



Seq. ID OJ000330_33.0419.C1 
Strand + 
End 2075 



58226 



Name 


OJ000330 33.0419.Cl.ol.gp 


Method 


AAT/GAP 






Start 


1997 


End 


2075 






GI 


LIB3477-003-P1-K1-E9 


Score 


93 






RvonQ * 


1997.. 2075 










VJ J. L/CJ L/l -L ■ 


■ , 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR fORY S I) >ai 


1173557 (U31771) Ory s 


1 [Oryza 




caf -1 va 1 1 

O u U -L V Q J 










Seq. No. 


57754 


q pn t n 
otr(«j • x u 




. U H ± _7 


o 


Gene No. 


120839 


OLI ai lu 


X 






Start 


232 


End 


1 ^ftl 

1 JOl 






Name 


OJ000330 33.0419.C2.ol.gs 


Method 


GENSCAN 






Start 


232 


End 


1381 






GI 


none 


Score 








R von 


232. .379, 1301. .1381 










Qprr Mo 


57754 


Seq/ ID 


■ n.Tnnn^^n ^ 


* U4 1 3 


-co 


Gene No. 


120840 


Strand 








Start 


449 


End 








Name 


OJ000330 33.0419.C2.ol.np 


Method 








Start 


449 


End 


1330 






CI 


6721507 


Score * 


163 






R von c; 


449. .527, 734. .795, 1068. .1330 








OX UCSUl J. * 


(AP001072) hypothetical protein [Oryza 


sativa] 






C cirr Mo 


57755 


Seq. ID 


OJ000330_33 


.0419 


. U D 


Hpnp Mo 


120841 


Strand 


+ 






Start 


1 


End 


955 






Name 


OJ000330 33.0419.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


955 






GI 


6983860 


Score 


741 






R von ^ 


1..597, 641. .955 










f^rT Dpcirr "i o 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 










Seq. No. 


57755 


Seq. ID 


OJ000330_33 


.0419 




Gene No. 


120841 , 


Strand 


+ 






Start 


1 


.End 


955 






Name 


OJ000330 33.0419.C6.ol.tw 1 


Method 


TBLASTX: Wheat 




Start 


168 


End 


519 






GI 


none 


Score 


294 






R von <=; 


168. .362, 169. .519 










Seq. No. 


57755 ' '' ' 


Seq. ID 


OJ'00'0330_33 


.0419 


. 0 


Gene No. 


120841 


.■ .Strand 


.■+•■'■■': 






Start 


1 


End 


955 






Name 


OJ000330 33.0419.C6.ol.tm 


Method 


TBLASTX :Maize 




Start 


169 


End 


474 - 






GI 


none 


. Score 


.230. 






R von <^ 


169. .474, 183. .299 










Seq. No. 


57755 


Seq. ID 


OJ000330_33 


.0419 


.C6 


Gene No. 


120841 


St-rand 


+ 






-Start 


1 


End ' 


955 






Name 


OJ000330 33.0419.C6.ol.gs 


Method 


GENSCAN 






Start 


202 


End 


889 






GI 


none 


Score 


.51 







58227 




Exons 


202. .889 






Seq. No. 


57756 


Seq. ID 


OJ000330 33. 0419. C7 


Gene No. 


120842 


Strand 


+ ~ 


Start 


1 


End . 


1777 


Name 


OJ000330 33.0419.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1777 


GI 


4680179 


Score 


2500 


Exons 


..1..1777 







GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 57756 Seq. ID 

Gene No. 120842 Strand 

Start 1 • End ■ 

Name OJ000330_33 . 04 19 . C7 . o2 . tm Method 

Start 2 ■• .End 

GI none . : . Score 

Exons 2.. 310, 3..314-, 6. .323 



.OJ000330_33.0419.C7 
+ 

1777 • • 

TBLASTX: Maize 
323 . 
435 



Seq/ No. ... 57756 Seq. ID 

Gene No. 120842 Strand 

Start 1 End 

Name OJ000330_33 . 04 19 . C7 ..o3 . tw Method 

Start 2 End 

GI none Score 

Exons 2. .310, 3. .311 



OJ000330_33.0419.C7 
+ 

1777 

TBLASTX: Wheat 
311 

474 . " 



Seq. No. 57756 

Gene No. 120842 

Start 1 

Name OJ000330_33 . 0419 . C7 . ol . gs 

Start 15 

GI none 

Exons 15.. 507, 577.. 1221, 1223.. 175* 



Seq. ID OJ000330_33.0419.C7 

Strand- + 

End 1777 

Method GENS CAN 

End 1758 

Score .77 



HI 


Seq. No. 


57756 








Seq. ID 


OJ000330_33.0419. 


C7 


— 


Gene No. 


120842 








Strand 


+ 






Start 


1 








End 


1777 




w 


Name 


OJ000330 


33. 0419. C7 


.o2. 


tw 


Method 


TBLASTX: Wheat 




5 . £ 


Start 


314 








End 


881 






GI 


none 








Score 


637 






Exons 


314. .880, 


345. .881 














Seq. No. ' 


• 57756- 








Seq. ID 


OJ000330_33.0419. 


C7 




Gene No. 


120842 








Strand 


+ : •• .• •. /. 






Start 


1 








End 


1777 






Name 


OJ000330 


33. 0419. C7 


. ol . 


tc 


Method 


TBLASTX :Cress 






Start 


588 








End 


905 






GI 


none 








Score 


90 






Exons 


588. .761, 


762. . 905, 


764 


. . 904 










Seq. No. 


57756 








Seq. ID 


OJ000330_33.0419. 


C7 




Gene No. 


120842 








Strand 


+ 






Start 


1 








End 


1777 






Name 


OJ000330 


33. 0419. C7 


.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


669 








End 


929 






GI 


none 








Score 


296 





58228 



Exons 



669. .929, 674. .928 



Seq. No. 57756 

Gene No. 120842 

Start 1 

Name OJ000330_33 . 04 19 . C7 . o3 . tm 

Start 728 

GI none 

Exons 728.. 1015, 729.. 1019 



Seq. ID OJ000330_33.0419.C7 

Strand + 

End 1777 

Method TBLASTX : Maize 

End 1019. 

Score 374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57756 

120842 

1 

OJ000330_33.0419.C7.ol.tw 

888 

none 



Seq. ID OJ000330_33.0419.C7 

Strand + 

End 1777 

Method TBLASTX: Wheat 

End 1515 

Score 412' 



888.. 1262;,, 944.. 1264, 1266..' . 1514 , 1267.. 1515, 



Seq. No. 57756 

Gene No. 120842 

Start 1 

Name OJ000330_33 . 04 19 . C7 . ol . tm 

Start 1068 

GI none 
Exons 



Seq. ID OJ000330_33.0419.C7 

Strand + 

End 1777 

Method TBLASTX : Maize 

End 1668 

Score 221 



1068. . 1223,^1076. .1210, 1227. .1262, 1266. .1652, 1267. .1668 



Seq. No. 57756 

Gene No. 120842 

Start 1 

Name OJ000330_33 . 04 19 . C7 . o4 . tw 

Start 1515 

GI none 

Exons 1515.. 1748, 1516.. 1776 



Seq. ID OJ000330_33_.0419.C7 

Strand + 

End 1777 

Method TBLASTX : Wheat 

End 1776 

Score 272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57757 
120843 
1 

OJ000330_33.0419.C14 .ol.np 
1 

2462763 



Seq. ID OJ000330_33.0419.C14 
Strand + 

5548 

AAT/NAP ' 
5546 
577 



End 

Method 
End 
Score 

1..22, 2812. .2992, 3080. .3152, 5201. .5546 

(AC002292) Highly similar to auxin-induced protein (aldo/ketq 
reductase family) [Arabidopsis thaliana] 



57757 

120843 

1 

OJ000330_33.0419.C14 .ol.gs 

133 

none 



Seq.' ID OJ000330_33.0419.C14 

Strand + 

End 5548 

Method GENSCAN 

End 4791 

Score .43 



133. .196, 1326. .1367, 1392. .1461, 2820. .2992, 3080. .3309, 
4673. .4791 



Seq. No. 57757 

Gene No. 120843 

Start 1 

Name OJ000330 33 . 04 19 . C14 . ol . ts 



Seq. ID OJ000330_33.0419.C14 

Strand + 

End 5548 

Method TBLASTX : Soybean 



58229 




Start 


2806 








End 


5304 


GI 


none 








Score 


86 


F vnn Q 


2806 2-919, 


2808. 


. 2993, 


2808 . 


.2993, 3077. .3124, 5179. .5304, 




5192 .5302 












OC^t IN . 


S77 57 








Seq! ID 


OJ000330_33.0419.C14 


i^ene jno. 


X U 0 4 O 








Strand 


+ 


Start 


1 








End.. 


5548 


Name 


■ OJ000330 33 


.0419. 


C14.ol, 


. tc 


Method 


TBLASTX: Cress 


Start 


2808 








End 


5364 


GI 


none 








Score 


288 


Exons 


2808. .2993, 


2821. 


.2907, 


2861. 


.2992, 3074. .3100, 3078. .3119, 




5179. .5364, 


5192. 


.5359 









Seq. ID OJ000330_33.0419.C14 
Strand 
End 

Method 
End 
Score 

2808. .2993, 2820. .2990, 2861. .2992, 3074. .3100, 3078. .3119 



Seq. No. 57757 
Gene No.. . . 120843 

Start 1 

Name OJ00Q330_33.O419.C14 .ol. tm 
Start . 2808' 

GI none 
Exons 



+ 

55'4 8\ 

TBLASTX: Maize 

3119 

295 



Seq. No. 57757 

Gene No. 120843 

Start ~ 1 

Name OJ000330_33 . 0419. C14 . o3 

Start 37 63 

GI none 

Exons 3763.. 3843, 3840.. 3998, 



3871. .4035, 3874. .4026, 

3891. .4040, 3892. .4041, 

4032. .4124, 4036. .4125, 

4062. .4217, 4063. .4212, 

4075. .4227, 4078. .4257, 

4104. .4238, 4106. .4234, 

4223. .4342, 4237. .4344, 

; -4259. .4360, 4260.. 4352, 

4367. .4459, 4395. .44.42, 
4419. .4487 



Seq. ID OJ000330_33.0419.C14 
Strand + 





End 


554 


8 






tm 


Method TBLASTX: 


Maize 






End 


4489 








Score 


38 








3841. 


.3984, 


3841. . 


3999, 


3853. 


.4068, 


3876. 


.3995, 


3877. . 


4005, 


3884. 


.4030, 


3972. 


.4049, 


3979. . 


4056, 


4032. 


.4124, 


4047. 


.4220, 


4050. . 


4208, 


4054. 


.4212, 


4072. 


.4227, 


4072. . 


4254, 


4074. 


.4226, 


4087. 


.4245, 


4099. . 


4245, 


4103. 


.4132, 


4171. 


.4395, 


4191. . 


4361, 


4221. 


.4340, 


4244 . 


.4345, 


4248. . 


4349, 


4253. 


.4393, 


4261. 


.4359, 


-4262 . . 


4360, 


4275. 


.4358, 


4414'. 


.4488, 


4415. . 


4489, 


4416. 


.4472, 



Seq. No. 57757 

Gene No. .120843 

Start 1 

Name ■ OJ000330_33 . 04 19 . C14 . o2 . tm 

•Start . . 5191 - 

GI none 
Exons 



Seq. ID OJ000330 33.0419.C14 



Strand 
End 

Method 

End 

Score 



+ 

5548 

TBLASTX : Maize^ 
5548 . ■ . ■ 
110 



5191. .5343, 5191. .5358, 5192. .5359, 5370. .5408, 5376. .5468, 
5463. .5483, 5489. .5548, 5490. .5540 



Seq. No. 57757 Seq. ID 

Gene No. 120843 ^ Strand 

Start 1 - End 

Name OJ000330_33 . 04 19 . C14 . o2 . gs Method 

Start 5267 • End 

GI . none * Score 

Exons 5267.. 5476 



OJ000330_33.0419.C14 
+ 

5548 

GENSCAN 

5476 



58230 



Seq. No. 57757 Seq. ID 

Gene No. 120843 Strand 

Start 1 - End 

Name OJ000330_33 .0419. C14 . o2 . ts Method 

Start , 5306 • End 

GI none Score 

Exons 5306.. 5359, 5376.. 5540, 5468.-5542 



OJ000330_33.0419.C14 
+ 

5548 

TBLASTX: Soybean 

5542 

96 



Seq. No. 57758 Seq. ID 

Gene No. 12084 4 Strand 

Start 200 End 

Name OJ000330_33 . 0 4 1 9 . C15 . ol . gs Method 

Start 200 End 

GI • none Score 

Exons 200.. 354 



OJ000330_33.0419.C15 
354 

GENSCAN 

354 

.42 



Seq. No.. 57759' " Seq. ID 

Gene No. 120845 Strand 

Start 82 End 
Name • OJ000~330_33 . 04 19 . C16 . ol-. gs ■ -Method 

Start 82 End 

GI none Score 

Exons .82.. 944, 999.. 1481, 1554.. 1992 



OJ000..330_33.0419,C16. 
+ 

2216 
GENSCAN 
1992 
.65 



Sejg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
. Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57759 - ■ Seq. ID 

120845 Strand 
82 End 
OJ000330_33.0419.C16.ol.np Method 
82 End 
7228442 Score 
82. .1926, 2191. .2216 

(AP001366) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000330_33.0419.C16 

+ 

2216 
AAT/NAP 
2216 
1916 



57759 Seq. ID 

120845 ■ Strand 

82 End 
OJ000330_33.0419.C16.ol.tm Method 

1117 End 

none Score 

1117. .1584,. 1122. .1595, 1642. .1713 

57759 " Seq. ID 
•120845 Strand. 
82 End 
OJ000330_33. 0419.C16.ol. tw Method 
1413 End- 
none Score 



OJ000330_33.0419.C16 

+ ■ 
2216 

TBLASTX: Maize 

1713 

352 



OJ000330_33.0419-.C16'. 

■+ . ■ " ■ 

2216 

TBLASTX: Wheat 

1788 

173 



1413. .1559, 1414. .1590, 1614. .1706, 1615. .1788, 1637. .1777 



Seq. No. 57760 Seq. ID 

Gene No. 120846 Strand 

Start 138 End 

Name OJ000330_33 . 04 19 . C17 . ol . np Method 

Start 138 End 

GI 4033606 Score 



OJ000330_33.0419.C17 

+ ' 

6905 
AAT/NAP 
2421 
1.39 



58231 



Exons 

GI Descrip. 

. Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



138. .259, 1148. .1494, 1598. .1667, 2330.. 2421 
(AB008227) Extensin [Adiantum capillus-veneris ] 



57760 
12084 6 
138- 

OJ000330_33.0419.C17.ol.gs 

467 
none 



Seq. ID OJ000330_33. 0419. C17 

Strand + 

End ' 6905 

Method GENSCAN 

End 6905 

Score .45 



467. .527, 671. .770, 1159. .1250, 1618. .2100, 2183. .2324, 
2406. .2542, 4572. .4665, 4956.-5894, 6390. .6463, 6539. .6693, 
6792. .6905 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



57760 

120846 

138 

OJ000330_33.0419-.C17.o3.np . 

2196 
7228442 

2196.. 2250, 5006.. 5817, 6220. 
(AP001366) EST C28 952 (C62 945 ) 



Seq. ' ID 
Strand . 
End' 

Method ' 
End 
Score 
6401 

corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000330_33.0419.C17 
+ 

6905' 
AAT/NAP 
6401 -* 
864 



57760 - Seq. ID 

120846 ... Strand' 

138 - ' End 

OJ000330_33.0419.C17 .ol.gp Method 
2882 End 
LIB34 34-017-P1-K1-F5 Score 
2882.. -2962 

'5257255/dbj | AP000364 . 1 | AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 ' 



OJ000330_33.0419.C17 
+ 

6905 
AAT/GAP 
2962 
88 



57760 

120846 

138 

OJ000330_33.0419.C17 .o4 ,np 

5031 

6815062 

5031. .5754, 6272. .6490, 6607 



OJ000330_33.0419.C17 
+ 

6905 
AAT/NAP 
6818 
242 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6818 

(AP001080) Similar to. Arabidopsis thaliana chromosome II BAC 
. F16P2 genomic, sequence; mudrA like protein (AC004561) [Oryza 
sativa] _ ' . 

57760 Seq. ID OJ000330_33. 04 19 . C17 

120847 Strand 

3358 End 6935 

OJ000330_33.0419.C17.o2.np Method AAT/NAP 

3358 End 6935 

4680183 Score 137 

3358. .3481, 6881. .6935 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



57760 

120847 

3358 



Seq. ID OJ000330_33.0419.C17 
Strand 

End 6935 



58232 



Name OJ000330_33 . 04 19 . C17 . o2 . gp Method AAT/GAP 

Start 4080 End 4174 

GI uC-osf Icyp088bl2bl Score - 132 

Exons 4080. ".''4 174 • 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57760 Seq. ID OJ000330_33 . 04 19 . C17 

120847 Strand 

3358 End 6935 

OJ000330_33.0419.C17.o3.gp Method AAT/GAP 

4748 End 4856 

uC-osflcyp088bl2bl Score 156 

■4748. .4856 

'5257255/dbj | AP000364 . 1 | AP000364 3 . Oe-36 . Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. . 57761 Seq. ID 

Gene No. 120848 v£ , . Strand 

Start 1056 ■ . . End 

Name OJ000330_33 . 04 19 . C18 . ol . gs Method 

Start 1056 End 

GI none Score 

Exons 1056.. 1594 



OJ000330_33.0419.C18 

1594 
GENSCAN 
1594 
.66 



Seq. No. 57762- Seq. ID 

Gene No. 12084 9 Strand 

Start ' 792 End 

■Name OJ000330_33 . 0419 . C20 . ol . gs Method 

Start 792 End - 

GI none Score 

Exons 792.. 992 



OJ000330_33.0419.C20 
+ 

992 

GENSCAN 

992 

.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



"57762 Seq. ID OJ000330_33 . 04 1 9 . C20 

120850 Strand 

346 . End 938 

OJ000330_33 . 0 4 1 9 . C20 . ol . np Method AAT/NAP 

346 End 938 

6721559 Score 279 
346. .938 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No.-. 57763,. ' -Seq. ID 

Gene No. 120851 Strand 

Start 39 End 

Name OJ000330_33 . 0419 . C25 . ol . gs • Method 

Start 39 End 

GI none Score 

Exons 39.. 848 



O JO 0 0 3 3 0_3 3 4 04 19 ; C2 5 
848 

GENSCAN. 

848 

.93 



Seq. No. 57764 Seq. ID 

Gene No.- 120852 .Strand 

Start 1 End 

Name OJ000330_33 .0419.C26.ol.np Method 

Start 1 End 



OJ000330_33.0419.C26 
+ 

446 

AAT/NAP 
443 



58233 





fiQp^ft fin 

DZ/OOO DU 


Score 


676 


Exons 


1 4 4 ^ 






C2. T T"^o c c y i r"\ 


^ritrUU X X DO ) oXIUXXax LO ZZ KUd ■ 


kafirin cluster; Ty3-Gypsy 




inc uoitOt / [ x y z, a. oaLivaj 






Seq. No. 


57764 


oeq . x u 


UJUUU jjU JO.KJHXz?, 


Gene No. 


120852 




_i_ 
i 




i 

X 




4 4 fi 
4 4 D 


Name 


n.Tnnn^^n 'k'k d4iq r9fi nT i-w 


Lie L I1UU 


1 DXxnO 1A . Wiled L 


D t ax t 


Q ~~ 






ox 


none 


Score 


421 


Hi AUU O 


Q ^QS 11 "376 
y • • j *j ? iii • j / q 






Seq. No. 


57764 


OcCJ . x U 


UUUjjU jj . U 4 X :7 . 


Gene No. 


120852 


ot idnu 


r 




i 

X 


FnH 


4 4 

44 U 


Name 


• n Tnnn^^n "3*3 ci4i q n9£ ni t-m 


Mo 4~ ^ /H 


IDJjnolA.rJdlic 


oiart 


4 9 _ 
4 Z 


Ejlia. 


OUZ 


vj X 


none 


Score 


268 




49 ^09 






Seq. No. 


57764 


Con T Pi 




Gene No. 


.120852 






OT,ax C 


X 




4 4 £ 
4 4 D 


Name 


riTOnn^^n "3 "3 041 Q P96 r?1 rrQ 
uJUUUjju j J * U 4 X .7 . u • OX ■ (jb 






oLdri. 


99P _ 
Z Z O 




4 4 £ 
4 4 D 


C T 


none 


Score 






99R 4 4 £ 
Z Z 0 . . 44D 






Con Mr^ 


S77 £R 


Seq: ID 


OJ000330_33.0419. 


Gene No. 


120853 


Strand 


+ 


Start 


1 


End 


2449 


Name 


OJ000330 33.0419.C27.ol.np 


Method 


AAT/NAP 


O Lai U 


1 


End 


180 




2443320- 


Score 


238 


IT v An c 


1-..180 








(D85597) polyprotein [Oryza australiensis ] 


Seq. No. 


57765 


Seq. ID 


OJ000330_33.0419. 


Gene No. 


120853 


Strand 


+ 


Of a -rf- 
OLqI L 


1 


Endi 


2449 


Name 


OJ000330 33.0419.C27.ol.gs 


Method 


GENSCAN 


OLal C 


49 


End 


1339 


OX;.- " 


none 


Score 


.78 •' \ 


Exons 


49. .174, 889. .1157, 1189. .1339 




o e q . ln o . 


57765 


Seq. ID 


OJ000330_33.0419.' 


npnp No 


120853 


Strand 


+ 


Start 


1 


End 


2449. 


Name 


OJ000330 33.0419.C27.o3.np 


Method 


AAT/NAP 


Start 


306 


End 


2449 


GI 


6063554 


Score 


179 


Exons 


306. .330, 902. .1182, 2275. .2449 




GI Descrip.. 


(AP000615). ESTs AU075609 (C633 


44) ,C7185C 


)(E0464) ,C98611(E0 



correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



58234 




beq. No. 


0 / / DO 


beq. id 


nTnn^nn "3*3 nyi i q 


CZ 1 


Gene No. 


120853 


Strand 


+ , 




Start 


1 


End 


2449 




Name 


ujuuuooU jo . U4 j. y . / . oz . np 


Method 


7\ 7\ ITl /*17\ n 

AAi / NAF 




btart 


r "' ocyi 
0 OfT 


hna 


1/01 




GI 




Score 


JDO 




Exons 


o 34 . . IliO, lloy..lZofl, loflo. 


. .1/01 






GI Descrip. 


(Aiiii/zoo) znouuuo , i [uryza 


sativa ] 






Seq. No. 


57765 


Seq. ID 


OJ000330_33.0419. 


C27 


Gene No. 


120854 


Strand 






b tart 






z y z i 




Name 


OJUUUJJU J J . U4 1 y . Cz / . Ol . tw 


Metnoa 


1 bJjAb 1 a : wneat 




Start 


1 

1 


hna 


ion 
lo U 




GI 


none 


Score 


iy y 




Exons 


i i on "3 1 7Q a ion 








Seq. No. 


57765 


Seq. ID 


OJ0003'30_33!0419. 


C27 


Gene No. 


120854 


Strand 






Start 


t o n o 
loUZ 


bnci 


Z yZ 1 




Name 


ujuuuoju o j . U4 i y . / . oz . gs 


Method 


GhNbCAN 




Start 


1 O A O 


Lnd 


z yz i 




GI 


none 


Score 


Q A 

. 04 




>Exons 


loUz. . lo /O/ zbob . .zyzl 








Seq. No. 


D / / bo 


Seq. ID 




poo 
LZ o 


Gene No . 


120855 


Strand 


+ 




o tart 


1 


End 


382 




Name 


OJ000330 33.0419.C28.ol.np 


Method 


AAT/NAP 




Start 


1 ' 


End 


382 




GI 


6063554 


Score 


151 




Exons 


1..22, 206. .382 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C718! 


50 (E0464) ,098611 (E0464) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 








beq. No. 


57766 


Seq. ID 


.OJ000330_33.0419. 


C28 


Gene No . 


120856 


Strand 


+ 




Start 


761 


End 


2014 




Name 


OJ000330 33.0419.C28.ol.gp 


Method 


AAT/GAP 




Start 


761 


End 


935 




GI 


LIB34 33-02 6-P1-K1-C1 


Score 


259 




Exons 


761. . 935 








GI Descrip. 


■ , 5852170/emb"|AL117265.1 IOST17804 1 . Oe- 


-4 4 'Oryza sativa-- 






indica (GLA4 ) genomic DNA, chromosome • - 


4, BAC • clone.: 1 17804 


i- ; 


Seq. No. 


57766 


Seq. ID 


OJ000330_33.0419. 


C28 


Gene No. 


120856 


Strand 






Start 


761 


End 


2014 




Name 


OJ000330 33.0419.C28.ol.gs 


Method 


GENSCAN 




Start 


781 


End 


1975 




GI 


none 


Score 


.42 




Exons 


781. .789, 1573. .1705, 1800.. 


1975 






Seq. No. 


57766 


Seq. ID 


OJ000330_33.0419. 


C28 


Gene No. 


120856 


Strand 


+ 




Start 


761 


End 


2014 





58235 



Name OJ000330_33 . 0419 . C28 . o2 . np Method AAT/NAP 

Start 1573 End 2014 

GI .-6983861 Score 596 

Exons ' " 1573. .2014 

GI Descrip. (AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



Seq. No. 57767 Seq. ID 

Gene -No. 120857 ■ Strand 

Start 260 End 

Name OJ000330_33 . 04 19 . C2 9 .ol . gs Method 

Start 260 End 

GI none Score 

Exons 260.. 622 



OJ000330_33.0419.C29 
-f 

622 

GENSCAN 

622 

.71 





o e q . in o . 


57767 




Seq. ID 


OJ000330_33.0419.C29 




bene lno . 


120858 




Strand . 


+ ■ ■-. , ■■ ."V 






1745 




End 


1821' " : - ' • ' 




Name 


OJ000330 33.0419.C29.ol 


. tw 


Method 


TBLASTX: Wheat 




j Ldit 


681 




End 


1005 




GI 


none 




Score 


243 




Exons 


681. .929, 689. .928, 934 


. .1005 








o e q . lno. 


57767 




Seq. ID. 


OJ000330_33. 0419X29 




bene lno . 


120858 




Strand 


+ ' 




OLdll 


1745 




End 


1821 


- 


Name 


OJ000330 33.0419.C29.ol 


.np 


Method 


AAT/NAP 


Til 




1745 




End 


1821 




(IT 


7489553 




Score 


102 


iy 


Exons 


1745. .1821 










GI Descrip. 


probable reverse transcriptase - rice 


( fragment) 






gi |24 62640 | emb | CAA73800 


.11 (Y13370) reverse transcriptase [< 


i y 




sativa] 








ia 


Seq. No. ■ 


57768 




Seq. ID 


OJ000330_33.0419.C31 


% ; i 


Gene No. 


120859 




Strand 


+ 




Start 


1 




End 


738 




Name 


OJ000330 33.0419.C31.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


738 




GI 


4680179 




Score 


1269 


L-J 


Exons 


1. .738 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


57768 




Seq. ID 


OJ000330J33". 044*9''. C31 




Gene No. 


120859 




Strand 


+ ' , . ■ - . v : . 




Start 


1 




End 


738 




Name 


OJ000330 33.0419.C31.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


4 06. 




GI 


none 




Score 


530 




Exons 


1..99, 2. .406, 17. .391, 


151. . 


405 





Seq. No. 57768 Seq. ID 

Gene No. 120859 Strand 

Start 1 ' End 

Name OJ000330_33 . 0419 . C31 . ol . gs Method 

Start 23 End 

GI none Score 



OJ000330_33.0419.C31 
+ 

738 

GENSCAN 

468 

.43 



58236 



Exons 



23. .468 



Seq. No. * 57768 Seq. ID 

Gene No. 120859 Strand 

Start ■ 1 End 

Name OJ000330_33 .0419. C31 . o2 . tm Method 

Start 56 End 

GI none Score 

Exons 56. .370, 77. .286, 166. .369 



OJ000330_33. 0419.C31 
738 

TBLASTX: Maize 

370 

272 



Seq. No. 57768 Seq. ID 

Gene No. 120859 Strand 

Start 1 End 
Name * OJ000330_33 . 04 19 . 031. ol . tc Method 

Start 113 End 

GI none Score 

Exons 113. .286, 287. ..430,, . 289 .. 429 



OJ000330_33.0419.C31 
+ 

738 

TBLASTX: Cress 

430 

90 



Seq. No. . 57768 Seq. ID 

Gene No. 120859 Strand 

Start 1 End 

Name OJ000330_33 . 04 19 . C31 . ol . ts -. Method 

Start 194 End 

GI none Score 

Exons 194. .454, 199. .453 



OJ000330_33.0419.C31 
+ 

738 

TBLASTX : Soybean 

454 

300 



Seq. No. 57768 Seq. ID 

Gene No. 120859 Strand 

Start 1 End 

Name OJ000330_33 .0419. C31 . ol . tm Method 

Start 371 End 

GI none Score 

Exons 371.. 688, 382.. 687 



OJ000330_33. 0419.C31 
+ 

738 

TBLASTX: Maize 

688 

451 



Seq. No. .57768 Seq. ID 

Gene No. 120859 Strand 

Start 1 - t ' End 

Name OJ000330_33 . 0419.C31 . o2 . tw " Method 

Start 412 End 

GI none Score 

Exons 412.. 735, 413.. 736 



OJ000330_33.0419.C31 
+ 

738 

TBLASTX : Wheat * 

736 

412 



Seq. No. 57769 Seq.. .ID 

Gene No. • 120860 Strand -. 

Start 1101 ' End.'- : 

Name OJ000330_33 . 04 19 . C32 . ol . gs Method 

Start 1101 End 

GI none Score 
Exons . 1101. . 1403 



OJ000330_33 . 0419.. C32 

+ '• ' . "•: .• : •' • ' ; 

1403- , . 
GENSCAN 
1403 
.63 



Seq. No. 57769 Seq. ID 

Gene No. 120861 Strand 

Start 1977 End 

Name: OJ000330_33 . 0419 . C32 . o2 . gs Method 

Start 1977 End 

GI none Score 

Exons 1977. .2150, 2405. .2477, 2564. .2934 



OJ000330_33.0419.C32 

3222 
GENSCAN 
2934 • 
.97 



58237 



Seq. No. 


57769 




Seq. ID 


OJ000330_33.0419 


.C32 


Gene No. 


120861 




Strand 






Of n 

otart 


1 Q71 

iy / / 




End 


3222 




Name 


vJJUUUJJU jj.U^iy.bjt.Ol. 


np 


Method 


AAT/NAP 




btart 


1 QQyi 




End 


3222 




C T 






Score 


219 




Exons 


lyofi . .ZZUj/ Z 0 3 4 . . Z O M , 


2761. 


.2934, 3026.. 3222 




u± uescrip, 


^riE±xfi±/x^ nypot net icai 


protein [Sorghum bicolor] 




O64. IN O . 


57770 




Seq. ID 


OJ000330_33.0419 


. L J J 




120862 




Strand 


+ 




Start 


1 




End 


1302 




Name 


OJ000330 33.0419.C35.ol. 


np 


Method 


AAT/NAP 




C 4- ~- f- 

btart 


1 




End 


1299 






' 7228457 




Score 


2193 




Exons 


1. .1299 • 










GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl/ polyprotein 


.. (AF098806) [Oryza 




sativa] 










Seq. No. 


57770 




Seq. ID 


OJ000330 33.0419 


. C35 


Gene No . 


120862 




Strand 


+ . 




O -1- —1 4- 

otart 


1 




End 


1302 




Name 


OJ000330_33 .0419.C35.ol. 


gs 


Method 


GENS CAN 




Of >~4- 

btart 


98 




End 


1302 




bl 


none * 




Score 


.95.^ 




Exons 


98. .1302 










Seq. No. 


57770 




Seq. ID 


OJ000330_33 . 0419 


. C35 


bene no . 


120863 




Strand 






otart 


1942 




End 


2017 




Name 


OJ000330 33.0419.C35.o2. 


gs 


Method 


GENSCAN 




bt art 


1942 




End 


2017 






none 




Score 


. 1 




Exons 


1942. .2017 










Seq., No. 


57770 




Seq. ID 


OJ000330J33. 041'? 


-C35 


Gene No . 


120864 




Strand 






otart 


1945 




End 


2063 




Name 


OJ000330 33.0419.C35.ol. 


tm 


Method 


TBLASTX: Maize 




otart 


169 




End 


492 




C T 


none 




Score 


360 




Exons 


169.. 492, 198. .479 










Seq. No. 


57770 




Seq. iD 


OJ000330_33.0419 


.C35 


Gene No . 


120864 




Strand 






O 4- v4- 

btart 


1945 




End 


2063 




Name 


OJ000330 33.0419.C35.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


306 




End 


687 




GI 


none 




Score 


375 




Exons 


306. .362, 307. .687, 408. 


. 656 








Seq. No. 


57770 




Seq. ID 


OJ000330_33.0419 


.C35 


Gene No. 


120864 




Strand 






Start 


1945 




End 


2063 




Name 


OJ000330 33.0419.C35.o2. 


tw 


Method 


TBLASTX: Wheat 





58238 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
.Gene Nq. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



688 End 1290 

none Score 265 

688... 972, 693. .971, 828. .998, 1164. .1286, 1165. .1290 



57770 

120864 

1945 

OJ000330_33.0419.C35.o2. tm 

1159 

none 

1159. .1341, 1164. .1298 



Seq. ID. OJ000330_33.0419.C35 
Strand 

End 2063 

Method TBLASTX: Maize 

End 1341 

Score 185 



57770 
120864 • 
1945 

OJQ00330_33.0419.C35.o2.np 
1945- \ " ' 
5803259 
1945. .2063 

(AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ000330_33.0419.C35 
Strand 

End 2063 

Method AAT/NAP 

End 2063 

Score 123 



57771 
12.0865 
49 

OJ000330_33.0419.C37.ol.gp 
49 

101153_1.R1084 
49. .96, 555. .778 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA," chromosome 4, BAC clone : tl7804 ' 



Seq. ID OJ000330_33.0419.C37 

Strand + 

End 778 

Method AAT/GAP v 

End 778 

Score 414. 



57771 

120865 

49 

OJ000330_33.0419.C37 .ol.gs 

157 

none 

157. .218 



Seq. ID OJ000330_33.0419.C37 

Strand + 

End 778 

Method GENSCAN 

End . . 218 

Score" .89 ' 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-Gl 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57771 
120866 
1 

OJ000330_33.0419.C37.ol.np 
1 

5852180 . 
1..246, 1404. .1492, 2564. .2643 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ000330_33.0419.C37 
Strand 

End 2643 
Method . AAT/NAP 
End 2643 • 

Score . 193 



57771 

120866 

1 

OJ000330_33 . 04 19 . C37 . o2 . gs 

526 

none 

526. .651, 1097. .1207 



Seq. ID OJ000.330_33.0419.C37 
Strand 

End 2643 

Method GENSCAN 

End 1207 

Score .86 



Seq. No. 



57771 



Seq. ID OJ000330_33.0419.C37 



58239 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI' Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 

GI Descrip. 



120866 Strand 

1 End 2643 

OJ000330_33.0419.C37.o2.gp Method AAT/GAP 

1761 End 2061 

61605_3.R1084 Score 386 

1761. .2061 ' 

l 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 

thaliana] 1 



57772 
120867 
16 

OJ000330_33.0419.C38.ol.gp 
16 

342_1.R1084 
16. .536, 646. .746 

, 4574406/gb|AAD24042. 1| 0.0e+00 (AF121139) RIM2 protein [Ory.za 
sativa] 1 



Seq. ID OJ000330_33.0419.C38 
Strand 

End 746 

Method AAT/GAP 

End 7-4 6 

Score 1063 



57773 
120868 
1 

OJ000330_33.0419.C39.ol.gp 
1 

uC-osflcypl76fl0bl 
1..152 

• 6041757/gb| AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. ID OJ000330_33.0419.C39 
Strand 

End 776 

Method AAT/GAP 

End 152 

Score 252 



. % 


Seq. No. 


57773 


Seq. ID 


OJ000330_33. 


0419 


.C39 




Gene No. 


120868 


Strand 








; y 


Start 


1 


End 


776 








Name 


OJ000330 33. 0419. C39.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


776 






~ -jj 


GI 


4680204 


Score 


203 








Exons 


1..673, 748. .776 










r- — 

^ : =? 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor} 








Seq. No. 


57773 


Seq. ID 


OJ000330_33. 


0419 


.C39 


h ^ 


Gene No. 


120868 


Strand 










Start 


1 


End 


776 








Name 


OJ000330 33.0419.C39.ol.gs 


Method 


GENSCAN 








Start 


52 


End 


679 










none 


Score 


. 82 • 








Exons 


52. .259, 261. .406, 532. .679 












Seq. No. 


57774 


Seq. ID 


OJ000330_33. 


0419 


.C42 




Gene No. 


120869 


Strand 










Start 


1 


End 


1483' 








Name 


OJ000330 33.0419.C42.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1483 








GI 


4733937 


Score 


248 








Exons 


1..49, 419. .797, 1341. .1483 












GI Descrip. 


(AF080245) sesquiterpene synthase [Elaeis oleifera] 








Seq. No. 


57774 


Seq. ID 


OJ000330_33. 


0419 


.C42 



58240 



Gene No. 


120869 






Strand 






O -4- -i -v-4- 

btart 


i 






bna 


1 A Q "3 

14 o3 




Name 


OJUUUJ3U Jo.U4iy.C4z 


. ol 


.gs 


Method 


GENSCAN 




Start 


A 1 C 

4 lo 






End 


797 




GI 


none 






Score 


a c 
.4b 




Exons 


y| 1 c Ten 












Seq. No. 


57774 






Seq. ID 


OJ000330_33.0419 


.C42 


Gene No. 


120869 






Strand 






Start 


1 








1 A Q O 

14 o J 




Name 


OJUUUo3U oJ.U4iy.C4z 


. ol 


. tm 


Method 


TBLASTX : Maize 




Start 


A 1 O 

4 lo 








T T C 

/ /o 




GI 


none 






Score 


63 




Exons 


41o..4yz / 4 -51 . . 4 o / / 


A T o 

4 / Z 


. . bUb, 


(Tl -5 Til 

bio. . / / 1 


/■i /■ 11 A C~> C 

z b 1 b . . / / 4 , b z b . . 


/ / D 


Seq. No. 


57774 






Seq. ID. 


OJ000330_33.0419 


.C42 


Gene No. 


120869 






Strand. 






Start 


l 






T-> _^ _l 

hnd 


14 o3 




Name 


OJUUU33U 33. U4iy.C4z 


. Ol 


. tc 


Method 


TBLASTX : Cress 


- 


Start 


4 3U - 






hnd 


-J AC 

/ y o 




GI 


none 






Score 


d3 




Exons 


4 ju . . / yo , / u / . . / y d 












Seq. No. 


5777 5 






Seq. ID 


OJ000330 33.0419 


.C43 


Gene .No. 


120870 ... 






Strand 






Start 


o n q 

zuy 






End 


o r\ o 
o U3 




Name 


, OJUUUjoU_Jo.U4iy.C4J 


. Ol 


.gs 


Method 


/-i T-i XT O O TV M 

GENSCAN 




Start 


zuy 






T-l _ _J 

End 


o n o 

oU3 




GI 


none 






Score 






Exons 


zUy..4Ub, /lz..oU3 












Seq. No. 


b / / / b 






Seq. ID 


OJ000330 33.0419 


. C4 d 


Gene No. 


120871 






Strand 


+ 




Start 


1 






End 


1321 




Name 


OJUUU ooU_oo . U4iy . C4o 


. Ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1321 




GI 


4 68U17 9 






Score ■ 


1140 




Exons 


1 O O ~~7 O T 1 TOOT 

1 . . 337 , 371 . . 1321 












GI Descrip. 


(Atlll/uy) polyprote 


in 


[Oryza 


sativa subsp. indica] 




Seq. No. 


57776 






Seq. ID 


OJ000330_33.0419 


.C45 


Gene No. 


120871 






Strand 


+ 




C 4 1 v 4- 

btart 


l 






End 


1321 




Name 


OJUUU33U 33. U4iy.C4o 


.ol 


.gs 


Method 


GENSCAN 




Start 


C 

. DO 






End.. . 


1307 . 




GI 


none 






Score 


. 63 




Exons 


co /i/in o/io i r\ a "\ 
b3..44y, o43..1U41, 


1131. .1307 






Seq. No. 


57776 






Seq. ID 


OJ000330_33.0419. 


.C4 5 


Gene No. 


120871 






Strand 


+ 




Start 


1 






End 


1321 




Name 


OJ000330 33.0419.C45 


,o2 


. tm 


Method 


TBLASTX: Maize 




Start 


362 






End 


715 




GI 


none 






Score 


189 




Exons 


362.. 715, 364. ,531 












Seq. No. 


57776 






Seq. ID 


OJ000330_33.0419 


.C45 



58241 




Gene No. 


120871 


Strand 


+ 


Start 


1 


End 


1321 


Name 


OJ000330 33 . 0419 . C45 . o2 . tw 




TRT.A^TX * Whpat 

J. i-J J_l.fl i_? i. x\ • » * 1 1 CI I— 


Start 


397 ~~ 


End 


835 


GI 


none *"* " 


Score 


159 


Exons 


397.. 606, 398..607, 652.. 765, 


653 766 


. 794 835 


Seq. No. 


57776 


Seq. ID 


OJ000330__33.0419.C45 


Gene No. 


120871 


Strand 


+ 


Start 


1 


End 


1321 


Name 


OJ000330 33 0419 C45 ol tm 


Mpf h oH 




Start 


905 ~~ 


End 


1311 


GI 


none 


Score 


90 


Exons 


905 . . 1099, 1111 . . 1311 






Seq. No. 


57776 


Seq. ID 


OJ000330 33 0419 C45 


Gene No. 


120871 


.Strand . 


+ - 


Start 


1 


End 


1321 


Name 


OJ000330 33.0419.C45.ol.tw 


Method 


TBLASTX * Wheat 

x lj J— tx^k_> ± i \ . nilgai. 


Start 


935 


End 


1320 


GI 


none 


Score 


51 


J_l A V*/ 1 1 w 


935. .985, 985. .1320, 1039. .1101, 1049. 


1114 1105 1314 




1119. .1319 






Sea No 


57777 


Seq. ID 


OJ000330__33.0419.C48 


Gene No. 


120872 


Strand 


+ "~ 


Start 


4223 


End- 


6382 


Name 


OJ000330 33.0419.C48.o3.np 


Method 


AAT/NAP 


Start 


4223 


End 


6382 


GI 


5042454 


Score 


2402 


Exons 

J-J _f_, V_/ 1 1 


4223. .4358, 4686.-4796, 4852. 


.6265, 6341.. 6382 


fiT Dp s cri n 


(AC007789) putative polyprotein [Oryza 


sativa] 


Sea No 


57777 


Seq. ID 


OJ000330__33.0419.C48 


Gene No. 


120873 


Strand 




Start 


3074 


End 


5050 


Name 


OJ000330 33.0419.C48.ol.np • 


Method 


AAT/NAP 


Start 


3074 


End 


4717 


GI 


5732031 


Score 


284 


Exons 


3074. .3575, 4651. .4717 






GI Descrip. 


(AF147260) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


57777 


Seq. ID 


OJ000330_33.0419.C48 


Gene No. 


120873 


Strand 




Start ■ 


3074 : - 


End 


5050 • 


Name 


OJ000330 33.0419.C48.ol.tm 


Method 


TBLASTX: Maize 


Start 


3316 


End 


3695 


GI 


none- 


Score 


97 


Exons 

l_j V»J liO 


3316.. 3597, 3327.. . 3458, . 3359 . 


.3547, 341 


36..; 3596, 3660. .3695 . 


Seq. No. 


57777 


Seq. ID 


OJ000330_33.0419.C48 


Gene No. 


120873 


Strand 




Start 


3074 


End 


5050 


Name 


OJ000330 33.04l'9.C48.o2.np 


Method 


AAT/NAP ' 


Start 


3770 


End 


5050 


GI 


7523512 


Score 


108 


Exons 


3770. .3907, 5003. .5050 







58242 



m 



GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 57777 

Gene No. 120874 

Start 5524 v 

Name OJ000330_33 . 0419 . C48 . ol . tw 

Start 5524 

GI none 

Exons 5524. .5571, 5578 .. 567 6, ' 5595 . 



Seq. ID OJ000330_33.0419.C48 
Strand 

End 5916 

Method TBLASTX : Wheat 

End 5916 

Score 58 

.5675, 5643. .5804, 5659. .5916 



Seq. No. 57777 Seq. ID 

Gene No. 120874 Strand 

Start 5524 End 

Name OJ000330_33 . 0419 . C48 . o2 . tm Method 

Start 5529 End 

GI none Score 

Exons 5529. .5813, 5566. -.5.814 



OJ000330_33.0419.C48 
5916 

TBLASTX: Maize 

5814 

187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



•57778 Seq. ID OJ000330_33 . 0419 . C4 9 

120875 Strand + 

1 End 2185 

OJ000330_33 . 04 1 9 . C4 9 . ol . np Method AAT/NAP 
1 End 2185 

7228457 Score 3155 

1..48, 112.. 946, 1069.. 2185 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


57778 










Seq. ID 


OJ000330_33. 0419, 


.C49 


Gene No. 


120875 










Strand 


+ 




Start 


1 










End 


2185 




Name 


OJ000330 


33.0419, 


.C49 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


119 










End 


582 




GI 


none 










Score 


209 




Exons 


119. .562, 


120. .5* 


31 ' 


121 


. .582 








Seq. No. 


57778 










Seq. ID 


OJ000330_33.0419, 


.C4'9 


Gene No. 


120875 










Strand 


+ 




Start 


1 










End 


2185 




Name 


OJ000330 


33.0419, 


.C49 


.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


160 










End 


525 




GI 


none 










Score 


117 




Exons 


160. .384, 


391. .525 












Seq. No. 


57778 










Seq. ID 


OJ000330_33.0419, 


.C49 


Gene No. 


120875 










Strand 


+ 




Start 


1 










End 


2185 




Name 


OJ000330 


33.0419. 


.C49 


.ol 


.gs 


Method 


GENSCAN 




Start 


175 








End 


2104 




GI 


none 










Score 


.48 




Exons 


175. .2104 
















Seq. No. 


57778 










Seq. ID 


OJ000330_33.0419. 


.C49 


Gene No. 


120875 










Strand 


+ 




Start 


1 










End 


2185 




Name 


OJ000330 


33.0419. 


>C49 


.ol, 


. tm 


Method 


TBLASTX: Maize 





58243 



Start 
GI 

Exons 



250 End 606 

none Score 392 

250. .606, 285. .596, 301. .606 



Seq. No. - 57778 

Gene No. 120875 

Start 1 

Name 0 J000330_33 . 04 1 9 . C4 9 . o2 . tm 

Start 633 

GI none 
Exons 



Seq. ID OJ000330_33.0419.C49 

Strand + 

End 2185 

Method TBLASTX : Mai ze 

End 1017 

Score 357 



633. .719, 634. .1017, 668. .850, 777. .998 



Seq. No. 57778 

Gene No. 120875 

Start 1 

Name QJ000330_33 . 04 1 9 . C4 9 . o2 . tw 

Start. . 691. 

GI none ^ 

Exons 691.. 1110, 692. .880, 789.. 1115- 



Seq. ID OJ000330__33.0419.C49 

Strand + 

End 2185 

Method TBLASTX: Wheat 

End 1115 

Score ^ 484 



Seq. No. 57778 

Gene No. 120875 

Start 1 

Name OJ000330_33 . 04 19 . C4 9 . ol . ts 

Start 769 

GI none 

Exons 769.. 1140, 786.. 929 



Seq. ID OJ000330_33.0419.C49 

Strand + 

End 2185 

Method TBLASTX : Soybean 

.End -114 0 

Score 278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57778 

120875 

1 

OJ000330_33.0419.C4 9.o3.tw 

1738 

none 



Seq". ID OJ000330_33.0419.C49 

Strand + 

End 2185 

Method TBLASTX : Wheat 

End 2184 

Score 228 



1738. .1989, 1765. .1989, 1830. .2003, 2050;. 2184, 2061. .2150, 
2099. .2182 



1=;=? 



Seq.. No. 57779 

Gene No. 120876 

Start 1 

Name OJ000330_33 . 04 19 . C51 . ol . gp 

Start 1 

GI '342_1..R1084 

Exons 1 . . 868 

GI Descrip. ' 45744 06/gb | AAD24042 . 1 1. 0-. 0e+00 ; (AF121139) RIM2 : protein [Oryza 
sativa] ' 



Seq. ID OJ000330_33.0419.C51 
Strand 

End 8 68 

Method AAT/GAP 

End 8 68 

Score 1538 



Seq. No. 57779 

Gene No. 120876 

Start 1 

Name OJ000330_33 . 04 19 . C51 . ol . np 

Start 1 

GI 4680203 

Exons v> 1. .868 
GI Descrip. ...(AF114 171 ) TNP2-like protein [Sorghum bicolor] 



Seq. ID. OJ000330_33.0419.C51 

Strand - ... 

End 868 

Method AAT/NAP 

End 8 68 

Score 814 



Seq. No. 



57779 



Seq. ID OJ000330_33.0419.C51 



58244 




Gene No. 


120876 




-Strand 




Start 


1 




..End 


868 




OJ000330 


33 0419 C51.ol.tw- 


Method 


TBLASTX: Wheat 


Of a yf 


6 - _ 




End 


867 




ii\_hic 




Score 


131 


Exons 


f, 4 4 4 9 


129 S7 197 58 ' 


198 145' 


• 240. 177 236, 243 




243 287 


248 310 282 - 866 


, 297 .. 614 


. 298 .867 


Seq. No. 


57779 




Seq. ID 


OJ000330_33.0419.C51 


Gene No. 


120876 




Strand 




Of a r f 
O Lai L 


1 




End 


868 


Name 


OJ000330 


33 0419 C51 ol as 


Mpthod 


GENSCAN 


OLdl L 


27 ~~ 




End 


866 




1 lui its 




Score 


.41 


Exons 


27 . .8 66 








Seq. No.. 


. 57779 




Seq. ID 


OJ000330_33 . 0419 :C5,1 


Gene No. 


■ 120876 




Strand 




Of arf 


1 




End 


868 


Name 


OJ000330 


33 0419 C51 ol tc 


Mp1" hod 


TBLASTX: Cress 


Qf a rf 


4 64 "~ 




End 


867 








Score 


166 


Exons 


4 64 - 71 S 


465 866 465 866 


. 469 867 


. 475 .867 




57780 




Seqi' ID 


OJ000330 33. 0419. C54 


Gene No. 


120877 




Strand 




Start 


1 




End 


1121 


NT ^ m 


OJ000330 


33.0419.C54.ol.np 


Method 


AAT/NAP 




1 




End 


1121 




2443320 




Score 


449 


Exons 


1..364, 1066. .1121 






\jL UcoCIip. 


(D85597) 


polyprotein [Oryza 


australiensis] 


o e q . ln ■ 


.57780 




Seq. ID 


OJ000330_3 -U9.C54 


Gene No. 


120877 




Strand 




Start 


■ 1 




End 


1121 




■ OJ000330' 


33.0419.C54.ol.tw 


Method , 


TBLASTX: Wheat 


Of 3 y-f 


2 




End 


361 




none 




Score 


92 


Exons 


2. .55, 3. 


.65, 48. .149, 48. .143, 55. .144, 110. " .Q..241 




144 . .245, 


247. .360, 260. .361 








57780 




Seq. ID 


t 

OJ000330 0419. P4 


Gene No. 


120877 




Strand 




Start 


1 




End' 


'IT," 1 " 1 


Name 


OJ000330 


33.0419.C54.ol'.tm 


Method 




Of a v-f 


12 




End 


w <J -L 




none 




Sr e 


39 


HiXorio 


12. .140, 


28. .138, 105. .23f , 


^ r '-. .238, 


15.8. .250, .247. . 360,. 




248. .361 








Seq. No. 


57780 




Seq. ID 


OJ000330_33.0419.C54 


Gene No. 


120877 




Strand 




Start 


1 




End ' 


1121 


Name 


OJ000330 


33.0419.C54.ol.ts 


Method 


TBLASTX -Soybean 


Start 


12 




End 


354 


GI 


none 




Score 


62 



58245 



Exons 



m 



12. .140, 69. .176, 159. .239, 163. .258, 164. .256, 250. .354 



Seq. No. 57781 

Gene No. 120878 

Start 106 

Name OJ000330_33 . 04 19 . C55 . ol . gs 

Start 106 

GI none 

Exons 106.. 156, 294.. 398 



Seq. ID OJ000330_33.0419.C55 

Strand . + - 

End '398 

Method GENSCAN 

End 398 

Score .81 



Seq. No. 57781 
Gene No. 120879 
Start 291 

Name OJ000330_33 . 04 19 . C55 . ol . np 

Start 291 
GI 6907087 
Exons. 291.. 392, 932.. 1533 - ; ... ; 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) ' correspond to a 
• region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ000330_33.0419.C55 
Strand 

End 1533 

Method AAT/NAP • 

End 1533 

Score 488 



Seq. No. 57781 

Gene No. 120879 

Start 291 

Name OJ000330_33 . 04 19 . C55 . o2 . gs 

Start -'831 

GI none 

Exons 831.. 1405 

%■ 

Seq. No. 57782 

Gene No. 120880 

Start 67 

Name OJ000330_33 . 04 19 . C57 . ol . gs 

Start 67 

GI none 

Exons 67.. 116, 416.. 532 . - 



Seq. ID OJ000330_33.0419.C55 
Strand 

End ' 1533. 

-Method GENSCAN 

End 14 05 

Score .45 



Seq. ID OJ000330_33.0419.C57 

Strand + 

End 532' 

Method GENSCAN 

End 532 

Score .8 



Seq. No/ 57782 

Gene No.- 120881 

Start 1274 

Name OJ000330_33 . 04 19 . C57 . o2 . gs 

Start 1274 

GI. none 

Exons 1274.. 1483 



Seq. ID OJ000330_33.0419.C57 
Strand 

End 1483 

Method GENSCAN 

End 1483 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



57783 

120882 

1 

OJ000330_33.0419.C58.ol.np 
1 

7340881 



Seq. ID OJ000330_33.0419.C58 

Strand ■+ 

End 3716 

Method AAT/NAP 

End 3716 

Score 436 



1..213, 268. .502, 1309. .1491, 1597. .1667, 3648. .3716 
(AP001551 ). hypothetical protein [Oryza sativa] 



57783 

120882 

1 



Seq. ID OJ000330_33.0419.C58 
Strand + 
End 3716 



58246 



Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000330_33 .0419. C58 . ol . gs Method GENSCAN 

122 End 3656 

none Score .51 

122. .213, 257. .368, 2007. .2141, 2383.-2473, 3596. .3656 



57783 
120883 
1 

OJ000330_33.0419.C58.o3.np 
1 

4680179 
1..24, 3572. .3716 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000330_33.0419.C58 
Strand 

End 3716 

Method AAT/NAP 

End 3716 

Score 146 



57783 
120883 
1 

OJ000330_33 .0419. C58 . o2 . np 
3078 
6063554 
3078. .3251 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 61 1 (E04 64 ) 
■correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ000330_33.0419.C58 
Strand ■ - ' 

• . 3716 . ' ; 
AAT/NAP 
3251 
117 



End' 
Method 
End 
Score 





Seq. No. 


57784 


Seq. ID 


OJ000330_33.0419. 


Co y 


? i 5 


Gene No. 


120884 ■ 


Strand 


+ 






Start 


1 


End 


3639 






Name 


OJ000330 33.0419.C59.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3639 






GI 


5852180 


Score 


592 




r! 3 


Exons 


1..44, 1029. .1097, 2075. .2191, 2243. .2659, 3621. .3639 




§ Li 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






r 3 'tf 


Seq. No. 


57784 


Seq. ID 


OJ000330_33.0419. 


C59 




Gene "No. 


120884 


Strand 


+ 






. Start 


1 


End 


3639 . 






Name 


OJ000330 33.0419.C59.ol.gs 


Method 


GENSCAN 






Start 


213 


End 


2824 






GI 


none 


Score 


.51 






Exons 


213. .231, 1169. .1348, 2075.. 


2178, 2333 


. .2824 






Seq. No. 


57784 


Seq. ID 


OJ000330_33.0419. 


C59 




Gene No. 


120885 


Strand . 








Start 


94 6 . - 


EndV- 


•1328 V : . 






Name 


OJ000330 33.0419.C59.ol.ts * 


Method 


TBLASTX: Soybean 






Start 


45 


End 


227 






GI 


none 


Score 


193 . 






Exons 


45. .227, 45. .212, 65. .217. 










Seq. No. 


57784 


Seq. ID 


OJ000330_33.0419. 


C59 




Gene No. 


120885 


Strand 








Start 


946 


End 


1328 






Name 


OJ000330 33.0419.C59.ol:gp 


Method ■ 


aatVgap 






• Start 


946 


End 


1328 






GI 


uC-osflcyp033a04bl 


Score 


708 






Exons 


946. . 1328 









58247 




GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



C o M/-\ 


R 7 7 ft R 
J / / O J 








oeq . x u 


riinnn^^n ^ 

UJUUUjjU .5.3 


0 a 1 o r* 1 


ijene ino . * 


IlUOOO 








0 c r ana 






o Lai L. 


■J D 










"3ft £ 




Name 




. U *i X J . 


LD1 • O i 


■ • 9 s 


l^A q "f~ 

Tic CIlUCl 


P.FMQP'ZINI 
oi_j1.Nov_/H.1N 




OLalL 


J D 








jLna 


^ft £ 




GI 


none 








Score 


.7 




Exons 


36. .386 














oeq . ino . 


R7 7 ft £ 
o / / o o 








oeq . x u 


n Tnnn9 ro ^zi 


OA 1 Q P9 


bene no ■ 


1 9 Oft ft 7 








jcranu 


X 
T 




OLaiU 


ID / 4 










^ O O H 




Name 


nioooo^o 




P9 r\1 
. OX . 


gs 


ixie cnou 


otilNoV^riLN 




o car c 


1 £7 4 _ 
ID / 4 








EjIici 






' C T 


none . 








Score 


, * Dj 




Exons 


1674 . .1679, 


2154. 


.2200, 


2377. 


.2584 






oeq . ino . 


R7 7 ft 7 








Seq. ID 


OJ000250_34. 


.0419. C3 


bene ino . 


1 9 Oft ft ft 








Strand 


+ 




ocar c 


X 








End 


438 




Name 


UuUUUZ jU J4 


.0419.. 


C3.ol. 


np 


Method 


AAT/NAP 




o cart. 


1 _ 

X 








End 


4 35 






fi >J J / X J7 O . 








Score 


249 




Exons 


1. .435 














GI Descrip. 


(AC006403) ; 


putative auxin-induced protein [Arabidopsis thaliana 


oeq . ino . 


57787 








Seq. ID 


OJ000250_34, 


■0419.C3 


Gene No . 


120888 








Strand 


+ 




Of 3 -w~f- 

o care 


1 








End 


438 




Name 


OJ000250 34 


.0419. 


C3.ol. 


gs 


Method 


GENSCAN 




ocarc 


72 








End 


438 




GI 


none 








Score 


.41 




Exons 


72. .280, '316. .438 










peq * ino . 


57787 








Seq. ID 


OJ000250_34 . 


;0419;C3 ... 


Gene No . 


120889 








Strand 






Cf a r>+- 

o car c 


1457 








End 


2217 




Name 


OJ000250 34 


.0419. 


C3.o2. 


gs 


Method 


GENSCAN 




Cf a r-+- 

o care 


1457 








End 


2217 




GI 


none 








Score 


.53 




Exons 


1457. .1576, 


1829. 


.1917, 


2162. 


.2217 






beq . NO . 


57788. . 








Seq. ID 


OJ000250_34 . 


,0419'. C4 • 


Gene No . 


120890 








Strand' - 


+' 




OH i 

otdiC 


74 








End 


197 




Name 


OJ000250 34 


.0419. 


C4 .ol. 


gs 


Method 


GENSCAN 




Start 


7 4 








End 


1.97 




GI 


none 








Score 


.64 




Exons 


74. .197 














Seq. No. 


57789 








Seq. ID 


OJ000250_34 . 


0419. C6 


Gene No. 


120891 








Strand 


+ 




Start 


255 








End 


2382 




Name 


OJ000250 34 


.0419. 


C6.0I. 


tm 


Method 


TBLASTX: Maize 


Start 


225 








End 


398 





58248 



• m 



GI 


none 


•'Score 


192 




Exons 


225.. 398, 238. .387, 257.. 391 








Seq. No. 


57789 


Seq. ID 


OJ0b0250_34 . 


0419. C6 


Gene No. 


120891 


Strand 


+ 




Start 


255 


End 


2382 




Name 


OJ000250 34 0419 C6 ol as 


Mp1" hod 


GENSCAN 






255 _ 


End 


2382 




GI 


none 


Score 


.74 






255 406. 1038 1181. 1754 


1808, 1829 


1890, 2169. 


.2382 


cjpn No 


57790 


Seq. ID 


OJ000250 34. 


0419. C8 


Gene No. 


■ 120892 


Strand 






Start 


■ 1 


End 


778 




Name 


OJ000250 34.0419.C8.ol.ao 


Method 


AAT/GAP 




Start 


1 ~~ 


End 


778 




(IT 


211 2 R1084 

X X . L\X W V T 


Score; 


838 




TT von ^ 


1 T7 0 255424 625 778 








\J -L Ls \^ k3 J- _l_ k-V . 


' 3915826/so 1 P4 9625 1 RL5 ORYSA 


3.0e-77 60S RIBOSOMAL 


PROTEIN 


JCU • IN • 


57790 


Seq. ID 


OJ000250_34. 


0419. C8 


UC11C IN »vJ . 


120892 . 


Strand 






Start 


1 " 


End 


778 




Name 


OJ00025D 34.0419.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4 0 


End 


766 




GI 


none • 


Score 


112 




Exons 


40. .168, 86. .172, 87. .173, 250. .411, 251. .433, 625. 


.765, 




626. .766 









: : a 


Seq. No. 


57790 


Seq. ID 


OJ000250_34.0419 


.C8 


— 3f 


Gene No. 


120892 


Strand 








Start 


1 


End 


778 






Name 


OJ000250 34.0419.C8.ol.gs 


Method 


GENSCAN 






Start 


53 


End 


724 




Sy 


GI 


none ■ w- 


Score 


.98. 






Exons 


53. .170, 255. .424, 625.-724 










Seq" No.. 


57790 


- Seq. ID . 


OJ000250_34'.0419 


.C8 




Gene No. 


120892 


Strand 






p : ~ 


Start 


1 


End 


778 






Name 


OJ000250 34.0419.C8.ol.np 


Method 


AAT/NAP 






Start 


56 


End 


778 






GI 


3915826 . 


Score 


64 9 . 






Exons 


56.. 170, 255 .'. 424 , 625. .778. 










GI Descrip. 


•60S. RIBOSOMAL •-.PROTEIN L5 










Seq. No. 


57790 


Seq. ID 


OJ000250_34.0419 


.C8 




Gene No. 


120892 


Strand 








Start 


1 


End 


778 






Name 


OJ000250 34.0419.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


70 


End 


766 






GI 


none 


. Score 


91 






.Exons 


70., 168, 86. .172, 87. .173, 96 


..173, 25C 


I..411, 251. .433, 





625. .765, 626.. 766 



Seq. No. 57790 Seq. ID OJ000250__34 . 0419 . C8 

Gene No. 120892 Strand 

58249 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



OJ000250_34 .0419.C8.ol.tc 

87 

none 



End 

Method 

End 

Score 



778 

TBLASTX: Cress 

435 

63 . 



87. .173, 89. .172, 249. .416, 251.;433, 325. .435 



57790 

120892 

1 

OJ000250_34.0419.C8.ol.ts 
92 

none 



Seq. ID OJ000250_34 .0419.C8 

Strand 

End 778 

Method TBLASTX : Soybean 

End 766 

Score 71 



92. .172, 93. .179, 101. .205, 239. .388, 242. .433, 255. .419, 
622. .765, 629. .766 



57790 
1.20892 . 
1 

OJ000250_34 . 0419.C8 .o2.tc 

622 

none 

622. .765, 623. .760, 724. .765 



Seq. ID OJ000250_34 .0419.C8 

Strand 

End 778 

Method TBLASTX : Cress 

End 7 65 

Score 125 



57791 
120893 
32 

OJ000250_34 .0419.C10.ol.gs 

32 

none 

32. .75, 1061. . 1182, 1759. .1806, 2112. .2221, 2242. .2423, 
2497. .2663, 2944. .3041 



Seq. ID OJ000250_34 .0419. C10 

Strand + 

End 3765 

Method GENSCAN 

End 3041 

Score ;47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



57791 

120893 

32 

OJ000250_34 .0419.C10.o2.np 

2194 

6063554 



Seq. ID OJ000250_34. 041.9. C10 
Strand + 
End 3765 
Method AAT/NAP 
.End : 3765 . 

Score 158 



2194. .2377, 2476. .2539, 3593. .3765 

(AP000615) ESTs AU075609 (C63344 ) , C71850 {E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



57791 

120894 

1 

OJ000250_34.0419.C10.ol.np 

1 

7339707 



Seq. ID OJ000250_34. 0419. C10 

Strand -. - ;\ 

End 3833 

Method AAT/NAP 

End 3833 

Score 149 . 



1..87, 771. .885, 2077. .2555, 3740. .3833 
(AP001539) hypothetical protein [Oryza sativa] 



57792 
120895 
.1 

OJ000250_34.0419.Cll.ol.gp 
1 



Seq. ID OJ000250_34 .0419.C11 

Strand + 

End 158' 

Method AAT/GAP 

End 158 



58250 



GI LIB3433-026-P1-K1-C1 Score 233 

Exons 1 . . 158 ^ - 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 57792 Seq. ID 

Gene No. 120896 Strand 

Start 779 End 

Name OJ000250_34 . 04 19 . Cll . ol . gs Method 

Start 779 End 

GI none Score 

Exons 779.. 1570 



OJ000250_34 , 
+ 

1570 
GENSCAN 
1570 
.94 



0419. Cll 



Seq. No. 57792 ■ Seq. ID OJ000250_34 . 04 19 . Cll 

Gene. No. 120896 Strand 

Start. 779 End. 

Name ' OJ00025.0_34 . 04 19 ..Cll , ol ..np . Method 

Start 779 • End 

GI 6983861 Score 

Exons 779.. 1567 

GI Descrip. (AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



OJ000250_34 . 
+ 

1570 

AAT/NAP . 

1567 

1350 



Seq. No. 57792 

Gene No. 120897 • 

Start 1834 

Name OJ0.00250_34 . 04 19 . Cll . o2 . np 

Start 1834 

GI 6983860 

Exons 1834.. 2924, 3180.. 3324 
GI Descrip. 



Seq. ID OJ000250_34 .0419. Cll 

Strand + 

End 3324 

Method AAT/NAP 

End 3324 

Score 2013 



(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. No. 57792 

Gene No. 120897 

Start 1834 

Name OJ000250_34 . 04 19 . Cll . ol . tw 

Start 2002 

GI none 

Exons 2002. .2361, 2028. .2105, 2127. .2348 



Seq. ID OJ000250 34. 0419. Cll 



Strand 
End 

Method 
End 
Score 



+ 

3324 

TBLASTX: Wheat 

2361 

275 



Seq. No. 57792 Seq. ID 

Gene No. 120897 Strand 

Start 1834' • * End' 
Name . .. OJ0 002-50^3.4 .04 19 . Cll . o2 . tw . ■ Method- 

Start 2924 ^ End 

GI none Score 

Exons 2924.. 3277 



OJ000250_34. 0419.. Cll 
+ 

3324 : 
TBLASTX: Wheat . . 
3277 
257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57793 
120898 
1 

OJ000250J34 .0419.C12.ol.np 

1 

4680179 
1. .1098 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000250_34 . 0419. C12 

Strand + 

End 1098 

Method AAT/NAP 

End 10.98 

Score 1510 



58251 




Seq. No. 


57793 










Seq. ID 


OJ000250_34.0419 


.C12 




j. ^. \j o y o 










Cf y =s n H 

Oil al 1L1 


+ 




a rt 


1 










EjI 1U 


1 OQR J ■' 

X \J ZJ 0 




Name 


rvin on 9 


^4 


D4 1 Q 


"n 9 


.UX. Lb 


Mof Vi o^"1 


1 DbnO I A • OvjyiJtJclil 




Of a r f 


99 










PnH 


1 fiS 
X O *J 




oX 












olui tr 


x y J 




TT v on c 




94 


1 


J X . 


1 69 








Seq. No. 


57793 










Seq. ID 


OJ000250_34.0419 


.012 


UCllC LNvJ • 


i 9opiqr 

x ^ vj o y o 










9 1~ r 3 n H 








1 

X 










Hi I IvX 


X U 0 




Name 


UOUUUt JU 


~*4 


04 1 Q 
u 1 X • 


n 9 


. O J . tw 


Mo fl-inH 
Lit; LilUU 


TRT A CITY • Whps t 




Of a yf . . 














1 Pin 

X 0 u 




VjX 














997 
z. z. / 




IT v An c 




94 
z. 1 . 


1 7 Q 
. x / y 












Seq. No. 


57793' 










•Seq. ID 


OJ000250_34.0419' 


;ci2 




1 90ft QR 










Of >--, nr l 
OH al 1U 






Of a yf 


1 

X 










EjI 1U 


x \j 0 




Name 


n tooo9 ro 


^4 


04 1 Q 


n 9 

^ X z , 


o9 tm 
, UZ. • Liu 


fjf /-\ f fl y->i/H 


TRT ZXQTY • Ma i -70 
1 DXirlO 1 A . VlGL Ilc 




Q+- a r-f 


9 R 










HjI Id 


9 ^ R 

Z w) J 




riT 


none 










^ fO T~o 


9^7 




HiXOilo 


0 c 0 c c 


OX. 


1 71 
.1 / x , 




94 R 








Seq. No. 


57793 










Seq. ID 


OJ000250_34.0419 


.C12 


Gene No. 


120898 










Strand 


+ 




Start 


1 










End 


1098 




Name 


OJ000250 


_34 . 


0419. 


C12, 


, ol . gs 


Method 


GEN SCAN 




Start 


86 










End 


1061 




GI 


none 










Score 


.74 




Exons 


86. .289, 


414 


. .1061 











Seq. No. 57793 Seq. ID 

Gene No. 120898 Strand 

Start 1 End 

Name OJ000250_34 . 0419 . 012 . o2 . tw • Method 

Start 181 ' End 

GI none Score 
Exons 



OJ000250_34.0419.C12 
+ 

1098 

TBLASTX: Wheat 

604 

81- 



181. .261, 183. .245, 258. .467, 263. .436, 264. .470, 464. .604, 
475. .597 



Seq. No. , 57793 . .. .. 

Gene No. ' ' ■ 1208 98 ■ 

Start. . 1 . ' • ... . . 

Name OJ000250_34 . 04 19 . 012 . ol . tm 

Start 258 
GI none 
Exons 



Seq. ID OJ000250_34. 0419.012 

Strand ; - + • 

End . 1098 

Method TBLASTX : Maize 

End 604* 

Score. . 273 



258. ..467,. 263. .469, 303 . . 470, . 464 ... 604, 475. .5.97 



Seq. No. 57793 

Gene No. 120898 

Start 1 

Name OJ000250_34 . 04 19 . C12 . ol . tw 

Start' 632 

GI none 
Exons 



Seq. ID OJ000250_34.0419.C12 

Strand + 

End 1098 

Method TBLASTX: Wheat 

End 1098 

Score 507 



632. .1096, 772. .1098, 788. .1093, 814. .1098 



58252 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57793 

120898 Strand 

1 , End 
OJ000250_34.0419.C12.o3.tm ■' Method 

788 " End 

none Score 

788. .1096, 815. .1096, 853. .1098 



Seq. ID OJ000250_34.0419.C12 
■f 

1098 

TBLASTX: Maize 
1098 
233 



OJ000250 34.0419.C14 



57794 Seq. ID 

120899 Strand 
1 End 824 

OJ000250_34 . 0419. C14 . ol . gp Method AAT/GAP 
1 End '824 

2073_1.R1084 Score 298 

1..58, 515. .584, 675. .703, 784. .824 

■ 120900/sp|Q00052|GALl_LACHE;2.0e-2 6 GALACTOKINASE . 

>gi_421585_pir A47032 galactokinase galK - Lactobacillus 

helveticus >gi_4 4 000_emb_CAA4 0525_ '(X57248) galactokinase 
[Lactobacillus helveticus]' 



Seq. No. 57794 Seq. ID 

Gene No. 120899 Strand 

Start '1 End 

Name OJ000250_34 . 04 19 . C14 . ol .gs Method 

Start 516 End 

GI none Score 

Exons 516. .584 



OJ000250_34 .0419.C14 
824 

GENSCAN 

584 

.93 



Seq. No. 


57795 












Seq. ID 


OJ000250_ 


34 


.0419 


.C17 


Gene No. 


120901 












Strand 










Start 


46 












End 


605 








Name 


OJ000250 


_34 . 


0419. 


C17, 


.ol 


.gs 


Method 


GENSCAN 








Start 


46. 












End 


605 








GI 


none 












Score 


.44 








Exons 


46. .299, 


314 


. .605 
















Seq. No. 


57796 












<-Seq. ID 


OJ000250_ 


34, 


.0419 


.C18 


Gene No. 


120902 












Strand 


+ 








Start 


334 












End 


716 








Name 


OJ000250 


_34. 


0419. 


C18, 


.ol, 


.gs 


Method 


GENSCAN 








Start 


334 












End 


716 








GI , 


hone 












Score 


.46 








Exons 


334. .716 






















Seq. No. 


57797 












Seq. ID' 


OJ000250_ 


34 , 


; 0419 


.C19 


Gene No. 


120903 












Strand 










Start 


486- 












End 


699 - 








Name 


OJ000250 


34. 


0419. 


C19, 


.ol. 


-gs . 


Method 


-GENSCAN 








Start 


486 












End 


699 








GI 


none 












Score 


.65 








Exons 


486. .699 






















Seq.. No. 


57798 












Seq. ID 


OJ000250_ 


34. 


,0419 


.C20 


Gene No. 


120904 












Strand 


+ 








Start 


923 












End 


991 








Name 


OJ000250 


34. 


0419. 


C20. 


.ol. 


,gs 


Method 


GENSCAN 









58253 



Start 
GI 

Exons 



923 
none 
923. . 991 



End 
Score 



991 
.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57799 

120905 

245 

OJ000250_34 .0419.C21.ol.gs 

245 
none 

245. .531, 686. .802 
57800 



Seq. ID OJ000250_34 .0419.C21 

Strand ' + 

End 802 

Method GENSCAN 

End 802 

Score . 64 



Seq. ID OJ000250_34.0419.C22 



.120906 Strand ■ + 

1 End 803 

OJ000250_34.0419.C22.pl.np. / Method AAT/NAP 
1 End 803 

6069646 ' Score 289 

i:.429, 711. .803 ..." 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR r.etroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



57800 Seq. ID 

120907 ..Strand 

93 End ■ 
OJ000250_34. 0419.C22,ol.tm Method 

3 End 

none Score 
3. .653, 194. .430 

57800 Seq. ID 

120907 Strand 

93 End 
OJ000250_34. 0419.C22.ol.gs Method ' 

93 End 

none Score 
93. .227, 309. .635 

57800 Seq. ID 

120907 Strand 
93 , End • 
OJ000250_34. 04:1-9. C22:ol.-tw'- .Method ■. 
288 End 
none Score 
288. .590, 290. .442, 630. .728. . . 

57801 Seq. ID 

120908 Strand 
63 • End 
OJ000250_34 . 0419.C23.ol.gs Method 
63 End 
none Score 
63. .223, 1378. .1460 



OJ000250_34.0419.C22 
728 

TBLASTX: Maize 

653 

423 



OJ000250_34.0419.C22 
728 

"GENSCAN 
635 
.8 



OJ000250_34.0419.C22 
728 :. 

TBLASTX: Wheat 

728' 
180 



OJ000250_ 
+ 

1460 
GENSCAN 
1460 
.44 



34.0419.C23 



58254 



Seq. No. 57802 Seq. ID 

Gene No. 120909 , Strand 

Start 144 End 

Name OJ000250_34 . 04 19 . C24 . ol . gs Method 

Start 14 4 End 

GI none Score 

Exons 144.. 257 



OJ000250_34.0419.C24 
257 

GENSCAN 

257 

.95 



Seq. No. 57803 Seq. ID 

Gene No. 120910 Strand 

Start 4 4 End 

Name OJ000250_34 . 04 19 . C27 . ol . gs Method 

Start 44 End 

GI none Score 

Exons 44 . .265 



OJ000250_34.0419.C27 
+ 

265 

GENSCAN 

265 

.75 



Seq. No. ' . ' 57804 • 
Gene No. 120911 
Start ' 1 

Name OJ000250_34 .0419. C28 . ol . 

Start 1 

GI 342_1.R1084 

Exons 1..780 

GI Descrip. ' 4574 406/gb | AAD24042 . 1 | 
sativa] ' 



gp 



Seq. ID OJ000250_34 .0419.C28. 

Strand + ' 

End 780 

Method AAT/GAP 

End 780 

Score 1407 



0.0e+00 (AF121139) RIM2 protein [Oryz 



Seq. No. 57804 

Gene No. 120911 

Start "1 

Name OJ000250_34 . 0419 . C28 . ol , 

Start 1 

GI 6742729 

Exons 1..780 

GI Descrip. (AF121139) RIM2 protein 

Seq. No. 57804 

Gene No. 120911 

Start 1 

Name OJ000250_34 . 04 19 . C28 . ol . 

Start 81 

GI none 

Exons 81.. 267, 399.. 577 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



[Oryza sativa] 

Seq. ID 

Strand 

End 

gs Method 
End 
Score 



OJ000250_34.0419.C28 
+ 

780 

AAT/NAP 

780 

1215 



OJ000250_34 .0419.C28 
+ 

780 

GENSCAN 

577 

.72 



Seq. No. 57804 
Gene No. 12.0911 
Start 1 

Name OJ000250_34 . 0419 . C28 . ol , 

Start 191 
GI none 

Exons 191.. 241, 192.. 254, 240. 

394. .435, 395. .481, 401. 
515.. 652 



tw 



.395, 
.481, 



Seq.. ID 
Strand 
End' 
Method 
End • 
Score 87. 
266. .394, 271 
509.. 652, 510 



0 JO 0 02 5 0_3 4.0419 :C2 8 

+ • ■; : - : , • ' . 

780 

TBLASTX: Wheat 
654- 



,396, 
,587, 



280. 
514 . 



.399, 
. 654, 



Seq. No. 57805 Seq. ID 

Gene No. 120912 Strand 

Start 1 End 

Name OJ000250_34 . 04 19 . C29 . ol . np Method 



OJ000250_34 . 0419.C29 
+ 

1141 
AAT/NAP 



58255 





j. 


End 


1141 


P T - 




Score 


950 


TP \* /-\ c** 


X . . ± j. ft J. 






bi uescnp. 


\ rir xxfi±/±j iiNir^ xiKe protein 


[Sorghum bicolor] 


oeq. no. 


D / o UO 


Seq. ID 


OJ000250_34.0419.C29 


Gene No . 




Strand 


+" 


Start 


2698 


End 


7031 


Name 


OJ000250 34.0419.C29.o2.gs 


Method 


GENSCAN 


o tart 




End 


7031 


P T 
bl 


none 


Score 


.5 


Exons 


9£QR 9fl9^ "3717 oqcq "3Q71 


.4375, 4774. .4896, 5017. .5136, 






.6077, 6131. .6327, 6434. .6607, 




D / u^. . . o / y z , coy / . . / uoi 






Con Wr\ 

o e q . in o . 




Seq. ID 


OJ00.0250_34 , 0419 . C29 


Gene No . 


120913 


Strand - 


+ . . •• 


Start 


2698 


End 


7031 •'• 


Name 


OJ000250 34.0419.C2-9.o2.np 


Method 


AAT/NAP 


o tar r. 


3717 


End 


7027 


P T 
bl 


4680204 


Score 


939 


HiXons 


3717. .5136, 5232.. 6327, 6434. 


.6607, 6702. .7027 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


beq . ino . 


57805" 


Seq. ID 


OJ000250_34.0419.C29 


bene no . 


120913 ' 


Strand 


+ 


Start 


2698 


End 


7 031 


Name 


OJ000250 34.0419.C29.o3.gp 


Method 


AAT/GAP 


Start 


5747 


End 


6227 


P T 


uC-osflcypl76fl0bl 


Score 


815 


Exons 


5747. . 6227 






GI Descrip. 


* 6041757/gb|AC011806. 1 IAC011806 O.Oe+OC 


) Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont' Strain, Complete Sequence, 




complete sequence 1 






beq. no. 


57805 


Seq. ID 


OJ000250_34.0419.C29 


bene no * 


120914 


Strand 




Start 


781 


End ■* 


1225 


Name 


OJ000250 34.0419.C29.ol.gp 


Method 


AAT/GAP 




781 


End 


1225 


P T 


LIB34 31-028-P1-N1-A10 


Score 


750 


Exons 


781. .1127, 1155. .1225 






bi uescnp. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e- 


■33 (AF114171) TNP2-li 




■protein [Sorghum bicolor] \ • 






beq . no . 


57805 


' Seq, ID 


OJ000250_34.0419.C29 


Gene No . 


120915 


Strand 




Start 


3897 


End 


4167 


Name 


OJ000250 34.0419.C29.ol.tw 


Method 


TBLASTX: Wheat 


bt art 


1 


End 


1087 ■ 


bl 


none 


Score 


595 


Exons 


1..399, 2. .688, 356. .673, 681 


..722, 683 


i. .727, 686. .727, 




730. .825, 734. .793, 772. .912, 


773. .913, 


804. .920, 926. .1006, 




980. .i087 






Seq. No. 


57805 


Seq. ID 


OJ000250_34 .0419.C29 


Gene No. 


120915 


Strand 





• 58256 




otart 










End 


4167 


Name 


UJUUUZOU Oft . 


0 a i q 
u 4 1 y . 


C29.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


04 








End 


505 


GI 


none 








Score 


167 


Exons 


c /i on q cQ 


' 4 ft n 


58. .399, 62 


. .505, 356. .505 


beq. NO. 


0 / o UO 








Seq. ID 


OJ000250_34.0419.C29 


Gene No . 


i on Q1 ^ 








Strand 




Start 


3897 








End 


4167 


Name 


OJ000250_34. 


0419. 


C29.o2 


.gp 


Method 


AAT/GAP 


otart 


Jo" / 








End 


4167 


bi 


ZjIUZjj 








Score 


381 


Exons 


oqqi yii n 
Joy / . . *!1D / 












GI Descrip. 


joozitsz / eiuD i 


LAdj 0 


420.11 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sat i va ] 












Seq. No. . 


57805 • 








Seq..- ID- ' 


OJ000250._34.0419.C29 


Gene No. 


120916 








Strand 






A A A Q 








End 


4782 


Name 


UJUUUZOU 04 . 


u 4 1 y . 


lz y . oz 




Method 


TBLASTX: Wheat 


start 


/I A A Q 

4 4i 4 y 








End 


4782 


GI 


none 








Score 


143 


Exons » 




A A RP. 
ft f± 0 U . 


.4611, 


4615. 


.4752, 4671.. 4751, 4762.. 4782 


Seq. No. 


57805 




r -' . 
. . 




Seq. ID 


OJ000250_34.0419.C29 


Gene No. 


120917 








Strand 




otart 


DZ 04 








End • 


6771 


Name 


UJUUU^OU j4 . 


n/i 1 Q 

u ft 1 y . 


POO O 

iz y . 00 


+- t 1 

. tw 


Method 


TBLASTX: Wheat 


btart 


bz o 4 








End 


6771 


Ol 


none 








Score 


61 


Exons 


OR/1 C3"3/l 

bZ 0 4 . . boJ4 , 


b4 zu . 


.6602, 


6470. 


.6613, 6700. .6771 


Seq. No. 


57806 








Seq. ID 


OJ000250_34.0419.C30 


Gene No. 


120918 








Strand 




btart 


"7 Q 

/ y 








End 


2822 


Name 


UJUUUZ ju . 


u h 1 y . 


LjU . Ol 


. gs 


Method 


GENSCAN 


otart 


/ y 








End 


2822 


bl 


none 








Score 


.53 


Exons 


no 900 7nn 
/y..^oo, /uu 


. . / 4 0 


, 1931 


. .197.7 


, 2044. .2318, 2745. .2822 


Seq. No, 


57807 








Seq. ID 


OJ000250_34.0419.C31 


Gene No. 


120919 








Strand 


+ 


o tar z 


1 CI 

10 1 








End 


282 


Name 


UJUUUZ ju jfl . 


n /! 1 q 
u ft 1 y . 


C31.ol 


.gs 


Method 


■GENSCAN.'- - • . :• 


Start 


101 








. End- 


•282- .'.V:.\- . 


GI 


none 








Score 


.75 


Exons 


101.. ZoZ 












beq. no. 


0 / 0 U / 








Seq. ID . 


pJ000250_34.0419.C31 




120920 








Strand 


+ 


Start 


902 








End 


1039 


Name 


OJ000250 34. 


0419. 


C31.ol 


.gp 


Method 


AAT/GAP 


Start 


902 








End 


1039 


GI 


LIB3431-027- 


'Pl-Kl 


-D5. 




Score ■ 


249 


Exons 


902. . 1039 












GI Descrip. 


'2190552 1.0e-21 


(AC001229) Similar to 


Holcus major pollen 



allergen (gb_Z27084). [Arabidopsis thaliana] ' 



58257 



Seq. No. 57807 Seq. ID 

Gene No. • 120921 ' Strand 

Start 1077 ' End 

Name OJ000250_34 . 04 19 . C31 . o2 . gs Method 

Start 1077 End ' 

GI none Score 

Exons 1077. .1195 



OJ000250_34.0419.C31 

1195 
GENSCAN 
1195 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



57808 Seq. ID OJ000250_34 . 04 19 . C33 

120922 Strand 

1 End 872 

OJ000250_34 .0419. C33 . ol . np Method AAT/NAP 

1 End 872 

7488028 Score 431 

1. .872 

potassium .transport prbte'irv homolog F24G24.110 - Arabidopsis 
thaliana gi' | 4538960 | emb ICAB39784. L| (AL049488) potassium uptake 
transporter-like protein [Arabidopsis thaliana]. 
gi|7267728|emb|CAB78154.1| (AL161517) potassium uptake 
transporter-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57809 Seq. ID 

120923 " Strand 

62 6 End' 

OJ000250_34 . 0419 . C34 , ol . np Method 

262 End 

1076770 *' Score 



OJ000250_34 .0419.C34 

2133 
AAT/NAP 
2133 
253' 



262. .463, 648. .860, 2012. .2133 

high-affinity potassium uptake transporter - wheat gi 1567062 
(U16709) HKT1 [Triticum aestivum] gi | 74 6339 I prf | | 2017355A K 
uptake transporter [Triticum aestivum] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



57809 Seq. ID 

120923 Strand 

626 End 
OJ000250_34 .0419. C34 . ol . gs Method 

626 End 

none Score 

626. .860, 1222. .1306, 1709. .1835 



OJ000250_34 .0419.C34 
2133 

GENSCAN ; 

1835 

.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57810 Seq. ID OJ000250_34 . 04 19 . C35 

120924 Strand 

1 • • End ... 1585 ' ' 

OJ000250_34 .0419..C35..ol.np ■ Method ' AAT/NAP..- 

1 ' End 1585 

1076770 Score 177 

1. .517, 1514. .1585 

high-affinity potassium uptake, transporter - wheat gi 1567062 
(U16709) HKT1 [Triticum aestivum] gi | 74 6339 | prf || 2017355A K 
uptake transporter [Triticum aestivum] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



57810 

120924 

1 

OJ000250_ 
28 



34 .0419.C35.ol.gs 



Seq. ID 

Strand 

End 

Method 
End 



OJ000250_34.0419.C35 

1585 

GENSCAN 

489 



58258 



GI 

Exons 



none 
28. .489 



Score 



.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



57811 
120925 
1 

OJ000250_34 .0419.C36.ol.np 
1 

4680203 
1..19, 468. .1178 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000250_34.0419.C36 • 

Strand + - 

End 1178 

Method AAT/NAP 

End 1178 

Score 695 



57811 
120925 
1 

OJ000250_34.0419.C36.ol.gp 
436 

2310235 
436. .607, 898..923 

5852182 / emb | CABS 5 420.11 9.0e-13 (AL117-265) zhb.0012.1 [Oryza '; 
sativa] 



Seq. ID OJ000250_34.0419.C36 

Strand + 

End 1178 

Method AAT/GAP 

.End * . 923 . 

Score 247 



57811 

120925 

1 

OJ000250_34 .0419.C36.ol.gs 

468 

none 

468. .842 



Seq. ID OJ000250_34.0419.C36 

Strand + 

End 1178 

Method GENSCAN 

End'* 842 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 
* Name 

Start ■ 
•GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57811 

120925 

1 

OJ000250_34.0419.C36.ol.tw 

774 

none 



Seq. ID OJ000250_34.0419.C36 

Strand + 

End 1178 

Method TBLASTX: Wheat 

End 1172 

Score 104 



774. .926, 793. .912, 909. .1067, 917. .1066, 1004. .1159, 
1035. .1172, 1036. .1158 - 



57812 

120926 

1 

OJ000250_34 .0419.C3S .ol.np 

1 • • • • • 

7486095 ' . 



Seq. ID OJ000250_34 .0419.C38 
Strand 

End 1391 

Method AAT/NAP 

End- " 1391 ••' 

Score . ' 971 . ■ , 



1..41, 77. .300, 386. .634, 718. .853, 1122. .1391 

hypothetical protein F24L7.13 - Arabidopsis thaliana 

gi I 2914700 | gb | AAC04490.il (AC003974) 26S proteasome regulatory 

subunit [Arabidopsis thaliana] . 



57812 
120926 

1 • 

OJ000250_34 .0419.C38.ol. tm 
74 

none 



Seq. ID OJ000250_34 .0419.C38 
Strand 

End 1391 

Method TBLASTX: Maize 

End 534 

Score 176 



74. .223, 80. .214, 212. .316, 215. .301, 383. .520, 384. .521, 



58259 




385. .534, 385. .534 





Seq. No. 


57812 




Seq. ID 


OJ000250_34.0419. 


.C38 






120926 




St rand 








OUQI I 


1 




End 


1391 






Name 


OJ000250 34.0419.C38.ol.ts 






TRLA^TX • Sovbean 






Of -a r +- 


74 




End 


832 






O X 


none 




Score 


135 








74. .223, 80. .223, 81. .230, 


82. 


. 231 212 


>• 9 *J d. \J f -L T • • _J \J \J , 








383.. 634, 384.. 587, 385.. 636, 


385. '. 663, 


716. .832, 718. A 


331 






57812 




Seq. ID 


OJ000250 34 0419 


. C38 






120926 




Strand 








u Lai L 


I . . . 




End 


1391 






Name 


OJ000250 34 .0419.C38.o2.tc 




Method 








O Lai L 


74 




End 


297 








."none 




Score 


106 






Exons 


74. .223, 80. .223, . 214. .297 


, 215. .292 








O C . LN L> • 


• -57812 




Seq. ID 


OJ000250 34 0419 


;c'38 




(yjcilfci LNL> . 


120926 




Strand 








q-|- a -rf 


1 




End 








Name 


OJ000250 34.0419.C38.ol.tc 




Method. 


TRT.A9TX • Prpqq 




-u 
f 


ulai L 


473 




End 


780 








none 




Score 






W 




473. .634, 474. .587, 475, .636, 


716. .772, 


718 780 






Seq. No. 


57812 




Seq. ID 


OJ000250_34 .0419. 


,C38 




Gene> No . 


120926 




Strand 








Start' 


1 




End 


1391 






Name 


OJ000250 34.0419.C38.ol.gp 




Method 


AAT/GAP 






Start 


543 




End 


1391 






GI 


uC-osflcypl56d05bl 




Score 


932 






Exons 


543. , 634, 718.'. 853, 1122.. 


1391 








GI Descrip. 


1 1168811/sp| P25859|CC2B_ARATH 


2.0e-17 CELL DIVISION CONTROL 



*#^-vj PROTEIN 2 H0M0L0G B >gi_2828 64_pir S23096 protein kinase (EC 

1*2 2.7.1.37) cdc2 homolog B - Arabidopsis thaliana ' 

f Z >gi_217851_dbj_BAA01624_ (D10851) p32 protein serine/threonine 

W kinase-related protein [Arabidopsis thaliana] ' 



Seq. No. 57812 
Gene No. 120926 
Start 1 

Name OJ000250_34 . 04 19 . C38 . o2 . tm. ■ 

Start 545;.: 1 . 

GI none 

Exons 545.. 634, 551.. 631, 708.. 782, 

784. .858, 784. .858, 785. .859, 
1124. .1303, 1312. .1356 



Seq. ID 
Strand 
End 

Method 
End . 
Score 



OJ000250 34.0419.C38 



1391 

T BLASTX: Maize ' 
1356 : 
95 

716. .784, 718. .783, 780, 
1098. .1298, 1121. .1318, 



,848, 



Seq. No. - 57813 

Gene No. 120927 

Start 1 

Name * OJ000250_34 . 04 19 . C39^,ol. gp 

Start 1 

GI 2317311 

Exons 1 . . 56 



Seq. ID 

Strand 

•End 

Method 

End 

Score 



OJ000250_34 .0419.C39 
56 

AAT/GAP 

56 

108 



58260 



GI Descrip. ' 1168811/sp I P25859 1 CC2B_ARATH 2.0e-17 CELL DIVISION CONTROL 

PROTEIN 2 HOMOLOG B >gi_282864_pir S23096 protein kinase (EC 

2.7.1.37) cdc2 homolog B - Arabidopsis thaliana 
>gi_217851_dbj_BAA01624_ (D10851) p32 protein serine/threonine 
kinase-related protein [Arabidopsis thaliana] 



Seq. No. 57813 Seq. ID 

Gene No. 120928 Strand 

Start 47 End 

Name OJ000250_34 . 04 19 . C39 . ol . gs Method 

Start 47 End 

GI none Score 

Exons 47.. 97 



OJ000250_34.0419.C39 
97 

GENSCAN 

97 

.76 



Seq. No. 57814 Seq. ID 

Gene No. 120929 . Strand 

Start . ;22 . End.. . 

Name OJ000250_34 . 0419 . C43 . ol . gs Method 

Start 22 . End 

GI none Score 

Exons 22.. 294, 311.. 415 



OJ000250_34.0419.C43 
415 

GENSCAN 

415 

.95 



Seq. No. 57815 Seq. ID 

Gene No. 120930 Strand 

Start 8 - .-" End 

Name OJ000250_34 . 04 19 . C45 . ol . gs Method 

Start 8 End 

GI none Score 

Exons 8 . . 281 



OJ000250_34 .0419.C45 
281 

GENSCAN 

281 

.87 



Seq. No. 57816 Seq. ID OJ000250_34 . 04 19 . C4 6 

Gene No. 120931 Strand 

Start 80 End 864 

Name OJ000250_34 . 04 19 . C4 6 . ol . np Method AAT/NAP 

Start 80 End -864 

GI 6523547 Score 228 

Exons 80. .864 

GI Descrip. . (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 

carteri f. nagariensis ] . 



Seq. No. 57816 Seq. ID 

Gene No. 120931 Strand 

Start 80 . End 

Name OJ000250_34 . 04l9.C46.ol .'gs- ■ Method 

Start ■ . . 289 . . : . End 

GI none * Score 

Exons 289.. 426, 539.. 621 



OJ000250_34.0419.C46 
864" 

GENSCAN '' 
621- . . 
.6 



Seq. No. 57817 

Gene No. 120932 

Start 1750 

Name OJ000250_34 . 04 19 . C47 . ol . gp 

Start 1750 

GI 2073_1.R1084 

Exons 1750.. 1883, 2352.. 2388 

GI Descrip. 1 120900/sp | Q00052 | GAL1 LACHE 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_34 , 
+ 

2388 
AAT/GAP 
2388 
240 



0419. C47 



2.0e-26 GALACTOKINASE 



>gi_421585_pir A47032 galactokinase galK - Lactobacillus 



58261 



helveticus >gi_4 4000_emb_CAA40525_ 
[Lactobacillus helveticus] ' 



(X5724 8) galactokinase 



Seq. No. . 57&17-. Seq. ID 

Gene No. 1209.32 Strand 

Start 1750 End 

Name OJ000250_34 . 0419 . C47 . ol . gs Method 

Start 1827 . End 

GI none Score 

Exons 1827.. 1883, 1962.. 2123 



OJ000250_34.0419.C47 
+ 

2388 

GENSCAN 

2123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57818 Seq. ID OJ000250_34 . 04 19 . C4 9 

120933 Strand + 

415 End 1380 

OJ000250_34 .0419.C4 9.ol.np Method AAT/NAP 

415 End 1362 

7.486929 . .... Score , ; 250.. 

415. .516, 866. .1362 

hypothetical .protein T13D8.29- Arabidopsis thaliana 
gi|3249084|gb|AAC24068.1| (AC004473) Similar to red-1 (related 
to thioredoxin) gene gb 1X92750 from Mus musculus . ESTs 
gb|AA712687 andgb|Z37223 come from this gene [Arabidopsis 
thaliana] 



57818 " 
.120933 
415- 

OJ000250_34 .0419.C4 9.ol.tm 

856- 
none 



Seq. ID OJ000250_34.0419.C4'9 



Strand 
End 

Method 

End 

Score 



+ 

1380 

TBLASTX: Maize 

1359 

223 



856. .1083, 874. .1146, 874. .1161, 876. .1085, 909. .1082, 
1186. .1359 



Seq. No. 57818 

Gene No. 120933 

Start 415 

Name OJ000250_34 . 04 19.. C49 . ol . ts 

Start 874 

GI none 
Exons 



Seq. ID OJ000250_34.0419.C49 
Strand + 
End 

Method 
End 
Score 



1380 

TBLASTX: Soybean 

1380 

284 



874. .1152, 876. .1148, 883. .981, 1165. .1380 



Seq. No. 
Gene No. 
Start 
Name - .> 
Start 
GI 

Exons. 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 



57819 Seq. ID OJ000250_34 . 04 19 . C50 

120934 . "Strand + 

1 • • End ■ 297" 

OJ000250_34.0419.C50.ol.np . Method. . AAT/NAP' 

1 End 294 

7486675 Score 315 

1. .294 

hypothetical protein F8F16 
gi I 28275191 emb | CAA16527.1 1 

[Arabidopsis thaliana] gi | 7270026 | emb | CAB79842 . 1 | 
predicted protein [Arabidopsis thaliana] 



60 - Arabidopsis thaliana 
(AL021633) predicted protein 

(AL161578) 



57819 Seq. ID 

120934 Strand 
1 End 

OJ000250 34.0419.C50.ol.gs Method 



OJ000250_34 .0419.C50 
•f 

297 

GENSCAN 



58262 






Of art- 


1 i 

/ X 




FnH 
Hi 11 (a 


9 Q7 




ox 


nunc 






A 
» *i 




Exons 


71 9Q7 










Seq. No. 


57819 




Seq. ID 


OJ000250_34.0419.C50 




Gene No. 


120935 " 




Strand 






Cf a v-f- 






FnH 


1 f)9Q 




Name 


n.Tnnn^^n ^4 04iQ p^n ni 




Mot h/^H 
l v lc CIIUU 






OlaLl. 


1 — 




HiUU. — 


O U J 






none 






JUj 




Exons 


1 976 ^ 7 4 41 9^9 

X. .6/0/ -J . . '4, 41 . . Z JZ , 


4 ? 








Seq. No. 


57819 




Seq. ID 


OJ000250_34.0419.C50 




"Gene No. 


120935 




Strand 






Cf a r~t- 


7Q6 




FnH 


1 D9Q 

X \J c- Z) 




Name 


n.Tnr)n9^n ^4 D41q pro o9 


gs 


l ¥ Jc L- 1 1UU 






Cf a y-f 


7Q6 _ ■ ' 






' 1 D9Q ' 






none 




Score 


S7 




'Exons 


7Q£ &47 P7^ 1D9Q 

/ . .01 / / O / J . . lUt J 










Seq. No. 


57820 




Seq. ID 


OJ000250_34 .0419.C51 




Gene No. 


120936 




Strand 


+ 




Cf n >~f 






FnH 

Hi 1 1 Li 


q n ^ ^ 




Name 


oTnnn9^n ^4 04iQ p^i ai 

UJUUU^. jU jfi »UfiX_7.^0X.OX* 


gs 




PFMQPAM 
Hj IN oL^ri IN 




Of 2 yf 


A ft fi ~" * 
f± o o 




FnH V' 


JUDO 


? i=v 




none 




Score 


Q4 


r * 


Exons 


400 04^ P7fi ?nfi^ 










OcCj. LN O . 


J / ozu 




Seq. ID 


OJ000250_34.0419.C51 


; ! ! 


UC11C LNU • 


120937 




Strand 






Start 


1 




End' 


3022 


r ! i 


Name 


OJ000250 34 .0419.C51.ol. 


np 


Method 


AAT/NAP 




Cf a >-+- 


1 




End 


3022 




PT 


5668598 




Score 


85 




Exons 


1..182, 863. .1089, 1381. 


.1492, 2051.. 2361, 2938.. 3022 


%~l 




(AF106062) Wiskott-Aldrich 


syndrome protein interacting prol 






' [Homo sapiens] 










Seq. No.. 


57821 




Seq. ID 


OJ000250_34.0419.C53 




Gene No. 


120938 




Strand 


-f 




Cf a yf 


144 




End 


254 




Name 


OJ000250 34.0419.C53.ol. 


gs 


Method 


GENSCAN 




Cf -J y-f 


144 




End 


254 




pt 


none 




Score •' 


.81 • •• 




Exons 


144. .254 










Seq. No. 


57822 




Seq. ID 


OJ000250_34 .0419.C58 




Gene No. 


120939 . 




Strand 


• + - 




Cf 3 yf 


149 




End 


784 




Name 


OJ000250 34 .0419.C58.ol. 


gs 


Method 


GENSCAN 




otart 


149 




End 


784 




GI 


none 




Score 


.47 




Exons 


149. .229, 652. .784 










Seq. No. 


57823 




Seq. ID 


OJ000250_34.0419.C59 




Gene No. 


120940 




Strand 


+ 




Start 


43 




End 


1255 



58263 




IN CllLLC 


o.tooo^ro 


?4 04 1 9 PSQ o9 


.tm 


Method 


TBLASTX: Maize 






4 - ~~ 
i 






End 


235 




O -L 


nono 






Score 


108 




Ej A. 1 1 0 


4 114 4 


QO S 100 


83..23S, 91. .198 




Seq. No. 


57823 






Seq. ID 


OJ000250_34.0419 


.C59 


Gene No. 


120940 






Strand 


+ 




uLdl L 


4 ? 






End 


1255 




Name 


n, moo? so 


"34 04 1 Q PSQ n1 


.gs 


Method 


GENSCAN 




oLdl t. 


4 ^ ~ 






End 


1255 






none 






Score 


.98 




U 1 von q 


4 ^ 778 


9,17 1 










C Aft Mo 

o e q . in u . 


J / o z. o 






Seq. ID 


OJ000250_34 .0419 


• ^ U Zf 


belle LNU . 


1 90Q4 n 






Strand 


+ 




Start 


43 






End 


1255 




Name ' 


OJ000250 


34.0419.C59.ol 


. tm 


Method" 


TBLASTX :Maize • 




Q+- a r-f- 
Dl-dl L 


267 






End 


1123 ' ■•' - 




\j i. 


none 






Score 


156 ' 






267. .428, 


271. .429, 276 


.-.407, 


277. .411, 


4 R1 0 4 


RO Q 




454 . .510, 


455. .514, 508 


. .609, 


509. .598, 


683. .784, 897.. 


1 1 09 




897. .1094, 902. .1123, 907. .1122 






Seq. No. 


57824 






Seq. ID 


OJ000250_34.0419 


.C60 


Gene No. 


120941 






Strand 








iUo 






iiina 


669 




Name 


OJ000250 


34.0419.C60.ol 


.gp.* 


Method 


AAT/GAP 




jLdll 


108 






End 


4 7^ 




bl 


2799378 






Score 


674 






108. .473 












Seq. No. 


57824 






Seq. ID 


OJ000250_34 .0419 


.C60 


Gene No. 


120941 






Strand 


+ 






108 






End 


669 




Name 


OJ000250 


34.0419.C60.ol 


. tm 


Method 


TBLASTX: Maize 




DLdl L 


159 






End 


o o _? 




r:T 

KJ J. 


none 






Score 


195 




CjAUI lo 


159. .206, 


301. .-432, ''327 


. .482, 


327. .482, 


571.. 669, 57$\\ 




Seq. No. 


57825 






Seq. ID 


OJ000250_34 .0419 


,C66 


Gene No. 


120942 






Strand 


+ 




Oldl L 


130 






End 


430 




Name 


OJ000250 


34.0419.C66.ol 


. gs 


Method 


GENSCAN 




Q1- a rh 


130 






End ■ 


4 ^ n 




\j±. 


none 






Score. . 


.64. 




TT von Q 


130. .430 












Seq. No. 


57826 






Seq. ID 


.OJ000.250_34.0419 


.€67 


Gene No. 


120944 






Strand 


+ 




Q+- a -r-t- 


339 ■ 






End 


541 ' 




Name 


OJ000250 


34.0419.C67.ol 


.gs 


Method 


GENSCAN 




Start 


339 






End 


541 




GI 


none 






Score 


.81 




Exons 


339. .541 












Seq. No. 


57826 






Seq. ID 


OJ000250_34.0419 


.C67 


Gene No. 


120945 






Strand 







58264 



Start 
Name 
Start 
GI 

Exons 



3500 

OJ000250_34.0419.C67.o2.gp 
3294 

211_1.R1084 

3294. . 3617, 3704. .3873/ '4060, 
4729. .4855, 4965.. 5056, 5140. 



End 

Method 

End" 

Score 



5215 
AAT/GAP 
5212 
1980 



,419.4, 4359.. 4475, 4558.. 4637, 

,5212 



GI Descrip. ' 3915826/sp | P49625 I RL5_ORYSA 1.0e-147 60S RIBOSOMAL PROTEIN L5 ■ 



Seq. No. 57826 
Gene No. 120945 
Start 3500 

Name OJ000250_34 . 04 19 . C67 . ol . tw 

Start 3345 
GI none 

Exons 3345.. 3416, 3533.. 3619, 3534 

4060. .4170, 4061. .4201, 4158 

..4358. .4495, 4359. ,4493, 4360 

4558. .4647, 4591. .4677, 4714' 

4731. .4877, 4943. .5056, 4967 

5144 . .5203, 5148. .5207 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 34.0419.C67 



5215 

TBLASTX: Wheat 
5207 
49 

.3620, 3698..3874, 3700.. 3879, 
.4196, 4314 .' .4478., 4357 .■ . 4.476> 
.4 500, 4 557. . 4 64 9, • 4557 . : 4 637-, 
.4 851, 4 715. .4 852, ' 47-30. .4855, 
.5056, 4986. .5057, 5086. .5202, 



Seq. No. 


57826 










Seq. ID 


OJ000250 


34 .0419.C67 


Gene No. 


120945 








Strand 








Start 


3500 










End 


5215 . 






Name 


OJ000250 34- 


.0419 


.C67.ol, 


. tm ' 


Method 


TBLASTX: 


Maize 




Start 


3361 " 










End 


5213 






GI 


none 










Score 


47 






Exons 


3361. . 


3414, 


3390 


.3413, 


3411. 


.3446, 3411. .3449, 


3412. 


.3447, 




3533. . 


3619, 


3534 


. .3620, 


3543. 


.3620, 3545.-3634, 


3698. 


.3868, 




3700. . 


3879, 


4060 


. .4170, 


4061. 


.4201, 4161. .4196, 


4357. 


.4476, 




4358. . 


4492, 


4358 


. .4480, 


4359. 


.4493, 4360. .4494, 


4556. 


.4636, 




4557. . 


4637, 


4558 


. .4647, 


4559. 


.4639, 4730. .4855, 


4731. 


.4877, 




4964. . 


5053, 


4967 


. .5053, 


4986. 


.5054, 5131.. 5205, 


5144. 


.5206, 




5148. . 


5213 
















Seq. No. 


57826 










Seq. ID 


OJ000250 


34 : .0419.C67 


Gene No. 


120945 










Strand 








Start 


3500 










End 


5215 






Name 


OJ000250 34 


.0419 


.C67.o2. 


,gs 


Method 


GENSCAN 






Start 


3500 










End 


5212 






GI 


none 










Score 


.96 






Exons 


3500. . 


3617, 


3704 


. .3873, 


4060. 


.4194, 43 


59. .4475, 


4558. , 


.4637, 




. 4 729.. 


4855, 


4974 


. .5056, 


5140. 


.5212 









Seq. No. 57826 ' Seq. .ID 0 J 0 0 0 2 .5 0_3 4 ,0 4 1 9 . C 6 7 

Gene No. 120945 Strand 

Start 3500 End 5215 

Name OJ000250_34 . 0419 . C67 . ol . np Method AAT/NAP 

Start 3503 End 5215 

GI 3915826 - Score 1334 

Exons 3503. .3617, 3704. .3873, 4060. .4194, 4359. .4475, 4558.-4637, 

4729. .4855, 4965. .5056, 5140. .5215 



GI Descrip. 60S RIBOSOMAL PROTEIN L5 



.Seq. No. 
Gene No. 
Start 



57826 

120945 

3500 



Seq. ' ID OJ000250_34 .0419.C67 
Strand 

End 5215 



58265 



Name 

Start 

GI 

Exons 



OJ000250_34 .0419.C67 .ol.tc 

3534 

none 

3534.. 3620, 3536.. 3619, 3748. 

4093. .4170, 4106. .4201, 4158. 

4359: .4499, 4360.. 4500, 4558. 

4730. .4855, 4731. .4877, 4973. 



Method TBLASTX : Cress 



End 



5207 



Score 69 

.3780, 3749. .3781, 4066. .4092, 

,4196, 4357. .4476, 4358. .4495, 

.4647, 4559. .4639, 4727. .4852, 

.5050, 4986. .5057, 5148. .5207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57826 
120945 
3500 

OJ000250_34 .0419.C67.ol.ts 
3539 



none 

3539. 

4064 . 

4358. 

4559. 

4986. 



ian 



.3622, 3540, 

.4201, 4158, 

.4480, 4359, 

.4639, 4714, 

.5057, 5146, 



Seq. ID OJ000250_34 .0419.C67 
Strand 

End 5215 
Method TBLASTX : Soybe£ 
End 5202 
Score 75 
3626, 3698. .3868, 3703. .3879, 4057, 
4220, 4317.. 4478, 4357, 
4493, 4360. .4500, 4556. 
4779, 4730.. 4855, 4731. 
5202 



,4 47 6, 4 358 
,4639, 4558 
,4877, 4966 



. .4170, 
...4495, 
v.. 4647,.. 
.'.5007, 



Seq. No. 57827 
Gene No. 120946 
Start 4270 

Name 0 JO 002 50_34 . 04 1 9 . C7 1 . o2 . gs 

Start • 4270 

GI none 
Exons 4270. 

10264 

11648 

13012 

14590 

15664 



272, 4719.. 4820, 5007 
10314, 10533 
11776, 12108 
13304, 13392 



OJ000250_34.0419.C71 
+ 

16335 
GENSCAN 
16114 
.56 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5270, 7139. .7296, 9681. .9937, 



10706, 10897. .10951, 11451. 
12155, 12460. .12617, 12820. 
13553, 13628. .13990, 14086. 



,14665, 14900. .15027, 
,15795, 15908. .16114 



15126. .15326, 15428. 



, 11565, 
, 12896, 
, 14235, 
,15565, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57827 Seq. ID OJ000250_34 . 04 19 . C71 

120946 Strand + 

4270 End 16335 

OJ000250_34.0419.C71.o2.gp Method AAT/GAP 
6268 End 6372 • 

LIB3433-02-6-P1-K1-E11 Score 150 

6268. .6372 

1 544 1872 /dbj I AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



Seq. No. 57827 
Gene No. ' 120946 ■• 
Start 4270 

Name OJ000250_34 . 0419 . C71 . o2 . np 

Start 10560 

GI 2335096 

Exons 10560. .10706, 10877 

11693. .11776, 12108 
13628. .14235, 14590 
15425. . 15541,, 15664 



Seq, ID OJ0'0J)2;50_34 . 0419.071 
Strand ; '• - : 

End 16335 
Method AAT/NAP 
End 16335 
Score 862. 
10951, 11243. .11367, 11451 .. 1 15 65, 
12184, 12374. .12624, 13010 .. 13304 , 
14665, 14900. . 15027, 15126 .. 15326, 
15795, 15908. .16335 



GI Descrip. (AC002339) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



57827 
120946 



Seq. ID OJ000250_34 .0419.C71 
Strand + 



.58266 



Start 
Name 
Start 
GI • 
Exons 



4270 End 
OJ000250_34 . 04 1 9 . C71 . o3 . np Method 
114 00' " End 

2335096 .Score 



16335 
AAT/NAP 
16285 
541 



11400. . 11565, 11693. .11776, 12108 12184 , 12374 12624 , 
13010. .13304, i3628. .14235, 14 590 .. 14 665 , 14 900 . . 15027 , 
15126. .15326, 15425 .. 1554 1, 15664 157 95 , 15908 .. 16034 , 
16245. . 16285 

GI Descrip. (AC002339) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57827 

120946 

4270 

OJ000250_34 .0419.C71.o3.gp 
13956 

LIB3433-047-P1-K1-D2 
13956. .13990, 14086". . 14235, 
15126.. 15276 

•2335096 3.0e-19 (AC002339) 
thaliana] 1 

57827 

120947" 

496 

OJ000250_34 .0419.C71.ol,.gs 

496. 

none 

496. .756, 877. .1179, 1406. 
2489. .2617 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_34 
+ 

16335 
AAT/GAP 
15276 
8 92 



.0419. C71 



14590. . 14665, 14 900 1.15.021 , .... . 
hypothetical protein [Arabidopsis 



Seq. ID OJ000250_34.0419.C71 

Strand - ;r 

End 3618 

Method GENSCAN 

End 2617 

Score .91 
1567, 1654. ..1852, 2067.. 2248, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



57827 Seq. ID OJ000250_34 . 04 19 . C7 1 

120947 Strand 

496 End 3618 

OJ000250_34 .0419.C71.ol.np Method AAT/NAP 

505 End 2674 

4006871 Score 736 

505. .,756, 877. .1179, 1406. .1567, 1654. .1817, 2043. .2248, 

2489.. 2674 

(Z99707) patatin-like protein [Arabidopsis thaliana] 
gi|7270654|emb|CAB80371.1| (AL161590) patatin-like protein 
[Arabidopsis thaliana] 

57827 Seq. ID OJ000250_34 . 0419 . C7 1 

120947 Strand 

4 96 •:. End . • 3618 

OJ000250_34 . 0419 . C71 . ol . gp Method AAT/GAP 

1657 End 3618 

uC-osflcypl76e09bl . Score 1008 

1657.. 1852, 2067. .2248, 2489. .2608, 3575.. 3618 



•4191779 3.0e-72 
thaliana] 1 



(AC005917) putative recA protein [Arabidopsis 



57827 Seq. -ID 

120948' Strand 

16140 End 

OJ000250_34 . 04 19 . C7 1 . o4 . tm Method 

517 End 



OJ000250_34:-0419.C71 
17554 

TBLASTX: Maize 
1180 



582.67 



GI 

Exons 



none '-' Score 75 

517. .657, 649. .762, 877. .1179, 881. .1180 



Seq. No. 57827 Seq. ID 

Gene No. 120948 Strand 

Start' 16140 End 

Name OJ000250_34 . 0419 . C71 . o2 . tc Method 

Start 529 End 

GI none Score 

Exons 529. .588, 880. .1179, 968. .1180, 1406.. 



OJ000250_34.0419.C71 
17554 

TBLASTX: Cress 

2594 

82 

1585, 1407. .1532, 



1651. .1809, 1670. .1798, 2072. .2122, 2073. .2123, 2148. .2240, 
2153. .2248, 2487. .2594, 2489. .2593 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



57827 

120948 

16140 

OJ000250_34.0419.C71.o4.ts 

619 

none 



Seq. ID OJ000250_34.0419.C71 
Strand 

End... 
Method- 
End' 
Score 



17554 

TBLASTX : Soybean 

1149 ' 

72 



619. .762, 877. .981, 1000. .1149, 1010. .1120 



Seq. No. 57827 
Gene No. 120948 
Start 16140 

Name OJ000250_34 . 0419 . C7 1 . o2 . tm 

Start 1406 
GI none 

Exons 1406.. 1462, 1407.. 1463, 1463. 

1655. .1864, 2066. .2122, 2067. 
•2123.. 2251, 2123.. 2251, 2124. 
2483. .2629 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 34.0419. C71 



17554 

TBLASTX: Maize 
2633 
75 

,1585, 1464. .1568, 1645. .1863, 
.2123, 2075. .2125, 2121. .2240, 
.2285, 2478. .2633, 2478 ... 2618,' 



Seq. No. 57827 

Gene No. 120948 

Start 16140 

Name O JO 0025 0_3 4.0419.C71.o2.ts 

Start 1406 

GI none 
Exons 



Seq. ID OJ000250 34.0419.C71 



Strand 
End 

Method 
End . . 
Score 



17554 

TBLASTX : Soybean 

2596 

40 



1406. . 1444, 1475. .1585, 1485. .1547, 1651. .1794, 1667. . 1744, 
2090. .2224, 2130. .2222, 2489. .2596 



Seq. No. 57827 
Gene No. 120948 
Start ■ 16140 • 

Name . OJ000250_34.. 04 1.9 . G71'. o2 . tw 

Start 3589 
GI none 

Exons 3S89..3663, 3593.. 3688, 3597', 

4022. .4135, 4024. .4131, 4501, 
4704. .4808, 4705. .4806, 4710. 



Seq. ID 
Strand 
End ■ 
Method , 
End 
Score 



OJ000250 34.0419.C71 



17554 

TBLASTX: Wheat ■ . 
4808 
102 

3689, 3601.. 3753, 4007.. 4114, 
4587, 4507.. 4587, 45L7..4594, 
4808 



Seq. No. 57827 Seq. ID 

Gene No. 120948 Strand 

Start 16140 End 

Name OJ000250_34 . 04 19 . C7 1 . ol . tc Method 

Start 10565 End 

GI none Score 



OJ000250_34.0419.C71 
17554 

TBLASTX: Cress 

11779 

193 



58268 



Exons 



10565. .10690, 10556. -10694, 1087 6 .. 10956, 10877 10963, 
11249. .11362, 11249. .11302, 11299 11361, 11448 11558, 
11452. .11574, 11654. .11779, 11659.. 11697 



Seq. No. ■ 57827 Seq. ID 

Gene No. 120948 Strand 

Start 16140 End 

Name OJ000250_34 . 04 19". C71 /o6 . ts Method 

Start ' 10568 End 

GI none Score 

Exons 10568. . 10690, 10569 .. 10694 , 10882 .. 10956, 10883 
11249. . 11305 



OJ000250 34.0419.-C71 



17554 

TBLASTX: Soybean 
11305 
186 

10957, 



• Seq. No. ■ ■ 57827 • Seq. ID 

Gene No. 120948 Strand 

Start 16140 End 

Name OJ000250_34 . 04 19, C71 . 06 . tm- ; Method . 

Start 11463 " End ■ 

GI none ' Score 

Exons 11463. .11567, 114 64 .. 11568 , 1 1624 .. 1177 6, 11644 

11648. . 11782, 12096. .12158, 12106 .. 12156, 12107 



OJ000250 34.0419.C71 



17554 

TBLASTX : Maize 
12158 
136' 

11784, 
12157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57827 
120948 
16140 

OJ000250_34 .0419.C71.o5.ts 
12704 
none 

12704 12898,' 127 10 .. 12850, 12715. .12900 



Seq. ID OJ000250_34.0419.C71 
Strand 
End 

Method 
End 

Score 192 



17554 

TBLASTX: Soybean 
12 9.00. 



Seq. No. 57827 

Gene No. 120948 

Start 16140 

Name OJ000250__34 . 0419 . C71 . o3 . ts 

Start 13008 

GI .none 

Exons "13008. .13307, 13010. . 13306, 
13392.. 13424 - 



Seq. ID 

Strand 

End 

Method 
End 

Score . 



OJ000250__34.0419.C71 
17554 

TBLASTX : Soybean 

13424 

197 



13050. .13313, 13388. .13417, 



Seq. No. 57827 
Gene No. 120948 
Start 16140 

Name OJ000250_34 . 04 19 . C71 . ol . tm 

Start ■ 13088- 

GI. none- 
Exons 13088 

13155 

13386 

13625. .13939, 13627.. 13953 



OJ000250 34.0419.C71 



Seq. ID 
Strand 
End 

_ Method 

End • ■ 
. Score. 

13129, 13088. . 13129, 13103 .. 13306, 13134 13337 , 
13307-, 13174. .13338, 13377 .. 13448 , 13379 .. 13543, 
13544, 13390. . 13554, 13587 .. 13934 , 13625 .. 13945, 



17554 . 
TBLASTX : Maize 
13953 - 
52 . 



Seq. No. 57827 

Gene No. 120948 

Start 16140 

Name OJ000250_34 . 0419 . C71 . o3 . tm 

Start 15208 

GI none 
Exons 



Seq. ID OJ000250_34 .0419.C71 



Strand 
End 

Method 

End 

Score 



17554 

TBLASTX: Maize 
.15723 
134 



15208. .15324, 15209 .. 15325, 15210 .. 15326, . 15420 .. 15593 , 



58269 






104Z0. . 1DODO, . 


. 10001/ 


15427. .15594, 15655 


1 CTOO 

. . 10 / zo 




Seq. No. 


0 /O^ / 




Seq. ID 


OJ000250 


Q a n A 1 Q 

04 . U 4 i y , 


> L / 1 


Gene No . 


i<£uy4 o 




Strand 








Start 


16140 




End 


17554 






Name 


OJ000250_34.0419.G71 


. ol . tw 


Method 


TBLASTX: 


Wheat 




btart 


1 C. A A n 

J. 0 4 4 U 




End 


16045 






bl 


none 




Score 


222 






Exons 


1 0 4 4 U . . 1 ODdj, 1 0 4 4 U . 


. 1 0 0 bO / 


15441. .15566, 15442 


1 C C *7 "3 
. .10 0/O, 






1 04 O 4 . . 1 joy*i / 10DZO . 


1 R "7 O A 
. 10 / O ft , 


15659. .15793, 15661 


. . i o / y o , 






lDDDl . . 10 / 10/11. 


1 C7Q7 

. io / y / , 


15907. .16044, 15908 


. . 1 bU 4 0 




Seq. No. 


C7QOT 
0 / oZ / 




Seq. ID 


OJ000250 


"3 A C\ A 1 Q 

04 . U 4 i y , 


, L / 1 


Gene No. 


120948 




Strand 








Start 


16140 




End 


17554 






Name 


riTnnn9c;n "5/1 fillet ni 
ujuuuzou o4.u4iy.b/i, 


. Ol . ts 


Method 


TBLASTX: 


Soybean 




otart 


1 0 4 fi 0 




. End 


16051 






bl 


none 




Score 


109 






Exons 


10440. .lOObo, lOoOo.-, 


. io / y o , 


15711. .15806, 15907 


. . 1 bU4 4 , 






i o y Uo . . i duo i 












Seq. No. 


O / O/ / 




Seq. ID 


OJ000250 


o4 . Ufi i y . 


, C / 1 


Gene No. 


120948 




Strand 








Start ^ 


16140 




End 


17554 




-v 


Name 


ujuuuzou o4.u4iy.b/i, 


. o5 . tm 


Method 


TBLASTX : 1 


Mai ze 




Start 


lbUUo 




End 


16514 






bl 


none 




Score 


74 






Exons 


lbUUo. .Ibliyo, IoUUj. , 


1 CAQQ 

. ibuyy / 


16004 . . 16102, 16191 


1 C "3 A c 

. . l bo4 b , 






1 D 1 y 1 . . 1 b04 b / lbZ41., 


1 COT) 

, 1 bo / Z , 


16467. .16514 






Seq. No. 


57827 




Seq. ID 


OJ000250 


_34.0419. 


C71 


Gene No. 


120948 




Strand 








btart 


1 0 1 fi U 




End 


17554 






Name 


ujuuuzou ofi.Ufiiy.b/i. 


. o3 . gs 


Method 


GENSCAN 






Start 


1 b!4 U 




End 


17554 






bl 


none 




Score 


.49 






Exons 


l bl4 u . . looiu, ibozz . . 


i an n i 
. 1 o / / 1 / 


17134 . . 17343, 17 413- 


• nee/ 
. .1/004 • 




Seq. No. 


57827 




Seq. ID 


OJ000250 


_34 .0419. 


C71 


Gene No. 


120948 




Strand 








btart 


1 £ 1 A (\ 
1 Dlfi U 




End 


17554 






Name 


UJUUUzOU 04 . U4 1 y . b / 1 , 


. o4 . gp 


Method 


AAT/GAP 






b tart 


IbzUU 




End 


16565 ' 






GI 


O "7 Q Q O *7 Q • 

z / y y o / o 




Score 


674 






Exons 


1 DZUU .. . 1 DODO 












Seq. No. 


57828 




Seq. ID 


OJ000250 


_34.0419* 


C72 


Gene No. 


120949 




Strand 


+ . . 






btart 


"5 C "7 

oo/ 




End 


873 






Name 


UJUUUZOU 04. U4iy.b/Z, 


, ol . gs 


Method 


GENSCAN 






Start 


O £ ""7 
JO / 




End 


873 






GI 


none 




Score 


.53 






Exons 


367. .753, 835. .873 












Seq. No. 


57829 




Seq. ID 


OJ000250_ 


_34 .0419. 


C74 


Gene No. 


120950 




Strand 


+ 






Start 


222 




End 


6055 







58270 





Name 


OJ000250 34.0419.C74.ol.gs 


Method 


kjCj In otnlN 






OLdlL 


222 


End 


£0 R R 








none 


Score 


Q 
. O 






Exons 


222. .337, 458. .621, 3499. .3543, 3852.. 


jyo / / 4000. .DZoy, 








^ROfl Rfi"7Q RQftR fiO^S 










Seq. No. 




C orr T n 

beq . 1 u 


OJ000250_34.0419. 


C74 




Gene No. 




Strand 


+ 








1 1 fi "3 Q 


t^na 


19110 






Name 


(^70009^0 "34 Q 4 r>>1 rrr^ 


ixie cnoa 


A 7\ T" /CIS. D 








1 1 OOQ ~~ 
110 J J 




19110 
1Z11U 








«J / ^ J. u 


Score 


DZ / 






Exons 


11839. .12110 










O A /™r NT /™\ 

beq . csio . 


c:7 o 9 q 


oeq . iu 


r*Tonn9c;o ^/i o/iiq 
ujuuuzdu Dft.Uftiy. 


CI A 
U / ft 




belle 1NO . 


1 9f|QR9 
l^U^Ji 


b u r ana 


+ ~~ 






Start 


14^ J'i, 


Lna 


12844 






Name 


MTonn9c;o "3/1 o/iio a a 
ujuuuz ju j ft . u h. 1 y . u / ft . oz . gp 


Method 


AAT/GAP 








19 9^/1 

JLZ Z 0 ft 


tina 


12355 






C T 




Score 


224' 






Exons 


±Z Z Oft . . IZjjj 










GI Descrip. 


47 68 978/gb|AAD29702. 1 IAF1404 


8 9_1 9.0e- 


■95 (AF140489) kiaa007 


- : - 




protein [Oryza sativa] 








v3 


beq . no . 


C700Q 
0 / 0 z y v 


Seq. .ID 


OJ000250_34.0419. 


C74 




Gene No. 


JLZU :?DZ 


Strand 


+ 






Start 


1 99-54 
X Z Z -5 ft 


End 


12844 






Name 


ujuuuzdu jfi . U4 1 y . u / ft . o~> . np 


Method 


AAT/NAP 






buarr. 


XZZ JO 


End 


12844 








/I *7 £Q Q*7 Q 

fi / do y / 0 


Score 


174- 






Exons 


12235 12351. 12785 12844 








fu 


GI Descrip. 


(AF140489) kiaa0078 protein 


[Oryza sativa] 




5 


beq. wo. 


57829 


Seq. ID 


OJ000250_34 .0419. 


C74 


fa 


fipnp No 


120953 


Strand 








Start' 


1522 


End 


3754 






Name 


OJ000250 34.0419. C74.ol.np 


Method 


AAT/NAP 






Start 


1522 


End ' 


3754 . . 




V"ar 


GI 


7497302 


Score 


137 






Exons 


1522. .1650, 1971. .2062, 2218 


..2415, 2483. .2538, 3732. .3754 




GI Descrip. 


hypothetical protein C41G7.6 


- Caenorhabditis elegans 





gi|3874911|emb|CAB02844..1| (Z.81048) cDNA EST EMBL:C13282 comes 
from this gene; cDNA EST yk232c5.3 comes from this gene; cDNA 
EST yk232c5.5 comes from this' gene; cDNA EST ' yk364d3 . 3 comes 
from this gene; cDNA EST .yk38 6a7 . 3 comes from this gene; cDNA 
EST yk386a7.5 comes from this g> 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57829 Seq. ID 

120954 . Strand 

7245 End 
OJ000250_34 .0419.C74 .o2.gs Method 

7245 End 

none Score 

7245.-7256, 9068. .9304, 9319. .9630* 



OJ000250_34.0419.C74 

9630 
GENSCAN 
9630 
. 9 



Seq. No. 
Gene No. 



57829 
120955 



Seq. ID 
Strand 



OJ000250 34.0419.C74 



58271. 



otaiL 


1 1 ^c;7 




1 9077 
1Z U / / 




Name 


UJUUUZ jU j ft . U ft 1 y . b / 4 . Oj . y S 


wetnou 


bHiNobfiN 




, b cart. 




XjUQ 


1 9077 
1ZU / / 






none •■ 


Score 


. / 




Exons 


11^7 11^78 1 1 fiQ7 19077 








Seq. No. 


57829 


Seq. ID 


OJ000250_34.0419. 


C74 


Gene .No. 


120956 


Strand 






o tare 


1 91 Rff 
1Z1Q0 


End 


12354 




Name 


r\Tonn9^o "\a c\a"\ q nyi /^i t-™ 
ujuuuz du . vh i y . b / h . oi . cm. 


Method 


TBLASTX: Maize 






1 9 1 ft ft — 


End 


12354 




bl 


none 


Score 


91 




Exons 


191P.P. 199ft^ 19916 1 99P.7 


12217. .12354, 12231.. 12353 




beq. wo. 


J / OjU 


Seq. ID 


OJ000250_34 .0419. 


C75 


Gene No. 


120957 


Strand 


+ 




Start' 


892 . 


End . 


4880. 




Name 


rtiooo9 c io 041Q pir ro rrc 


Method 


GENSCAN 




OH i 4- 




•End 


4880 




bl 


none 


Score 


.87 




Exons 


0 y Z . . y fl O , Zo4 J . . JlUl, Jit) J . . 


3279, 3378 


..3427, 3982. .4031, 




A A"\C\ A Q Q n 

fl ft OU . .fiOOU 








beq. no. 


J / C5jU 


Seq. ID 


OJ000250_34 .0419. 


C75 


Gene No. 


120957 


Strand 


+ 




Start 


892 


End 


4880, 




Name 


ujuuuz ju j ft . Ufi i y . b / o . oi . np 


Method 


AAT/NAP 




btart 




End 


3409 






yl 7 Q7 Q 

4 / do y / O 


Score 


583 




Exons 


ZJOZ..Zfl/Z, Zo4J. . JlUl/ OlOJ 


..3279, 3378. .3409 




bi uescrip. 


f Q IT1 4 0 /4 ft CM V-l aaOmP r-\ r* ^ -h o -i n 
\i\C 1 fi U fi O y ; KlddUU / 0 piOLcin 


[Oryza sativa] 




beq. no. 


cnoon 
0 / o JU 


Seq. ID 


OJ000250_34 .0419. 


C75 


Gene No. 


120957 


Strand 


+ 




Start 


892 


End 


4880 




Name 


dinnno la hai q nc; tr \0 -i-m 
ujuuuz ou j ^ . U4 1 y . b / o . . tin 


Method 


TBLASTX: Maize 




n x_ _ „ j_ 


9 ft 4 1 _ 
Z O ft 1 


End 


3026 




f t 


none 


Score 


120 




Exons 


9 ft d 1 OQi;/l 9 ft 41 OQCn 9 ft A 9 
Z O ft 1 . . Z y 0 ft , Zo41..ZyDU/ Z04Z 


..2988, 2848. .2985, 2953. .2994, 




OQCO "30 9 £ 

z yo o . . ou z d 








beq. no. 


C.7 q 


Seq. ID 


OJ000250_34 .0419. 


C75 


bene no . 


120957 


Strand 


+ ' 




Start'. 


892- ' 


End- 


4880 ' 




Name 


OJ000250. 3.4 . 0419. C75.ol.gp 


Method . • 


. AAT/GAR . 




b car u 


2842 


End 


3410 




bl 


4768977 


Score 


714 




Exons 


2842.. 3101, 3185. .3279, 3378 


..3410 






GI De scrip. 


4768978/gb|AAD2 9702..1 IAF14 048 9 1 9.0e- 


95 (AF14048?) .kiaa007! 




protein [Oryza sativa] 








Seq. No. 


57830 


Seq. ID 


OJ000250_34.0419. 


C75 


Gene No. . 


120957 


Strand 


+ 




Start 


892 


- End 


4880 • 




Name 


OJ000250 34.0419.C75.ol.tc 


Method 


TBLASTX: Cress 




Start 


3013 


End 


3433 




GI 


none 


Score 


118 





58272 



Exons 



3013. .3087, 3015. .3086, 3186. .3278, 3191. .3277, 3191. .3286, 
3195. .3278, 3377. .3433 



Seq. No. " 57830 

Gene No. 120957 

Start 892 - 

Name OJ000250_34 . 04 19 . C75 . o3 . tni 

Start 4420 

GI ■• none 
Exons 



Seq. ID OJ000250_34.0419.C75 

Strand + 

End 4880 

Method TBLASTX : Mai ze 

End 4 662 

Score 84 

4420. .4518, 4431. .4541, 4431. .4517, 4432. .4527, 4510. .4662, 
4518. .4625, 4519. .4656 



Seq. No. 57830 
Gene No. ■ 120957 

Start 892 

Name OJ000250_34 .0419. C75 . ol . tm 

Start . 4698 

GI none 

Exons 4698.. 4856, 4703.. 4834, 4704, 



Seq. ID OJ000250_34.0419.C75 

Strand + 

End 4880 

Method TBLASTX : Mai ze 

End 4856 

Score • 261 
.4838 



Seq. No. 57831 

Gene No. 120958 

Start 77 

Name ' OJ000250_34 . 0419 . C76 . ol . tm 

Start 25 

GI none 
Exons 



Seq. ID OJ000250_34.0419.C76 

Strand + 

End 1013 

Method TBLASTX : Mai ze 

End 251 

Score 125 



25. .237, 25. .222, ,30 • .251, 35. .250 



Seq. No. 57831 
Gene No. 120958 
Start 77 

Name r OJ000250_34 . 0419 . C76 . ol . gs 

Start ' 77 
GI none 

Exons 77. .383, 465. .609, 877. .1013 



Seq. ID OJ000250_34.0419.C76 

Strand + 

End 1013 

Method GENSCAN 

End 1013 

Score .91 



Seq; No. ;57831 • 

Gene No. 120958. ' 

Start 77 

Name OJ000250_34 . 0419 . C7 6 . ol . ts 

Start 242 

GI none 

Exons 242. .382, . 877.". 1005, 878.. 1012 



Seq. ID OJ000250__34.0419.C76 

Strand + 

End 1013 

Method TBLASTX : Soybean 

End 1012 

Score 82 



Seq. No. . - .57832 • • 

Gene No. 120959 

Start 116 

Name OJ000250_34 . 0419 . C77 . ol . gs 

Start. 116 ... 

GI none 
Exons 



Seq.. ID, .OJ000250_34 . 04.19. C77 

Strand + 

End 8256 

Method GENSCAN 

End . 8256 

Score . 64 



116. .252, 429. .1204, 1364. .1397, 1943. .2051, 2141. .2270, 
2553.. 2638, 3261.. 3309, 3493.. 3909, 5377.. 5543, 5965.. 6081, 
6706. .6789, 6952. .7074, 7084. .7144, 7529. .7690, 8143. .8256 



Seq. No. 
Gene No. 
Start 



57832 

120959 

116 



Seq. ID * OJ000250__34.0419.C77 
Strand + 
End 8256 



58273 




Name 




.U4iy.b//.oi. gp 


Metnoa 


AA1 / bAF 


otart 






bna 


1 XOKJ 




none 




Score 


1 o 


Exons 


COQ .1 1 OA 

oz y . . iiju 








beq. no. 


57832 




beq. id 


ujuuuzou o^.u^iy.b// 


bene no . 


120959 




Strand 


X 
T 


Start 


116 




End 


8256 


Name 


OJ000250 34 


.0419.C77.o2.gp 


Method 


AAT/GAP 


C-J- a v+- 
OLaiL 


1364 




End 


1 O JO 


bl 


uC-osflM202037f07bl 


Score 


"7 c; *3 


Exons 


1364. .1611, 


1687. .1858 






GI Descrip. 


■4768978/gb|AAD29702.1|AF140489 1 9.0e- 


-yo (Ari4U4oyj Kiaauu/o 




protein [Oryza sativa] ' 






beg. no. 


57832 




Seq. ID 


UuUUUZDU J4.Ufiiy.b// 


Gene No. 


120960 




Strand 




Start 


» 9046 




End 


9589 


Name 


OJ000250 34 


.0419.C77.ol.tm 


Method 


i D-LAb i a : Ma i z e 


Start 


608 




End 


i iz y 


bl 


none 




Score 


*7 A 
/ U 


Exons 


608. .712, 610. .711, 783. .854 


, 798. .854, 


QQC 1AQQ QQ*7 1 1 A A 

oyb..iuyy, oy/..iiuu, 




910. . 1128, 


911. .1129, 1024.. 


1128, 1025. 


i i on i acq iino 
.iizy, IU00..11UZ 


beq. No. 


C 1 o o o 




Seq. ID 


OJ000250_34 . 04 1 9 . C7 7 


Gene No. 


1 O A A^ A 




Strand 




Start 


A A yl £T 
904 D 




End 


9589 


Name 


/^TAAAICA O /I 

OJOOOzdU J4 


.0419.C77.o2.tm 


Method 


TBLASTX: Maize 


bt art 


2010 




End 


2696 


bl 


none 




Score 


75 


Exons 


'2010. .2051, 


2011.. 2052, 2139 


..2273, 2140. .2271, 2141..2272, 




2142. .2273, 


2552.. 2686, 2553 


..2654, 2655. .2696 


Seq. No. 


57832 




Seq. ID 


OJ000250_34.0419.C77 


Gene No. 


120960 




Strand 




bt art 


9046 




End 


-9589 


Name 


QJ000250 34 


.0419.C77.o2,.gs 


Method 


GENSCAN 


bt art 


'9046 




End 


9589 


bl 


none 




Score 


.77 


Exons 


9046. .9255, 


9533. .9589 






beq. no. 


57833 




Seq. ID 


OJ000250_34 .0419.C78 


Gene No. 


120961 . 




Strand 


+ 


Start 


1 ■ 




' End • 


3310 - • 


Name 


OJ000250 34 


:.0419.C78..ol.np 


' Method . 


AAT/NAP 


otart 


1 




End 


3310 


bl 


6503010 




Score 


1526 


Exons 


1..21, 265. 


.929, 1129. .1232, 


1322. .1527 


2119. .2366, 2457. .26' 




2727. .3310 








GI Descrip. 


(AF174427) 


formin-like protein AHF1 [Arabidopsis thaliana] 


Seq. No. 


57833 




Seq. ID 


OJ000250_34.0419.C78 


Gene No. 


120961 




Strand 


+ 


Start 


1 




' End 


3310 


Name 


OJ000250 34 


.0419.C78.ol.gs 


Method 


GENSCAN 


Start 


214 ' 




End 


3284 


GI 


none 




Score 


.97 



58274 






914' 1 079 


1 799 


1 527 


2 1 1 Q 


.2366, 2457. .3284 


uC^ t IN L* • 


57833 








Seq. ID 


OJ000250_34.0419.C78 


Gpnp Wo 


120961 








Strand 


+ 


Start 


1 








End 


3310 


Name 


OJ000250 34 


.0419 


.C78.ol 


.gp ' 


Method 


AAT/GAP 


u Lai L 


2122 








End 


2814 


VJ I 


24131 1.R1084 






Score 


1156 


LAUl Jo 


2122 2366 


2457 


. .2814 










•2281090 6 


0e-58 


(AC002333) 


hypothetical protein [Arabidopsis 




1~ h a 1 i 3ri3 1 ' 

liiu j Lai la j 














57833 








Seq. ID 


OJ000250_34.0419.C78 


Gene No. 










Strand 




Start 


7455 








End 


7736 


Name 


OJ000250 34 


.0419. 


P78 n1 


• LV_ 


Method 


TBLASTX: Cress 


Cfarf 
O L ai L 


1353 
i j j j 








End . 


2699 ■ • : ■■ ' 




1 1UJJC 








Score 


82 ■ - • 


P von q 


1 353 1 SOS 


2120 


9176 


9191 


..2177, 2219.. 2365, 2220.. 2366, 




2228 2368 


24 4 9 


• . Z D / J t 


94 54 


..2699, 2454.. 2678, 2507.. 2689 




57 8^ 








Seq. ID 


OJ000250_34.0419.C78 


Gene No. 


. 120962 , 








Strand 


- 


Start 


7455 


0419 






End 


7736 




OJ000250 34 


Cl ft r>7 


■ Liu 


Method 


TBLASTX : Maize *' 


o Lai L 


1380 ~~ 

X J O \J 








' End 


2213 


\J X 


1 LKJL ic 








Score 


225 


LAUllO 


1 ^80 1 580 


1 4 07 

X *i / 


1 55Q 


1 A A ft 
1 f± f± 0 


1 5 64 91 

.. . 1 3 O *i , Zl 


11 9176 9116 9179 




2118 2213 


2118 


991 7 








Seq. No. ■ 


57833 








Seq. ID 


OJ000250_34 .0419.C78 


Gene No. 


120962 








Strand 




O L ai L 


7455 








End 


7736 


Name 


OJ000250 34 


. 0419 


P7 ft o7 


+- 0 
. LS 


Method 


TBLASTX : .Soybean 


O Lai L 


14 25 ~ 








End 


2365 


\J X 


i IL^l it; 








Score 


146 


r.YAri o 

DAW11D - 


1495 1526 


1 428 


1 5ft0 


91 1 ft 
Z x X 0 


..2177, 22 


19. .2365, 2220. .2363 - 


JClji IN LJ • 


578^ 








Seq. ID 


OJ000250_34 .0419.C78 


Gene No. 


120962 








Strand 




Start 


7455 








End 


7736 


Name 


O.T000250 34 


0419 


.C78.ol 


. tm 


Method 


TBLASTX: Maize 


u Lai L 


991 6 _ 








End 


2768 


O X 


none' 








Score ■• 


239-: •• ■ • -• •' 




2216. .2365, 


'■.22 17-. 


. .2366, 


2242 


. .2367, .24 


54 : .27 68, 2454.;.2765, 




2459. .2767 












Seq'. No. 


57833 








Seq. ID 


OJ000250_34.0419.C78 


Gene No. 


120962 








Strand . 




J Lai L 


7455 








End 


7736 


Name 


OJ000250 34 


.0419, 


.C78.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


2454 








End 


2882 


GI 


none 








Score 


237 


Exons 


2454. .2669, 


2455, 


. .2670, 


2507 


. .2668, .27 


45. .2882 


Seq. No. 


57833 








Seq. ID 


OJ000250_34 .0419.C78 


Gene No. 


120962 








Strand 





58275 






74 








End 


7736 






n.TOnn^n ^4 


.0419. 


C7 8.o2 


1 — ILL 


Method 


TBLASTX: Maize 




O Lai L 


9ftft? ~~ 








End 


3280 




yj x 


nono 








Score 


547* r - 




P von q 


2882 3280 


2883.^.3239,^ 


3022 


..3264, 3149.. 3268 




Seq. No. 


57833 








Seq. ID 


OJ000250_34 .0419 


.C78 


Gene No. 


120962 








Strand 






O Lai L 


/ i j *j 








End 


7736 






o.Tnnn^sn ?4 


.0419. 


C78.01. 




Method 


TBLASTX: Soybean 




OLaiL 


9fi ft _ 








End 


3253 




\J X 


n on o 








Score 


115 






?RRfi ^n?n 


2886. 


.3017, 


?noQ 


..3215, 3020.. 3253 






57833 








Seq. ID 


OJ000250_34.0419 


Cl ft 


Gene No . 


120962 








Strand 






Start 


7455 








End 


77 36 




Name 


OJ000250 34 


.0419. 


C78.o2. 


gp 


Method 


AAT/GAP 




O Lai L 


7455 








End 


7736 




(IT 

KJ X 


3161 1.R1084' " 






Score 


475 




T* 1 von q 


74 77^6 














\j X ucoLiip. 






(U50201) prunasin hydrolase precursor 


f Pri inn o 




bciOLilla J 
















57834 








Seq. ID 


OJ000250_34.0419 


r 7 Q ^ • ■ 


UCiJC IN W • 


12-0-963 








Strand 






Start 


1 








End 


2606 




Name 


OJ000250 34 


.0419. 


C79.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


872 




(IT 

\3 X 


3161 1.R108 


4 






Score 


458 






1..111, 196 


. .304, 


842. .E 


72 








HIT noQrri o 

OX UCoLi iU • 


'1236961 6. 


Oe-30 


(U50201) prunasin hydrolase precursor 


[fi Uil Uo 




serotina] 1 














Seq. No. 


57834 








Seq. ID 


OJ000250_34 .0419 


.C79 


Gene No. 


120963 








Strand 






Start 


1 








End 


2606* 






OJ000250 34 


.0419. 


C79.ol. 


ts 


Method 


TBLASTX: Soybean 




91- A rt - 

OLai L 


1 








End 


311 




\J X 


none 








Score 


180 




R von q 


1..114, 3.. 


113, 4 


. .114, 


178. 


.306, 195. 


.311, 195. .305 




O t; Lj • LN w • 


57834 








Seq. ID 


OJ000250_34. 0.419 


.C7? 




120963 








Strand 






Start 


1 








' End ; 


2606. 




Name 


OJ000250 34 


.0419. 


C79.ol. 


tm 


Method 


TBLASTX: Maize 




OLai L 


1 








End 


2176 




ox 


none 








Score 


180 ■ ■ 




F v on o 


1..114, 3.. 


113, 4 


. .114, 


178. 


.306, 195. 


.311,, 195. .305, 835. .945 




840. .947, 1031. .1069, 1033.. 


1065, 1565 


..1774, 1567. .177 


9, 




1567. .1776, 


1668. 


.1784, 


2141 


. .2176 






Seq. No. 


57834 








Seq. ID 


■OJ000250_34 .0419 


.C79 


Gene No. , 


120963 








Strand 






Start 


1 








End 


2606 




Name 


OJ000250 34 


.0419. 


C7 9.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2606 





58276 




ox 


/ 40 34 JD 




Score 


407 


Exons 


1 111 1 Qfi ? Q"} fill 

1. . ill; . . ^ JJ/ 00/.. 


1038, 


1628. .1777, 2145. .2260, 2463. .2606 


\J X Ucbtl . 


JJc La yiUtUolUaoc v Hj • 


2.1. 21), chloroplast - rice 




rri 1 1 1 A ?ft fid 1 rrh 1 AAAftdQOfi ' 


1| (U28047) beta glucosidase"* 1 [Oryza 




S3 1 1 va ] 








Seq. No. 


57834 




Seq. ID 


OJ000250_34 .0419.C79 


Gene No. 


120963 




Strand 




OLail 


1 




End ' 


2606 


Name 


OJ000250 34 .0419.C79.ol 


. tc 


Method 


TBLASTX: Cress 


uLdlL 


6 




End 


1779 




none 




Score 


132 




6. .110, 7. .111, 201. .293, 840 


..947, 1624. .1776, 1642. .1779 


Seq. No. • 


57834 




Seq. ID 


OJ000250_34.0419.C79 


Gene No. 


120963 




Strand. 




OLdl L 


1 ■ • • 




End 


• 2606 • , •. :, 


Mama 




. gs 


■Method 


GENSCAN- 


DLax L 


34 




End 


2260 


ox 


none 




Score 


.66 




34. .111, 196. .304, 842. 


. 944, 


1033. . IOC 


i7, 1566.. 1777, 2145.. 2260 


Seq'. No. 


57834 




Seq. ID 


OJ0.00250_34.0419.C79 


Gene No. 


120963 




Strand 




u Ldl L 


1 




End 


2606 


NaMTie 




• LIU 


Method 


TBLASTX: Maize 


OLal L 


2214 




End 


2606 


ox 


none 




Score 


57 


von q 


2214.. 2261, 2215.. 2262, 


2216. 


.2260, 2457. .2606, 2471. . 2605 ; 


Seq. No. 


57834 




Seq. ID 


OJ000250_34.0419.C79 


Gene No. 


120963 




Strand 




u Lai L 


1 




End 


2606 


Name 




. gp 


Method 


AAT/GAP 


O ldl L 


2437 




End 


2606 


o X 


none 




Score 


309 


C 1 von Q 


2437. .2606 








Seq. No. 


57835 




Seq. ID 


OJ000250_34 .0419.C80 


Gene No. 


120964 




Strand 


+ • 


O L a X L 


559 




End 


724 


Name 


OJ000250 34 .0419.C80.ol 


.gs 


Method 


GENSCAN 


^ t- a r~f- 
ulal L 


559 




End 


724 ' 


OX 


none 




Score • 


.66 • ' •• ' •• 


LAUI lo 


.559. .72.4 








Seq. No. 


57835 




Seq. ID 


OJ000250_34.0419.C80 ' 


Gene No. 


120965 




Strand 


+ 


o Lax L 


7399 




End 


8943 


Name 


OJ000250 34 .0419.C80.o4 


.gs 


Method 


GENSCAN 


CtaLL 


7399 




End 


8943 


GI 


none 




• Score 


.86 


Exons 


.7-399. .7461, 8238.. 8409, 


8522. 


.8683, 8843. .8943 


Seq. No. 


57835 




Seq. ID 


OJ000250_34.0419.C80 


Gene No. 


120966 




Strand 


+ 


Start 


9662 




End 


16255 



58277 







OJ000250 34 .0419.C80.o5.gs 


Method 


GENSCAN 








<Zt a rt- 
OLdl L 


9662 


End 


12731 










none 


Score 


.7 








Exons 


9662.. 9819, 9917.. 9945, 10037 .. 10204 , 


10260. .10352, 


- 






10908. .10999, 11185. .11346, 


12189. .12268, 12620 


. .12731 






Qarr NT 

oeq . ino . 


57835 


Seq. ID 


OJ000250 


34.0419 


pon 
.uOU 




f^o-no NT f\ 


120966 


Strand 


+ 








Start 


9662 


End 


16255 








Name 


OJ000250 34 .0419.C80.o2.np 


Method 


AAT/NAP 








Of- a r +- 


9731 


End 


11857 








fir 


1076402 


Score 


*± £. 










9731.. 9849, 10037 .. 10110, 10260. .10365 


, 10908.. 


10999, 








11185. .11346, 11721. .11857 














S-like ribonuclease RNS2 - 


Arabidopsis 


thaliana 








Seq. No. ' 


•57835' 


Seq. ID. 


• OJ000250; 


34.0419 


.C80 




Gene -No. 


120966 


Strand' ' 


..+ . 








OLaX L 


9662 


End 


16255 








Name 


OJ000250 34 .0419.C80.o3.gp 


Method 


AAT/GAP 








Q+- -a y+- 


10513 


End 


10877 










2312232 


Score 


671 








U 1 \* rt o 


10513. .10877 










x_ 


Cq/t KT rt 

oeq. in o * 


57835 - 


■Seq. ID 


OJ000250 


^4 0419 




fh 

V - 




120966 


Strand 


+ 






—\ s 

iy 


Start 


9662 


End 


16255 






j: : =i 


Name 


OJ000250 34.0419.C80.o3.njr 


Method 


AAT/NAP 






*: : =? 


uLdi L 


11575 


End 


15596 






. ^ 




5902454 


Score 


431^. 








Exons 


11575. . 11629, 13185. .13276, 


13404 . .13532, 13821 


1 Q4 




s ; =£ 




14041. . 14142, 14436. .14531, 


14744. .14905, 15465 






2 . 


P-T 1"^ rt rt v~ -I r\ 


(AB032256) RNase NGR2 [Nicotiana glutinosa] 






r ^-s 
^ ir 
^, • r 


C rt rt- M rt 

oeq . lno * 


57835 


Seq. ID 


OJ000250_ 


_34.0419 


ran 

.LOU 


j ,. 


belle LNtJ . 


120966 


. Strand 


+ 






h '= 


Start 


9662 


End 


16255 - " 






W 


Name 


OJ000250 34.0419.C80.o4.gp*-' Method 


AAT/GAP 






£3 


Start 


13215 


End 


16029 








GI 


5144 2.R1084 


Score 


2261 








Exons 


13215. .13501, 13652. .13680, 


13821. .13894, 14041 


. .14142, 








14 436. . 14 531, 14 74 4. .14 905, 


15465. .15561, .15652 


. .1602.9 . 






GI Descrip. 


1 1173104/ sp| P4 2814 | RNS2_ARATH 2.0e-69 


RIBONUCLEASE 2 PRECURSOR 



>gi_289210 (M98336) ribonuclease [Arabidopsis thaliana] 
.>gi_2642.160' (AC003000) ribonuclease, RNS2 [Arabidopsis. 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



57835 . 
120966 
9662 

OJ000250_34 .0419.C80.o6.gs 
13278 



none 
13278. 
14041. 
16197. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13501, 13652. .13680, 13821 .. 13894 , 13927 .. 14 034 , 
14142, 14442. .14531, 14744 .. 14905, 154 65 . .15561 , 
16255 



OJ000250_34 .0419.C80 
+ 

16255 
GENSCAN 
16255 
.75 



58278 



Seq. No. 

Gene No. . 

Start 

Name,. 

Start 

GI 

Exons 

GI Descrip. 



57835 

120967 

839 

OJ000250_34'.0419.C80.oiTgp 
839 

26364 1.R1084 



Seq. ID OJ000250_34 .0419.C80 
Strand 

End 2003 . 

Method AAT/GAP 

End 2003. 

Score 519 



839. .889, 967. .1033, 1833. .2003 

1 34 02817/emb | CAA07704 | 2.0e-35 (AJ007829) lacZ' 
pGreen] 1 



[Cloning vector 



Seq. No. 


57835 








Seq. ID 


OJ000250_34 .0419.C80 


Gene No. 


120968 








Strand 




Of 3r f 


4 S4 Q 








End 


6243 


Name 


n.Tono?sn ^4 


.0419 


.C80.O5 


. tm 


Method 


TBLASTX: Maize 












End 


4719 


a T 


none 








Score . 


54 


Exons 


' 4^? 4 4 


4391 


.,4510, 


■ 4 393.. 


..4440, 4394... 4507, .. 4532 .. 4582, 




4R^fi 4S*fi ^ 


'4544 


. .'4 609,' 


4555^ 


.4719, - 4577. .4717, 4585. .4719 


Seq. No. 


57835 








Seq. ID 


OJ000250_34.0419.C80 












Strand 




Of 3 yf 


4 S 4 Q 

f± D ft _? 








End 


6243 


Name 




.0419 


.C80.ol 


.np 


Method 


AAT/NAP 


Of 3V-f 


4 S ^4 ~~ 








End 


5766 


(IT 


S77 ?fl 




i. 




Score . 


908 " 




4R^4 ^7 66 












GI Descrip. 


(AC021640) 


hypothetical 


protein [Arabidopsis thaliana] 


O . IN \ J . 


J f O JJ 








Seq. ID 


OJ000250_34.0419:C80 


OCllC INvJ. 










Strand 






4 S 4 Q 








End 


6243 


Name 


n.Tonn^sn ^4 


.0419 


.C80.o3 


.gs 


Method 


GENSCAN 


Of a yf 
O Lai U 


A E,4 Q _ 
*i *J *i .7 








End 


6243 


cit 


none 








Score 


.82 


XjXOXIo 


4R4Q 694 ^ 












Seq. No. 


57835 . 








Seq. ID. 


OJ000250_34. 0419.C8O 












Strand 




Of a r f 


4 R 4 Q 








End 


6243 


Name 




.0419 


.C80.ol 


. ts 


Method 


TBLASTX: Soybean 


Of a >~f 


4 £ 9 ~~ 
ft D Z o 








End 


5025 


GI 


none 








Score 


111 


Exons . 


4628. .4930, 


4630 


. .4 92.9, 


4804. 


.5025 




Seq. No. 


57835 








Seq. ID 


OJ000250_34.0419.C80 


Gene No. 


120968 








Strand 




Start 


4549 








End 


6243 


Name 


OJ000250 34 


.0419 


.C80.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4 663 








End 


5493 


GI 


none 








Score 


82 " 


Exons 


4663. .4833, 


4699 


. .4971, 


4705. 


.4821, 4735. .5082, 4774. .4926, 




4873. .5148, 


5224 


. .5493 








Seq. No. 


57835 








Seq. ID 


OJ000250_34.0419.C80 


Gene No.. 


120968 








Strand 




Start 


4549 








End 


6243 


Name 


OJ000250 34 


.0419 


.C80.O2, 


. tm 


Method 


TBLASTX: Maize 



58279 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



4720 End 4964 

none Score 27 7 

4720.-49,62, 4724. .4963, 4725. .4964 



57835 

120968 

4549 

OJ000250_34.0419.C80.ol.tm 

4964 

none 



Seq. ID OJ000250_34. 041.9. C80 
Strand 

End 6243 

Method TBLASTX : Mai ze 

End 5874 

Score 121 



4964. .4999, 5035. .5796, 5068. .5190, 5068. .5769, 5068. .5190, 
5069. .5194, 5771. .5863, 5773. .5874 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ... 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57835 

120969 

7007 

OJ000250_34 .0419. C80 . o3 . tm 
7007 ' 
none 



57835 

120969 

7007 

OJ000250_34 . 0419.C80.ol.tc 

7080 

none 

7080. .7229, 7102. .7230 

57835 

120970 

11143 

OJ000250_34 . 0419.C80 . o4 . tm 

11143 

none 



Seq. ID OJ000250_34.0419.C80 
Strand 

End" 7232 

Method... TBLASTX; Maize. 

End 7232 

Score • 199 



7007;. 7081, 7068.. 7229, 7080.. 7232 



Seq. ID OJ000250_34 .0419.C80 
Strand 

End' 7232 

Method TBLASTX: Cress 

End 7230- 

Score 136>- 



Seq. ID OJ000250_34 .0419.C80 
Strand 

End 15694 

Method TBLASTX: Maize 

End 15694 

Score 125. 



11143. .11340, 11227. . 11346, 11715 .. 11735 , 11757. . 11804 , 
14 480. .14536', 14 4 81.. .14531, 14743. .14 904, 14744. .14 905, 
15461. .15556, 154 62 15560, 15650.. 15694 



Seq. No. 57836 

Gene No. 120971 

Start 103 

Name OJ000250_34 . 0.4 1 9 ,,C82.. ol ..gs 

Start- 103 
GI . none 

Exons 103.. 611, 1385.. 1727 



Seq. ID OJ000250_34 .0419.C82 
Strand 

End 17.27 

Method GENSCAN . 

End ' 1727 

Score . 71 



Seq. No. 57836 

Gene No. 120971 

Start 103 

Name OJ000250_34 .0419. C82 . ol . tm 

Start 283 

GI none 

Exons 283.. 534, 289.. 534, 290.. 535 

Seq. No. 57836 

Gene No. 120971 



Seq. ID OJ000250_34.0419.C82 
Strand 

End 1727 

Method TBLASTX : Mai ze 

End 535 

Score 265 



Seq. ID OJ000250_34.0419.C82 
Strand 



58280' 




Start 


103 


End 


1727 




Name 


OJ000250 34.0419.C82.o2.tm 


Method 


TBLASTX: Maize 




Start 


1367 


End " 


1682 




GI 


no rife 


.Score 


156 




Exons 


1367.. 1591, 1383.. 1682, 1384.. 1674, 1410.. 1682 




Seq. No. 


57837 


Seq. ID 


OJ000250_34.0419, 


.C83 


Gene No. 


120972 


Strand 


+ 




Start 


54 


End 


2853 




Name 


OJ000250 34.0419.C83.ol.gs 


Method 


GEN SCAN 




Start 


54 


End 


2611 " 




GI 


none 


Score 


. 57 




Pynn c; 

l_l y\ V-/ 1 10 


54. .418, 1297. .1370, 2158. , 


.2296, 2519 


. .2611 




Qprr No 


57837 


Seq. ID 


OJ000250_34 .0419, 


. C83 


Rpnp No 


120972 


Strand 


+ 




Start 


54 


End 


2853 




Name 


OJ000250 -34.0419.C83.ol.np 


Method 


AAT/NAP 




Start 


77 


End 


2608 




GI 


7434326 


Score 


1141 




it von *3 

i_J W 1 1 o 


.77. .418, 935. .996, 1106. .1217, 1297..: 


1390, 1771. . 1840, • 






2158.. '2296, 2519.. 2608 










prob$J>le cdc2-like protein 


kinase cdc2MsD - alfalfa 






gil 1806142 | emb | CAA65 980 . 1 1 


(X97315) cdc2MsD [Medicago sativa] 


Seq. No. 


57837 


Seq. ID 


OJ000250_34.0419, 


,C83 


Gene No. 


120972 


Strand 


+ 




Start 


54 


. End 


2853 




Name 


OJ000250 34.0419.C83.ol.gp 


Method 


AAT/GAP 




Start 


145 


End 


1167 




GI 


LIB34 33-060-P1-K1-H10 


Score 


679 




Exons 


145. .418, 935. .996, 1106. .1167 







GI Descrip. ' 5921446/sp | Q38774 | CC2C_ANTMA 1.0e-52 CELL DIVISION CONTROL 



PROTEIN 2 H0M0L0G C >gi_132167 6_emb_CAA66235_ (X97639) 
cyclin-dependent kinas [Antirrhinum ma jus] ' 



Seq. No. 


57837 








Seq.-. : ID 


OJ000250_.34.0419. 


. : C83 • 


Gene No. 


120972 








Strand 


+ 




•Start 


54 








End 


2853 




Name 


OJ000250 34. 


0419. C83 


.o2, 


• gp 


Method 


AAT/GAP 




Start 


2510 








End 


2853 




GI 


none 








Score 


599 . 




Exons.. 


2510. ...2853 














Seq. No;. 


57837 








Seq. ID 


OJ000250._34 .0419. 


.C83 


Gene No. 


120973 








Strand 


+ 




Start 


3924 








End 


6639 




Name 


OJ000250 34. 


0419. C83 


.ol. 


. ts 


Method 


TBLASTX: Soybean 




Start 


62 








End 


1220 




GI 


none 








Score 


267 




Exons 


62. .292, 299 


..397, 953.. 


. 997, 


1107. .1136, 1152. .1220, 1157. .1216 


Seq. No. 


57837 








Seq. ID 


OJ00025Q_34 .0419. 


.C83 


Gene No. 


120973 








Strand 


+ 




Start 


3924 








End- 


'6639 




Name 


OJ000250 34. 


0419. C83 


.o2. 


, tm 


Method 


TBLASTX: Maize 




Start 


62 








End 


292 





58281 



\J X 


none 








^ oo r*^ 


974 


F! von q 


62 . . 292 






• 






O C ^ • LN VJ f 


'57837 








OCVj • X u 


o.Tonn9sn ^4 H41q pp^ 




120973 








Strand 


+ ~ 


O Lai L 


3924 








End 


6639 


Name 


OJ000250 34. 


0419. 


C83.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


77 








End 


2611 


GI 


none 








Score 


305 


von q 


77. .289, 133. .291, 296. 


4 1 R 


307. .366, 


946. .999, 953. .997, 




1106. .1216, 


1107. 


.1223, 


1277 . 


.1387, 1294. .1401, 1296. .1388, 




1769. .1843, 


1770. 


. 1841, 


2155 . 


.2292, 2156.. 2296, 2507.. 2611, 




2509. .2607 












Cppf Ma 
OCV^ • IN Vj • 


57837 








Seq. ID 


OJ000250_34 .0419.C83 


Gene No. 


120973 








Strand 


+ 


.Start ; 


3924 ... 








End 


6639 


Name 


OJ000250 34. 


0419. 


C83.ol 


. tw- 


Method 


TBLASTX: Wheat 


OLdl U 


158 








..End ' 


1216" 


ox 


none 








Score 


152 


T* 1 v on c 


158. .292, 298. .360, 299 


4 


934. .999, 953. .997, 1098. .1214, 




1106 1916 


1107. 


.1214 








Oprf Ma 
JCij i Vi VJ . 


57837 








Seq. ID 


OJ000250_34 .0419.C83 . 


rZon*^ Mo 


120973 








Strand 


+ 


C-l- a r f- 
J Ldl L 


J -7 ^ *i 








End 


6639 • 


Name 


r> .to nn 9RD ?*4 


0419. 


C83.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


^9 Q _ 








End 


2759 




n on o 








Score 


122 


Hi A. VJl 1 O 




8.. 995, 952 


• • y y \j f 


952. .999 


, '953. . 997, 1090. . 1218, 




1106. .1216, 


1107. 


.1223, 


1 9 Q4 


.1389, 1296. .1388, 1769. .1843, 




1770. .1841, 


2155. 


.2295, 


^. X <J VJ • 


.2296, 2195. .2299, 2507. .2611, 




2509. .2610, 


2518. 


.2622, 


97^0 


.2759 




Q pirr Mo 


57837 








Seq. ID 


OJ000250_34.0419.C83 


Gene No. 


120973 








Strand 


+ 


Start 


3924 > w 








End 


6639 - 


Name 


OJ000250 ; 34. 


0419. 


C83.o2 




Method 


TBLASTX: Soybean 




1294 








End 


2578 


(IT 
O X 


none 








Score 


174 


Hi A. vJ 1 1 o 


1294. .1401, 


1296. 


.1388, 


1 7 6Q 
x / u y . 


.1840, 1770. .1841, 2155. .2295, 




2156. ,2296, 


2507. 


.2578 








Seq; No. 


' 57837 " 








Seq. ID : 


OJd00250_34"'.'0419.C83 ' • 


Gene No. ' 


12097.3 • 








Strand : 




Start 


3924 








End 


6639 


in diLLt; 


OJ000250 34. 


0419. 


C83.o2 


. gs 


Method 


GENSCAN 




3924 








End 


6639 




none 








Score 


.89 


pvon Q 


3924. .4592, 


6015. 


.6155, 


6S1 1 


.6639 




Seq. No. 


57838 








Seq. ID 


OJ000250_34 .0419.C84 


Gene No. 


120974 








Strand 




Start. 


821 








End 


964 


Name 


OJ000250 34. 


0419. 


C84 .ol 


.gp 


Method 


AAT/GAP 


Start 


821 








End 


964 


GI 


LIB3434-029- 


Pl-Kl 


-H10 




Score 


158 



58282 



Exons 821.. 964 

GI" Descrip.* ' 20163/eirib | X64 622 | 0S5SRRNMR 1.0e-136 O.sativa Rrl5 mRNA for 5S 
ribosomal RNA f 



Seq. No. 57839 

Gene No. 120975 " 

Start 213 

Name OJ000250_34 . 04 19 . C87 . ol . gs 

Start 213 

GI none 

Exons 213.. 279, 558.. 639 



Seq. ID OJ000250_34.0419.C87 

Strand + 

End 639 

Method GENSCAN 

End 639 

Score .86 



Seq. No. 
Gene. No. 
Start 
Name 
Start .; 
GI ■ 
Exons 

GI Descrip. 



57840 
120976 
301 

OJ000250_34.0419.C92.ol.gp 
301 . 
24131_1.R1084 
301. .660, 751. .866 - 

'2281090 6.0e-58 (AC002333) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000250__34.0419.C92 

Strand + 

End 866 

Method AAT/GAP 

End . . 866 

Score 699 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



57840 
120977 
1 

OJ000250_34.0419.C92.ol.np 
1 

6503010 
1..388, 416. .658, 749. .1091 

(AF174427) formin-like protein AHF1 [Arabidopsis thaliana] 



Seq. ID OJ000250_34._0419.C92 
Strand 

End "1091 
Method AAT/NAP 
End 1091 
Score 672 



57840 

120977 

1 

■ OJ000250_34.0419.C92.o2.tm 
65 

none 

. 65. .214, 66. .212,. 71. .214 



Seq. ID OJ000250_34.0419.C92 
Strand 

End 1091 

Method TBLASTX : Mai ze 

End' 214 

Score 138 



Seq. No. 57840 

Gene No. 120977 

Start 1 

Name. , OJ000250_34 . 0419 .-C92 . ol ? gs 

Start 76 

GI none 

Exons 76. . 658 



Seq. ID OJ000250_34 .0419.C92 
Strand 

End 1091 

Method,. GENSCAN 



End ' 
Score 



658: 
.79 



Seq. No. 57840 
Gene No. . 120977 

Start 1 

Name OJ000250_34 . 04 19 . C92 . ol . tm 

Start 215 

GI none 

Exons . 215.. '607, 216.. .605 * 

Seq. No. 57840 

Gene No. 120977 



Seq. ID OJ000250_34 .0419.C92 
Strand 

End 1091 

Method TBLASTX : Mai ze 

End 607 

Score 416 



Seq. ID OJ000250_34 .0419.C92 
Strand 



58283 




Start 


1 


End 


1091 






Name 


OlTOOOPSO ?4 041 Q PQ? nl tc; 


Mot" hnH 


TBLASTX : 


Soybean 




Start 


233 — 


End 


669 






GI 


none 


Score 


194 






R v n nc ■ 


233 370 446 661 447 608 


448 669 


•596. .661 




Seq. No. 


57840 


Seq. ' ID 


OJ000250 


_34.0419 


.C92 


Gene No. 


120977 


Strand 


- 






Start 


1 


End 


1091 






Name 


OJ0007S0 ^4 041 Q PQ2 nl tr 


Mo t" n nH 


TBLASTX : 


Cress 




Start 


416 ~~ 


End 


865 






GI 


none 


Score 


246 








416 661 496 60R 4^7 661 


7S? fi6S 








Seq . No . 


57841 


Seq. ID 


OJ000250 


_34 .0419 




Gene No. 


120978 


Strand • 


+ 






.Start 


1 


End ' , 


762 






Name 


OJ000250 34.0419.C99.ol.np 


Method 


AAT/NAP • 






Start 


1 


End . 


762 






(IT 


4887624. 


Score 


221 








1..63, 162. .243, 314. .449, 744. .762 








\J A. IS O -X- • 


(AB027228) FAS1 [Arabidopsis 


thaliana] 








Seq. No. 


.57841 


Seq. ID. 


OJ000250 


_34 .0419 


.C99 


Gene No. 


120978 


Strand 


+ 






Start 


1 


End 


762 






Name 


OJ000250 34.0419.C99.ol.gs 


Method 


GENSCAN 






Start 


162 


End 


457 






GI 


none 


Score 


. 66 








162. .243, 290. .457 












57842 


Seq. ID 


OJ000250 


_34.0419 


n oo 


Gene No. 


120979 


Strand 


+ 






Start 


1 


End 


1603 






Name 


OJ000250 34.0419.C100.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1548 






GI 


4887624. 


Score 


389 






uau no 


1. .73, 543. .941,. 1024. .1161, 


1297. .1347, 1433.. 


1548 




C-rT Dp^rri n 


(AB027228) FAS1 [Arabidopsis 


thaliana] 








Seq. No. 


57842 


Seq. ID 


OJ000250 


_34 .0419 


.C100 


Gene No. 


120979 


Strand 


+ 






Start 


* 1 


End 


1603 






Name 


OJ000250 -34.0419.C100.ol.gs 


Method' 


GENSCAN 






j Lai L 


543 : • ; 


'End 


1603 . 






GI 


none 


Score 


.96 






F 1 von q 


543. .941, 1024. .1161, 1297. .1342, 1434. 


. 1603 






Seq. No. 


57842 


Seq. ID 


OJ000250 


_34 .0419. 


.C100 


Gene No. 


120980 


Strand 








Start 


1254 


End 


2405 






Name 


OJ000250 34.0419.C100.ol. tm 


Method 


TBLASTX:: 


Maize 




Start 


540 


End 


749 






GI 


no.ne 


Score 


80 






■Ex 6ns 


540.. 599, 567.. 749V 567.. 704, 


590. '.748 








Seq. No. 


57842 


Seq. ID 


OJ000250 


_34.0419 


.C100 



58284 




Gene No. 


120980 






Strand 






Start 


1254 






End 


2405 




Name 


OJ000250 34 


.0419.Cl00.o2 


. tm 


Method 


TOT A CTY • M-i -! *-s 

i D-L-rtb i a . jyia i ze 




bt art 


888 






End 


1 "3 A 1 

134 1 






none 






Score 


b / 




Exons 


888. .941, 894. .944, 1012 


..1167, 1014.. 


1 1 en 1 9 CM 1 "3 /I 1 
llt>y, 1Z:?4 . .1.34 1, 


















beq . NO . 








Seq. ID 


OJ000250_34..0419. 


C100 


Gene No. 








Strand 






Start 


19^4 






End 


2405 




Name 


*J(JUUU<£-JU Of! 


H4iQ nnn oi 




Method 


TBLASTX: Soybean 




O -i >-4- 

otdiL 


1057 






End 


1492 




C T 


none 






Score 


134 ■ 




Exons 


1 (1^7 1 1 fil 
IUj / • . J.J.D / f 


1059. .1169, 


1248, 


..1328, 1291. .1341, 1436. .1492, 




1 A Al 1 4 Q1 
Lhh 1 . . 1 fl 1 












beq . no . 


CTO/IO 

o / o *± z 






Seq. ID 


OJ000250J34 .0419,. 


pi rin' : 

UluU 


Gene No. 








Strand 






Start 








End 


2405 




Name 


OJ000250 34 


.0419.C100.o2 


.np 


Method 


AAT/NAP 




b tart 


1254 






End 


2405 












Score 


189 




Exons 


lZDfl . . 1301 , 


2179. .2405 










GT Descrip. 


I ALU/ 1 u ; 


unknown .protein [Arabidopsis thaliana] • 




Seq. No. 








Seq. ID 


OJ000250_34.0419. 


r*i nn 


Gene No. 


i/uyou 






Strand 






bt art 


1254 * 






End' 


2405 




Name : 


'OJ000250 34 


.0419.C100.o2 


.gs 


Method 


GENSCAN 




btart 


Z 1 1 / 






End 


2353 






none 






Score 


.91 




Exons 


9117 9^R^ 












Seq. No. 


c 7 p /> 9 






Seq. ID 


OJ000250_34 .0419. 


C100 


Gene No. 








Strand 






C +- -i v--(- 

-btart 


1 9 R 4 
1 Z 3 4 






"End 


2405 . 




Name 


OJ000250 34 


.0419.C100.ol 


.tc 


Method 


TBLASTX: Cress ' 




bt art 


2195 






End 


2404 




H T 


none 






- Score 


103 




Exons 


2195. .2404, 


2229. .2369 










beq . . no . 


' 57843 .'. 






Seq. ID 


OJ000250_34.0419., 


CI 01. . 


Gene No^fer 


'120981 






Strand • 






Start . • 


7811 






End • 


8841. . . . ... 




• Name 


OJ000250 34 


.0419.C101.o3 


.gp 


Method 


AAT/GAP 




btart 


7811 






End 


8841 




bl 


211 1.R1084 






Score 


350 




Exons 


-7811. .7898, 


8620.. 8692, \ 


3790. 


, .8841 






GI Descrip. 


' 3915826/sp I P49625 | RL5_0RYSA 


1.0e-147 


60S RIBOSOMAL PROTEIN L5 


Seq. No. 


57843 






Seq. ID 


OJ000250_34 .0419. 


C101 


Gene No. 


120982 






Strand 






Start 


703 






End 


- 8155 




Name 


OJ000250 34 


.0419.C101.ol, 


.gs 


Method 


GENSCAN 




Start 


703 






End 


8155 




GI 


none 






Score 


. 66 





58285 



fa 

m 
m 
a 

Vi 
si 

ru 

b 
a 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



703. .781, 1216. .1404, 1569. .1627, 1800. .1846, 2523. .2553, 
3019. .3114, 3198. .3281, 3371. .3463, 3764. .3841, 4197. .4287, 
4367. .4467, 4562. .5380, 5475.-5588, 6311. .6405, 6558. .6753, 
6865.-6922, 7927.. 8155 .< 



57843 

12095*2"* 

703 

OJ000250_34.0419.C101.ol.g.p 

897 

none 



Seq. ID OJ000250_34.0419.C101 
Strand 

End 8155 

Method AAT/GAP 

End 1842 

Score 1135 



897. .1404, 1569. .1627, 1800. .1842 



Seq. No. 57843 ■ 

Gene No. 120982 

Start 703 

Name OJ000250_34\ 0419. CI 01 . ol .np 

Start 1170 

GI 7019672 

Exons 1170.. 1522, 1734.. 1918, 2764. 

3371. .3564, 3760.. 3838, 4170, 



Seq. ID 
Strand 
.End 
Method 
End 
Score 



OJ000250 34.0419.C101 



8155 

AAT/NAP' ■ 
5329 
655 

2828, 3019. .3095, 3233. 
4287, 4367. .4467, 4547. 



3281, 
5329 



GI Descrip. (AL138647) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57843 

120982 

703 

OJ000250_34. 
1227 
none 
1227. 
1568. 



0419.C101.ol.tm 



OJ000250_34 .0419.C101 
8155 

TBLASTX: Maize 

4 724 

71 



.1280, 
.1627, 
2766. .2831, 
3184. .3282, 



3375. 
4134. 
4366. 



.3413, 
.4283, 
.4479, 



1237, 
1569. 
2766. 
3198. 
3376. 
4135. 
4366. 



,1278, 1278. 

,1628, 1776. 

,2831, 3017. 

,3284, 3198. 

,3474, 3376. 

,4278, 4172. 

,4479, 4559. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



57843 

120982 

703 

OJ000250_34.0419.C101 .ol.ts 
3091 
.none 

3091.'. 3111, 319'8. .3-275, 3205. 
3711.. 3875, 3761.. 3841, 4135. 
4369. .4470, 4373. .4429, 4559. 



Seq. No. 57843 

Gene No. 120982 

Start 703 

Name OJ000250_34 . 04 19 . C101 . o2 . tm 

Start 4724 

GI none 

Exons 4724.. 4822, 4725.. 4823, 4802. 
4871. .4960 



Seq. ID 
-Strand 
End 

Method 
End 
Score 

.1382, 1281,. 1382, 1282.. 1437, 
.1847, 1789. .1851, 2764. .2820, 
.3118, 3019. .3117, 3035. .3118, 
.3290, 3199. .3285, 3371. .3460, 
.3465, 3761. .3841, 3765. .3881, 
.4288, 4349. .4429, 4362. .4469, 
.4723, 4560. .4724 

Seq. ID OJ000250_34 .0419. C101 

Strand -' 

End 8155 

Method TBLASTX : Soybean 

End 4801 

Score 7 2 
.32-82, 3371; .3427,- 3'4 2& . : .' 34-57 , • 
.4281,' 4173. .4289, - 4173. .4.280, . 
. 4801 

Seq. ID OJ000250_34.0419.C101 
Strand 

End 8155 
Method TBLASTX : Mai ze 
End 4 963 ' 

Score & . 158 
.4855, 4803.. 4853, 4865.. 4963, 



Seq. No. 



57843 



Seq. ID OJ000250_34.0419.C101 



58286 



Gene No. 120982 Strand 

Start 703 .. End 8155 

Name OJ000250_34 . 041 9 . C101 . o2 . gp Method AAT/GAP 

Start 5040 " ' End 5542 

GI none Score 698 

Exons 5040.. 5380, 5475.. 5542 



Seq. No. 57844 
Gene No. " 120983 

Start 319 

Name OJ000250_34 . 0419 . C102 . ol . gs 

Start 319 

GI none 

Exons 319.. 455, 608.. 803 



Seq. ID OJ000250_34.0419.C102 

Strand - 

End 803 

Method GENSCAN 

End 803 - 

Score . 65 



Seq. No. 57845 

Gene' No. 120984 

Start 385 

Name OJ000250_34 . 0419 . CI 10 . ol . gs 

Start 385 

GI none 

Exons 385.. 724 



Seq. ID OJ000250_34 .04 19. CI 10 

Strand + 

End 7 92 . • ' \- ''■<'• - 

Method GENSCAN 

End 724 

Score .97 



<5>? 

fij 

3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
, Name 
Start 
GI 

Exons 



57845 
120984 
385 ' 

OJ000250_34.0419.C110.ol.np 
385 

4680183 
385.-792 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ000250_34 .0419. C110 
Strand + 

792 

AAT/NAP 
7 92 
633 



End 

Method 

End 

Score 



57846 

120985 

305 

OJ000250_34.0419.C114.ol.gs 

305 

none 

305. .508 



Seq. ID OJ000250_34 .0419.C114 

Strand + 

End 508 

Method GENSCAN 

End 508 , . 

Score .71 * 



Seq. No. 57847 

Gene No. 120986 
.Start ' 2 

Name OJ000250_34 . 0419 . C118 . olvgs 

Start 2 '- . 

GI none 

Exons 2. .134, 206. .310, 383. .831 



Seq. ID" OJ000250_34 .0419.C118 

Strand + 

End 831 . 

Method- GENSCAN' : - 

End. 831 • ; 

Score .97 



Seq. No. 57847 

Gene No. 120986 

Start 2 

Name OJ000250_34.. 04 1 9 . C118 . ol . np 

Start 370 

GI ' 5902446 

Exons 370.. 828 

GI Descrip. (AB030283) orf5 [Oryza sativa] 



Seq. ID. OJ000250_34 .0419.C118 

Strand + 

End 831 

Method AAT/NAP 

End 828 

Scp.re 718 



58287 






Seq. No. 


57848 






Seq. ID 


OJ000250_34.0419 


.C119 




Gene No. 


120987 






Strand 








btart 


zzy 






Lna 


041 






Name . : . 


ojuuuzou j4 . U4 i y . li i y . 


r\ i 
oi 


.gs 


Metnoa 


GhlNbLAlN 






Start 


y 






Lna 


c; a i 
041 






GI 


none 






Score 


Q 

. y 






Exons 


zzy. .ooj/ fifty. .041 














Seq. No. 


57849 






Seq. ID 


OJ000250_34 .0419, 


.C120 




Gene No. 


120988 






Strand 


+ 






Start 


"7 Q 

/ y 






bna 


10 / 1 






Name 


UJUUUZoU J4.U4iy.UlZU. 


^ 1 

Ol 


. gs 


Method 


GhNbLAN 






Start " 


"7 Q 

/ y 






XT' _] 

hna 


lO / 1 






GI 


none 






Score 


.ob 






Exons 


/ y . . i o 4 , iftoD . . l j / i 














Seq. No. 


57850 . .'• • 






Seq. : ID ' 


^J000250_^34> 0419 . 


.C121 




Gene No. 


120989 






Strand' 








btart 


Oo4 






bna 


CkA A 

y 4 4 






Name 


OJUUUZoU o4 . U4 1 y . LIZ 1 . 


Ol 


.gs 


Metnoa 


r- TP \T O f 7\ M 

GENSCAN 






Start 


O J4 






T-> _J 

End 


*7 n q 
/ Uo 






GI 


none 






Score 


. b 






Exons 


oo4 . . 7Uo 














Seq. No. 


o / ooU 






beq. ID 


Amnnocn *3 vi n / i q 
OJUUUZoU o4.U4iy, 


. LIZ 1 




Gene No. 


120989 






Strand 


+ 




i y 


Start 


534 






End 


944 




f .1 


Name 


UJUUUZOU J4 . U 4 i y . LI Z 1 . 


ol 


.np 


Method 


AA1 / NAr 






Start 








bna 


C\ A A 

y4 4 






GI 


o yuz 4 4 o 






Score 


cni 
bUl 




'ss. 


Exons 


did, . y 4 4 














GI Descrip. 


(ABUoUZoJ) orro [Oryza 


. sativa] 








= 


Seq. No. 


57850 






Seq. ID 


OJ000250_34.0419. 


,C121 




Gene No. 


120989 






Strand 


+ 






Start 


0 O 4 ^ 






hnd 


C\ A A 

y4 4 






Name 


OJUUUZoU J4.U4iy.LlZl. 


ol. 


.,tw 


Method 


1 dLAo 1 a : wneat- 






btart 


by 4 






T->_ J 

Lna 


y4 z 




[5 


GI 


none 






Score 


ZUo 






Exons 


C Q A Q A O 

by 4 . . y 4 z 














Seq. No. 


57851 






Seq. ID 


OJ000250 34.0419, 


.C1.22 




. Gene No. 


120990 






Strand 








Start 


Tin 

11U 






End 


oo b ■ 






Name 


OJUUUZoU J4.U4ly. CI zz. 


ol. 


.gs 


Metnoa 


. GENSCAN . . 






Start 


11U 






End 


o n a 






GI 


none 






Score 


. o y 






Exons 


Tin one 
1 1U . . oU D 














beq. No. 


O / O 0 1 






Seq. ID 


UJUUUZoU J4.U4iy. 


, L1ZZ 






X 4L \J Zf _? U 






c-f- nH 


4- 






Start 


110 






End 


856 






Name 


OJ000250 34.0419.C122. 


ol, 


.np 


Method 


AAT/NAP 






Start 


110 






End* ' 


856 ' - 






GI 


5902447 






Score 


1250 






Exons 


110. .856 














GI Descrip. 


(AB030283) orf4 [Oryza 


sativa] 









58288 




Seq. No. 


57852 ^r, - 


Seq. ID 


OJ000250_34 


.0419, 


.C125 


Gene No. 


1209 9 i 


Strand 








Start 


317 ; • 


End 


A 1 A 

472 






Name 


/ataaaaca a a /1 1 a /-"loc « 1 ™« 

OJ000250 34 .-04 1 9 . C125 . ol . gs 


Method 


GENSCAN 






Start 


31 / 


End 


/l "7 A 

472 






GI 


none 


Score 


^ 0 

. DO 






Exons 


31 / . .4/2 










Seq. No. 


57853 


Seq. ID 


OJ000250_34 


.0419, 


.C126 


Gene No. 


120992 


Strand 


+ 






Start 


4 9 


End 


O A A 

82 9 






Name 


/"\taaaaca O A A /I 1 A 010/" _ i _ _ 

OJ000250 34 . 04 19 . C126 . ol . gs 


Method 


T~l XT /™i 7\ XT 

GENSCAN 






Start 


>i a 

4 9 


End 


O A A 

82 9 






GI 


none 


Score 


A A 

. 82 






Exons 


yio 11c 1C*3 010 /i a /i c 

49. .110, 153..319, 424. .596, 


*7 A A O O A 

742 . .82 9 








Seq. No. 


57854 


Seq. ID 


OJ000250_34 , 


.0419. 


■ C134 


Gene No. 


1 a a a a *3 

120993 


Strand 


+ 






Start 


/"CO 

658 


End 


945 






Name 


OJ000250_34 .0419.C134.ol.gs 


Method 


GENSCAN 






Start 


<z c 0 

658 


End 


945 






GI 


none 


Score 


. 78 






Exons 


/"CO i a a 010 A >t C 

658 . . 700, 818 . .945 










Seq. No. 


57855 - ■ 


Seq. ID 


OJ000250_34 , 


.0419. 


.C135 


Gene No. 


120994 


Strand 


+ 






Start 


4 75 


End 


542 






Name 


/"VTAAAACA A /l n /I 1 /"^ 1 A C i 

OJ000250 34 . 04 19 . C135 . ol . gs 


Method 


GENSCAN 






Start 


A *7 C 

4 /5 


End 


542 






GI 


none 


Score 


. 77 






Exons 


y| *7 C C /1 O 

4 /o . .542 










Seq. No. 


57856 


Seq. ID 


OJ000250__34 . 


.0419. 


.C14 6 


Gene No. 


1 a A A A c 

120995 


.Strand 


+ 






Start 


2 


End 


307 






Name 


/^TAAAACA O /I A / 1 A /-i -1 a r~ _ -1 — 

OJ000250 34 . 0.4 19 . C14 6 . ol . gs 


Method 


GENSCAN 






Start 


2 


End- 


A A 1 

307 






GI 


none 


Score 


/"A 

. 62 






Exons 


2 . .307 










beq. No. 


57856 


Seq. ID 


OJ000250_34. 


.0419. 


C14 6 . 


Gene No . 


120996 


Strand 








Start 


1 


End—'v ; 


811 






Name 


■ OJ000250 34 .0419..C146.ol,gp 


Method ■ 


, AAT/GAP 






Start 


1 


End 


811 






GI 


70192 1.R1084 


Score 


671 






Exons 


1..176, 302. .374, 694. .811 










GI Descrip. 


'3643610 6.0e-60 (AC005395) putative serine/threonine protein 




kinase [Arabidopsis thaliana] 










Seq. No. 


57856 


Seq. ID 


OJ000250_34 . 


,0419. 


C146 


Gene No. 


120996 


Strand 








Start 


1 


End 


811 






Name 


OJ000250 34.0419.C146.ol.tm 


Method 


TBLASTX: Maize 




Start 


45 


End 


804 






GI 


none 


Score 


144 







58289-' 



Exons 



45. .65, 69. .179, 73. .195, 299. .376, 306. .377, 332. .379, 
680. .799, 682. .804, 692. .799, 693. .803 



Seq. No. 57856 
Gene No. 120996 
Start 1 

Name 0 JO 0 0 2 5 0_3 4.0419.C146.ol.np 

Start 78 
GI 7434310 
Exons 78. .176, 302. .374, 694. .811 

GI Descrip. serine/threonine-specif ic protein kinase homolog T16I18.40 - 
Arabidopsis thaliana gi | 7270230 | emb | CAB80000 . 1 | (AL161582) 
putative serine/threonine protein kinase [Arabidopsis thaliana] 



Seq.. ID OJ000250_34 .0419.C146 
Strand 

End 811 

Method AAT/NAP 

End 811 

Score 350 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. • 
Gene No. . 
Start 
Name 
"Start 
GI 

Exons 



57857 Seq. ID OJ000250_34 . 04 19 . C155 

120997 Strand 

•/ ,' . .End , 815 • 

OJ060250__34.0419.C155*.ol.np • Method AAT/NAP 

1 . End ' 815 

4680i8'0 • Score 1394 
1. .815 

(AF111709) polyprotein [Oryza • sativa subsp. indica] 



57857 

120997 

1 

OJ000250_34 .0419.C155.ol.gs 
21 

none 
21. .647 



-Seq. ID OJ000250_34.0419.C155 
Strand 

End 815 

Method GENSCAN 

End 64 7 

Score .58 



Seq. No. 57857 

Gene No. 120997 

Start 1 

Name OJ000250_34 . 04 19 . C155 . ol . tw 

Start 138 

GI none 

'Exons , 138.. 329, 138.. -524, 214.. 525 



Seq. ID OJ000250_34.0419.C155 
Strand 

End 815 

Method TBLASTX : Wheat 

End 525 

Score . 112" 



Seq. No. 57857 

Gene No. 120997 

Start 1 

Name OJ00025(_34 . 04 19 . C155 . ol . tm 
Start' • 168 ' 
.GI . none .. .. 

Exons 



Seq. ID OJ000250_34.0419.C155 
Strand 

End 815 

Method TBLASTX: Maize". 

End ■ 554 • • 

Score . 67 . 



168. .215, 169. .216, 196. .522, 207. .554, 220. .531 



Seq. No. 57858 

Gene No. 120998 

Start 25 

Name OJ000320_38 . 04 17 . CI . ol . gs 

Start 25 

GI none 

Exons 25. .48, 321. .478, 630. .849 



Seq. ID OJ000320_38.0417.C1 

Strand + 

End 849 

Method GENSCAN 

End 84 9 

Score . 97 



Seq. No. 
Gene No. 



57858 
120999 



Seq. ID • OJ000320_38 . 04 17 . CI 
Strand + 



58290 




otart 


O'OOZJ 










?Q7ft 

-J Z/ / o 




Name 


UJUUU j^U JO 


0 4 1 7 


PI r\'\ 


9P 


LMfcJ Li If tl 


AAT /P.AP 




btart 












"3Q7ft 




C T 


none 








Score 


J J 27 




Exons 


jooy . . J? /o 














Seq. No. 


57858 








Seq. ID 


OJ000320 


_38.0417.C1 


Gene No. 


121000 








Strand 


+ 




o car u. 










Hi 1 l<wl 


Q17fi 




Name 


piioon^oo *38 


. U H 1 t • 


pi 


9P 




AAT /P,AP 




Of -iy-f 

o tar l 












7 SO^ 

1 OKJ O 




P T 


none 








Score 


llvJ 




Exons 


J J . . O / Z. O , 


7006 


7 SO ^ 










Seq. No. 


57858 








Seq. ID 


OJ000320 


_38.0417.C1 


Gene No. 


121000 








Strand 


+ 




Of 3 r-4- 

otari 


.J J 3D 








End 


9376 




Name 


piTOon^oo ^fi 


04 17 




gs 


Method 


GENSCAN 




04- -ivf 

btart 


£/1 R7 * 








End 


9376 




bl 


none 








Score 


.98 




Exons 


04i 0 / . . 04 DO , 




£S1 R 


7 00 6 


.7844, .8505. .8802, 


Z> 3 \J\J , .-7J/U 


Seq. No. 


57858 








Seq. ID 


OJ000320 


_38.0417.C1 


Gene No. 


121000 








Strand 


+ 




o tar l 


J J 3D 








End 


9376 .,' 




Name 


U J UUUOziU Jo* 


0 4 17 


PI r-> "3 
bl . Oj . 


gp 


Method 


AAT /GAP 




O 4- -i 4- 

otart 


/ / j4 








End 


8806 




bl 


none 








Score 


772 




Exons 


11 LA HQ A A 
1 I OH . . / O 4 4 , 


O DUO . 


. oouo 










beq. no. 


57858 








Seq. ID 


OJ000320 


_38.0417.C1 


bene no. 


121001 








Strand 






btart 


5357 








End 


8807 




Name 


OJ000320 38 


.0417. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


318 








End 


8807 




C T 
bl 


none 








Score 


116 




Exons 


' 318. .479,. 319...-480> 319 


i 4 ft 0 


627. .842 


628. .843, 7011.. .706 




7124. .7168, 


7187. 


:7213, 


7 9^ft 


.7357, 7239.-73^73, 


7240. .7374, 




7409. .7834, 


7455. 


.7844, 


74 SS 


.7826, 7469.-7843, 


8504 . .8698, 




8505. .8702, 


8506. 


.8703, 


ft 70ft 


.8800, 8711.. 8806, 


8712. .8807 


oeq . iNO . 


57858 








Seq. ID 


OJ000320 s 


J38..0417 .C1 


Gene No. 


121001 








Strand 






Start , 


. 5357 • 








End ' 


8807' ".' 




Name 


OJ0 0.0 3-20. 38 


.0417.. 


Cl.ol. 


rip. 


Method * 


AAT /NAP 




ot art 


5357 








End 


7329 




bl 


3204132 








Score 


103 




Exons 


5357. .5376, 


5648. 


. 6145,. 


7276. 


.7329 






GI Descrip. 


(AJ006770) 


extensin [Cicer arietinum] 






oeq . jno . 


57858 








Seq. ID 


OJ000320 


_38.0417.C1 


Gene No. 


121001 








Strand 






Start 


5357 








End 


8807 




Name 


OJ000320 38 


.0417. 


Cl.ol. 


ts 


Method 


TBLASTX : ; 


Soybean . 


Start 


7324 








End 


8807 




GI 


none 








Score 


313 




Exons 


7324 . .7362, 


7455. 


.7766, 


7455. 


.7760, 7469. .7765, 


8504 . .8659, 



58291 



8505.. 8807, 8720.. 8806 



Seq. No. , 57859 Seq. ID 

Gene .No. 121002. Strand 

'Start* 6428 - End 

Name OJ000320_38 . 0417 . C7 . o2 . gp Method 

Start 6428 End 

GI * LIB3477-003-P1-K1-E9 Score 

Exons 6428.. 6501 

GI Descrip. ' 2498586/sp | Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000320_38.0417.C7 
+ 

6501 " 
AAT/GAP 
6501 
92 



Seq.- No. 57859 Seq. ID 

Gene No. 121003 Strand 

Start 111 End 

Name. . OJ000320_38 . 04 17 . C7 . ol . gs Method 

Start 111 End 

GI none Score 
Exons 111 . , 
2984, 



OJ000320_38.0417.C7 

6702 
GENSCAN 
6308 
.42 



199, 530. .746, 790. .1090, 1165. .1613, 1733. .2001, 
.3011, 3394. .3570, 3608. .3694, 3736. .3878, 4156. .4263, 



6156. .6308 



rfs 



Pis 

3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57859 Seq. ID 

121003 ■' Strand 

111 " End 

OJ000320_38 . 04 17 . C7 . ol . np Method 

1237 End 

7248393 Score 
1237. .1541, 1626. .1966 

(AP001389) hypothetical protein [Oryza sativa] 



OJ000320_38.0417.C7 

6702 
AAT/NAP 
1966 
429 



57859 
121003 
111 

OJ000320 
3321 
7248394 
3321. .3471, 
(AP001389) 
correspond 



38.0417.C7.o2..np 



Seq. ID OJ000320_38.0417.C7 
Strand 

End . 6702 
Method AAT/NAP 
End - - 6702 ■ 
Score 95 
4576.. 4772, 6668.. '6702 
ESTs C97394 (C60113) , AU075824 (R0165) , D38 985 (R0165) 
to a region of the predicted gene . -Similar to 



Arabidopsis thaliana chromosome II BAC F15011 . genomic sequence; 
putative pol . polyprotein with a reverse' transcriptase domain, 
(AC006446) ■ - • '• ' 



Seq. No. . 57859 Seq. ID 

Gene No. 121003 Strand 

Start 111 End 

Name OJ000320_38 . 04 17 . C7 . ol . gp Method 

Start 4972 End 

GI none Score 

Exons 4972.. 5150 



OJ000320_38.0417.C7 

6702 
AAT/GAP 
5150 
237 



Seq. No. 57860 Seq. ID 

Gene No.' 121004 Strand 

Start 773 End 

Name OJ000320_38 . 04 17 . C8 . ol . gs Method 



OJ'000320_38.0417.C8 
+ 

940 

GENSCAN 



58292 



otart 


115 


hna 


q a n 

y 4 u 




C T 


none _- . 


Score 


. by 




TP V /"V T"\ 


7 7 ^ Ok A n 








Seq. No. 


57860 


Seq. ID 


OJ000320_38.0417 


.C8 


Gene No. 


121005 


Strand 








1 D-30 


End 


3778 




Name 


UJUUUj^U jo . U H X / . . oz . gs 


Method 


GENSCAN 




otart 


1 (TOO 

1 boo 


End 


3778 




T 


none 


Score 


.48 




Exons 




.3189, 3693.. 3778 




Seq. No. 


57861 


Seq. ID 


OJ000320_38.04'17 


.C9 


Gene No. 


121006 


Strand 


+ 




otaiL 


O 4 u 


End 


640 




Name 


ujuuuozu jo . U4 i / . ty . oi . gs 


Method 


GENSCAN 




C 4- -a v- 4- 




End 


640 




C T 


none 


Score 


.52 




Exons 










oeq . no . 


D / o oz 


Seq. ID 


OJ000320_38.0417 




kjCiltz 1NO . 


121007 


Strand 


+ 




C +- ^ rf " 

o^art • 


1 


End 


1009 




Name 


OJ000320 38.0417.C12..ol.np 


Method 


AAT/NAP 




Start 


1 


End" ' 


1009 




GI 


• 7486147 


Score 


763 




Exons 


1. .1009 . . 








GI Descrip. 


hypothetical protein F25I24.40 -'^ Arabidopsis thaliana 






gil 4539357 |emb|CAB4 0051.1 1- (AL04 9525) 


putative protein 






[Arabidopsis thaliana] gi | 7267781 | emb | 


CAB81184.il (AL161518 




putative protein [Arabidopsis 


thaliana] 




Seq. No. 


57862 


Seq. ID 


OJ000320_38.0417 


.C12 


Gene No. 


121007 


Strand 


+ 




JLQIL 


1 


End 


1009 




Name 


OJ000320 38.0417.C12.'ol.gs 


Method 


GENSCAN 




Of -i vf 

o cart 


14 


End 


981 ■ 






none 


Score 


.81 






14. .981 








Seq. No. 


57862 


Seq. ID 


OJ000320_38.0417 


.C12 


Gene No. 


121007 


Strand 


+ 






1 . . 


.End 


1009 




Name 


OJ000320 38.0417.C12.ol.tw 


Method- 


TBLASTX: Wheat • . 




btaru 


■ 152 


End 


5.32 • ■ ;. ■ ■ 




C T 


none 


Score 


242 




Exons 


152. .370, 154. .243, 164. .343, 


358. .531 


, 365.. 532 




Seq. No. 


57862 


Seq. ID 


OJ000320_38.0417 


.C12 


Gene No. 


121007 


Strand 


+ 




Start 


1 


End 


1009 




Name 


OJ000320 38.0417.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


260 


End 


1009 




GI 


none > 


Score 


199 




Exons 


260. .550, 365. .394, 466. .549, 


599. .697 


, 734. .1009 




Seq. No. 


57862 


Seq. ID 


OJ000320_38.0417 


.C12 



58293 





Gene No. 


121007 


Strand 


+ 








_na 


i ooq 




Name 


Pitooo^o 0417 pi 9 +-e 




i djuho i a . ooyoean 




C -h -5 >-f- 

otait 


^ ~ 0 . - 




^ ^ 

JO J 




P T 


none 


Score 


1 pc 

J.OJ , 




jjXuno 


t5D. • JO J 








Seq. No. 


57862 


Seq. ID 


OJ000320_38.0417.C12 




Gene No. 


121007 : 


Strand 


+ 




otaiL 


i 

X 




i no q 




Name 


n to 00^90 0 4T7 pi 9 r\0 t-i*; 


lYie cnou 


TRT ZiQTY • TaTH oa -h 
IdLnOlA. vvflcat 




OLail 


7 n a ~ 


r nf ] 

CjUCI 


i no q 




p t 


none 


Score 


^o ^ 

jU j 




Exons 


704 i ooq pi 4 ions 








Seq. No. 


57863 


Seq. ID 


'OJ000320_38.0417.C15 




Gene No. 


121008 ■ ' 


Strand . 






Of 3 y f- 






/ U ft 




Name - 


PiT00O'39O "3Q 0417 PI R ^1 rrc 


fWf /r± -f* V^i 

rjetnoa 






OtaiU 


fi J U ' 


Hina 


7 0 4 




P T 


none 


Score 


. y D 




Exons 


/I en 7 0/1 
4 0 U . . / U H 








Seq. No. 0 


57864 


Seq. ID 


OJ000320_38.0417.C16 




Gene No. 


-121009 


Strand 






Of -i yf 

OLdlL 


"\ ALA 




9 1 Q Q 
/. X y zf 


i y 


Name 


r»TOon^9n ^ q o/ti7 n c /-ri ^ 


Method 


P IT M Q P Zi ttf 


f 


Q+- a v*+- 


in/ ~~ 
1 <± J 4 


Lna 


9 1 Q Q 
Z 1 y 




PT 
vj J- 


none 


Score 


A & 


[ij 
~% 


\r 

rLXOns 


1 4 j4 . 






= 1 = 

i "=? 


beq. no. 


J / O DO 


beq. -LU 


PTOOO"590 Oj117 PI 7 




P a. r~\ a NT /■> 


121010 


Strand 


+ 




cf a r +- 

o uai L 


384 


End 


7808 




Name 


OJ000320 38.0417.C17.ol.np 


Method 


AAT/NAP 




C+- -a r-+- 


384 


End 


1199 




GI 


5922636 


Score 


503 ■ 




Exons 


384.. 667, 716.. 1199* 






C3 


bl JJcbCI ip » 


(AP000492) ESTs C99517 (E20319) , AU078 130 (E20319) correspond to 






region of the predicted gene. 


; hypothetical protein [Oryza 






sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 






C99517 (E20319) , AU07.8130 (E20319) correspond to a region of the 






predicted gene . ; hypothetical 


protein 


[Oryza sativa] 




C a /~r Nl r\ 

oeq . no . 


57865. V ' 


Seq. ID 


. OJ0003.20_38.0417.C17* 




Gene No. 


121010 


Strand 


+ 




Start 


384 


End 


7808 




Name 


OJ000320 38.0417.C17.ol.gs 


Method 


GENSCAN 






440 


End 


7808 




P T 


none 


Score 


.62 




Exons 


440. .510, 702. .909, 1541. .1638, 2347.. 


2478, 3027.. 3105, 






3144. .3881, 5690. .6136, 6903. 


.7035, 7374. .7485, 7538. .7808 




Seq-. No. 


57865 


Seq". ID 


OJ000320_38.0417.C17 




Gene No. 


121010 


Strand 


+ 




Start 


384 


End " 


7808 




Name 


OJ000320 38.0417.C17.o2.np 


Method 


AAT/NAP 



58294 



Start 1792 . * End ■ 6310 

GI - 5915832 Score 738 

Exons 1792.. 1853, 3020.. 3866, 5690.. 6310 

GI Descrip.- CYTOCHROME P450 76C2 gi | 297954 9 | gb | AAC06158 . 1 1. (AC003680) 
putative cytochrome P450 [Arabidopsis thaliana] 



Seq. No. 57865 Seq. ID 

Gene No. 121011 Strand 

Start 6439 End 

Name OJ000320_38 .0417. C17 . o2 . tc Method 

Start 3093 End 

GI none Score 

Exons 3093. .3446, 3104.. 3235 



OJ000320_38.0417.C17 

7545... 

TBLASTX: Cress 

3446 

235 



oeq. ino . 


D 1 O Dj 








Seq. ID 


OJ000320_38.0417.C17 


Gene No . 


i o 1 n i 1 








Strand 




otart 


d A "3 Q 






- 


End . 


.'7545. • ' • ' ; . 


Name . - 


OJUUUozU Jo 


A A 1 "7 
. U4 1 / 


/"'IT ^ 1 

. CI / . Oi , 


. tm 


Method 


•TBLASTX: Maize'' 


Start ' 


5689 








End 


6222 


GI 


none 








Score 


205 


Exons 


cfTon cram 
o do y . .o yu / , 






o yu J . 


.6058, 5917.. 6054, 6083.. 6220, 




bUoo . . D^^z 












beq. No. 


0 / odd 








Seq. ID 


OJ000320_38.0417.C17 


Gene No . 


i oi m 1 
Lz. 1 U 1 1 








Strand 




otart 


- /T A O Q 








End 


7545 


Name 


UJUUUj^U jO 


C\AM 
. U ft X / 


. \^ ± 1 . o ± . 




' : Method 


TBLASTX: Wheat 


Start 


5689 








End 


5992 


GI 


none 








Score 


186 


Exons » 


5689. .5814, 


5702 


. .5911, 


5851. 


.5919, 5933. .5992, 5935. .5991 


Seq. No. 


57865 








Seq. ID 


OJ000320_38.0417.C17 


Gene No. 


121011 








Strand 




Start 


6439 








End 


7545 


Name 


OJ000320 38 


.0417 


.C17.ol. 


.ts 


Method 


TBLASTX : Soybean 


Start 


5695 








End 


6217 


GI, 


none ■ 








Score 


197 


Exons 


5695. .5919, 


5702 


. .5911, 


5890. 


.6066, 5£ 


191. .6061, 6074. .6217/ 




*■ 6083. .6205 












Seq. No. 


57865 








Seq. ID 


OJ000320_38.0417.C17 


Gene No. 


121011 








Strand 




Start 


. 6439 








End 


7545 ;\. 


Name 


' OJ000320 38 


.0417 


.C17.61. 


;"tc 


Method - • 


.TBLASTX : Cress •" '■ 


Start . 


. 5698 








End 


6205 .. 


GI 


none 








Score 


171 


Exons 


5698.-5943, 


5702 


. .5923, 


5903. 


.6061, 5917.. 6045, 6083.. 6205 



Seq. No. 57865 Seq. ID 

Gene No. 121011 Strand' 

Start 6439 End 

Name OJ000320_38 .0417. C17 . o3 . np Method 

Start 6439 End 

GI 3204132 . . Score 

Exons " 6439.. 6524, 7053.. 7545 

GI Descrip. (AJ006770) extensin [Cicer arietinum] 



OJ000320_38.0417.C17 

7545 
AAT/NAP 
7545 
87 " ' 



58295 




Seq. No. 


57866 


Seq. ID 


OJ000320_38.0417.C18 


Gene No. 


121012 


Strand 


+ 


btart 






1 1 77 
11// 


Name 


uouuuozu jo . Ufi x / . tio . oi . gs 


fuf V \ /"N /"J 

jyie cnoa 


bblNobAlN 


otart 


QQ 


Hina 


1 1 11 
11// 


H T 
bl 


none 


Score 


1 £ 


Exons 


QQ 9£Q RflO Q£*7 1 1 71 
:?0 . .ZOO; OUZ. . DjZ, / . .11/ / 






oecj . no . 


Q C C. 
O / ODD 


oeq ■ i u 


WO UUUjiU JO.U^I/.V^IO 


VJC11C LNU. 


121013 


Strand 




Start 


85 


End 


1236 


Name 


OJ000320 38.0417.C18.ol.np 


Method 


AAT/NAP 


Start 


85 


End 


1236 


GI 


7248394 


Score 


98 


Exons 


85. .388, 1212. .1236 






GI Descrip. 


(AP001389) ESTs. C97394 (C60113) ,AU075824 (R0165) D38985 (R0.1.65 



correspond to a region of the predicted gene . -Similar- ■■'to - ' 
Arabidopsis thaliana chromosome II BAC F15011 ' genomic sequence 
putative pol polyprotein. with a reverse transcriptase domain 
(AC006 V 44 6)' 





Seq. No. 


57867 


Seq. ID 


OJUOOo^O 00.041/ 


. C19 




Gene No. 


121014 


Strand 






I J 


Start 


333 


End - 


4 3Zo 




vi 


. Name 


OJ000320 38.0417.C19.ol.gp 


Method 


AA1 / bAF 




f ft 


Start 


333 


End 


coo 






GI 


2796679 


Score 


447 






Exons 


333.. 582 








y* 


Seq. No. 


57867 


Seq. ID 


OJ000320_38.0417 


. C19 




Gene No. 


121014 


Strand 








Start 


333 


End 


4925 






Name 


OJ000320 38.0417.C19.ol.np 


Method 


AAT/NAP 




5 


Start 


391 


End 


4921 






GI 


4581108 


Score 


1274 






Exons 


391. .2533, 4845. .4921 










GI, Descrip. 


(AC005825) putative chloroplast outer 


membrane protein 








[Arabidopsis thaliana] 










Seq. No. 


57867 


Seq. ID 


OJ000320__38.0417 


.C19 




Gene No. 


121014 


Strand 








Start 


333 


End 


4925 






• Name 


QJ000320 38.0417. C1.9.o2.tc 


Method 


TBLASTX: Cress 






Start 


404 


■ End- 


• 708 ' :V. .■ ' . '• V' 






GI * 


none 


Score 


'80 • . . •: :• • • 






Exons 


404. .556, 418. .708 










Seq. No. 


57867 


Seq. ID 


OJ000320_38.0417 


.C19 




Gene No. 


121014 


Strand 








Start 


333 


End 


4925 






Name 


OJ000320 38.0417.C19.ol.ts 


Method 


TBLASTX: Soybean 






Start 


415 


End 


1128 






GI 


none 


Score 


230 






Exons 


415. .1128, 428.-895, 544..: 


L113, 962. .1120 






Seq. No. 


57867 


Seq. ID 


OJ000320_38.0417 


.C19 




Gene No. 


121014 


Strand 







58296 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



333 

OJ000320_38.0417.C19.ol.tm 
•445 

none " " 



End 4 925 

Method TBLASTX : Mai ze 

End 2447 

Score 7 4" *■' 



445. .1131-, 446. .574, 653. .871, 1049. .1114, 1135. .1185, 
1281. .1454, 1569. .2210, 1588. .1728, 1644. .2120, 2053. .2271, 
2262. .2447, 2329. .2427 

57867 " Seq. ID OJ000320_38 . 04 17 . C19 

121014 Strand 

333 End 4925 

OJ000320_38 .0417. C19 . o2 . gp Method AAT/GAP 

1380 End 1903 

uOosflcypl44f09bl ' Score 1006 

1380. .1903 

■4581108/gb|AAD24598.1|AC005825_5 .1.0e-24 (AC005825) putative 
chlorpplast outer membrane protein 86, also very, similar, tp , ; 
GTP-inding protein from pea (GB:L36857) [Arabid'opsis ' thaliana]- ' 



oeq. jno. 


O/OO / 








Seq. ID 


OJ000320 


_38.0417 


.C19 


Gene No. 


1 O 1 n 1 A 
1Z 1 U 1 41 








Strand 








o tar t 










End 


.4925 






Name 


UJUUUj^U jo 


n a i n 


. y . oz 


. ts 


Method 


TBLASTX: 


Soybean 




otart 


13 DO 








End 


2000 




C T 


none 








Score 


112 






E-xons 


1566. .2000, 


1576 


. .1803, 


1644. 


V1979, 1843.. 1998 






beq. jno. 


O/OD/ 








Seq. ID 


OJ000320 


_38.0417 


.C19 


Gene No . 


1Z 1U14 








Strand 








otart 


j j j 








End 


4925 






Name 


vJJUUUjZU 3 0 


.0417 


.C19.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


ibyo 








End 


2522 






GI 


none 








Score 


80 






Exons 


1698. .1742, 


1722 


. .2300, 


2170-. 


.2271, 2349.. 2522, 


2368. .2427 


Seq. No. 


57867 








Seq. ID 


OJ000320 


_38.0417 


.CI 9 


Gene No. 


121014 








Strand 








Start 


333 








End 


4925 






Name 


OJ000320 38 


.0417 


.C19.o3 


..ts 


Method' 


TBLASTX: 


Soybean 




Start 


2052 








End 


2447 






GI 


none 








Score 


80 






Exons 


2052. .2330, 


2143 


. .2265, 


2334. 


.2447, 2356.. 2427 






Seq. No. 


57867 








Seq.- -ID 


OJ000320 


_3'8.0417 


'.C19 


Gene No. 


,121014 








Strand 








Start 


333 








End 


4925 






Name 


OJ000320 38 


.0417 


.C19.o2 


np 


Method 


AAT/NAP 






Start 


4436 








End 


4925 






GI 


7339707 








Score 


64 






Exons 


4436. .4925 
















GI Descrip. 


(AP001539) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


57868 








Seq. ID 


OJ000320 


_38.0417 


.C20 


Gene No. 


121015 








Strand 


+ • 






Start 


49 








End 


3657 






Name 


OJ000320 38 


.0417 


.C20.61. 


gs 


Method 


GENSCAN 






Start 


49 








End 


3657 







58297 




bl 


none 








Score 


.55 




Exons 


A Q QQ A C O 

fly. .oo; ado 


. . OlZ , Zil J . 


.2308, 


2710.. 2820, 3413.. 3657 




Seq. No. 


57868 








Seq. ID 


OJ000320_38.0417 


-C20. " 


Gene No. 


121016 








Strand 


- 




o +- -i >- +- 

otart 










End 


1966 




Name 


UJUUUJzU jo 


A/i i "1 nOC\ ^1 
. Ufl 1 / . bZ U . Ol 


.gp 




Method 


AAT/GAP 




otart 


1 /I QQ 








End 


1966 






none 








Score 


898 




Exons 


l a y y . . lyoo 














Seq. No. 


57869 








Seq. ID 


OJ000320_38.0417 


.C24 


Gene No. 


121017 








Strand 


+ 




o tart 


■D1 QQ 








End 


3518 




Naine 


UJUUUjzU jo 


C\A 1 7 no A ^1 
. Ufl 1 / . bZ fl . Ol 


.gs 




Method 


GENSCAN 




otart 


Ol QQ 

o i o y 








End 


3518 




m 


none 








Score ;'. 


.83 . \ . / . : . 




Exons 


QQ "3^10 

OlcSy. . jjIo 














oeq. iNO. 


j / ooy 








Seq. ID 


OJ000320_38.0417 


.no a 


bene ino . 


i o i m q 

1Z lUlo 








Strand 


+ 




OLail. 


4514 








End 


10453 




Name 


OJ000320 38 


.0417.C24 ,o2 


.np 




Method 


AAT/NAP 




Start 


4514 








End 


10453 




H T 
bl 


2160174 








Score . 


1703 • 




Exons 


4514. .4719, 


5977. .6022, 


7509. 


.7894, 8298.. 8828, 10037*.. 


10453 


GI Descrip. 


(AC000132) 


Identical to 


A. 


thaliana PUR2 (gb|X74766). ESTs 




gb|ATTS3927,gb|N96446 come 


from this gene. [Arabidopsis 






thaliana] 














Seq. No. 


57869 








Seq. ID 


OJ000320_38.0417 


.C24 


Gene No. 


121018 








Strand 


+ 




otart 


4514 








End 


10453 




Name 


OJ000320 38 


.0417.C24 .o3 


. gs 




Method 


GENSCAN 




otart 


6453 








End 


10450 




bl 


none 








Score 


.93 




Exons .-■ 


6453. . 6630, 


6889. .7137, 


7521. 


.7894, 8298. .8828, 10037.. 


10450 


oeq. wo. 


57869 








Seq. ID 


OJ000320_38.0417 


.C24^ 


Gene No. 


121019 








Strand 






Start 


961 








End 


1108 




Name 


OJ000320 38 


.0417.C24 .ol 


.np 




Method 


AAT/NAP 




otart 


961 








End 


1108 




bl 


6539577 








Score 


146 • • •'• 




Exons 


961. .1108 














GI Descrip. 


(AP000837) ] 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


57869 








Seq. ID 


OJ000320_38.0417 


.C24 


Gene No. 


121020 








Strand 






ot art 


7515 








End 


10462 




Name 


OJ000320 '38 


.0417.C24.o2 


. tm 




Method 


TBLASTX: Maize 




Start 


7515 








End 


7740 




GI 


none 








Score 


171 




Exons 


7515. .7724, 


7517. .7738, 


7519. 


.7740, 7621. .7740 




Seq. No. 


57869 








Seq. ID 


OJ000320_38.0417 


.C24 


Gene No. 


121020 








Strand 







58298 



Start 


7515 


End 


10462 




Name 




Method 


TBLASTX: 


Cr e s s 




7 S 1 7 _ 


End 


'•10438' 




C T 


none 


Score 


548 




Exons 


7^17 7ftQ4 TCI Q 70QA poor 

/OX/. . f OJH f / Jl? . . / O -7U , 0600 


..8828, 8288.-88,30, 


pOOQ ppTI 

0 z 0 y . . 0 0 J x , 




100^4 imQ^ 1 nn^fi io^qr 


10387. .10419, 10388 


1 04 ^fl 


0GC5 . NO . 


c 70 q 
D / 0 Di? 


Seq. ID 


OJ000320 


•5Q 0417 CO A 
jo . U fi X / . V^Z H 


eyerie no . 




Strand" 






0 car r 


7 m ^ 

/ 0 X 0 


End 


10462 




Name 


OJ000320 38.0417.C24.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


7586 


End 


10462 






none 


Score 


421 




Exons 




..7890, 8288.. 8440, 


QOQQ QA A 1 




£441 fl.449 ff^£7 PRfi7 


..8836, 8568. .8831, 


1 00^ 1 O^Oft 




100^4 1 n^l 9 109 C 1Q im^Q 


10261. .10341, 10394 


1 04 4 1 




1 0 40*3'1O4fi9 • 
X U 4 U O . • JL U H O Z 








Seq. No. 


57869 


Seq. ID 


"OJ000320 


_38.0417.C24' 


Gene No. 


121020 


Strand 






otalt 


TCI c 

r JlJ 


End 


10462 




Name 


ri7000^90 -$Q O/l 1 7 /->, "3 4- m 
UJUUU jZU J 0 . Ufl X / . H . O J . Liu 


Method 


TBLASTX: 


i v ia lze 


brari: 


f /DO 


End 


8512 




laX 


none 


Score- 


133 




Exons 


77^6 7£Q0 77£R 7Q.R4 77fifi 


..7894, 8295.. 8510," 


ft ^OQ Q r 1 9 


beg . no . 


CTQiTQ 

o / 0 t>y 


Seq. ID 


OJ000320 


"3 R O 4 1 7 no A 
J O . U 4 X / . LiCfl 


Gene No. 


121020 


Strand 






Start 


7515 


End 


10462 




Name 


o;j000320 38.0417.C24*.ol.tm 


Method 


TBLASTX: 


tJf a 1 **** 


0 tar l 


8513 


End 


10255 






none 


Score 


311 




Exons 


8513. .8728, 8514.. 8792, 8520 


..8732, 8724. .8831, 


0/ZD..OOjU, 




8785. .8844, 10033 .. 10254 , 10034. .10255 






Seq. No. 


57869 


Seq. ID 


.OJ000320 


_38.0417.C24 


Gene No. 


121020 


Strand 








7515 


End 


10462 




Name 


OJ000320 38.0417.C24.o4.tm 


Method 


TBLASTX:: 


LYiax ze 


otart 


10274 


End 


10454 






none 


Score 


205 




Exons 


10274. .10438, 1027 9 .. 104 19, . 


10320. . 1045.4, 10326 


1 04 


Seq. No. 


57870 


Seq.' -ID'- 


OJ000320 


_38.0417.C25 " 


Gene No. 


121021 


Strand \ 


+ •. 




oiari 


403 


End 


2397 




Name 


OJ000320 38.0417.C25.ol.gs 


Method 


GENSCAN 




0 tar t. 


403 


- End 


2397 




(jX 


none 


Score 


.77 




Exons 


403. .455, 1126. .1693, 2242.., 


2397 






Seq. No. 


57870 


Seq. ID 


OJ000320 


_38.0417.C25 


Gene No. 


121022 


Strand 






Start 


3940 


End 


4 551 




Name 


OJ000320 3^8. 0417. C25.o2.gs 


Method 


GENSCAN 




Start 


3940 


End 


4551 




GI 


none 


Score 


.59 





58299 



Exons 



3940. .4154, 4302. .4330, 4436. .4551 



Seq. No. 57871 

Gene No. 121023 

Start 82 

Name OJ000320_38 . 0417 . C26 . ol . gs 

Start 82 

GI none 

Exons 82.. 263, 342.. 425 



Seq. ID OJ000320_38.0417.C26 

Strand 

End 425 

Method GENSCAN 

End 425 

Score .72 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



57872 

121024 

8 

OJ000320_39.0418.Cl.ol.gs 
8 

none 

8. .8.19..; ... . ..... • 



Seq. ID OJ000320_39.0418.C1 
Strand 

End 819 

Method GENSCAN 

End 819 

Score .53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57872 

121024 

8 

OJ000320_39.0418.C1 .ol.tm 
. 181 
none 



Seq. ID OJ00.0320_39.0418.C1 

Strand - ' 

End 819 . 

Method TBLASTX : Mai ze 

End 442 

Score 134 



181. .330, .1.99. .345, -200... 346, 204. .356, 213. .356, 295. .441, 
353.-442, 356. .442 



Seq. No. 57873 

Gene No. 121025 

Start 268 

Name OJ000320_39 . 0418 . C2 . ol . gs 

Start 268 

GI none . 

..Exons 268 V. 405, 906.. 935 



Seq. ID OJ000320_39.0418.C2 
Strand 

End 935 

Method GENSCAN 

End 935 

Score .55 



Seq. No. 57874 

Gene No. 121026 , ' 

Start *' 1 

Name' OJ00'0320_39 . 0418 . C3 . ol . gs 

Start 1 

GI none 

Exons 1..79, 766.. 1271, 1349.. 1684 



Seq. ID\ OJ000320_39.0418.C3 
• Strand , +, ' 
End 3730 
Method GENSCAN ' 
End 1684 
Score .73 



Seq. No. 

Gene- No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



57874 

121026 ■ ■ 
1 

OJ000320_39. 0418 .C3.ol.np 
1 

6016874 
1..107, 662. .812 

(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R3116 ) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. ID OJ000320_39.0418.C3 

Strand- • " +. 

End 3730 

Method AAT/NAP 

End 812 

Score 60 



57874 

121026 

1 



Seq. ID OJ000320_39.0418.C3 
Strand + 
End 3730 



58300 



Name OJ000320_39 . 0418 . C3 . o2 . np Method AAT/NAP 

Start —890 End 3730 

GI 7487367 „ . *' . . Score 335 

Exons ' 890.. 1276, 1357.. 1507, 2333Y. 2401', 2450.. 2559, 3693.. 3730 

GI Descrip. hypothetical protein T23J7 . 160 - Arabidopsis thaliana 

gi I 4741200 | emb| CAB41866.il (AL049746) hypothetical protein 

[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 
Exons 



Seq. No.- • 
Gene No. 
Start 
Name 
Start • 
GI 

Exons : 
GI Descrip. 



57874 

121026 

1 

OJ000320_39 . 0418 . C3 . o2 . tm 

1013 

none 

1013. .1057, 1014. .1082, 1161. 
1384. .1524 



Seq. ID OJ000320_39.0418.C3 

Strand + 

End 3730 

Method TBLASTX : Mai ze 

End 1525 

Score 108 

.1274, 1163.. 1273, 1322.. 1525, 



57874 , ... Seq. ID 

121026 . : * " '■ Strand 
1 ; End 

OJ000320_39.0418.C3.ol.gp Method 
1076 End 
uC-osroM202005hl0bl Score 
1076.'. 1365 

'5123950/emb ICAB45508.il 1.0e-10 (AL079349) endoxyloglucan 
transferase-like protein [Arabidopsis thaliana] ' 



OJ000320_39.0418.C3 
+ 

3730 - ' 

AAT/GAP 

1365 

547 



Seq. No. 

Gene No. 

Startf 

Name 

Start 

GI 

Exons 



57874 Seq. ID 

121026 Strand 

1 End 

OJ000320_39.0418.C3.ol.tm Method 

2298 End 

none Score 



OJ000320_39.,0418.C3 
+ 

3730 

TBLASTX: Maize 

2683 

90 



2298. .2360, 2298. .2363, 2300. .2362, 2300 .. 2368/ • 2394 2606, . 
2401. .2679, 2402. .2683 



Seq. No. 578?5 

Gene No. 121027 ' ■■ 

Start 1068 

Name' OJ000320_39 . 04 18 . C4 . ol . gs 

Start 1068 
•GI none 

Exons ' 1068.. 1125, 1886.. 2089,. 2234. 

'4286. ,4565, 4644. , 4799, 5266. 
. 6209.;, 6711 



Seq., ID . OJ000320_39. 041.8 . C4 . 

Strand' + 

End 6711 

Method GENSCAN 

End 6711 

Score .4 

.2334, 2483. . 2 682, '.""2982'.' .33.71; 
.5292-, 5475. .55'94, 5809.. 5863, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57875 

121027 

1068 

OJ000320__39.0418.C4.ol.np 

1882 

7447414 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1882. .2089, 2234. .2346, 2501. .2682, 2982. .3387 
xyloglucan endo-1 , 4-beta-D-glucanase homolog F25G13.170 - 
Arabidopsis thaliana gi | 512394 9 | emb | CAB45507 . 1 | (AL079349) 
endoxyloglucan transferase-like protein [Arabidopsis thaliana] 
gi | 7268010 | emb | CAB78350 . 1 | (AL1 61535) endoxyloglucan 



OJ000320_39.0418.C4 
+ 

6711 
AAT/NAP 
3387 
566 



58301 



transf erase-like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start f 
Name 
Start 
GI 

Exons 

GI Descrip. 



5787,5 

121027 

1068 

OJ000320_39.0418.C4 .ol.gp 
1921 
4880017 
1921. .2078, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2242. .2334, 2483. .2654 
5123950/emb|CAB45508. 1 1 1.0e-10 (AL.079349) endoxyloglucan 
transferase-like protein [Arabidopsis thaliana] 



OJ000320_39.0418.C4 
+ 

6711 
AAT/GAP 
2654 
696 



Seq. No. .57875 Seq. ID 

Gene No. 121028 Strand 

Start 8171 - End 

Name OJ000320_39 . 04 18 . C4 . ol . tm Method 

.Start. .223.0. End. 

GI none Score 
Exons 



OJ000320_39.0418.C4 
+ 

9595 

TBLASTX: Maize 

3153 . 

82 



2230. .2346, 2513 2683,' 2548 . .'2670, - 3055 3153, 3057. .3146 





C 1 rt j-* VT rt 

Seq. No. 


C i o "7 c: 

D lo Id 






Seq. ID 


OJUUUozU o9.U41o.C4 




/">___ XT rt 

Gene No . 


lZ IUzo 






Strand 


+ 




btart 


o 1 / 1 






End 


yoyo 




Name 


UJUUUJzU jy 


.0418, 


.C4 .ol.tc 


Method 


i bliAo i a : tress 




btart 








End 


£ / DO 




PT 


none 






Score 


£. O O 


ru " 


Exons 


2504 . .2758, 


2548, 


. .2685 ,. 








Seq. No. 


57875 






Seq. ID 


OJ000320_39.0418.C4 


vy 


Gene No. 


121028 






Strand 


+ 




Start 


8171 






End 


9595 




Name 


■OJ000320 39 


.0418, 


.C4 .ol.ts 


Method 


TBLASTX: Soybean 


i ^ 


Start 


2513 






End 


2725 


5 


GI 


none 






Score 


241 • 




Exons 


2513. .2725, 


2542, 


. .2688 








Seq. No. 


57875 






Seq. ID 


OJ000320_39. 04.18 . C4 


i !l 


Gene No. 


121028 






Strand 


+ ' - 




Start 


8171 






End 


9595 


s ; = 
•x. '=r 

a '-^ 


Name 


OJ000320 39 


.0418, 


, C4 ,o2.np 


Method 


AAT/NAP 




Start 


8171 






End 


9595 




GI 


5070280 






Score 


277 




Exons 


8171. .8305, 


9143, 


..9272, 9533. 


.9595 






■.GI Descrip. 


(AF.116849) : 


LIM domain protein WLIM-1 


[Hel'ianthus annuus] . 




Seq. No. 


57875 






Seq. ID 


OJ000320_39.0418.C4 




Gene No. 


121028 






Strand 


+ . 




Start 


8171 






End 


9595 




Name 


OJ000320 39 


.0418. 


,C4 .o2.tm 


Method 


TBLASTX: Maize 




Start 


8185 






End 


9594 




GI 


none 






Score 


206 




Exons 


8185. .8304, 


8185, 


,.8286, 8186. 


.8305, 8 


186.. 8302, 9137.. 9262, 



9141.. 9242, 9.142.. 9261, 9549.. 9590, 9550.. 9594 



Seq. No. 57876 Seq. ID OJ000320_39 . 04 18 . C7 

Gene No. 121029 Strand + 

Start 2631 End 3665 



58302 




Name 


(JJUUUJZU jy . I O . / . O^ . y s 


rjet noa 








Start 


0 £ "3 1 
Z DO I 


T?r>H 

£jna 


jDDj 








none 


Score 


ft s 






Exons 


9 £ "3 1 ^ 1 ft 9 ^ ^ f) 1 ^ £ R 










oeq • no . 


* 57876 


Seq. ID 


OJ000320_39 


.0418 




Gene No . 


121030 


Strand 








Start 


502 


End 


4276 






Name 


OJ000320 39.0418.C7.ol.np 


Method 


AAT/NAP 






oiart 


407 


End 


4276 








5091543 


Score 


427 






Exons 


407. .476, 736. .888, 990. .1064, 1465. .1602, 1750. .1808, 






1927. .2138,. 4233. .4276 










kjl uescnp . 


(AC007067) T10O24.12 [Arabidopsis thaliana] 






Seq. No. 


57876 


Seq. ID 


OJ000320_39 


.0418 


.C7 


Gene No. 


121030 


. Strand 


- 






bldlt 


502 


End ' 


4276' 






Name 


OJ000320 39.0418.C7.ol.gs 


Method 








CM i >- +- 

b tar t 


502 


End 


2053 








none 


Score 


.78 






Exons 


502. .681, 805. .888, 1465.. 


1602, 1750.. 


1808, 1927.. 


2053 




beq . INO . 


57877 


Seq. ID 


OJ00032-0_39 


. 0418\C8 


Gene No." 


- 121031 


Strand 


+ 






Start 


1 


End 


2692 






Name 


OJ000320 39.0418.C8.ol.np 


Method 


7\ 7\ T /WAD 






Start 


1 


End 


2692 






T 

bi 


7106508 


Score 


122 






Exohs 


1..95, 170. .509, 559. .768, 


2020. .2075, 


2627. .2692 






GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 






Seq. No. 


57877 


Seq. ID 


OJ000320_39 


.0418 


.C8 


Gene No. 


121031 


Strand 


+ 






b tart 


1 


End 








Name 


OJ000320' 39..0418.C8.ol.gs 


Method 


GENSCAN . 






Start 


243,, , ^ ' . . 


.End 


473 






GI 


none 


Score 


.59 ■* ' 






Exons 


243. .473 










Seq. No. 


57877 


Seq. ID 


OJ000320_39 


.0418 


• C8 


Gene No. 


121032 


Strand 


+ . 




M 


b t art 


3605 


End • 


3721 \ 






Name 


•OJOO'0320 39.0418.C8.oi.gp- 


Method 


aat/gap 






Start. - . 


3605 


- .End . 


3721 . 






GI 


969000 


Score 


175 






Exons 


3605. .3721 










Seq. No. 


57877. 


Seq. xV 


OJ000320_39 


.0418 


.C8 


Gene No. 


121033 


Strand 








Start 


1406 


End 


2401 






Name 


OJ000320 39.0418.C8.o2.gs 


Method 


GENSCAN 






Start 


1406 


End 


2389 






GI . 


none 


Score 


1 






Exons 


1406. .2389 










Seq. No. 


57877 


Seq. ID 


OJ000320_39 


.0418 


.C8 



58303 



Gene No. 121033 Strand 

Start 1406 End 2401 

Name OJ000320_39 . 04 18 . C8 . o2 . np Method AAT/NAP 

Start 1412' End 2401 

GI 7433097 Score 867 

Exons " 1412.. 2401 

GI Descrip. probable peroxidase - Arabidopsis thaliana 

gi|2245128|emb|CAB10549.1| (Z97344) peroxidase like protein 
[Arabidopsis thaliana] gi I 7268522 | emb | CAB78772 . 1 | (AL161547) 
peroxidase like protein [Arabidopsis thaliana] 



Seq. No. 57877 Seq. ID 

Gene No. 121033 Strand 

Start 1406 ■ End ■ 

Name OJ000320_39 . 04 18 . C8 . ol . tm Method 

Start 1415 . End 

GI '.. none ..Score'. ', 

Exons 



OJ000320_39.0418.C8 
2401 

TBLASTX: Maize 
2243 

.110 , 



1415. .1753, 1416. .1559, 1499. .1615, 1623. .1754, 1775. .1999, 
1782. .1931, 1901. .2242, 1958. .2173, 1989. .2243 



Seq. No. 57877 

Gene No. 121033 

Start 1406 ■ 

Name OJ000320_39 . 04 18 . C8 . ol . tc 

Start 1424 

GI none 

Exons 1424. .1666, 1700.. 1753, 1775, 
2187. .2303 



Seq. ID OJ000320_39.0418.C8 
Strand 

End 2401 

Method TBLASTX: Cress 

End 2332 

Score 47 

.2143, 1989. .2141, 2159. .2332, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57877 

121033 

1406 

OJ000320_39.0418.C8.ol.ts 

1436 
none 

1436. .1687, 1706. .1753, 1775, 
2106. .2303 

57877 

121033 

1406 

OJ000320_39 . 04.18 . C8 . ol . tw 

1775 

none 



OJ000320_39.0418.C8 
2401 

TBLASTX: Soybean 

2332 

78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2056, 1791.. 1877, 2105.. 2332, 



Seq. ID -OJ000320_39.0418 .C8 
Strand 
End 

Method 
End 
Score 



2401 

TBLASTX: Wheat 

2326 

68 



177.5 ...2326,; 1791.. 1913, 197.6.. 2122, 1989.. 2303 



Seq. No. . 57878 Seq. ID OJ000320__39 . 04 18 . C9 

Gene No. 121034 Strand 

Start 1 End 3166 

Name OJ000320_39 . 04 18 . C9.. ol . gp Method AAT/GAP 

Start 1 End 54 6 

GI LIB3434-010-P1-K1-F1 Score 544 

Exons . 1..116, 211.. 360, 438.. 546 

GI Descrip. '2829865 4.0e-41 (AC002396)' N-terminal region similar to DNA-J 
proteins [Arabidopsis thaliana] 1 



Seq. No. 



57878 



Seq. ID OJ000320_39.0418.C9 



58304 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



121034 Strand 

1 ' End 

OJ000320_39 . 0418 . C9 . ol . np Method 

1 ' . End 

424 9662 Score. 



3166 k 
AAT/NAP 
3142 
816 



1..116, 212. .360, 438. .562, 644. .717/ 1166. .121'6, 2076. .2180, 
2267. .2378, 2477. .2559, 2627. .2750, 3015. .3142 
(AF089810) Altered Response to Gravity [Arabidopsis thaliana] 
gil 6714354 | gb | AAF26045 . 1 | AC01598 6_8 (AC015986) ARG1 protein 
{Altered Response to Gravity) [Arabidopsis thaliana] 



57878 

121034 

1 

OJ000320_39.0418.C9.ol.tc 
48 

none ' 



Seq. ID OJ000320_39.0418.C9 
Strand 

End 3166 

Method TBLASTX : Cress 

End 3151 

Score ' -■ 61. *■ • 



48.. 119, 61.. 114, 212.. 361, 219.. 362, 427.. 543, 4 37. .54 4,. 
643. .720, 653. .724, 1166. .1225, 2059. .2187, 2073. .2186, 
2076. .2189, 2264. .2380, 2265. .2384, 2477. .2524, 2479. .2562, 
2626. .2742, 2627. .2752, 2628. .2753, 3023. .3151 



OJ0O*0320 39. 0418. C9 



Seq. No. 57878 Seq. ID 

Gene No. 121034 Strand 

Start * 1 End 

Name OJ000320_39 . 04 18 . C9 . ol . tm Method 

Start 48 * End 

GI none ** Score . 

Exons 48. .119, 50. .124, 64. .117, 66. .119, 209. .361, 210. .362,, 

219. .377/ 412, .546, 426. .548, 427. .546, 625. .720, 630. .719, 
632. .721, 1166. .1225, 2073. .2183, 2077. .2184, 2264. .2356, 
2265. .2345 



3166 

TBLASTX: Maize 

2356 

91 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

.GI 

Exons 



57878 

121034 

1 

OJ000320_39*. 0418.C9.ol.gs 

212 

none 



Seq. ID OJ000320_39.0418.C9 
Strand 

End 3166 

Method GENSCAN ; 

End 3166 ' 

Score .86 



212. .360, 438.-546, 631. .717, 1166. .1216, 2267. .2378, 
2477.. 2559, 2627.. 2750, 3015.. 3166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.57878 . 

121034 ' • . ; 
1 

OJ000320_39.0418.C9.o2.ts 

433 

none 



Seq. ID OJ000320_39.0418 ..C9 
Strand ; ; • ' 

End 3166 . . . 

Method TBLASTX : Soybean 

End 720 

Score 7 6 



433. .543, 437. .544, 640. .720, 644. .718, 649. .720 



57878 

121034 

1 

OJ000320_39.0418.C9.ol.ts 

2264 

none 



Seq. ID OJ000320_39.0418.C9 
Strand 

End 3166 

Method TBLASTX: Soybean 

End 3100 

Score 105 



2264. .2380, 2286. .2387, 2482. .2562, 2620. .2742, 2624. .2749, 



58305 



2627. .2752, 2628. .2768, 3006. .3092, 3023. .3100 



Seq. No. 57878 

Gene No.' 121034 
Start _1 

Name OJ000320_39 . 04 18 . C9 . o2 . tm 

Start 2357 

GI none 

Exons 2357.. 2380, 2361.. 2381, 2473. 



OJ000320_39.0418.C9 
3166 

TBLASTX: Maize 
3158 
34 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2556, 2480. .2539, 2481. 



2622. .2768, 2627. .2752, 2629. .2754, 3012. .3092, 3014, 
3023. .3118, 3024. .3125, 3104. .3157, 3105. .3158 



,2555, 
.3082, 



Seq. No. 57879 Seq. ID 

Gene No. 121035 Strand - 

Start 509 End 

Name OJ000320_39 .0418. C10 . ol . gs Method 

Start 509 . . End 

GI none , . '■■ Score 

Exons 509.. 676 



OJ000320_39. 0418. C10 
+ 

676 

GENSCAN 

676 ■'■ 
. 47 ' ; • 



Seq. No. 57879 Seq. ID 

Gene No. 121036 Strand. 

Start 951 End 

Name . OJ000320_39 . 0418 . C10 . ol . np Method 

Start 951 * End 

GI 6539571 Score 

Exons 951.. 1156 

GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



OJ000320_39. 0418. C10 

1156 
AAT/NAP 
1156 
60 



Seq. No. 57880 . Seq. ID 

Gene No. 121037 Strand 

Start 146 End 

Name OJ000320_39 . 04 18 . CI 3 . ol . tm Method 

Start 15 End 

GI none Score 
Exons 



OJ000320_39.0418.C13 
+ 

1687 

TBLASTX: Maize 

938 

64 



15. .128, 16. .123, 140. .220, 156. .230, 195 . . 260 , . 239 . . 295 , 
333..3S3, 422. .757, 428. .667, 467-;. 790, 517. .684, 698. .865, 
708. .818,. 729. .818, 731. .778, 737. .919, 759. . 860, 826. .882, ■ 
843. .938 



Seq. No. 57880 Seq. ID 

Gene No. 1210.37 Strand 

Start 146 .End 

Name OJ000320_39 . 0418 . C13 . ol '. gs 'Method " 

Start 146 End ' 

GI none Score 

Exons 146.. 1680 



OJ000320_39.0418.C13 
+ 

1687 

GENSCAN •' '• 

168.0 

.58 



Seq. No. 57880 Seq. ID 

Gene No. 121037 Strand 

Start 146 End 

Name OJ000320_39 . 04 18 . C13 . ol . gp . Method 

Start 961 End 

GI uC-osflcyp032h03bl Score 

Exons 961.. 1469 

GI Descrip. 1 2834 42/pir 1 | A40215 5.0e-09 TcD antigen - Trypanosoma cruzi 1 



OJ000320_39.0418 .C13 
+ 

1687 
AAT/GAP 
1469 
932" 



58306 



Seq. No. 57880 
Gene No. 121037 
Start 146 

Name - OJ000320_39 . 04 18 . C13 . o2 . tm 

Start ■■" 989 

GI none . . 

Exons 989.. 1240, 1073.. 1300, 1082. 

1084. .1218, 1142. .1363, 1142 
1253. .1426, 1263. .1466, 1283. .1543, 1287 
1308. .1406, 1343. .1603, 1343. .1570, 1401 
1458.. 1502, 1463.. 1687, 1467 



Seq. ID OJ000320_39.0418.C13 
Strand + 

1687 

TBLASTX: Maize 
1687 
65 

1226, 1083.. 1202, 



End 

Method 
End 
Score 
,1225, 1083 



1360, 1223.. 1480, 1248.. 1412, 

1541, 1305. .1340, 

1613, 1403.. 1636, 

1643, 1521. .1643, 1544. .1579 



Seq. No. 57881 Seq. ID 

Gene No. 121038 Strand 

Start 536 End 

Name OJ000320_39 . 04 18 . C14 . ol . gs . Method 

Start 536 ' \- . ' • End ' 

GI none ■ Score 

Exons 536.. 895, 1168.. 1509, 1952.. 2045, 2147 
2767.. 2946, 3050.. 3103 



OJ000320_39.0418.C14 
+ 

3610 
GENSCAN 

3103 •• •• • ; . 

.96 ' ' . •' >"/ 

. .2277, 2615. .2677, 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57881 . Seq. ID 

121038 Strand 

536 End 

OJ000320_39. 0418.C14 .ol.np Method 

54 3 End 

5091544 Score 



OJ000320_39.0418.C14 
+ 

3610 
AAT/NAP 
3610 • 
675 



543. .'655, 743. .904, 1081. .1450, 1956. .2083, 2147. .2277, 
2615. .2677, 2767. .3103, 3551. .3610 
(AC007067) T10O24.13 [Arabidopsis thaliana] 



Seq. No. 57881 Seq. ID 

Gene No. 121039 Strand 

Start 1 End 

Name OJ000320_39 . 0418 . C14 . ol . gp Method 

Start , 1 End 

GI . none Score 

Exons 1..231 



OJ000320_39.0418.C14 
.231 

AAT/GAP 
231 - 
432 



Seq. No. 57882 Seq. ID 

Gene No. 121040 Strand 

Start 1 ' End 

Name OJ000320_39 . 04 18 . C15 . ol . np Method 

Start 1 ■ ' End- ' 

GI .'5091544 .• . Score 

Exons 1.-.154, 230.. 325 

GI Descrip. (AC007067) T10O24.13 [Arabidopsis ■ thaliana] 



OJ000320_39.0418.C15 
+ 

325 

AAT/NAP 
325 ' •• 

142 " • . • . - .. 



Seq. No. 


57882 






Seq. ID 


OJ000320_ 


39. 


0418 


.C15 


Gene No. 


121041 






Strand 










Start 


1182 






End 


3064 








Name 


OJ000320 39 


0418.C15.ol 


.gs 


Method 


GENSCAN 








Start 


1182 






End 


3064 








GI 


none 






Score 


.54 








Exons 


• 1182. . 1408, 


2^48. .2715, 


2830. 


.3064 










Seq. No. 


57882 






Seq. ID 


OJ000320_ 


39. 


0418 


.C15 



58307 



V3C1IC LN(J • 


191041 

X £. X \J *a X 


Strand 




Start 


1182 


End 


3064 




OJ000320 39.0418.C15.o2.np 


Method 


AAT/NAP - 




1224 


End 


2896 


GI 


732311 


Score 


158 


Exons 


1224. .1405, 2548. .2715, 2830. 


.2896 




GI Descrip. 


HYPOTHETICAL 15.7 KD PROTEIN 


IN PBPD-COMA INTERGENIC REGION 




(0RF2) gi| 1075880|pir | IB55220. pbpD 3*- 


region hypothetical 




protein - Bacillus subtilis gi 1 520537 


(U11882) unknown [Bacillus 




subtilis] gi| 1934785 | emb | CAB07916 | (Z93933) unknown [Bacillus 




subtilis] gi |2635646| emb |CAB15139| (Z99120) alternate gene name: 




wiifrn rUapi line c n n 1 i o 1 
yUylJ [DaLlllUo SUDtlllb J 






Seq. No. 


57882 


Seq.- ID 


OJ000320_39.0418.C15 


Gene No. 


121041 


Strand 




Start 


1182 


End 


3064 


IN dUlC 


OJ0003.20:- 39.0418,C15.ol.ts 


Method • 


• TBLAST.X:.So.ybean 


OLal L 


2549' ' 


- End ' 


288'4'. •' ' 


(IT 

vJ X 


- none 


Score 


135 


F von c 


2549.-2728, 2550.. 2726, 2655. 


.2747, 2826.. 2876, 2828. -.2884 


Can Mn 


57883 


Seq. ID 


OJ000320_39.0418.C16 




121042 


Strand 


+ ' 


Start 


122 


End 


2222 


Name 


OJ000320 39.0418.C16.ol.np 


Methods- 


AAT/NAP 


O Lai L 


122 


End 


2103 


fT 
oX 


5911312 


Score 


551 




122. .427, 584. .730, 880. .978, 


1141. . 1239, 1450. . 1548, 




1639.. 1737, 2005.. 2103 






CZT nocpT*"i n 


(AF026167) ankyrin repeat protein EMB506 [Arabidopsis thaliana] 


Seq. No. 


57883 


Seq. ID 


OJ000320_39.0418.C16 


Gene No. 


121042 


Strand 


+ 


O Lai L 


122 


End 


2222 


Name 


OJ000320 39.0418.C16.ol.gs 


Method 


GEN SCAN 


OLQlt 


128 


End 


2063 


(1 T 


none 


Score 


.86 


Exons 


128....524, 651.. 730, 880.. 978, 


1639. . 1737, 1833. .2063 


O G q . LN O . 


57883 


Seq. ID 


OJ000320_39.0418.C16 




121042 


Strand 


+ 


Start 


122 


End 


2222 


Name 


OJ000320 39.0418.C16.ol.gp 


Method .. 


AAT/GAP.; 


O CdiL 


1209 


End ■ 


2222 ^ 


CT 


LIB3431-047-P1-N1-D8 " 


Score 


805. ■ •. 


Exons 


1209. .1239, 1450. .1548, 1639. 


.1737, 2005.. 2222 


oi uesenp. 


, 5911312/gb|AAD55746.1|AF026167 1 1 . Oe 


-46 (AF026167) ankyrin 




repeat protein EMB506 [Arabidopsis thaliana] ■ 


oeq . no . 


57883 


Seq. ID 


OJ000320_39.0418.C16 


Genp No . 


121043 


Strand 


+ 


Start 


2818 


End 


3248 


Name 


OJ000320 39.0418.C16.o2.gp 


Method 


AAT/GAP •. 


Start 


2818 ' 


End 


3248 


GI 


39248 1.R1084 


Score 


819 


Exons 


2818. .3248 






GI Descrip. 


'4512325/dbj | BAA75230.il 2 . Oe 


-20 (AB023619) methyltransf erase 



58308 



related protein [Mus musculus] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57883 

121044 . " 

2977 

OJ000320_39.0418.C16.o2."np 
2945 
4160294 
294S..3435, 3834. .4118 

(Y18644) methyltransf erase-like protein 1 [Mus musculus] 



'"Seq. ID 
Strand 
End 

Method 

End 

Score 



0 JO 0 0 3 2 0_3 9 . 0 4 1-8 . C I 6 

4386 
AAT/NAP 
4118 
657 





Seq. No. 


57883 


Seq. ID 


OJ000320_39.0418.C16 




Gene No. 


121044 


Strand 






Start 


2977 


End 


4386 




Name 


OJ000320 39.0418.C16.o2.gs 


Method 


GENSCAN 




Start 


2977 


.End 


4154 




GI 


none 


Score-' 


..8/ . . ' 




Exons 


2977. .3435, 3834 . '. 4154 








Seq. No. 


57883" 


Seq. ID 


OJ000320_39.0418.C16 




Gene No. 


121044 


Strand 






Start 


2977 


End 


4386 




Name 


OJ000320 39.0418.C16.o3.gp 


Method 


AAT/GAP 




Start 


3899 


End 


4386 




GI 


uC-osflcypl7 4b05bl 


Score 


976 




Exons 


3899.'. 4386 








GI Descrip. 


'2131358/pir | IS67760 2.0e-ll 


hypothetical protein YDL201w - 



yeast ( Saccharomyces cerevisiae) >gi_1429356_emb_CAA67 4 68_ 
(X99000) ORF D1075 [Saccharomyces cerevisiae] 

>gi_1431332_emb_CAA98779_ (Z74249) ORF YDL201w [Saccharomyces 
cerevisiae] 1 





Seq. No. 


57883 








Seq. ID 


OJ000320 


_39.0418.C16 


? % 


Gene No. 


121045 








Strand 








Start 


8290 








End 


9915 






Name 


OJ000320 39 


.0418 


.C16.o2 


. tc 


Method 


TBLASTX: 


Cress 




Start 


1447 








End 


2091 






GI 


none 








Score 


141 






Exons 


1*4 47 . .1548, 


1449 


. .1508, 


1468. 


.1551, 1636. .1737, 


1638. .1739, 






1639. .1737, 


1644 


. .1739, 


2002. 


.2091, 2004. .2090 






Seq. No. 


57883 








Seq. ID 


OJ000320 


_39.0418..C16 




Gene No. 


' 121045 








Strand ' 








Start ... 


8290 • 








- End ' 


9915 






Name 


OJ00.0320 39 


0418 


C.I6..0I 


. tm . • 


Method 


TBLASTX-: 


Maize 




Start 


2967 








End 


3899 






GI 


none 








Score 


96 






Exons 


2967. .3080, 


2967 


.3209, 


2980. 


.3438, 2981. .3433, 


2989. .3438, 






3822. .3899, 


3831 


.3884 












Seq. No. 


57883 








Seq. ID 


OJ000320 


_39.0418.C16 




Gene No. 


121045 








Strand 








Start 


8290 








End 


9915 






Name 


OJ000320 39", 


0418 


CI6.0I 


. tc 


Method 


TBLASTX: 


Cress 




Start 


• 2987 








End 


3274 






GI 


none 








Score 


259 






Exons 


2987. .3079, 


2989. 


.3273, 


2993. 


.3274 







58309 



Seq. No. 


57883 








Seq. ID 


OJ000320 


_39.0418.C16 


.Gene No. 


121045 . 








Strand 






o tart 


yu 








End 


9915 




• Name 


ujuuuj_u jy. 


n A 1 Q 

, U4 1 o 


. b 1 b . 0 1 


. ts 


Method 


TBLASTX: 


Soybean 


otart 


"3 "3 m 
jjU / 








End 


4103 




bl 


none 








Score 


89 




Exons 


-3 *3 m *3 / 1 1 
jjU / . . 


jj! / 


"3/119 


"3 /I 1 O 
J41Z . 


.3438, 3831. .3938, 


"3 Q "3 O OQQQ 

jo jZ . . jooo, 




*3Q7Q /I 1 fi 1 

jy/y. . 4 iu i , 


OQQ1 

jyo i 


A 1 n "3 
. . 4 1 U J 










Seq. No. 


57883 








Seq. ID 


OJ000320 


__39.0418.C16 


Gene No. 


121045 








Strand 








o _ y u 








End 


9915 




Name 


ujuuu jzu j y . 


U 4 1 o 


. bib . Oj 


. tc 


Method 


TBLASTX: 


Cress 


Cf -i yf 


O O T7 
JJJ / 








End 


4103 




C T 
bl 


none 








Score 


68 




Exons 




"5 O Q Q 

■JJOO 


• "3 A "3 Q 


"3 Q *3 1 


,3944, 3832, .388.8, 


•JQQT ■ /iin*3 




4 UU b . . 4 1 U 1 














Seq. No. 


57883 








Seq. ID 


OJ0.00320 


_39. 0.418. C16 


Gene No . 










Strand 






C 4 1 v-+- 

btart 


o _ y u 








End 


9915 




Name 


UJUUUJ_U oy. 


U4 lo 


. bl D . 0_ 


. tm 


Method 


* TBLASTX.: 1 


Maize 


btart 


jy uu 








End 


,4106 




bl 


none 








Score 


248 




Exons 


*3Qnn /tine 

jyUU . 4 1 U 0 , 


oyui 


. . 4 1U1 










Seq. No. 


57883 








Seq. ID 


OJ000320 


_39.0418.C16 


Gene" No . 










Strand 






otart 


o _ y u 








End 


9915 




Name 




U 4 1 o 


.LID. O J 


. gs 


Method 


GENSCAN 




bear t 


noon 

o_ yu 








End 


9915 






none 








Score 


.81 




Exons 


ooQn one 


QQ1 T 


. . o y o d , 


o y do . 


.9060, 9889. .9915 




Seq. No. 


57884 








•Seq. ID 


OJ000320; 


_39.0418.C17 


Gene No. 


i o i n /i £ 

1_ 1U4 0 








Strand 






Of _ ^i. 

btart 


OR! 








End 


6923 




Name 


. to n m o n 'jq 


U 4 1 o 


r*1 T rvO 

. bl / . OZ 


. gs 


Method 


GENSCAN 




otart 


oZ 31 








End 


6923 




bi 


none 








Score 


.95 




Exons 


foci {rfrco 


D / DU 


. . by_j 










Seq. No. 


57 884 ' : 








Seq. ID- 


■ OJ000320^ 


_39.0418.C17 


Gene No. 


121046 








Strand . 






Of -iv>f 

o tar l 


6251 








End 


6923 




Name 


OJ000320 39. 


0418 


.C17.ol, 


.np 


Method 


AAT/NAP 




Start 


6410 








End 


6900 




bl 


6448480 








Score 


77 




Exons 


6410. . 6652, 


6750 


. . 6900 










GI Descrip. 


(AJ250396) cyclin Dl [Antirrhinum majus] 




Seq. No. 


57885 








Seq. ID 


OJ000320_ 


_39.0418.C18 


Gene No. 


121047 








Strand 


+ 




Start 


217 








End 


1651 




Name 


OJ000320 39. 


0418 


.C18.o2< 


.np 


Method 


AAT/NAP 




Start 


217 








End 


1651 





58310 



GI , 
Exons 

.GI Descrip. 

Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 



6448480 Score . 225 

217. .350, 434. .635, 1608. .1651 
(AJ250396) cyclin Dl [Antirrhinum majus] 



57885. Seq. ID 

121047 * ' Strand 

217 End 
OJ000320_39.0418.C18 .ol.gs Method 

410 End 

none Score 

410. .557, 965. .1134 



OJ000320_39.0418.C18 
+ 

1651 
GENSCAN 
1134 
.49 



Seq. No. 57885 Seq. ID OJ000320_39 . 04 18 . C18 

Gene No. 121048 Strand 

Start 1 End 1091 

Name . OJ000320_39 . 04 18 . C18 . ol . np Method AAT/NAP 

Start ••' . 1' . - ./End.. .. 1091. 

GI '7440172 "Score 59 . 

Exons 1..154, 1021.. 1091 

GI Descrip. ribosomal protein S4 - rice mitochondrion 

gi | 3025870 I gb | AAC26506 . 1| (AF055706) ribosomal protein S4 [Oryzc 
sativa] 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



57885 

■121048 

1 

OJ000320_ 

252 

none 

252. .353, 
433. .606 



39.0418.C18.ol.ts 



259.. 354, 260.. 349, 



Seq.. ID OJ000320_39.0418.C18 
Strand 
End 
Method 
End 
Score 
264. .353, 



1091 ■ a 
TBLASTX : Soybean 
631 
114 

430. .528, 431. .631, 



Seq. No. 


57885 








Seq. ID 


OJ000320_39.0418.C18 


Gene No. 


121048 








Strand 




Start 


1 








End 


1091 


Name 


OJ000320 


_39.0418.C18 


.ol" 


. tc • 


Method 


TBLASTX: Cress 


Start 


260 








End 


631 


GI 


none 








Score 


107 


Exons 


260. .352, 


261. .362, 


431 


. .631, 


436. .579 




Seq. No. 


57885 








Seq. ID 


OJ000320_39.0418.C18 


Gene No. 


121048 








Strand 




Start 


i . : . . 








, End . . . 


1091 


Name 


OJ000320 


39;0418.C18 


.ol 


.tm . " 


Method • 


TBLASTX: Maize 


Start 


• 448 ; 








.End . 


667 . . :. . 


GI 


none 








Score 


214 


Exons 


448. .630, 


455. .667, 


455 


. .634 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57886 



Seq. ID OJ000320_39.0418.C19 



121049 Strand 
974 End 1573 

OJ000320_39 . 04 18 . C19 . ol . np Method AAT/NAP 
974 End 1573 

6069646 Score . 277 

974.. 1573 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi |- 6907 112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 



-58311 




Arabidopsis thali-ana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] — 





Seq. No. 


D / OOt) 




beq. id 


UJUUUoZU jy.U41o 


r* 1 n 

. y 




Gene No . 


xZ 1U4 y 




btrana 








Start 


Q1 A 

y /4 




hna 


1 r -j 0 






Name 


mnnmon on a/iiq r* 1 g /O 

ojuuujZU jy .u4io.Liy.oi 


. tw 


Metnoa 


i bLAb 1 a : wneat 






Start 


1101 




End 


1448 






GI 


none 




Score 


171 






Exons 


11U1. . ± ± 4 0 , IZoU. .1440 












Seq. No. 


C ~7 0 0 c 
D/OOO 




beq. iu 


ATr\nmon og n a 1 q 


. 01 y 




Gene No . 


iz 1U4 y 




Strand 








Start 


y / 4 




bna 


1 C "7 O 

ID / J 






Name 


ujuuujzu jy . U4 lo . uiy . 01 


. tm 


Method 


1 hiLAb 1 a : Ma 1 z e 






.Start 


1182 ;,; ... . 




. End 


. 1461 






GI 


hone 




Score 


• 119 






Exons 


11oi..14d/, lZb4...14bl 












Seq. No. 


C "1 O O T 

5 78 0/ 




Seq. ID 


OJUUUJzU oy.U41o 


. 1 




Gene No . 






Strand 


+ 






Start 


207 4 




End 






f := = 


Name 


OJ00U32U jy . U4 lo . C-^l . Ol 


.gs 


Method 


GENSCAN 






Start 


0 n 0 >i 




. End 


ob^b 








none 




Score 






fU 


Exons 


2074. .3096, 3123. .3626 












Seq. No. 


57887 




Seq. ID 


OJ000320_39.0418 


.C21 




Gene No . 


121050 




Strand 


+ 






Start 


2074 




End 


3626 






Name 


OJ000320 39.0418.C21.ol 


.np 


Method 


AAT/NAP 






Start 


2137 




End 


3597 








7487366 




Score 


544 






Exons 


2137.. 3146, 3181.. 3597 












GI Descrip. 


hypothetical protein T23J7. 


150 - Arabidopsis thaliana 




?* 




gil 4741199 | emb | CAB4 18 65 


.11 


(AL04 97 4J5). 


putative, protein • 








[Arabidopsis thaliana] 












Seq. No. 


57887 




Seq. ID 


OJ000320_39.0418 


. 1 




Gene No . 


121051 




Strand 


+ 






Start 


6969 




End 


8444 






Name 


OJ000320 39.0418.C21.o3 


.gs 


Method 


GENSCAN ... 






Start 


6969 ' 


End 


8444 






GI 


none 




Score • 


.81 






Exons 


6969. .7879, 7976. .8444 












Seq. No. 


57887 




Seq. ID 


OJ000320_39.0418 


.C21 




Gene No. 


121051 




Strand 


+ 






Start 


6969 




End 


8444 






Name 


OJ000320 39.0418.C21.o2 


.np 


Method 


AAT/NAP 






Start 


6972 




End 


8362 






GI . 


7487366 




Score 


415 






Exons 


6972. .8362 












GI Descrip. 


hypothetical protein T23J7. 


150 - Arabidopsis thaliana 








gi | 47411991 emb ICAB4 18 65 


.11 


(AL049746) 


putative protein 








[Arabidopsis thaliana] 
















58312 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57887 

121052 

8792 

OJ000320_39.0418.C21.o2. ts 

2644 

none 



Seq. ID OJ000320_39.0418.C21 
Strand 

End ' 12492 

Method TBLASTX : Soybean 

End 7769 

Score 52 



2644. .2712, 2703. .2978, 2818. .2979, 7488. .7769 



Seq. No. 57887 

Gene No. 121052 

Start 8792 

Name OJ000320_39 . 04 18 . C21 . o3 . tm 

Start 3186 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000320_39.0418.C21 
Strand 

End ■ 12492 

Method TBLASTX: Maize ' 

End 8306 

Score 61 



3186. .3269, 3281. .3430, 3309. .3422, 3402. .3476, 3513. .3557, 
80;43„.8111, .8067. .8165, 8181. .8306 . 



57887 ■ 
121052 
8792 

OJ000320_39.0418.C21.ol.gp 

8792 

4671 1.R1084 



Seq. ID OJ000320_3.9.0418.C21 
Strand 

End 12492 

Method AAT/GAP 

End 11698 

Score 1405 



8792.. "8953, 9048.. 9165, 9256.. 9334, 101 92 .. 10392 , 104 90 .. 10525, 
11462. .11698 

M544428/gb|AAD22337.1|AC006955_23 7.0e-33 (AC006955) unknown 
protein [Arabidopsis thaliana] 1 - 



Seq. No. 57887 

Gene No. 121052 

Start 8792 

Name OJ000320_39 . 04 18 . C21 . o2 . tm 

Start 9053 

GI none 
Exons 



Seq. ID OJ000320_39. 0418 .C21 
Strand 

End 12492 

Method ' TBLASTX: Maize 

End 9339 

Score 164 



9053. .9163, 9054. .9164, 9056. .9163, 9057. .9164, 9218. .9334, 
9256. .9339, 9257. .9334 r; ' . 



Seq. No. 57887 Seq. ID OJ000320_39'.' 0418 . C21 

Gene No. 121052 Strand - 

Start 8792 End 12492 

Name OJ000320_39 . 04 18 . C2.1 . ol . tc . . .Method TBLASTX : Cress 

Start '9083 ; End. 10531' 

GI none Score 64 

Exons 9083. .9160, ■ 9098. .9169, 9260 .. 9325, . 1018 9 .. 10236, 10190 .. 10240, 
10251. .10397, 10330. .10389, 10475. .10531 



Seq. No. 57887 

Gene No. 121052 

Start 8792 

Name OJ000320_39 . 0418 . C2 1 . ol . ts 

Start 9092 

GI none 
Exons 



Seq. ID OJ000320_39.0418.C21 
Strand 

End 12492 

Method TBLASTX : Soybean 

End 10531 

Score 81 



9092. .9163, 9095. .9169, 9257. .9337, 1018 6 .. 10287 , 10190 .. 10285, 
10239. .10397, 10290. .10391, 10487. .10531, 10489. .10527 



Seq. No. 



57887 



Seq. ID OJ000320 39.0418.C21 



58313 






Gene No. 


121052 


Strand 






Start 


8792 


End 


12492 




Name 


OJ000320 39.0418.C21.o3.np 


Method 


AAT/NAP 




Start 


9251 


End 


.11971 




GI 


4544428 


Score 


329 




Exons 


9251.. 9334, 10192 . .10392, 104 90 10525, 


11462. .11534', * 






11869. .11971 








GI Descrip. 


(ACU0o9dd) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


c n o o i 

0 /oo7 


Seq. ID 


OJ000320_39.0418.C21 




Gene No. 


121052 


Strand 






Start 


o / y2 


End 


12492 




Name 


OJ000J2U 3y . 04 18 . Czl . ol . tm 


Method 


TBLASTX: Maize 




Start 


10145 ■ ■ 


End 


10531 




GI 


none 


Score 


48 




Exons 


1014 5 . . lUlo i, 10 14 0 . . 1 Olo 1 , 


10189. .10278, 10189. .10278, 






10190 10279, 10223 . .. 104.56, 


.10242... 10451, .1024 7... 1048 6, . 






104 42 .. 10528 , 10460.. 10531 








Seq. No. 


C T O O "1 

57887 


Seq. ID 


OJ000320_.39.0418.C21 




Gene No.' 


121052 


Strand 






Start 


m no 

87 92 


End " 


12492 




Name 


ojuuuj2U jy . U 4.1,0 . QZ 1 . 04 . gs 


Method 


GENSCAN 




Start 


1 1 1 Ol 

1 1 LZ 1 


End 


12492 




GI 


none 


Score 


.57 . 


TPs 


Exons 


11121. .11208, 11498. .11833, 


12395. .12492 


= ; = 


Se,q. No. 


57888 


Seq. ID 


OJ000250_33.0419.C1 




Gene No. 


121053 


Strand 




^ =? 


Start 


87 


End 


1509 




Name 


OJ000250 33.0419.Cl.ol.np 


Method 


AAT/NAP 


f !J 


Start 


87 


End 


1509 




GI 


7487959 


Score 


834 




Exons 


87. .335, 492. .554, 649. .784 


, 875. .1509 




r -i 


GI Descrip. 


MSP1 protein homolog T13J8. 


110 - Arabidopsis thaliana 






gil 44 55359 lembl CAB367 69.il 


(AL035524) putative protein 


L jl 
r ~ 


* - 


[Arabidopsis thaliana] . gi | 7269654 | emb | CAB7 9602 . 1 | (AL161572; 


V 




putative protein [Arabidopsis thaliana] 




f;=s 


Seq. No. 


57888 


Seq. ID 


OJ000250_33.0419.C1 


f3 


Gene No. 


121053 


Strand 






Start 


87 


End 


1509 




•Name 


OJ000250 33.0419.Cl.ol.gp 


.Method 


AAT/GAP 




Start 


- 262 


• . End 


953 • •-• 




GI 


■15790 1.R1084 


Score 


668 




Exons 


262. .362, 492. .554/ 649. .784, 875.". 953 






GI Descrip. 


'4455359/emb|CAB36769.1| 9. 


Oe-42 (AL035524) putative proteii 






[Arabidopsis thaliana] ' 








Seq. No. 


' 57888 


Seq. ID 


OJ000250_33.0419.C1 




Gene No. 


121053 


Strand 






Start. 


87 


End 


1509 




Name 


OJ000250 33.0419.Cl.ol.gs 


Method 


GENSCAN 




Start 


278 


End 


1440 




GI 


none 


Score 


.98 




Exons 


278. .362, 492. .554, 649. .784, 875. .1199 


1281. .1440 



58314 



Seq. No. 

Gene No. 

Start 

Name 

Starts 

GI 

Exons 



57888 

121053 

87 

OJ000250_33.0419.C1 .ol.tm 
. 477 
none 



Seq. ID OJ000250_33.0419.C1 
Strand 

End 1509 

Method TBLASTX: Maize 

End 14 43 

Score 68 



477. .560, 649. .711, 649. .732, 653. .715, 709. .786, 710. .787, 
873. .1061, 874. .1443, 874. .1182, 1249. .1437, 1251. .1442 



Seq. No. 57888 

Gene No. 121053 

Start 87 

Name OJ000250_33 . 04 19 . CI . o2 . tc 

Start 477 

GI none 
Exons 



Seq. ID OJ000250_33.0419.C1 
Strand 

End 1509 

Method TBLASTX : Cress 

End 936 

Score 110 



477. .560, 649. .786, 653. .793, 874. .936 



Seq. No. 57888' 

Gene No. 121053 

Start 87' 

Name ' OJ000250_33 . 04 19 . CI . ol . ts 

Start 492 

GI ' none 
Exons 



Seq.' ID ' OJ000250_33.0419.C1 
Strand 

End 1509 

Method TBLASTX : Soybean 

End 1441 

Score 252 



492. .560, 649. .750, 874. .1182, 875. .1180, 883.. 1284, 1249. .1290, 
1270. .1440, 1285. .1371, 1346. .1441 



Seq. No. 57888 

Gene No. 121053 

Start 87 

Name OJ000250_33 . 04 19 . CI . o2 . tw 

Start 492 

GI none 
Exons 



Seq. ID OJ000250_33.0419.C1 
Strand 

End 1509 

Method TBLASTX : Wheat 

End 1066 

Score 56 



492. .560, 649. .732, 650. .706, 874. .1065, 875. .1066 



Seq. No. 57888 

Gene .No. 121053 ' 

Start 87 

Name . OJ000250_33 . 0419. CI . ol . tc 

Start 895 

GI none 
Exons 



Seq. ID OJ000250_33.0419.C1 
Strand 

End 1509 

Method TBLASTX : Cress 

End 14 41 

Score 187 



895. .924, 937. .1182, 938. .1180, 1270. .1440, 1285. .1392, 
1352.. 1441 



Seq. No. 5788.8 

Gene No.- 121053 . , - 

Start 87 

Name OJ000250_33 . 04 19 . CI . ol . tw 

Start 1102 

GI none 
Exons 



Seq. ; -ID OJ0002-50_33.0419.C1 

Strand. . - ' 

End 1509 

Method TBLASTX : Wheat 

End 1441 

Score 66 



1102. .1182, 1112. .1183, 1249. .1290, 1270. .1440, 1285. .1398, 
1346. .1441 



Seq. No. 57889 

Gene'No. 121054 

Start' 3440 

Name OJ000250_33 . 04 1 9 . C2 . o2 . np 

Start 3440 



Seq. ID OJ000250_33.0419.C2 

Strand + 

End 8250 - 

Method AAT/NAP 

End 8250 



58315 



J3 — 

is* 



GI 5734621 Score 134 

Exons 3440.. 3495, 5509.. 5713, 8188.. 8250 

GI Descrip,, (AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted .gene. ; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



O /"} /~r M r\ 

j e CJ . LN o . 


57889 


Seq. ID 




bene ino . . % 


121055 


Strand 




C4-3 y-+- 

o tart 


10444 


End 


1 1 7 4 Q 


Name 


OJ000250 33.0419.C2.o3.np 


Method 


AAT /NAP 


OLdI L 


10444 


End 


11749 


GI 


6815t)99 


Score 


83 


Exons 


10444. .10583, 11632. .11749 








(AP001081) hypothetical protein [Oryza 


sativa] 


o e q . ln o . 


57889 


Seq. ID 


OJ000250_33.0419.C2 


/-s VT /-v 

uene ino .. 


.121056' 


. Strand 




ol art 


1 


" End 


4358 


Name 


OJ000250 33.0419.C2.ol.gp 


Method ' 


AAT/GAP 


OLalt 


1 


End 


749 


b-L 


4714811 


Score 


1128 


Exons 


1. .64, 142. .641,. 719. .749 








4455359/emb|CAB36769.1| 5. 


Oe-29 (AL035524) putative protei: 




[Arabidopsis thaliana] 






C o rt M/"\ 

oeq. w o . 


57889 


Seq. ID 


OJ000250_33.0419.C2 


bene no . 


121056 


Strand 




Of -w~+- 

OLatt 


1 


End 


4358 


Name 


OJ000250 33.0419.C2.ol.np 


Method 


AAT/NAP ' 


OLalL 


1 


End 


2811 


bl 


7487959 


Score 


564 


Exons 


1..64, 142. .641, 719. .756, 


2008. .2341, 


2609. .2811 


GI Descrip. 


MSP1 protein homolog T13J8 


.110 - Arabidopsis thaliana 




gi| 44 55359 | emb |CAB367 69.1| 


(AL035524) putative protein 




[Arabidopsis thaliana] gi | 7269654 | emb | CAB7 9602 . 1| (AL16157, 




putative protein [Arabidopsis thaliana] 




oeq. in o . 


57889 ' ' 


Seq. ID 


OJ000250_33.0419.C2 


bene ino. 


121056 


Strand 






1 


End 


4358 


Name 


OJ000250 33.0419..C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


10 


End 


446 


GI 


none 


Score 


46 


Exons . t . 


' 10. .69, 38. . 67, 135. .260, 


150. .233, 261. .446 • 


Seq. No. 


57889 


Seq. ID 


OJ000250_33.0419.C2 


Gene No. 


121056 


Strand 




Start 


1 


End 


4358 


Name 


OJ000250 33.0419.C2.ol.gs 


Method 


GENSCAN 


Start 


142 


End 


4358 


GI 


none 


Score 


.77 


Exons 


142. .641, 1016. .1110, 1388 


..1487, 1907. 


.1942, 2034. .2122, 



2220. .2341, 2609. .2868, 4265. .4324, 4356. .4358 



Seq. No. 
Gene No. 
Start 



57889 

121056 

1 



Seq. It> 

Strand 

End 



OJ000250 33. 0419. C2 



4358 



58316 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_33 . 04 19 . C2 . ol . tm Method . TBLASTX : Maize 

327 End 761 

none Score 136 

327. .650, 352. .639, 501. .644, 714. .761, 7-16;. 760 



57890 

121057 

311 

OJ000250_33.0419.C3.ol.gs 

311 

none 

311. .501 



Seq. ID OJ000250_33.0419.C3 

Strand + 

End 501 

Method GENSCAN 

End 501 

Score .44 



Seq. No. 57890 
Gene No. 121058 
Start 1218 

Name OJ000250_33. 0419.C3.ol .gp • 

Start 1218 

GI LIB34 77-003-P1-K1-E9 

Exons 1218.. 1312 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [pryza 
sativa] ' 



Seq. ID OJ000250_33.0419.C3 
Strand 

1312 

AAT/GAP ■■■ 
1312 
84 



End 

Method 

End 

Score 



Seq^No. 57891 

Gene No. 121059 • 

Start 71 

Name *- ' OJ000250_33 . 04 19 . C5 . ol . gs 

Start 71 

GI none 

Exons 71.. 215 



Seq. ID OJ000250_33.0419'.C5 

Strand ' - 

End 215 

Method GENSCAN 

End 215 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57892 
121060 
1416 

OJ000250_33.0419.C9.ol.gp 
1416 ,f ' 
LIB3474-009-P1-K1-F11 
1416. .1548 

'4455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000250_33.0419.C9 
Strand + 
End 1548 
■Method AAT/GAP 
End -154 8 

Score 221 



57893 
121061 

1310 ' - . : ' 

OJ000250_33.0419.C10.ol.gs 

1310 

none 

1310. .1506 



Seq. ID OJ000250J33. 0419. C10 

Strand ■ +' • 

End ' • 1506 ' ' 

Method GENSCAN 

End 1506 

Score .42 



Seq. No. 57893 

Gene No. 121062 

Start "3369 

Name OJ000250_33 . 04 19 . C10 . o3 . gs 

Start 3369 

GI none 

Exons 3369.. 3510, 3558.. 3752 



Seq. ID OJ000250_33. 0419. C10 
Strand 

End 3752 

Method .GENSCAN 

End ^ 3752' 

Score^ .52 



58317 




Seq. No. 


57894 








Seq. ID 


OJ000250_33. 


0419 


.Cll 


Gene No. 


121063 








Strand 


+ 






Start 


238 6 








End 


2676 






Name 


OJ000250_33 


. 0419 


.Cll.o2. 


gs 


Method 


GENSCAN 






Start 


2386 








End 


2676 






GI 


none 








Score 


1 






Exons 


2386. . 2676 
















Seq. No. 


57894 








Seq. ID 


OJ000250_33. 


0419 


.Cll 


Gene No. 


121064 








Strand 








Start 


1 








End 


1825 






Name 


OJ000250 33 


.0419 


.Cll.ol. 


np 


Method 


AAT/NAP 






Start 


1- 








End 


1821 






GI 


2505884 








Score 


1329 






Exons 


1. .1821 
















GI Descrip." 


. (Y12776) hypothetical protein 


[Arabidopsis.-thaliana]. './:'• 




Seq. No. 


57894 








Seq. ID 


OJ000250_33. 


0419 


.Cll 


Gene No. 


121064 








Strand 








Start 


1 








End 


1825 






Name 


OJ000250 33 


. 0419 


.Cll.ol. 


as 


Method 


GENSCAN 






Start 


14 








End ; 


1821 






GI 


none 








Score 


.6 






Exons 


14. .1821 




- ' 












Seq. No. 


57894 








Seq. ID 


OJ000250_33. 


0419 


.Cll 


Gene No. 


121064 








Strand 








Start 


1 








End 


1825 






Name 


OJ000250 33 


. 0419 


.Cll.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1552 








End 


1825 






GI 


none 








Score 


108 






Exons 


1552. . 1824, 


1730 


. . 1825 












Seq. No. 


57895 








Seq. ID 


OJ000250_33. 


0419 


.C13 


Gene No. 


121065 








Strand 








Start 


41 








End 


148 






Name 


OJ000250 33 


.0419 


.C13.ol. 


gs 


Method 


GENSCAN 






Start 


41 








End 


148 






GI 


none 








Score 


.71 






Exons 


41. .148 
















Seq. No. 


57896 








Seq. ID 


OJ000250_33. 


04.19 


.'C25 


Gene No. 


121066 ■ 








Strand 


+ - • • ' "■■ ' 






Start 


457 








End. 


64 8 






Name 


OJ000250 33 


0419 


.C25.ol. 


gp 


Method 


AAT/GAP 






Start 


457 








End 


648 






GI 


none 








Score 


331 






Exons 


457. .648 
















Seq. No. 


57896 








Seq. ID 


OJ000250_33. 


0419 


.C25 


Gene No. 


121067 








Strand 








Start 


340 








End 


629 






Name 


OJ000250 33 


0419 


.C25.ol. 


gs 


Method. 


GENSCAN 






Start 


340 








End 


629 






GI 


none 








Score 


.42 






Exons 


340. .629 

















58318 



Seq. No. 


57897 




Seq. ID 


OJ000250_33.0419. 


X26 


Gene No. 


121068 




Strand 


+ ■ 




Start 


102 




End 


657 




Name 


OJ000250_33. 0419.C2 6.ol 


.gs 


Method 


GENSCAN 




Start 


102 




End 


657 • 




GI 


none 




Score 


.47 




Exons 


102. . 140, 567 . . 657 










Seq. No. 


57897 




Seq. ID 


OJ000250_33.0419, 


C26 


Gene No. 


121069 




Strand 


, + 




Start 


*' 1512 




End 


1828 




Name 


OJ000250__33. 0419.C26.o2 


.gs 


Method 


GENSCAN 




Start ■ 


1512 




End 


1828 




GI 


none 




Score 


.47 




Exons 


1512 . . 1828 










Seq. No. 


57898 




Seq. I'D 


OJ000250'_33; ; 04i9! 


,'C27 


Gene No. 


121070 




Strand . 


+ 




Start 


389 




End 


14 82 




Name 


OJ000250 33.0419.C27.ol 


. gs 


Method 


GENSCAN 




Start 


389 




End 


1482 




GI 


none 




Score 


.4 3- 




Exons 


389. .707, , 1085. .1143, 1352. .1482 






Seq . No . 


57898 




Seq. ID 


OJ000250_33.0419. 


C27 


Gene No. 


,- 121071 




Strand ' 


— 




Start 


2647 




End 


4362 




Name 


OJ000250 33.0419.C27.ol 


. ts 


Method 


TBLASTX : Soybean- ' 




Start 


• 374 




End 


654 




GI 


none 




Score 


89 




Exons 


374..53S, 387. .536, 387 


. . 623, 


388. . 654, 


388 . . 630" 




Seq. No. 


57898 




Seq. ID 


OJ000250_33.0419. 


C27 


Gene No. 


121071 




Strand 


■ ~ 




Start 


2647 




End 


4362 




Name 


OJ000250 33. 041.9. C27.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


378 




End 


1145 




GI 


none 




Score 


262 




Exons 


378.. 632, 381.. 707, 388 


. .711, 


388 . .708, 


1083 . .1145 




Seq. No. 


57898 




Seq. ID 


OJ000250_33.0419. 


C27 


Gene No. 


121071 




Strand 


_ 




Start 


2647 




End • 


4362' ■ . . • • 




Name 


OJ000250 33. 041^9. C27.oi" 


.W"'.- 


Method 


TBLASTX: Cress : : : 




Start 


387 




End 


711 




GI . 


none 




Score 


376 




Exons 


387. .506, 388. .711, 400 


. .705 








Seq. No. 


57898 




Seq. ID 


OJ000250_33.0419. 


C27 


Gene No. 


121071 




Strand 






Start 


2647 




End 


4362 




Name 


OJ000250 33.0419.C27.o2 


.gs 


Method 


GENSCAN 




Start 


2647 




End 


4362 




GI 


none 




Score 


.62 




Exons 


2647. .2788, 3176. .3247, 


4187. 


.4362 







58319 




Seq. No. 


57899 


Seq. ID 


OJ000250 


_33.0419.C30 


Gene No. 


121072 


Strand 


+ 




Start 


. 767 


End 


olU / 




Name 


OJ000250 33.0419.*C30.ol.gp . 


Method 


AA1 / GAtf 




Start 


767 


End 






GI 


1631793 


Score 


^ i a 
I 1 4 




Exons 


767. .832, 1987. .2063, 2842. .3107 






beq. wo. 


57899 


Seq. ID 






Gene No. 


121073 


Strand 


+ ' 




Start 


3117 


End 


5045 




Name 


OJ000250 33.0419.C30.ol.np 


Method 


'aat/nap 




btart 


3117 


End 


5045 




GI 


6692098 


Score 


1442 




Exons 


3117. .5045 








GI Descrip. 


(AC007764) F22C12.10 [Arabidopsis thaliana] 




Seq. No. 


' 57899 ' 


Seq. ID' 


0 JO 6 0250; 


_33.0419.C30 


Gene No.- 


12107-3 


Strand 


+ 


■ 


start 


3117 


End 


5045 




Name 


OJ000250 33.0419.C30.o2.gp 


Method 


AAT/GAP 




Start 


3365 


End 


3886 




GI 


none 


Score 


1040 




Exons 


■ 3365. .3886 








Seq. No. 


57899 


Seq. ID 


OJ000250' 


Jo . 04 19 . CoU 


Gene No . 


121073 


Strand 


+ 




Start 


3117 


End 


5045 




Name 


OJ000250 33.0419.C30.o3.gp 


Method 


AAT/GAP 




btart 


4343 


End 


4749 




GI 


58105 1.R1084 


Score 


791 




Exons 


4343. .4749 








GI Descrip. 


M586107/emb|CAB4 094 3.1 | 6.0e 


-34 (AL049638) putative disease 




resistance protein [Arabidopsis thaliana] ' 




Seq. No. 


57899 


Seq. ID 


OJ000250 


_33.0419.C30 


Gene No. 


121074 


Strand 






b tart 


4745 


End 


5433 




Name 


OJ000250 '33.0419.C30.o4.gp 


Method 


AAT/GAP ' 




btart 


4745 


End 


5433 




GI 


none 


Score 


1255 




Exons 


4745. .5433 








S eq . No . 


57899.' 


Seq. ID 


' OJ000-250 


_33-. 0419.C30 ' 


Gene no. 


121075 


Strand 






Start 


5887 


End 


7590 




Name 


OJ000250 33.0419.C30.o3.tm 


Method 


TBLASTX : 1 


Xlaize 


Start 


2961 


End 


3514 




GI 


none 


Score 


59 




Exons 


2961. .3011, 2965. .3000, 2970. 


.3017, 3032. .3223, 


3033. .3071, 




3040. .3189, 3108. .3224, 3235. 


.3312, 3239. .3313, 


3239. .3310, 




3240. .3314, 3304. .3441, 3304. 


.3513,. 3314. .3514, 


3314. .3514 


Seq. No. 


57899 


Seq. ID 


OJ000250_ 


_33.04191C30 


Gene No. 


121075 


Strand 






Start 


5887 


End 


7590 




Name 


OJ000250 33.0419.C30.ol.tm 


Method 


TBLASTX: Maize 



58320 



Start 


3836 








End 


4789 






GI 


none 








Score 


902 






Exons 


3836. .4234, 


3837. 


.4442, 


3897. 


.4370, 3914.. 4234, 


3914 . 


.-4204, 




3914. .4069, 


4053. 


.4448, 


4261. 


.4416, 4267.. 4434", 


4271. 


.4405, 




4274 . .4405, 


A A A" A 

4274 . 


A A O A 

. 4 387 , 


A A O C 

4286 . 


.4405, 4286. .4366, 


4446. 


.4664, 




A A C A C A A 

4452 . . 4604 , 


A A C A 

4 4 52. 


. 4 670, 


A A C O 

4 452. 


.4667, 4452. .4667, 


4452. 


.4667, 




4 505 . . 4 660, 


4 505 . 


. 4 654 , 


A C A C 

4 505 . 


.4657, 4506. .4664, 


4508. 


.4663, 




4523 . . 4 666, 


4 523. 


. 4 663, 


4581 . 


.4673, 4704. .4754, 


4704 . 


.4754, 




4710 . . 4754 , 


4 778. 


A A O A 

.478 9 












Seq. No. 


c "? o a a 

578 99 








Seq. ID 


OJ000250 


33.0419.C30 


Gene No. 


121075 








Strand 








Start 


5887 








End 


7590 






Name 


OJ000250_33 


.0419. 


C30.ol 


. tc- 


Method 


TBLASTX : 


Cress 




Start 


1 O *7 A 

Jo / 9 








End 


4691 






GI 


none 








Score 


1266 






Exons '/ 


■ 38.7-9 . . 4 691 , 


3885 . 


.■..40.73.,- 


OA A C 


,4234, 3908.. 4105, 


3977. 


.4108, 




424 5. . 4292 , 


4280'. 


. 4405, 


• A A & A 

42 8-9; 


.4405,, 4292. .4405, 


4472. 


.4621, 




4 505 . . 4 6o9, 


A tZ A O 

4508 . 


yi m a A 
. 4 DO 0 , 


A C A O 

4 5Uo . 


.4654, 4511. .4654 






Seq. No. 


57899 








Seq. ID 


OJ000250 


33..0419.C30 


Gene No. 


i '"vi Air 

121075 








Strand 








Start 


5887 








End 


7590 " 






Name 


OJ000250_33 


.0419. 


C30.ol 


. ts 


Method 


TBLASTX : 


Soybea 


n 


Start 


3896 








End 


4847 




< *■ 


GI 


none 








Score 


572 






Exons 


3896 . . 4087, 


3897 . 


. 4367 , 


3897 . 


.4061, 3903. .4088, 


3908: 


.4090, 




3911 . . 4 054, 


3911. 


. 3991 , 


A A "l 1 

3911 . 


.4045, 3914. .4195, 


3918. 


.4697, 




3918 . . 4 676, 


-41 4^3\ 


. 4193, 


4505 


.4^693, 4710.. 4847, 


4718. 


.4792 


Seq. No. 


C "7 O A A 

578 99 








Seq. ID 


OJ000250 


33.0419.C30 


Gene No. 


121075 








Strand 








Start 


5887 








End 


7590 






Name 


/ataaaaca oo 
OJUUU25U Jo 


.0419. 


C30.O2 


.np 


Method 


AAT/NAP 






Start 


5558 








End 


7590 






GI 


7267618 








Score 


497 






Exons 


IT (T C A r r AO 

5558 . . 5598 , 


5922. 


.6330, 


6558. 


.6636, 7526.. 7590 






GI Descrip. 


/7\T 1 1 y| m \ 

( AL1614 91 ) 


hypothetical 


protein [Arabidopsis thaliana 


] 


Seq. No. 


578 99 








Seq. ID 


OJ000250 


33.0419.C30 


Gene No . 


121075 








Strand 








Start 


5887 








End 


7590 






Name 


r\ T A A A O C A OA 

OJ00025U 33 


.0419. 


C30.O2 


. tm 


Method 


TBLASTX : 


Maize 




Start 


5819 








End 


6199' 






GI . . 


none '. 








Score 


56 .<.--. 






Exons 


5819 . . 5875, 


5820. 


.5876, 


5882. 


.5974, 58£ 


4. .5961, 


5933. 


.6106, 




/~ a c o ^ i a o 

dUdo . . ol9o , 


6073. 


. 6198, 


6152. 


. 6199 








Seq. No. 


57899 








Seq. ID . 


OJ000250 


_33.04 


19.C30 


Gene No. 


121075 








Strand 








C!t- a r-t- 
OLal L 










End 


7590 






Name 


OJ000250 33 


.0419. 


C30.O2 


.gs 


Method 


GENSCAN 






Start 


5.887 








End 


6635 






GI 


none - , 








Score 


.82 






Exons 


5887. .6330, 


6558. 


.6635 












Seq. No. 


57899 








Seq. ID 


OJ000250 


_33.0419.C30 



58321 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



121075 Strand 

5887 End 

OJ000250_33. 0419.C30.o2. ts Method 

6050 1 * : End 

5752490 Score 



7590 

TBLASTX: Soybean 

6660 

218 



6050.. 6331, 6058.. 6336, 6558.. 6656, 6564.. 6638, 6565.. 6660 
2191144 4.0e-33 (AF007269) A_IG002N01 . 24 gene product 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 33.0419.C30 



7590 
AAT/GAP 
6736' 
741 



57899 
121075 
5887 

OJ000250_33.0419.C30.o5.gp 
6116 

LIB34 33-02 9-P1-K1-B1 
6116.. 6330, 6558.. 6736 

1 231982/sp I P16891 1 DCUP_SYNP7 . 2, Oe-37 UROPORPHYRINOGEN 

DECARBOXYLASE (UPD) >gi_1075614_pir A56609 uroporphyrinogen 

decarboxylase homolog - Synechococcus 'sp. (PCC .7 942) 
>gi_4804 0_emb_CAA77766_ (Z11705) putative uroporphyrinogen 
decarboxylase [Synechococcus sp.] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start"' 

GI 

Exons 



57900 

121076 

1 

OJ000250_33.0419.C31.ol.np 
1 

'7267618 



Seq. ID OJ000250__33.0419.C31 < 

Strand - - 

End 4388 • - 

Method AAT/NAP 

End 4388 

Score 1491 



r. .275, 465. .653, 1180. .1389, 1491. .1979, 2090. .2290, 
2396. .2586/ 2625. .2712, 2802. .2973, 3080. '.3130, 3270. .3379, 
3838. .3924, 4094. .4388 



I ~ 


GI Descrip. 


(AL161491) hypothetical 


protein [Arabidopsis thaliana] 


£3 


Seq. No. 


57900 




Seq. ID 


OJ000250__33.0419.C31 




■ Gene No. 


121076 




Strand 






Start 


1 




End 


4388 


h — 


Name 


OJ000250 33.0419,C31.ol. 


tm 


Method 


TBLASTX : Maize - - 




Start 


102 




End 


1392 




GI 


none 




Score 


206 


LtJ 


Exons 


102. .278, 102. .278, 461. 


.661, 


465. . 653 


, 1174. .1392, 1180. .1392 




Seq. No. 


57900 




Seq. ID 


OJ000250_33.0419.C31 




Gene No. 


121076 




Strand 






Start 


' 1' ' • - 




End " 


■4388 " • • 




Name 


.OJ000250 33.0419.C31.o2. 


ts". . 


Method 


TBLASTX:. Soybean 




Start 


-109 




End 


278 




GI 


hone 




Score 


102 




Exons 


109. .216, 109. .276, 111. 


.278 








Seq. No. 


57900 




Seq. ID 


OJ000250_33.0419.C31 




Gene No. 


121076 




Strand 






Start 


1 




End 


4388 




Name 


OJ000250 33.0419. C31.ol. 


gs 


Method 


GENSCAN 




Start 


112 




End 


. 4260 




GI 


none 




Score 


.84 




Exons 


112.. 275, 465.. 653, 1180 


. . 143^ 


1491.. 


1979, 2611. .2712, 






2802. .2973, 3080. .3130, 


3270. . 


3379, 3838.. 3924, 4039.. 4260 



58322 



Seq. No. . 57900 

Gene No. 121076 

Start 1 

Name OJ000250_33 . 04 19 . C31 . ol . ts 

Start 590 

GI none 
Exons 



Seq. ID OJ000250_33.0419.C31 
Strand 

End 4388 

Method TBLASTX: Soybean 

End 1392 

Score 80 

590. .661, 590. .646, 591. .653, 1165. .1392, 1180. .1392 



Seq. No. 57900 
Gene No. . 121076 

Start 1 

Name OJ000250_33 . 0419.C31 .o3 . tm 

Start 1536 

GI none 

Exons 1536.. 1784, 1559.. 1771, 1561, 



Seq. ID OJ000250_33.0419.C31 
Strand 

End 4388 

Method TBLASTX : Mai ze 

End 1784 

Score 153 
,1782 



Seq. No.. 57900 

Gene No. 12107 6 

Start 1 

Name OJ000250_33 . 04 19 . C31 . o3 . ts 

Start 1693 
GI . none 
Exons 



Seq. ID OJ000250_33.0419.C31 
Strand 

End 4388 

Method TBLASTX : Soybean 

End 1921 

Score 134 



1693. .1917, 1695. .1916, 1763. .1921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57900 

121076 

1 

OJ000250_33.0419-.C31.o2.tm 

1803 

none 



Seq.. ID OJ000250_33.0419.C31 
Strand 

End 4388 

Method TBLASTX : Maize 

End. 2177 

Score 167 



1803. .2003, 1805. .1975, 1810. .1980, 2087. .2176, 2094. .2177 



•2 'SS* 

1-3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57900 

121076 

1 

OJ000250_33.0419.C31.ol.tc 

2548 

none 



Seq. ID OJ000250_33.0419.C31 
Strand 

End 4388 

Method TBLASTX: Cress 

End 3127 

Score 38 



2548. .2580, 2549. .2581, 2654. .2701, 2659. .2721, 2799.-2957, 
2803. .2958, 3082. .3126, 3086. .3127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57901 
121077 • 
196 

OJ000250_33.0419.C32 .ol.gs 
196 
none 

196.. 332, 608. .774, 1981.. 2164 



Seq.. ID, OJ000250_33. 04.19. .C32 
Strand '■'+'■•' 
End . 2164 ... 
Method GENSCAN 
End 2164 
Score .72 



Seq. No. 57901 

Gene No. 121077 

Start 196 

Name OJ000250_33 . 04 19 . C32 . ol . np 

Start 219 

GI 7340860 

Exons 219.. 385, 525.. 697, 2010.. 2049 



Seq. ID OJ000250__33.0419.C32 

Strand + 

End 2164 

Method AAT/NAP 

End 2049 

Score 73 



58323 




GI Descrip. (AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 










Seql : ID 


OJ000250 


3 3 . U4 1 9 . C3Z 


Gene No. 


.1210 /o 








Strand 






Start 


O O O "7 

3 311 








End . 


7306 




Name - 


OJOOOzoU 33. 


A il 1 ft 

.0419, 


, C32 . 00 , 


. tm 


Method. 


TBLASTX : 


Maize 


Start 










End 


4567 




GI 


none 








Score 


192 




Exons 


3zy 6 . .34 9 0, 


d 0 n 0 

ozyy . 


. . 34 yo, 


0 0 n 0 

3303 . 


.3503, 3324.. 3497, 


4 40o . .4566, 




44 18 . .4567 














Seq. No. 


57901 








Seq. ID 


OJ000250 


_33.0419.C32 


Gene No. 


121078 








Strand 






Start 


3327 








End 


7306 




Name . 


OJ000250 33, 


,0419. 


.C32.02, 


.gs 


Method 


GENSCAN 




Start 


3327 . 








. End . . 


.7135 




GI 


none 








Score 


.84 




Exons 


3327. .3495, 


3995. 


. .4090, 


4424 . 


.4659, 5223.. 5507, 


6518. .6906, 




7006 : . .7135 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57901 

121078 

3327 

OJ000250 
3354 
none 
3354 
4 418 
5230 



33.0419.C32.o2.tc 



3494, 
4636, 
5460 



3354 . 
4429. 



.3497, 
,4677, 



3355, 
5214 . 



Seq. ID OJ000250_33.0419.C32 
Strand 

End 7306 

Method TBLASTX : Cress 

End 54 60 

Score 107 
.3498, 3364 . .3498, 



,5459, 5223. .5459, 



4414. 
5230. 



,4677, 
5460, 



Seq. No. 57901 

Gene No. 121078 

Start 3327 

Name OJ000250_33 . 0419 . C32 . o2 . np 

Start 3378 

GI 6014937 ■ 

Exons 3378. .3495, 4424 , 
GI Descrip. 



Seq. ID OJ000250_33.0419.C32 
Strand 

End 7306 

Method AAT/NAP 

End' 7165 

Score 884 
.5507, 6518. .6904, 



7010. .7165 



.4 659, 5223; 

UROPORPHYRINOGEN DECARBOXYLASE PRECURSOR (UPD) 
gi 12651307 | gb | AAB87587 . 1| (AC002336) putative uroporphyrinogen 
decarboxylase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57901 
121078 
3327 ■ 
OJ000250 
4427 
none 
4427. 
5227 
6516 



33.0419.C32.ol.ts 



.4660, 
.5349, 
.6917, 



4429. .4662, 
5428. .5502, 
6872. .6904 



4474 . 
5433. 



Seq . ID . 0 JO 002 5.0_3 3 , 0 4 1 9,. C3 2 

Strand - 

End 7 306 

Method TBLASTX : Soybean 

End 6917 

Score 2 62 

.4662, 5220. .5348, 5223. .5345, 
.5507, 5436. .5510, 6515. .6871, 



Seq. No. 57901 Seq. ID 

Gene No. 121078 Strand 

Start 3327 End 

Name OJ000250_33 .0419. C32 . ol . tm Method 

Start 4568 End 



OJ000250_33.0419.C32 
7306 

TBLASTX: Maize 
6680 



58324 



GI 

Exons 



Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 115 

4568. .4660, 4568. .4675, 4569. .4676, 4570. .4677, 4570. .4677, 
5220.. 5507, 5223.. 5510, 5227.. 5508, 6515.. 6679, 6519,. .6680 



57901 

121078 

3327 

OJ000250_33.0419.C32.ol.gp 

5265 - 

3548927 



OJ000250 33.0419.C32 



' Seq. ID 
Strand 

End 7306 . 

.Method AAT/GAP 
End - 7184 
Score 1384 
5265.. 5507, 6518.. 6906, 7006.. 7184 

231982/sp|P16891|DCUP_SYNP7 2.0e-37 UROPORPHYRINOGEN 

DECARBOXYLASE (UPD) >gi_1075614_pir A56609 uroporphyrinogen 

decarboxylase homolog - Synechococcus sp. (PCC 7 942) 
>gi_4804 0_emb_CAA777 66_ (Z11705) putative uroporphyrinogen 
decarboxylase [Synechococcus sp.] 





Seq. No. 


57901 






Seq. ID 


OJ000250_33.0419.C3-2 




Gene No. 


121078 






Strand 














End 


7306 




Name 


r\ T A A A O C A O O 


.0419. Coz . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


c c n c 

bo y O 






End 


6865 




bl 


none, 






Score 


237 




Exons 


DO y D . . DO DO , 


DD9 / . . OOOU 








1=1 


Seq . No . 


o / yui 






Seq. ID 


OJ000250_33.0419.C32 




Gene No. 


121078 






Strand 






Start 


3327 






End 


7306 




Name 


UJUUUzoU jj 


.0419.C32.o2, 


.tm 


Method 


TBLASTX :Maize 




Start 


d / 1 y 






End 


7306 




GI 


none 






Score 


303 




Exons 


/■Tin ^rnm 

d / 1 y . . byu / , 


6720. .6908, 


6855. 


.6938, 7224. .7253, 7259. .7306 


s 


Seq. No. 


C "7 n A o 

o / yoz 






Seq. ID 


OJ000250_33.0419.C37 




Gene No. 


121079 






Strand 






Start 


1 






■ End 


1170 . 




Name 


OJ000250 33 


10419. C37-.ol. 


.np • 


Method 


AAT/NAP 


% 


Start 


1 






End 


1170 




GI 


6907086 






Score 


1160 




Exons 


1..356, 414 


. .1170 










GI Descrip. 


(AP001129) : 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


57902 






Seq. ID. 


OJ000250_33.0419.C37 




Gene No. 


121080 






Strand 






Start ■ ' ' 


.1868. . 






End 


3919 j 




Name 


OJ000250 33 


.0419.C37.o2. 


.np 


Method 


AAT/NAP 




Start 


1868 






End 


3919 




. GI 


4680186 






Score 


180 . . 




Exons. 


1868. .2287, 


2787. .2890, 


3877. 


.3919 






GI Descrip. 


(AF111709) - 


unknown [Oryza sativa subsp. 


. indica] 




Seq. No. 


57903 






Seq. ID 


OJ000250_33.0419.C38 




Gene No. 


121081 






Strand 


+ 




• Start 


89 






End 


'280 




Name 


OJ000250 33 


.0419.C38.ol. 


,gs 


Method 


GENSCAN 




Start 


89 






End 


280 




GI 


none 






Score 


.73 



58325 



Exons 



89. .164, 246. .280 



Seq. No. \ 

Gene" No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No,. . 

Start 

Name 

Start 

GI 

Exons 



57903. Seq. . ID OJ000250_33 . 04 19 . C38 

121082 - Strand + 

571 End 1014 

OJ000250_33.0419.C38.ol.gp Method AAT/GAP 
571 End 1014 

uC-osflcypl23f01bl Score 7 93 

571. .1014 

f 231982/sp|P16891|DCUP_SYNP7 2.0e-37 UROPORPHYRINOGEN 

DECARBOXYLASE (UPD) >gi_1075614_pir A56609 uroporphyrinogen 

decarboxylase homolog - Synechococcus sp. (PCC 7942) 
>gi_48040_emb_CAA77766_ (Z11705) putative uroporphyrinogen 
decarboxylase [Synechococcus sp.] 1 



57903 Seq. ID 

121083. ' . . Strand 

893 . End 
OJ000250_33. 0419. C38 ..o2.gs Method 

893 End 

none Score 

893. .1297 • 



OJ000250__33.0419.C38. 

1297 
GENSCAN 
1297 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
^Start 
GI 

Exons 

Seq. No. 
Gene No . 
Start 
-Name 
Start 
GI 

Exons 

GI Descrip. 



57904 
121084 
1 

OJ000250_33.0419.C39.ol.gp 
1 

uC-osflcypl'62c01bl 
1..345 

, 4559381/gb|AAD23041.1|AC006526_6 8.0e-35 (AC006526) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. ID OJ000250_33.0419.C39 

Strand + 

End 345'' 

Method AAT/GAP 

End 345 

Score 670 



57904 

121085 

1377 

OJ000250_33.0419.C39.ol.gs 

13.77 

none 

1377. .2622, 3765. .3917 

57904 

121085 

1377 

OJ00025.0J33. 0.419. C39.ol.np. 
1895 
2129550 
1895. .2622, 



Seq. ID OJ000250_33.0419.C39 

Strand + 

End . 3992 

Method GENSCAN 

End 3917 

Score .86 



3765 



3537. .3679, 
calcium-dependent protein k 
Arabidopsis thaliana gi|212 
protein kinase 6 - Arabidop 
calcium-dependent protein k 
thaliana gi | 83694 0 | gb | AAA67 
protein kinase [Arabidopsis 
(U20625) ca 



Seq. ID 
Strand 
End 

Method 
End- 
Score 
3992 
inase (EC 



OJ000250_ 
+ 

3992 ■ 
AAT/NAP . . 
3992 
1095 



33.0419.C39 



, __ 2.7.1.-) CDPK6 - 

9554|pir| IS71901 calcium-dependent 
sis thaliana gi I 7428013 | pir | | S7177' 
inase {EC 2.7.1.-) 6 - Arabidopsis 
654 . 1 | (U20623) calcium-dependent 
thaliana] gi 1836944 | gb | AAA67 656 . 1 | 



Seq. No. 



57904 



Seq. ID OJ000250 33.0419.C39 



58326 



Gene No. 121086 Strand *r - 

Start 745 End 1282 

Name - . OJ000250_33.0419-C39.o2.gp-- Method .AAT/GAP 

Start 745 End 1282 

GI none • v Score 94 9 

Exons 745. . 1282 



Seq. No. 57904 

Gene No. 121087 

Start 2112 

Name OJ000250_33 . 0419 . C39 . ol . tm 

Start 2112 

GI none 

Exons 2112. .2615, 2114 .. 2638, 2142 , 
3562.. 3678, 3563. .3679, 3758, 



Seq. ID OJ000250_33.0419.C39 

Strand* * 

End .3919 

Method TBLASTX : Mai ze 

End 3919 

Score 806 

.2669, 2510.. 2617, 3540.. 3677, 
.3919, 3763. .3915 



Seq. No. 57904 : 

Gene No. 121087 • 

Start 2112 

Name OJ000250_33 . 04 19 . C39 . ol . ts 

Start 2112 

GI none 

Exons 2112.. 2624, 2114.. 2638, 3535. 

3756,..3893, 3758.'. 3919, 3763. 



Seq.' ID OJ000250_33.0419.C39 

Strand . * 

End 3919 

Method TBLASTX : Soybean 

End 3919 

Score 750 

.3678, 3562. .3678, 3756. .3914, 
.3918 



Seq. No. 57904 

Gene No. 121087 

Start 2112 

Name OJ000250_33 . 04 19 . C39 . ol . tc 

Start 2114 

GI none 

Exons 2114.. 2638, 2115.. 2624, 3536. 

3562. .3690, 3758. .3919, 3763. 



Seq. ID OJ0002'50_33.0419.C39 
Strand 

End 3919 

Method TBLASTX : Cress 

End 3919 

Score 742 

.3562, 3561. .3680, 3561. .3689, 
.3909 



Seq. No. 57904 

Gene No.. 121087 
Start . 2112 

Name - "OJ000250_33 . 04 19 . C39 . ol . tw 

Start 2286 

GI none 

Exons 2286.-2573, 2286.. 2573 



Seq. ID OJ000250_33. 0419.C39 

Strand . . 

End 3919 

Method TBLASTX: Wheat 

End 2573 

Score 358 



Seq. No. 5790.4 

Gene No. 121087 

Start .2112 

Name OJ000250_33 . 04 19 . C39 . o2 . tw 

Start 2574 

GI none 

Exons 2574.. 2624, 2576.. 2626, 2578. 

3562.. 3678, 3758.. 3916, 3763. 



Seq. ID OJ000250_33.0419.C39 
Strand - ' ■■ • '• 

End ; . • 3919. . • .. : .. 

Method TBLASTX: Wheat 

End 3916 

Score 72 

.2631, 3544. .3675, 3549. .3698, 
.3900 



Seq. No. 57905 

Gene No. 121088 

Start 184 

Name OJ000250_33 . 04 19 . C4 0 . ol . np 

Start 184 

GI 2129550 



Seq. ID OJ000250_33. 0419.C4 0 

Strand + 

End 2156 

Method AAT/NAP 

End 1755 

Score 669- 



58327 



Exons 184.. 298, 382.. 549, 1166.. 1293, 1383.. 1482, 1675.. 1755 

GI Descrip. calcium-dependent protein kinase (EC 2.7.1.-) CDPK6 - 

Arabidopsis thaliana gi | 2129554 | pir | | S71901 calcium-dependent 
protein*, kinase 6 - Arabidopsis thaliana gi | 7428013 I pirj | S71774 
calcium-dependent protein, kinase (EC 2.7.1.-) 6 - Arabidopsis 
thaliana gi | 836940 | gb | AAA67654 . 1 | (U20623) calcium-dependent 
protein kinase [Arabidopsis thaliana] gi | 836944 | gb IAAA67656 , 1 | 
(U20625) ca 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57905 Seq. ID 

121088 Strand 

184 End 

OJ000250_33.0419.C4 0.ol.gp Method 

224 End 

26483 1.R1084 Score 



OJ000250_33.0419.C40 
+ 

2156 
AAT/GAP 
2156 
1725 . 



224. .298, 382. .549, 1166. .1293, 1383. .1482, 1675.. 2156 
! 2129550/pir | IS71197 1.0e-71 calcium-dependent prdtein: kinase. 
(EC 2.7.1.-) CDPK6 - Arabidopsis thaliana * 

>gi_2129554_pir_ S71901 calcium-dependent protein kinase 6" - 

Arabidopsis thaliana >gi_836940 (U20623) calcium-dependent 
protein kinase [Arabidopsis thaliana] >gi_836944 (U20625) 
calcium-dependent protein kinase [Arabidopsis thaliana] 
>gi 4454034 emb CAA23031.1 (AL035394) calcium-d 1 



Seq. No. 57905 

'Gene No. 121088 

Start 184 

Name OJ000250_33 . 04 19 . C4 0 . ol . gs 

Start * 382 

GI none 

Exons 382.. 549, 1166.. 1293, 1383.. 1482, 1675.. 1761 



Seq. ID OJ000250 33.0419.C40 



Strand 
End 

Method 

End 

Score 



+ 

2156*' 
GENSCAN 
1761 
.99 



Seq. No. 57905 Seq. ID 

Gene No. 121089 Strand 

Start 7193 End 

Name OJ000250_33 . 04 19 . C40 . o3 . gp Method 

Start 7193 End 

GI LIB3477-003-P1-K1-E9 Score . 

Exons 7193.. 7294 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



OJ000250_33.0419.C40 
+ 

7294 
AAT/GAP 
7294 
155 



Seq. N6; " 57905 • •• Seq. ID 

Gene No., 121090.. Strand 

Start 2403 ' End 

Name OJ000250_33 . 04 19 . C4 0 . ol . ts Method 

Start 157 End 

GI none Score 
Exons 



OJ00.0250_33 . 0419 . C4 0 
8648 

TBLASTX : Soybean 

1872 

88 



157. .237, 179. .244, 183. .290, 183. .251, 185. .286, 248. .316, 
250. .327, 379. .549, 381. .572, 382. .549, 1165. .1296, 1166. .1309, 
1377. .1475, 1377. .1484, 1378. .1482, 1378. .1500, 1675. .1764, 
1676. .1762, 1795. .1872 



Seq. No. 
Gene No. 
Start 



57905 

121090 

2403 



Seq. ID 

Strand 

End 



OJ000250 33.0419.C40 



8648 



58328 



Name 

Start 

GI 

Exons 



OJ000250_33 . 04 19 . C4 0 . o2 . tm Method TBLASTX : Maize 

157 - End 1872 

none • Score 88 

157. .237, 179. .244, 183. .290, 183. .251, 185. .286, 248. .316,* 

250.. 327, 379.. 549, 381.. 572, 382.. 549, 1165.. 1308, 1165.. 1296, 
1166. .1309, 1377. .1475, 1377. .1484, 1378. .1482, 1675. .1764, 
1676. .1762, 1795. .1872 



Seq. No. 57905 

Gene No. 121090 

Start 2403 

Name OJ000250_33. 0419 .C40 .ol . tc 

Start 183 

GI none 
Exons 



Seq. ID OJ000250_33.0419.C40 
Strand 

End 8648 

Method TBLASTX: Cress 

End 1755 

Score 96 • 



183. .290, 248. .316, 250. .327, 379. .543, 381. .593, 382. .549, 
640. .711, 1165. .1293, 1166. .1294, 1378. .1479, 1386. .1478, 
1672. .1755, 1674. .1748 



r-u 



r y 

3 

w 

v i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57905 

121090 

2403 

OJ000250_33.0419.C4 0.ol. tw 

459 

none 



Seq. ID OJ000250_33.0419.C40 
Strand 

End 8648 

Method TBLASTX : Wheat 

End 1722 

Score 83 



459. .530, 460. .570, 1165.;1296, 1166. .1309, 1378. .1437, 
1675.. 1722 



57905 Seq. ID 

121090 Strand 

2403 End 

OJ000250_33 . 0419 . C4 0 . o2 . gp Method 

2403 End 

30192 1.R1084 Score 



OJ000250_33.0419.C40 

8648 
AAT/GAP 
4761 
1965 



2403. .2883, 3032. .3120, 3282. .3319, 3412. .3484, 3562. .3645, 
3734. .3833, 3911. .4061, 4701. .4761 - 

'3702327 5.0e-47 , (AC005397) unknown protein [Arabidopsis 
thaliana] V 



Seq. No. 57905 
Gene No. 121090 
Start 2403 

Name OJ000250_33. 0419.C4 0.ol. tm 

Start . 2597 
GI none 

Exons " 2597.. 2650, 2613.. 2648, 271-6. 

3055. .3126, 3404. .3496, 3417. 
3692..3823, 3735.. 3833, 3736. 
3911. .4060, 3912. .4061, 3913. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 33.0419.C40 



8648 

TBLASTX: Maize 
4787 

S3 ' ; ' - 
2889,. ,2717. .2884, 2722. 
3494, 3563.. 3637, 3573. 
3834, 3738.. 3836, 3906. 
4062, 4700. .4786, 4704. 



,2886, 
,3638, 
.4007, 
,4787 



Seq. No. 57905 

Gene No. 121090 

Start 2403 

.Name OJ000250_33 . 04 1 9 . C4 0 . o2 . gs 

.Start 2728 

GI none 

Exons 2728. .2883, 3032. .3120, 3282, 
3734. .3833, 3911. .4061, 4701, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 33.0419.C40 



8648 
GENSCAN 
8648 
.66 

3319, 3412. .3484, 3562. 
4783, 4914.. 5100, 5.343. 



,3645, 
,5524, 



58329 



8571. .8648 



Seq. No. 


57905 . 








Seq. ID 


OJ000250_33.0419.C40 


Gene No. 


12109CP ' 








Strand 




Start 


2403 








End 


8648 


Name 


OJ000250_33 


.0419 


.C40.O2 


.np 


Method 


AAT/NAP 


Start 


2731 








End 


5383 


GI 


3702327 








Score 


375 


Exons 


2731. .2883, 


3283 


. .3629, 


3670. 


.3829, 3868. .4061, 4701. .4795, 




5343. . 5383 












GI Descrip. 


(AC005397) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


57905 








Seq. ID 


OJ000250_33.0419.C40 


Gene No . 


121090 








Strand 




Start 


2403 








End 


8648 


Name 


OJ000250_33 


.0419 


C40.O3 


.np 


Method 


AAT/NAP 


Start 


2731 








. End. 


4788 , 


GI.- 


3702327 








'"Score" 


370 - 


Exons 


2731. .2883, 


3283 


.3629,. 


3670. 


.3829, 3868. .4061, 4701. .4788 


GI Descrip. 


(AC005397) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


57905 








Seq. ID 


OJ000250_33.0419.C4d 


Gene No. 


121090 








Strand 




Start * 


2403 








End 


8648 


Name 


OJ000250_33 


. 0419 


C40.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


3718 








End 


4787 


GI 


none 








Score 


100 


Exons 


3718 . . 3843, 


3732 


.3833, 


3902. 


.4054, 3902. .4060, 3915. .4064, 




4700. .4786, 


4701 


.4 787 








Seq. No. 


57905 








Seq. ID 


OJ000250_33.0419.C40 


Gene No. 


121090 








Strand 




Start 


2403 








End 


8648 


Name 


OJ000250_33 


.0419. 


C40.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


3780 








End 


4 967. 


GI 


none 








Score 


64 


Exons 


3780 . . 3833, 


3781. 


.3864, 


3902. 


.4060, 3903.. 4082, 4700.. 4786, 




4701. .4787, 


4914, 


.4967 








Seq. No. 


57906 








Seq. ID 


OJ000250_33.0419.C41 


Gene No. 


121091 








Strand 


+ 


Start 


297 








End 


432 


Name 


OJ000250_33 


.0419. 


C41.ol 


.gs 


Method 


GEN SCAN 


Start 


297 








End 


432 -- 


GI 


none • 








Score 


.82. •. 


Exons 


297. .432 












Seq. No. 


57906 








Seq.' ID 


OJ000250_33.0419.C41 


Gene No. 


121092 








Strand 


4- 


Start 


957 








End 


1034 


Name 


OJ000250 33 


.0419. 


C41.ol 


.gp 


Method 


AAT/GAP 


Start 


957 








End 


1034 


GI 


90742 1.R10 


84 






Score 


94 


Exons 


957. .1034 













GI Descrip. 1 5734 616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



58330 




Seq. No. 


57906 




Seq.' ID 


OJ000250_33.0419, 


.C41 


Gene No. 


121093 




Strand 






Start 


3523 




End 


4440 




Name 


OJ000250 33.0419.C41.ol 


.np 


Method 


AAT/NAP 




Start 


2933 




End 


4440 




GI 


5902366 




Score 


178 




Exons 


2933. .3005, 4131. .4440 










GI Descrip. 


(AC009322) Hypothetical 


protein [Arabidopsis thaliana] 




Sea. No. 


57906 




Seq. ID 


OJ000250_33.0419. 


. C41 


Gene No. 


121093 




Strand 






Start 


3523 




End 


4440 




Name 


OJ000250 33.0419.C41.o2 


. gs 


Method 


GENSCAN 




Start 


3523 




End 


4412 




GI 


none 




Score 


.92 




Exons 


3523. .3720, 3879. .4412 










Seq. No. 


' 57907 ' 




Seq. ID 


OJ000250_33.0419. 


.C42 


Gene No. 


121094 




Strand 






Start 


1 




. End 


739.. 




Name 


•OJ000250 33.0419.C42.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


721 




GI 


5902366 




Score 


632 




Exons 


1. .721 










GI Descrip. 


(ACO0 : 9322K Hypothetical 


protein [Arabidopsis thaliana] • 




Seq. No. 


57907 




Seq. ID 


OJ000250_33.0419. 


( C42 


Gene No. 


121094 




Strand 






Start 


1 




End 


739 




Name 


OJ000250 33.0419.C42.ol 


. gs 


Method 


GENSCAN 




Start 


65 




End 


739 




GI 


none 




Score 


.9 




Exons 


65. .100, 125. .739 










Seq. No. 


57907 




Seq. ID 


,QJ000250_33.0419. 


. C42 


Gene No. 


121095 




Strand 






Start 


2222 




End 


•'234 3 




Name 


OJ000250 33.0419.C42.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


272 




End 


658 




GI 


none 




Score 


256 




Exons 


272. .595, 273. .584, 584 


. . 658 








Seq. No. 


57907 




Seq. ID' 


OJ000.250_3.3..0419. 


, C42. 


Gene No. 


121095 ■-' ■ •<■ • 




Strand 






Start 


2222 • : 




End 


2343 . 




Name 


OJ000250 33.0419.C42.o2 


. gs 


Method 


GENSCAN 




Start 


-2222 




End 


2343 




GI 


none 




Score 


.63 




Exons 


2222. .2343 










Seq. No. 


57908 




Seq. ID 


OJ000250_33.0419. 


C43 


Gene No. 


121096 




Strand 






Start 


1 




End 


3612 




Name 


OJ000250 33.0419.C43.ol 


.np 


Method 


■ AAT/NAP 




Start 


1 1 




End 


2122 




GI 


7106508 




Score 


455 




Exons 


1..265, 324. .566, 2083. 


.2122 









58331 



\:1 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



(AP001278) hypothetical protein [Oryza sativa] 

OJ000250 .33.0419.C43 



57908 - Seq. ID 

121096 * Strand 

1 End 

OJ000250_33.0419.C43.ol.gs Method 

31 End 

none Score 
31. .87, 105. .236 

57908 Seq. ID 

121096 Strand 

1 End 

OJ000250_33 . 04 19 . C4 3 . o2 . gs Method 

1264 End 

none Score 
. 1 2 6 4 ... 1 692.,, ,18 01. .3362, .3 5.7 6 ..,.3612 



3612 
GENSCAN 
236 
.98 



OJ000250_33.0419.C43 

3612 
GENSCAN 
3612 
.8 



OJ000250 33.0419.C43 



57908 . Seq. ID 

121096. . . Strand 

1 End. 3612 

OJ000250_33.0419.C43.o2 . np Method AAT/NAP 
1277 End 29.78 

7486965- Score 1257 

1277. .1692, 1801.-/1959, 2002. .2640, 2671. .2978 
hypothetical protein T13J8180 - Arabidopsis thaliana 
gi|4455356|emb|CAB36766.1| (AL035524) putative protein 
[Arabidopsis thaliana] gi | 72 69651 | emb | CAB79599 . 1 | (AL161572) 
putative protein [Arabidopsis thaliana] 



57908 

121096 

1 

OJ000250_33.0419.C4 3.o2.tm 

1426 

none 

1426.. 1692, 1427.. 1693, 1801; 

57908 

121096 

1 

OJ000250_33.0419.C4 3.ol.tw. 
1552 , " 
none 

1552. . 1641,. 1559.. .1642,, 1627, 
1847. .2017 



OJ000250_33.0419.C43 
3612 

TBLASTX: Maize 

1906 

277 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1905, 1847. .1906 

Seq. ID OJ000250_33.0419.C43 
Strand 

End 3612 

Method TBLASTX: Wheat 

End . 2019 . ; .. 

Score , ' 49 

.1689,. 1643. .1690,. 1798.. .2019, 



Seq. No. 57908 

Gene No. 121096 

Start 1 

Name OJ000250_33 . 04 19 . C4 3 . ol . tc 

Start 1801 

GI none 

Exons 1801. ..2172, 1847.. 2173 

Seq. No. 57908 

Gene No. 121096 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000250_33.0419.C43 
3612 

TBLASTX: Cress 

2173 

339 



OJ000250 33.0419.C43 



58332 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_33.0419.C4 3.ol.ts 

1801 

none 

1801. .2052, .1847. .2053 

57908 

121096 

1 

OJ000250_33.0419.C4 3.ol.tm 

1906 

none 



End 3612 

Method TBLASTX : Soybean 

End . 2053 

Score 212 



Seq. ID OJ000250_33.0419.C43 
Strand 

End 3612 

Method TBLASTX : Mai ze 

End 2263 

Score 60 



1906. .1959, 1910. .1942, 1939. .2262, 1940. .2263 



Seq. No. 57908 Seq. ID 

Gene No. 121096 Strand 

Start ; 1 . . End 

Name OJ0002'50_33 . 04 19 . C43 . o2 . ts Method 

Start 2206 End - 

GI none Score 

Exons 2206.. 2448, 2219.. 2440 



OJ000250_33.0419.C43 
3612 

TBLASTX: Soybean 

2448 

143 





Seq. No. 


57908 


Seq. . ID- 


OJ000250_33.0419. 


C43 




Gene No. 


121096 


Strand 








•Start 


1 


End - 


3612 






Name 


OJ000250 33.0419. C43.o3.tm 


Method 


TBLASTX: Maize 






Start 


2368 


End 


2748 






GI " ■ 


none 


Score 


191 






Exons 


2368.. 2649, 2369. .2533, 2659. 


.2748 






Vs£ 


Seq. No. 


57909 


Seq. ID 


OJ000250_33.0419. 


C44 


? \ 5 


Gene No. 


121097 


Strand 








Start 


477 


End 


3486 






Name 


OJ000250 33.0419.C44.ol.gs 


Method 


GENSCAN 






Start 


477 


End 


3486 






GI 


none 


.Score 


.43 






Exons 


477. .557,- 754.. .824, 1255.. 1457, 3425.. 


3486 , 






Seq. No. 


57909 


Seq. ID 


OJ000250_33.0419. 


C44 




Gene No. 


121098 


Strand 








Start 


7453 


End 


8833 






Name 


OJ000250 33.0419. C44 .ol.np 


Method 


AAT/NAP. . . . 






Start 


7453 


End 


8833 . 






GI 


5922615 • 


Score 


68 ' • •'• 






Exons 


7453.. 7590, 8223.. 8252,. 8762., 


.8833' 








GI Descrip. 


(AP000492) EST AU056052 (S20251 ) corresponds to a region 


of the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gi I 6016848 | dbj IBAA85191.il (AP000570) EST AU056052 ( S20251 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



S.eq. No. 57910 Seq. ID OJ000250_33 . 04 19 . C45 

Gene No. 121099 Strand- + 

Start 181 End 1436 

Name OJ000250_33 . 04 19 .C45 . ol . gs Method GENSCAN 

Start 181 End 1436 

GI none. ' Score .61 



58333 




Exons 


181.. 361, 769. .899, 1082 


!. .1436 






Seq. No. 


57911 








Seq. ID 


OJ000250 33.0419 


.C52 


Gene No. 


121100 








Strand 






Start 


68 








grid 


308 




Name 


OJ000250 33 


.0419. 


.C52.ol. 


gs 


Method 


GEN SCAN 




Start 


68 








End 


308 




GI 


none 








Score 


. 42 




Exons 


.,.,68. .308 














Seq. No. 


57912 








Seq. ID 


OJ000250_33.0419 


.C53 


Gene No. 


121101 








Strand 


+ 




Start 


1 








End 


3083 




Name 


OJ000250 33 


.0419, 


.C53.ol. 


np 


Method • 


AAT/NAP 




Start 


1 








End 


2935 




GI 


4680183 








Score 


1146 




Exons 


1 . . 91,. 270. 


.363, 


700. .1926, 


2392. .2433, 


2521. .2935 




GI Descrip. 


(AF111709) . 


gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


.57912 








Seq. ID 


OJ0.00250_33.0419 


.C53 


Gene No . 


121101 








Strand 


+ 




Start 


1 








End 


3083 • 




Name 


OJ000250 33 


.0419, 


.C53.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


749 








End 


1094 




GI 


none 








Score 


41 




Exons 


749.-787, 790. .864, 795. 


.851 


, 820. .921, 


834. .920, 896.. 


1045, 




918. .1094 














Seq. No. 


57912 " 








Seq. ID 


OJ000250_33.0419 


.C53 


Gene No . 


121101 








' Strand 


+ 




Start 


1 








End 


3083 




Name 


OJ000250 33 


.0419, 


.C53.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1725 








End 


2492 




GI 


none 








Score 


128 




Exons 


1725. .1907, 


1733, 


. .1906, 


1944 


..2180, 1946. .2170, 2238. .2492, 




2327. .2488 














Seq. "flfo . 


57912 








Seq. ID 


OJ000250_33.0419 


.C53 


Gene No. 


121101 








Strand 


+ *. 




Start 


1 








End 


3083 




Name 


OJ000250 33 


.0419, 


.C53.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2493 








End 


2725 . 




GI . 


none 








Score 


208 




Exons 


2493.. 2687, 


2493, 


. . 2663, 


24 95 


..2686,' 2657-.'. 2725', 2668 . . 2724 


Seq. No. 


57912 








Seq. ID 


OJ000250_33.0419 


.C53 


Gene No. 


121101 








Strand 


+ 




Start 


1 








End 


3083 




Name 


OJ000250 33 


.0419. 


,C53.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2502 








End 


2857 




GI 


none 








Score 


184 




Exons 


2502. .2696, 


2556. 


. .2660, 


2564 


..2683, 2657. .2857, 2665.. 2: 


856 


Seq. No. 


579:1-2 








Seq. ID 


OJ000250_33.0419 


.C53 


Gene No. 


121101 








Strand 


+ 




Start 


1 








End 


3083 




Name 


OJ000250 33 


.0419. 


.C53.o2. 


tw 


Method 


TBLASTX: Wheat 





58334 




Start 


2726 


End 


3083 




GI 


none 


Score 


262 




Exons 


272o..2y/4, 2/Jo..29oo, 2958. 


.3083, 3053. .3073 




Seq. No. 


57913'' 


Seq. ID 


OJ000250_33.0419, 


.C54 


Gene No. 


121102 


Strand 


- 




Start 


ICC 

155 


End 


790 




Name 


OJOOOzoU 33 . 0419 . C54 . ol . gs 


Method 


GENSCAN 




Start 


155 


End 


790 




GI 


none 


Score 


.59 




Exons ' 


ICC O/~0 Til TfiA 

155 . . 262 , / 11 . . 7 90 








Seq. No. 


57 914 


Seq. ID 


OJ000250_33.0419. 


. C55 


Gene No. 


121103 


Strand- 


+ 




Start 


1 


End 


1325 




Name 


OJ000250_33.0419.C55.ol.np 


Method 


AAT/NAP 




Start 


1 f 


.End- 


1325 . . . . .; ... : -. 




GI 


6983860 


Score 


1648 




Exons 


1 . . 902 , 1158 . . 1325 








GI. Descrip . 


(APOUH60) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF0612o2) [Oryza sativa] 








Seq. No. 


57914 


Seq. ID 


OJ000250 33.0419. 


.C55 


Gene No. 


121103 


Strand 


+ 




Start 


1 . _ ■ 


End 


1325 




Name 


OJ000250 33 . 04 19 . C55 . o3 . tw • 


Method 


TBLASTX: Wheat 




Start 


1 


End 


168 




GI 


none 


Score 


180 




Exons 


1..168,- 3.. 167,, 13.. 168 








Seq. No. 


57914 


Seq. ID 


OJ000250_33 .0419, 


,C55 


Gene No. 


121103 


Strand 


+ 




Start 


1 


End 


1325 




Name 


OJ000250 33 . 04 19 . C55 . ol . gs 


Method 


GENSCAN 




Start 


180. 


End 


896 ; 




GI 


none 


Score 


.81 . 




Exons 


loU. . 4oo, -624. .738, 819. .896 








Seq. No. 


57914 


Seq. ID 


OJ000250_33.0419. 


,C55 


Gene No. 


121103 


Strand 


+ 




Start 


1 


End 


1325 




Name 


O.J000250 33.0419.C55.ol. tw 


Method 


TBLASTX: Wheat 




Start 


217 


End ' 


. 546 




GI 


• none 


Score 


280- • ' • • 




Exons , . 


. 217... 4 14, 2 20.. 5 4 6 








Seq. No. 


57914 


Seq. ID 


OJ000250_33.0419, 


,C55 


Gene No. 


121103 


Strand 


+ 




Start 


1 


End 


1325 




Name 


OJ000250 33 . 0419 . C55 . ol . tm 


Method 


TBLASTX: Maize 




Start 


220 


End 


513 




GI 


none 


Score 


235 




Exons 


220. .513, 220. .456 








Seq. No. 


57914 


Seq. ID 


OJ000250_33.0419. 


C55 


Gene No. 


121103 


Strand 


+ 




Start 


1 


End 


1325 





58335 



Name 

Start 

GI 

Exons 



OJ000250_33 . 0419 . C55 . o2 . tw Method 

902 - End 

none Score 
902.. 1255 



TBLASTX: Wheat 

1255 

256 



Seq. No. 57915 Seq. ID 

Gene No. 121104 Strand 

Start . 1 . End 

Name OJ000250_33 . 04 19 . C56 . ol . np Method 

Start 1 End 

GI 4680179 Score 

Exons 1..2009 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 57915 Seq. ID 

Gene No. 121104 Strand 

Start 1 End. 

Name OJ000250_33 . 04 19 . C56 . o2 . tw Method 

Start 7. . End 

GI none Score 

Exons 7. .432, 9. .425, 82. .432 

Seq. No. '57915 Seq. ID 

Gene No. 121104 ^ Strand 

Start 1' ' End 

Name OJ000250_33 . 04 19 ."C56 . o2 . ts Method 

Start 13 . End 

GI none Score 

Exons 13 . . 261 



OJ000250_33.0419.C56 
+ 

2012 
AAT/NAP 
2009 
3004 



sativa subsp. indica] 



OJ000250_33.0419.C56 
+ 

2012 • 

TBLASTX: Wheat 

432 

596 



OJ000250_33.0419.C56 
+ 

2012 

TBLASTX : Soybean 

261 

207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



57915 

121104 

1 

OJ000250_33.0419.C56.o2. tm 
79 

none 

79. .432, 84. .425 

57915 

121104 

1 

OJ000250_33.0419.C56.ol.gs 

133 ' 

none 

133. .799,. 829. .2012 . 

57915 

121104 

1 

OJ000250_33.0419.C56.o3.tw 

463 

none 

463. .771, 642. .761, 755. .994, 

57915 

121104 

1 



Seq. ID OJ000250_33. 0419.C56 

Strand + 

End 2012 

Method TBLASTX: Maize 

End 4 32 

Score - 4 60 



Seq. ID OJ000250_33. 0419.C56 

Strand + 

End 2012 

Method GENSCAN 

End 2012 

Score .66 



Seq. ID OJ000250_33.0419.C56 

Strand + 

End 2012 ^ 

Method ' TBLASTX: Wheat 

End 999 

Score 260 

756. .998, 759. .998, 760. .999 

Seq. ID OJ000250_33. 0419.C56 

Strand + 

End 2012 



58336 



Name OJ000250_33 . 04 19 . C56 . ol . ts 

Start 786 

GI none 

Exons 786.. 1046, 797.. 1045 

Seq. No. . 57915 

Gene No. 121104 

Start 1 

Name OJ000250_33 . 04 19 . C56 . o3 . tm 

Start 845 

GI none 

Exons 845.. 1132, 846.. 1136 

Seq. No. 57915 

Gene No. 121104 

Start 1 

Name OJ000250_33 . 04 19. C56, ol, tw. • 

Start 1005 
GI ' ; ' none 

Exons 1005.. 1631, 1061.. 1513, 1571, 

Seq. No. 57915 

Gene No. 121104 
Start .1 * ' ./ 

Name • OJ000250_33 . 04 19 . C56 . ol . tm 

Start 1184 

GI none 
Exons 



Method TBLASTX : Soybean 
End 104 6 

Score 302 



Seq. ID OJ000250_33.0419.C56 

Strand + 

End / 2012 

Method TBLASTX : Mai ze 

End 1136 

Score • 410 



Seq. ID OJ000250_33.0419.C56 
Strand + 

2012 

TBLASTX: Wheat' • 
1631 
712 



End 

Method 
End 
Score 
.1630 



Seq. ID OJ000250_33.0419.C56 

.Strand + 

End 2012 

Method TBLASTX: Maize 

End . 1769 

Score 225 



1184. .1339, 1185. .1346, 1199. .1348, 1343. .1516, 1344. .1769, 
1503. .1748, '1571. .1768 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ' 

Exons ■ 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



57915 

121104 

1 

OJ000250_33.0419.C56.o4.tw 

1631 

none 

1631.. 1912", 1632.. 1964 



Seq. ID OJ000250_33.0419.C56 

Strand + 

End 2012 

Method TBLASTX: Wheat 

End 1964 

Score 315 



57916 
121105 
1 

OJ000250_33.0419.C57.ol.np 
1 

'5852175 
1. .49, -593. .721 ■ 

(AL117265) zhb0005.1 [Oryza sativa] 



Seq. ID OJ000250_33.0419.C57 
Strand + 

721 

AAT/NAP 
721 

82 * ■ ; 



End 

Method 
End 
Score 



57917 

121106 

1 

OJ000250_33.0419.C60.ol.gp 
1 

none 
1. .404 

57918 
121107 



Seq. ID OJ000250_33.0419.C60 
Strand 

End 404 ' 

Method AAT/GAP 

End 4 04 " 

Score 738 



Seq. ID OJ000250_33.0419.C61 
Strand 



58337 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



1442 
AAT/GAP 
1107 
2117 



OJ000250_33.0419.C61.ol.gp 
1 

15630_1.R1084 
1..1107 

1 4 4 32860/gb | AAD20708 | 9.0e-28 (AC006300) putative 
glucose-induced repressor protein [Arabidopsis thaliana] 1 



Seq. No. 57918 • 

Gene No. 121107 

Start 1 

Name OJ000250_33 .0419. C61 . ol . gs 

Start 210 

GI none 

Exons 210.. 285, 661.. 1372 



Seq. -ID OJ000250_33.0419.C61 
Strand 

End 1442 

Method GENSCAN 

End 1372 

Score .58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"Exons 



57918 
121107 
1 

OJ000250_33.0419.C61.ol.tm 
387 
. none 



Seq. ID OJ000250_33.0419.C61 
Strand - 

1442 

TBLASTX: Maize 
1442 
57 



End 

Method 
End 
Score 

387..416, 388. .417, 426. .515, 42.6. .515, 427. .516, 441. .524, 
603. .647, 609. .647, 610. .651, 616. .660, 678. .743, 685. .744,. 
689. .745, 746. .1273, 747. .1274, 747. .1127, 755. .1273, 908. .1039, 
908. .1015-, 1100. .1258, 1106. .1261, 1121. .1255, 1124. .1333, 
1154. .1414, 1169. .1261, 1248. .1442, 1277. .1441 



57918 

121107 

1 

OJ000250_33.0419.C61.ol.ts 

685 

none 



Seq. ID OJ000250_33.0419.C61 
Strand 

End 1442 

Method TBLASTX : Soybean 

End 1442 

Score 348 



685. .768, 758. .1435, 831. .1442, 908. .1060, 908. .1012, 
1097. .1258, 1193. .1267 



57918 
121107 
1 

OJ000250_33.0419.C61.ol.np 
688 

.4432860 

688. .1442 • ■ * - - 

(AC006300) putairive glucose regulated' repressor protein 

[Arabidopsis thaliana] 



Seq. ID OJ000250_33.0419.C61 
Strand 

End 1442 

Method AAT/NAP 

End 1442 

Score 558 



57918 
121107 
1 

OJ000250_33.0419.C61.ol.tc 
691 
none 



Seq. ID- OJ000250_33.0419.C61 
Strand 

1442 

TBLASTX: Cress 
1412 
195 



End 

Method 
End 
Score 

691. .717,. 741. .904, 770. .886, 869. .1267, 873. .1268, 917. .1042, 
1311. .1412, "1316. .1411 



Seq. No. 



57919 



Seq. ID OJ000250 33.0419.C63 



58338 




Gene No. 


121108 










Strand 


+ 








Start 


981 










End 


1288 








Name 


OJ000250 33 


. 0419. 


C63.ol 


. gs 


Method 


GENSCAN 








Start 


981 










End 


1288 








GI 


none 










Score 


. 68 








Exons 


981 . . 1032, 


1089. . 


128! 


3 














Seq. No. 


57919 










Seq. ID 


OJ000250_ 


_33. 


0419 


.C63 


Gene No. 


121109 










Strand 










Start 


2671 










End 


2836 








Name 


OJ000250 33 


. 0419. 


C63 


. o2 


.gs 


Method 


GENSCAN 








Start 


2671 










End 


2836 








GI 


none 










Score 


.89 








Exons 


2671 . . 2836 




















Seq. No. 


57920 










Seq. ID 


OJ000250_ 


_33. 


0419 


.C65 


Gene No. 


121110 ■ 










Strand 










Start 


.55 










End 


734 * ' . 








Name 


OJ000250 "33 


.0419. 


C65, 


. ol 


.gs 


Method 


GENSCAN 








Start 


55 










End 


734 








GI 


none 










Score 


. 92 








Exons 


55.. 279, 513.. 734 
















Seq. 'No. 


57921 










w Seq. ID 


OJ000250_ 


_33. 


0419 


.C66 


Gene No. 


121111 










Strand 


+ 








Start 


10 










End 


350 








Name 


OJ000250 33 


.0419. 


C66, 


. ol 


.gs 


Method 


GENSCAN 








Start 


10 










End 


350 






- 


GI 


none 










Score 


. 6 








Exons 


10. .350 




















Seq. No. 


57922 










Seq. ID 


OJ000250_ 


_33. 


0419 


.C67 


Gene No. 


121112 










Strand 










Start 


139 










End 


308 








Name 


OJ000250 33 


.0419. 


C67. 


• ol 


■ gp 


Method 


AAT/GAP-. 








Start 


139 










End 


308 








GI 


2796906 










Score 


309 . 








Exons 


139. .308 " 




















Seq. No. 


57922 










Seq. ID 


OJ000250_ 


_33. 


0419 


.C67 


Gene No. 


121113 










Strand 










Start 


282 










End 


601 








Name 


OJ000250 33 


.0419. 


C67, 


, ol 


.gs 


Method 


GENSCAN 








Start 


282 • 










End . 


601 > 








GI 


.none 










Score' 


.69 








Exons 


282. .601 




















Seq. No. 


57923 










Seq. ID 


OJ000250 


33 . 


0419, 


.C69 


Gene No. 


121114 










Strand 


+ 








Start 


1 










End' 


766 








Name 


OJ000250 33, 


.0419. 


C69. 


ol 


.np 


Method 


AAT/NAP 








Start 


1 










End 


407 








GI 


7487766 










Score 


274 








Exons 


1..215, 284, 


. .407 



















GIDescrip. hypothetical protein T6K21.120 - Arabidopsis thaliana 
gi|2894603|emb|CAA17137.1| (AL021889) putative protein 
[Arabidopsis thaliana] gi | 726854 6 | emb | CAB78796 . 1 | (AL161547) 



58339 



putative protein [Arabidopsis thaliana] 



Seq. No. 57923 
Gene No. : ■ 121414 
Start 1 

Name OJ000250_33 . 04 19 . C69 . ol . gp 

Start 50 
GI 59683_1.R1084 
Exons 50.. 215, 284.. 766 

GI Descrip. 1 28 64 610/emb | CAA16957 | 4.0e-09 (AL021811) putative protein 

[Arabidopsis thaliana] >gi_4 04 9336_emb_CAA22561 . 1_ (AL034567) 
putative protein [Arabidopsis thaliana] 1 



Seq. ID OJ000250_33.0419.C69 

Strand + ■ 

End '7 66 

Method AAT/GAP 

End 766 

Score 1147 



Seq. No. 57923 

Gene No. 121114 

Start 1 

Name OJ000250_33 . 0419 ..C69 . ol . gs 

Start '70 . 

GI none 

Exons 70.. 215, 284.. 413 



Seq. ID OJ000250_33.0419.C69 

Strand + 

End 766 

■Method • GENSCAN 

End ' 413 

Score .72 



Seq. No. 57923 

Gene No. 121115 

Start 819 

Name OJ000250_33 . 04 19 . C69 . ol . tc 

Start 1 

GI none 

Exons 1..183, 13.. 165, 288.. 323 



Seq. ID OJ000250_33.0419.C69 

Strand + 

End , 1057 

Method TBLASTX : Cress 

End 323 

Score 190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57923 
121115 
819 

OJ000250_33.0419.C69.ol. tm 
1 

none 



Seq. ID OJ000250_33.0419.C69 

Strand + 

End 1057 

Method TBLASTX : Mai ze 

End 428 

Score 258 

1. .189, 6. .101, 13. .165, 192. .215, 284. .313, 285. .323, 367. .417, 
369. .428, 376. .42,0 



Seq. No. 57923 

Gene No. 121115 

Start 819 

Name OJ000250_33 . 04 19 . C69 . ol . ts 

Start 1 
GI • none 

Exons 1. .183, ,12. .101, 285.. 320- 



Seq. ID OJ000250_33.0419.C69 

Strand + 

End 1057 

Method TBLASTX : Soybean • 

End 320 , 

Score • 223 i - ■' . ■ : -■ 



Seq. No. 57923 

Gene No. 121115 

Start 819 

Name 0 JO 0025 0_3 3 . 0 4 1 9 . C 6 9 . o2 . gp 

Start 819 

GI none 

Exons - 819. . 1057 



Seq. ID OJ000250_33.0419.C69 

Strand + 

End 1057 

Method AAT/GAP 

End 1057 

Score 4 49 



Seq. No. 
Gene No. 
Start 



57924 

121116 

514 



Seq. ID OJ000250_33.0419.C75 
Strand 

End 686 



58340 



Name 


OJ000250_33. 0419.C7 5.ol .gs 


Method 


GENSCAN 






Start 


514 , 


End 


686 






GI 


none 


Score 


. 9 






Exons 


514 . . 686 










Seq. No. 


57925 


Seq. ID 


OJ000250 33 


.0419. 


■ C7 6 


Gene No. 


121117 


Strand 


+ 






Start 


764 


End 


2045 






Name 


OJ000250_33 . 0419 ,C76.ol . gs 


Method 


GENSCAN • ■ 






Start 


764 


End 


2045 






GI 


none 


Score 


. 62 






Exons 


764.. 10 60, 1878.. 2045 










Seq. No. 


57925 


Seq. ID 


OJ000250_33 


.0419. 


,C7 6 


Gene No. 


121118 


Strand 








Start 


3243 


End 


3352 






Name 


OJ000250_33 . 0419.. C76 . 62 . gs. 


; . . Method. 


GENSCAN 






Start 


324'3 ; 


End y 


'3352 






GI 


none 


-Score 


.74 






Exons 


3243. . 3352 






* 




Seq. No. 


57926 


Seq. ID 


OJ000250_33 


.0419. 


C77 


Gene No. 


121119 


Strand 


+ 






Start 


915 


End 


1298 






Name ^ 


- OJ000250 33.0419.C77.ol.gp 


Method 


AAT/GAP 






Start 


915 


End 


1298 






GI 


uC-osflcyp033a04bl 


Score 


655 - 






Exons 


915.. 1298 










GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


57926 


Seq. ID 


OJ000250_33 


.0419. 


C77 • 


Gene No. 


121120 


Strand 








Start 


19 


End 


1537 • 






Name 


OJ000250 33.0419.C77.ol.gs 


•Method 


GENSCAN. 






Start . 


19 


End 


1200 






GI 


none 


Score 


.67 






Exons 


19. .167, 895. .1050, 1147..: 


L200 








Seq. No. 


57926 


Seq. ID 


OJ000250_33 


.0419. 


C77 


Gene No. 


121120 


Strand 








Start 


19 


End 


1537 






Name 


OJ000250 33.0419.C77.ol.np 


Method 


AAT/NAP 






Start 


■848 : 


End •' • '■ 


1537 






GI 


4 68?018 6 . , 


- . .Score . • , 


32.0 . .. • 






Exons 


848. .1050, 1431. .1537 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


57927 


Seq. ID 


OJ000250_33, 


.0419. 


C78 


Gene No. 


121121 


Strand 


+ 








53 


End 


184 






Name 


OJ000250 33.0419.C78.ol.gs 


Method 


GENSCAN 






Start 


53 


End 


184 






GI 


none 


Score 


.58* ; 






Exons 


53. .184 










Seq. No. 


57927 


Seq. ID 


OJ000250_33, 


.0419. 


C78 



58341 



Gene No. 


121122 




"Strand 


+ 




Start 


2011 




End 


2866 




Name 


OJ000250 33.0419.C78.o3 


.gs 


Method 


GENSCAN 




Start 


2011 




End,.., 


2835' 




GI 


none 




Score 


.62 




Exons 


2011. .2080, 2190. .2330, 


2523. 


.2835 






Seq. No. 


57927 




Seq. ID 


OJ000250_33. 0419 


.C78 


Gene No . 


121122 




Strand 


+ 




Start 


2011 




End 


2866 




Name 


OJ000250 33.0419.C78.o4 


.np 


Method 


AAT/NAP 




Start 


2210 




End 


2866 




GI 


6907089 




Score 


239 




Exons 


2210. .2866 










GI Descrip. 


(AP00112 9.) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


57 927 




Seq. ID. 


OJ000250_33.0419 


.C78 


Gene No. 


121122 




Strand 


+ 




Start 


2011 




End 


2866 




Name 


OJ000250 33.0419.C78.o3 


. np 


Method 


AAT/NAP 




Start 


2231 




End' 


2866 




GI 


6721558 




Score 


123 




Exons 


2231. .2333, 2844.-2866 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi| 6815083 |dbj IJBAA90369 


.11 (AP001081) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


57927 




Seq. ID 


OJ000250_33.0419 


.C78 


Gene No. 


121123 




Strand 






Start 


1 ? 




End 


1820 




Name 


OJ000250 33.0419.C78.o'2 


;np 


Method 


AAT/NAP 




Start 


1 




End 


1820 




GI 


7523517 




Score 


258 




Exons 


1..31, 1327. .1381, 1526 


. . 1820 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


57927 - 




Seq. ID 


OJ000250_33. 04.19 


,G78 


Gene No. 


121123 




Strand 






Start 


1 




End 


1820 




Name 


OJ000250 33.0419.C78.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


537 




End 


889 




GI 


none 




Score 


100 




Exons 


537. .575,. 691. .867., 695 


. .850, 


695. .889 


, 696.. 8'87.' 




Seq. No. 


.57927. , . •. 




Seq. .ID 


. OJ00025Q_33.0419 


.C78 


Gene No. 


121123 




Strand 






Start 


1 




End 


1820 




Name 


OJ000250 33.0419.C78.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


710 




End 


923 




GI 


none 




Score 


150 




Exons 


710. .913, 711. .923 










Seq. No. 


57927 




Seq. ID 


OJ000250_33.0419 


.C78 


Gene No. * 


121123 




Strand 






Start 


1 




End 


1820 




Name 


OJ000250 33.0419.C78.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


893 




End 


1327 





58342 



GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 



none Score 88 

893. .1018, 893, .967, 943. .1017, 1028. .1327, 1185. .1313 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57928 
121124 
1 

OJ000250 
1 

6721561 
1..92, 158 
(AP001073) 
predicted gene 
gil 6815086|dbj 
corresponds to 
protein [Oryza 



_33.0419.C79.ol.np 



OJ000250_ 
+ 

■ 1642 
AAT/NAP 
915 
968 



33.0419.C79 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.915 

EST AU082058 (C12976) corresponds to a region 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C12 97 6 ) 
a region of the predicted gene.; hypothetical 
sativa] 



of the 



5792.8 ... . ........ Seq. ID 

121124 ' ' " Strand 
1 Enci 
OJ000250_33.0419.C79.ol.gs Method 
340 End 
none Score 
340. .873, 1170. .1490, 1523. .1642 • 

57929 Seq. ID 

121125 * 'Sfe-r-and 
253 End 
OJ000250_33 .0419. C82 . ol . gs Method 
253 End 
none Score 
253.. 327 



OJ000250_33.0419.C79 
+ ^ . 

1642 

GENSCAN' ' ' 

1642 

.74 



OJ000250_33.0419.C82 
+ 

327 

GENSCAN 
327 
.73 ' 



Seq. No. 57930 Seq. ID 

Gene No. 121126 Strand 

Start 860 End 

Name OJ000250_33 . 04 19 . C84 . ol . gs Method 

Start .8 60.. . End -. 

GI none Store' 

Exons 860.. 970 



OJ000250_33.0419.C84 
970 

GENSCAN 

970 ■ 
.92 



Seq. No. 57931 Seq. ID 

Gene No. 121127 . Strand 

Start ; 2529 ' End \ 

Name " O JO 0025 0_3 3.0419. C '8 6 . o 1 ; gp ' Method" 

Start . 2529 . . . . End . 

GI none Score 

Exons 2529.. 2906 



OJ000250_33.0419.C86 
+ 

2906 ' " • 
AAT/GAP 
2906- • 
711 



Seq. No. 57931 

Gene No. 121128 
Start ■ 451 

Name OJ000250_33 . 04 19 . C86 . ol . gs 

Start 451 

GI ■ . , none 

Exons 451.. 602, 760.. 814 

Seq. No. 57932 



Seq. ID 

Strand 

End ■ 

Method 

End 

Score 



OJ000250_33.0419.C86 
814 

GENSCAN 

814 

.69 



Seq. ID OJ000250_33.0419.C88 



58343 



Gene No. 121129 Strand + 

Start 182 End 435 

Name OJ000250_33 . 04 19 . C88 . ol . np Method AAT/NAP 

Start 182 End 435 

GI 862343 Score 157 

Exons 182.. 435 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi 1 1092097 |prf | I 2022314A granule cell marker protein [Mus 
■musculus] gi | 1092098 Iprf M2022315A granule cell marker protein 
[Mus musculus] 





Seq. No. 


57932 






Seq. .ID 


OJ000250_33 


.0419. C88 




Gene No. 


121130 






Strand 


+ 






Start 


337 






End 


436 






Name 


OJ000250 33.0419.C88. 


ol. 


gp 


Method 


AAT/GAP 






Start 


337 






End 


436 






■ GI . 


LIB3477-003-P1-K1-E9 






Score' 


150 






Exons 


337. .436 . 














GI Descrip. 


*24 98586/sp|Q4 0638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 






S 1 PRECURSOR (ORY S 


I) 


>gi 1173557 (U31771) Ory s 


1 [Oryza 






sativa] 1 














Seq. No. 


57932 






Seq. ID 


OJ000250_33 


.0419. C88 




Gene No. 


121131 






Strand 






i 


Start 


945 






End. 


1164 




T !*e 


Name 


OJ000250 33.0419.C88. 


ol. 


gs 


Method 


GEN SCAN 






Start 


945 






End 


1164 






GI 


none 






Score 


.88 






Exons 


945.. 1049, 1132.. 1164 












Seq. No. 


57933 






beq. iu 


OJ000250_33 


. 0419. C91 


i y 


Gene No. 


121132 






Strand 


+ 




~ 


Start 


1 






End 


316 






Name 


OJ000250 33.0419.C91. 


ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


295 






GI 


4680203 






Score 


250 - 






Exons 


1. .295 • 














GI Descrip. 


(AF114171) TNP2-like 


protein ' 


[Sorghum 


bicolor] 






oeq . no . 


57933 






Seq. ID 


OJ000250 33 


.0419. C91 




Gene No. 


121132 






Strand 


+ 






Start 


1 






End . 


316 






Name 


OJ000250 33.0419.C91. 


ol. 


gs .' 


Method 


GEN SCAN • 






' Start- 


4 7 : ';• 






End 


■ 316 






' GI 


none .*>-... 






Score. • 


• .9 






Exons 


47. .171,' 244. .316 














Seq. No. 


57933 






Seq. ID 


OJ000250_33 


.0419. C91 




Gene No. 


121133 






Strand 








Start 


1355 






End 


2188 






Name 


OJ000250 33.0419.C91. 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2 






End 


235 






GI 


none 






Score 


70 






Exons 


2. .55, 4. .66, 11. .73, 


79 


.132, 


80. .160 


,' 149. .235-,. : 


153. .224, 






175. .231 














Seq. No. 


57933 






Seq. ID 


OJ000250_33 


.0419. C91 



58344 






Gene No. 


121133 


Strand 










Start 


1355 


hnd 


01 QQ 








Name 


OJ000250 33 . 04 19 . C91 . o2 . gs 


Method 


f~* TT 1 NT O 7\ \T 








Start 


1355 . 


End 


2 lo o 








GI 


none 


Score 


"7 O 

. lo 








Exons 


1355. .1561/ 1856.. 1957, 2019 


1 1 o o 










Seq. No. . 


57934 


Seq. ID 


UJUUUzoU oj. 


n a i Ok 






Gene No. 


121134 


Strand 


+ 








Start 


1 


End 


826 








Name 


OJ000250 33 . 04 19 . C94 . o2 . np 


Method 


AAT/NAP 








Start 


1 


End 


826 








GI 


6967093 


Score 


102 








Exons 


1..41, 286.-468, 585. .826 












GI Descrip. 


(AL132953) putative protein 


[Arabidopsis thaliana] 








Seq. No. 


57934 


Seq.. ID " 


OJ000250__33. 


0419 


C Q A 




Gene No. 


121134 


Strand 


+ 








Start 


1 


End 


826 








Name 


OJ000250 33.0419.C94.ol.tm 


Method 


TBLASTX: Maize 






Start 


2 


End 


459 








GI 


none 


Score 


277 








Exons 


2. .202, 2. .211, 284. .400, 325.-399, 392. .454, 395.. 


457, 




r >= s 
-*=*? 




396. .458, 397 . . 459 










\ 'Jk 


Seq. No. 


57934 


Seq. ID 


OJ000250_33. 


0419 


.C94 




Gene No. 


121134 


Strand 


+ 






th 


" Start 


1 


End 


826 








Name 


OJ000250 33.0419.C94.ol.gs 


Met nod 


GENSCAN 






t ; § 

— Va* 


Start 


92 


End 


714 








GI 


none 


Score 


.66 






r y 


Exons 


92. .147, 286. .468, 585. .714 










£ 


Seq. No. 


57934 


Seq. ID 


OJ000250_33. 


0419 


.C94 




Gene .No. 


121134" 


Strand 


+ 








Start 


1 


End . 


826 






' f Z 


Name 


. OJ000250 33.0419.C94.o2.tm 


Method 


TBLASTX: Maize 






Start — " 


■ -577' 


End 


783 








GI 


none 


Score 


265 






L Li 

£3 


Exons 


577. .783, 582. .782 












Seq. No. 


57935 


Seq. ID . 


OJ00013Q_34. 


0419 


.C3. 




Gene No. 


121135' 


. Strand . . 


+ 








Start 


1039 


■ End 


1632 








. Name 


. OJ000130 34.0419.C3.ol..gs . 


.Method . 


GENSCAN , 








■ Start 


1039 


End 


1632 








GI 


none 


Score 


.82 








Exons 


1039. .1093, 1559. .1632 












Seq. No. 


57935 


Seq. ID 


OJ000130_34. 


0419 


. L J 




Gene No . 


121136 


Strand 










Start 


1 


End 


1107 








Name 


OJ000130 34.0419.C3.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1107 








GI 


6907088 


Score 


540 








Exons 


1..63, 557. .794, 970. .1107 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 







58345 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ; 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57935 Seq. ID 

121137. Strand 

2795 ' - End 

OJ000130_34 . 04 19 . C3 . ol . tm Method 

2793 End 

none Score 



OJ000130_34.0419.C3 
4075 

TBLASTX: Maize 

3240 

110 



2793.. 2945, 2795.-2944, 2963.. 3124, 2963. .3133, 2967 
3152.-. 3238, 3153. .3239, 3211.. 3240 



57935 Seq. ID 

121137 Strand 

2795 End 

OJ000130_34 . 04 19 . C3 . o2 . gs Method 

2795 End 

none Score 

2795.. 3717, 3725. .4055 



3134, 

OJ000130 34. 0419. C3 



4075 
GENSCAN 
4055 
.82 



OJ000130 34. 0419. C3 



57935 Seq. ID 

121137 Strand 
2795 End 4075 

OJ000130_34 .0419.C3.o3.np Method AAT/NAP 

2798 End 4046 

3850580 Score 381 ; "1 

2798.. 4046 „. ' - 

(AC005278)' Strong similarity to gb|D14550 extracellular dermal 
glycoprotein (EDGP) precursor from Daucus carota. ESTs gb 184105 
and gb|AI100071 come from this gene. [Arabidopsis thaliana] 

57935 Seq. ID OJ000130_34 . 04 19 . C3 

121137 Strand 

2795 End 4075 

OJ000130_34 .0419.C3.o2.np Method AAT/NAP 

2804 End 4034 

7488910 Score 339 

2804. .4034 

dermal glycoprotein precursor, extracellular - carrot (fragment) 

gi 1285741 1. dbj IBAA03413.il (D14550) EDGP precursor [Daucus 
carota] 



Seq. No. 


57935 




Seq. ID 


OJ000130_ 


34. 


.0419. 


.C3 


Gene No. 


. 121137 




Strand 










Start 


2795, 




End- .. 


4075 . ,'- 








Name 


OJ000130 34 .0419.C3.ol, 


■ gp" 


Method 


AAT/GAP 








Start 


3778 




End 


. 4 075. 








GI 


287003 




Score 


565 








Exons 


3778. .4075 














Seq. No. 


57936 




Seq. ID 


OJ000130_ 


34. 


.0419, 


■ C5 


Gene No. 


121138 




Strand 


+ 








Start 


839 




End 


1086 








Name 


OJ000130 34 .0419.C5.ol. 


.gs 


Method 


GENSCAN 








Start 


839 




End 


1086 








GI 


none 




Score 


.64 








Exons 


839. .869, 1007. .1086 














Seq. No. 


57936 




Seq. ID 


OJ000130_ 


34. 


.0419. 


,C5 



58346 



Gene No. 121139 ~ Strand 

Start 2582 End 3165 

Name OJ000130_34 . 0419 . C5 . ol . gp Method- AAT/GAP 

Start 2416 End ■ 2939 

GI 3760985 Score 926 

Exons 2416.. 2939 

GI Descrip. 3850579 3.0e-14 (AC005278) Strong similarity to gb_D14550 

extracellular dermal glycoprotein (EDGP) precursor from Daucus 
carota. ESTs gb_H37281, gb_T44167, gb_T21813, gb_N38437, 
gb_Z26470, gb_R65072, gb_N76373, gb_F15470, gb_Z35182, 
gb_H76373, gb_Z34678 an 



Seq. No. 57936 
Gene No. 121139 
Start 2582 

Name . OJ000130_34 . 04 19 . C5 . ol . ts 
Start 2570 
GI none^ 

Exons 2570.. 2701, 2586.. 2711, 2733. 

2838.. -2879 



OJ000130_34.0419.C5 
3165 

TBLASTX : Soybean 

.2914. •,. .- • 
84 y 



Seq. ID 
Strand 
End 

Method 

.End., • 
Score 

.2822, 2777.. 2821, 2825.. 2914, 



Seq. No. 57936 

Gene No. 121139 ; • 

Start 2582 

Name OJ00013Q_34 . 04 19 . C5 . ol . tc 
Start • 2579 

GI none 

Exons 2579.. 2701, 2586.. 2711, 2756. 



Seq. ID OJ000130_34 .0419.C5 
Strand 

End 3165 

Method TBLASTX: Cress 

End 2914 

Scor.e 81 
.2821, 2757. .2822, 2837. .2914 



Seq. No. 57936 

Gene No. 121139 

Start 2582 

Name OJ000130_34 . 04 19 . C5 . ol . tm 

Start 2582 

GI none 

Exons 2582.. 2701, 2589.-2723, 2646. 

2954.. 3037, 2955.. 3023, 2972. 



Seq. ID OJ000130_34 .0419.C5 
Strand 

End 3165 

Method TBLASTX : Mai ze 

End 3037 

Score 116 

:,27.11, 2741.. 2914, 2745.. 2915., 
.3037 



Seq. No. 57936 

Gene No. 121139 

Start 2582 

Name . . OJ000.130._34 . 04 19. C5 . o2 . gs 

Start . 2582. 

GI none 

Exons 2582. .3094 ■ 



Seq. ID OJ000130_34.0419.C5 
Strand 

End 3165 

Method . GENSCAN 

End . 3094 

Score .92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57936 

121139 

2582 

OJ000130_34. 
2585 
3850580 
2585. .3031, 



0419.C5.ol.np 



3089. .3165 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000130_34.0419.C5 

3165 
AAT/NAP 
3165 
252 



(AC005278) Strong similarity to gb|D14550 extracellular dermal 
glycoprotein (EDGP) precursor from Daucus carota. ESTs gb 184105 
and gb|AI100071 come from this gene. [Arabidopsis thaliana] 



58347 



Seq. No. 


•57937 






Seq. ID 


OJ000130_34 . 0419 .C6 


Gene No. 


121140 






Strand 


+ 


Start 


4390 






End 


4794 


Name 


OJ000130 34 


.0419.C6.o3*:; 


gp 


Method 


AAT/GAP 


Start 


4390 






End 


4794 


GI 


uOosrocyp008g08al 




Score 


719 


Exons 


4390. .4794 










GI Descrip. 


'285741/dbj 


|BAA03413| 2 


.Oe-15 


(D14550) 


EDGP precursor '[Daucus 




carota] 1 . 










Seq. No. 


57937 






Seq. ID 


OJ000130_34.0419.C6 


Gene No. 


121141 






Strand 




Start 


1059 






End 


2512 


Name 


OJ000130 34 


.0419.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


1059 






End 


1377 


GI 


none 






Score 


590 


Exons 


1059.'. 1377 










Seq. No. 


57937 






Seq". ID 


OJ000130_34 .0419.C6 


Gene No . 


121141 






Strand 




Start 


1059 






End 


2512 


Name 


OJ000130 34 


.0419.C6.ol. 


gs 


Method 


GENSCAN 


Start 


1200 






End 


2458 


GI 


none ' 






Score 


.66 


Exons 


1200. .1895, 


2009. .2458 








Seq. No. 


57937 






Seq. ID 


OJ000130_34 .0419.C6 


Gene No. 


121141 






Strand 




Start 


1059 






End 


2512 


Name 


OJ000130 34 


.0419.C6.o2. 


gp 


Method 


AAT/GAP 


Start 


1489 






End 


2512 


GI 


24706 1.R1084 




Score 


1943 


Exons 


1489. .2512 










GI Descrip. 


'285741/dbj 


IBAA03413I 8 


. Oe-19 


(D14550) 


EDGP precursor [Daucus 




carota] 1 










Seq. No. 


57937 






Seq." ID 


OJ000130_34 .0419.C6- 


Gene No . 


121142 ' 






Strand 




Start 


4517 






End 


5047 


Name 


OJ000130 34 


.0419.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1197 






End 


4873 


GI 


none 






Score 


128 


Exons 


1197. .1238, 


1254. .1352', 


1362 . . 


1418, 20] 


.8 . .2131", 4'529. . 4741,' 




4530.-. 4742, 


47 60. .4873 








Seq. No. 


57937 






Seq. ID 


OJ000130_34.0419.C6 


Gene No. 


121142 






Strand 




Start 


4517 






End 


5047 


Name 


OJ000130 34 


.0419.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1206 






End 


4879 


GI 


none 






Score 


40 


Exons 


1206. .1331, 


1434. .1556, 


1804 . . 


1833, 1852. .1950, 2015. .2131, 




2061. .2132, 


4529. .4690, 


4530. . 


4694, 4697. .4741, 4760. .4879, 




4761.V484 4 










Seq. No. 


57937 






Seq. ID 


pJ000130_34.0419.C6 


Gene No. 


121142 






Strand 





58348 



Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4517 End 

OJ000130_34 .0419.C6.ol.tm Method 

1212 End 

none Score 



5047 

TBLASTX: Maize 

4945 

78 



1212.. 1235, 1252.. 1335, 1257.. 1337, 1362.. 1547, 1366.. 1542, 
1569. .1637, 1570. .1626, 4529. .4651, 4530. .4652, 4637. .4861, 
'4638. .4844, 4865.-4945, 4866. .4931 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000130 34. 0419. C6 



5047 

' AAT/NAP 
5047 
302 



57937. . * 

121142 
4517 

OJ000130_34 .0419.C6.ol.np 
4517 
3850579 
4517.. 5047 

(AC005278) Strong similarity to gb'|D14550 extracellular dermal 
glycoprotein. (EDGP) precursor-, from Daucus ."car.dta . ,ESTs ' 
gb|H37281, gb I T4 4167 , gb I T21813, gb-| N38437 ,' - 'gb | Z26470,' ' 
gb|R65072, gbJN76373, gb|F15470, gb|Z35182, gb|H76373, 
an... '■' ' • 



gb| Z34678 



Seq. No. 57937 Seq. ID 

Gene No. 121142 - Strand 

Start 4517 End 

Name OJ000130_34 . 04 19 . C6 . o2 . gs Method 

Start 4517 - End . 

GI none Score 

Exons 4517. .5005 



OJ000130_34 .0419.C6 

• 5047 
GENSCAN 
5005 
1 



Seq. No. 


57938 




Seq. ID 


OJ000130_34 .0419.C7 


Gene No. 


121143 




Strand 




Start 


142 




End 


572 


Name 


OJ000130 34.0419.C7.ol.gs 




Method 


GENSCAN 


Start 


142 




End 


572 


GI 


none 




Score 


.71 


Exons 


142. .218, 538. .572 








Seq. No. 


57939 




Seq. ID 


OJ000130_34 .0419.08 


Gene No. 


121144 




Strand 


+ 


Start 


70 




End 


2997 


Name 


OJ000130 34.0419.C8.ol.gp 




Method 


AAT/GAP 


Start 


70 




End . 


269.9. 


GI 


10839 1.R1084 




Score 


1620' 


Exons 


70.. 144, 222. \ 383, 1632., 1 


826, 


20'83. . 


2171,- 2325 - .2699 " 


GI Descrip.. 


. . '. 4 5 1 0 4 0.6 / gb | AAD2.1 4 9 3 . 1 ■ | . 1 . 


Oe-51 (AC006587) putative protein 




kinase [Arabidopsis thaliana] 1 






Seq. No. 


57939 




Seq. ID 


OJ000130_34.0419.C8 


Gene No. 


121144 




Strand 


+ 


Start 


70 




End 


2997 


Name 


OJ000130 34.0419.C8.ol.gs 




Method 


GENSCAN 


Start 


72 




End 


2997 


GI 


none 




Score 


.81 


Exons 


72.. -.144, 222.-383, 1632.. 1 


826, 


2083. . 


2171, 2325. .2488, 



2912. .2997 



Seq. No. 57939 Seq. ID OJ000130_34 . 04 1 9 . C8 

58349 



Gene No. . 121145 
Start 3591 

Name OJ000130__34 . 04 19 .C8 . o2 . gs 

Start 3591' 
GI none 
Exons 3591. 

6834. 

9931. 



Strand 

End 10053 
Method GENSCAN 
End • - 10053 
Score .75 

4166, 4696. .4808, 4862.. .5086, 5289.-5478, 5632. .5828, 
6921, 8251. .8374, 8535. .8714, 9101. .9243, 9806. .9922, 
10053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI ,■■ 

Exons/ : 

GI "Descrip. 



57939 Seq. ID OJ000130_34 . 04 19 . C8 

121145 Strand 

3591 End 10053 

OJ000130_34 . 04 19 .C8 . ol . np Method AAT/NAP 

3862 • End 6954 

7413555 Score 1202 

3862. .4166, 4696. .5086, 5289. .5487, 5638. .5798, 6834. .6954 

(AL162973) protein kinase-like' .[•Arat>id6psis. thaliana] ; . 

57939 • Seq. ID OJ000130J34 . 04 19 . C8 

121145 ' Strand - 

3591 End 10053 

OJ000130_34 . 04 19 . C8 . o2 . gp Method AAT/GAP 

3974 End 4905 

3107858 Score 763 

3974. .4166, 4696. .4905 

4510406/gb | AAD214 93 . 1 | 1.0e-51 (AC006587) putative protein 
kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57939 Seq. ID 

121146 Strand" 

12517 End 

OJ000130_34 .0419.C8.o3.gs Method 

12517 End 

none Score 
12517.. 12894 



OJ000130_34.0419.C8 

12894 
GENSCAN 
12894 
.98 



OJ000130.'3'4.0419.C8' 



57939 Seq. ID 

121146 Strand 

12517 , End 12894 

OJ000130_34 . 04 19 . C8 . o2 . np Method AAT/NAP 

12583 End 12891 

3738299 . Score .289 
12583. .12891 

(AC00530?) putative 'glutaredoxin " {Arabidopsis thaliana] 



57939 Seq. ID 

121147 Strand 
13601 End 

OJ000130_34.0419.C8.o3.tm ' Method 
2 9 End 
none Score 



OJ000130_34.0419.C8 
14366 

TBLASTX: Maize 

1765 

120 



29. .145, 38. .145, 46. .165, 49. .147, 221. .388, 222. .389, 
225. .416, 1631. .1765, 1632. .1763, 1649. .1765 



Seq. No. 
Gene No. 
Start 



57939 

121147 

13601 



Seq. ID OJ000130_34.0419.C8 
Strand 

End 14366 



58350 



Name 
Start 

gi 

Exons 



OJ000130_34 .0419.C8.o2 .tc Method TBLASTX : Cress 

55 End 1829 

none Score 66 

5,5. .153, 68. .169, 70. .192, 22-1 .. 325, -222 ... 311, " 312 389, 

320.. 385, 1-631.. 1777, 1632..182'9, 1666.. 1827 



Seq. ID OJ000130_34.0419.C8 
Strand 

End 14366 

' Method TBLASTX: Soybean 

End 391 

Score 106 . 

76. .147, 76. .147, 221. .265, 222. .299, 290. .391, 291. .386. 



Seq. No. 57939 

Gene No. 121147 

Start 13601 

Name OJ000130_34 . 04 19 . C8 . o3 . ts 
Start ■ 76 

GI none 
Exons 



Seq. No. 57939 
Gene No. 121147 
Start . . / 13601 .... 

Name ' OJ000130_34 . 04 19 . C8 . o5 .-tin • 

Start 1766 
GI none 

Exons 1766.. 1828, 1766.. 1828, 1767, 

2080. .2169, 2082.. 2171, 2298, 
2329.. 2475, 2460.. 2519, 2640, 



Seq. ID 
Strand 
End . 
Method : 
End 
Score 



OJ000130 34. 0419. C8 



14366. 

TBLASTX: Maize 
2678 ; 
101 

.1829, 1768. .1830, 2080. .2157, 
.2504, 2319. .2411, 2323. .2541, 
.2678, 2645. .2677 



Seq. No. 57939 
Gene No. 121147 
Start 13601 

'Name OJ000130_34 . 04 19 . C8 . ol . tc 

Start 3597 , 

GI none 
Exons 3597, 

4705. 

4835. 

5300. 



.3701, 3966.. 4109, 3988, 
.4782, 4706. .4783, 4821. 



.4930, 4911. 
.5476, 5523. 



,5087, 4923. 
,5537, 5638. 



Seq. -ID 
Strand 
End 

Method 
End 
Score 



OJ000130 34. 0419. C8 



14366 

TBLASTX: Cress 
5755 
90 

4077, 4093. .4125, .4104. .4172, 
4922, 4822. .4920, 4834. .4929, 
5087, 4924. .5088, 5284. .5490, 
5754, 5639.-5755 



Seq. No. 57939 

Gene:No. 121147 : 

Start 13601 * 

Name OJ000130_34 . 04 19 . C8 . ol . ts 

Start 3597 

GI none 

Exons 3597.. .3758, 36.07.. 3702, 3972, 
4697. ..4804, 4750. .5088, 4794. 

■ 5294 . .5491, 5638. .5781, 5639; 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4166, .3973 
.5093', 4806 



OJ000130 34. 0419. C8 



14366 

TBLASTX: Soybean 
5781 
70 

,4167, 4696. .4803, 
,5087," 5284. .5.490, 



,5758 



Seq. No. 57939 
Gene No. 121147 
Start 13601 

Name OJ000130_34 . 04 19 . C8 . ol . tm 

Start 3685 
GI none 

Exons 3685.. 3804, 3687.. 3755, 3701. 

3864. .4166, 3865. .4167, 4689. 
4806. .5099, 4807. .5088 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000130 34. 0419. C8 



14366 

TBLASTX: Maize 
5099 
128 

3826, 3732.. 3827, 3846. 
4799, 4690.. 4815, 4696. 



.3878, 
.4803, 



Seq. No. 
Gene No. 



57939 
121147 



Seq. ID 
Strand 



OJ000130 34. 0419. C8 



58351 




Start 


13601 


End 


14366 


Name 


ujuuuiou o4 . U4 i y . to . oi . tw 


Method 


TBLASTX: Wheat 


Start 


A C C\ C " " 

4 by b 


End 


5063 


GI 


none 


Score 


91 


Exons 


4o9o..4oOO, 4b-y/.-4/yO/ 4oUc 


1..4994, 4813. .4971, 4990. .5052 




OUU 1 . . jU Dj 






Seq. No. 


o / y o y 


Seq. ID 


OJ000130_34.0419.C8 


Gene No. 


121147 - «■ 


Strand 




Start 


13601 


End 


14366 


Name 


/"\Tnnnion o ^ n/io r~* o ^ o \- ™ 


Method 


TBLASTX: Maize 


Start 


OZ / 0 


End 


5748 


GI 


none 


Score 


183 


Exons 


oz/b..34/y / Dzob..o4/// ozo / 


..5481, 5287. .5514, 5629. .5748 




0 OOU . . D / 4 U 






Seq. No.. ' 


57939 .., •. •. . . . , ;■ 


Seq: ID. 


OJ,000130_34 .0419.C8 


Gene No. 


' 121147 


Strand 




Start 




End 


.14366 


Name 


OJ00013U 34 . 04 iy . Co . Oj . tc 


Method 


TBLASTX: Cress 


Start 


1 o c o r 


End 


12888 


GI 


none 


Score 


91 


Exons 


1 O C O C 1 O *7 1 C "1 O C O O 1 OT1 / 

izoob. . l z / 1 o , lZOoJ. .12/14, 


12724. .128E 


J8 


Seq. No. 


57939 


A Seq. ID 


OJ000130_34 .0419.C8 


Gene No. 


121147 


Strand 




Start 


13o01 


End 


14366 


Name 


OJ000130 34 . 04 1 y . Co . o2 . ts 


Method 


TBLASTX : Soybean 


Start 


1 O C O O 


End 


12892 


GI 


none 


Score 


,128 


Exons 


Izooj .-. 12 / 44 , 12oo4 . ■ 12by / , 


12745. .12888, 12770. .12892 


Seq. No. 


57939 


Seq. ID 


OJ000130_34.0419.C8 


Gene No. 


121147 


Strand 




Start 




End 


.14366 


Name 


OJ0U0130 o4 . U4 1 y . Co . o4 . tm 


Method 


TBLASTX: Maize • 


Start 


1 O C O O j 


End 


12894 


GI 


none " ' 


Score 


143 


Exons 


I^Ooj. . 1^/11, IZOO 4 . . 12 1 1Z f 


12674. .128 68, 12694. .128 94 


Seq. No. 


57939 


Seq. ID 


OJ000130_34 .0419.C8 


Gene No. 


121147 . , 


Strand . 




Start 


1 O 0 U 1 


End 


14366 . 


Name 


OJ0U0130 34.U4iy.Go.o4.gs 


* : Method- 


GEN SCAN' • • - • 


.Start 


13601. • 


'"'.End':- " 


14.366 


GI 


none 


Score 


.58 


Exons 


"IO/"A1 1 O O 1 -i A (~\ 1 y| 1 o o 

13601 136ol , 14097 14 122 , 


14216. .14366 


Seq. No. 


57940 


Seq. ID 


OJ000130_34 .0419.C9 


VJCIJC IN ^ • 


121148 


Strand 


+ 


Start 


243 


End 


2142 " 


Name 


OJ000130 34.0419.C9.ol.gp 


Method 


AAT/GAP 


Start 


243 


End 


2142 


GI 


21604 1.R1084 


Score 


1255 . 


Exons 


243. .462, 1534. .1630, 1784.. 


2142 




GI Descrip. 


'3850579 3.0e-14 (AC005278) 


Strong similarity to gb D14550 



extracellular dermal glycoprotein (EDGP) precursor from Daucus 



58352 



Seq. No! 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



carota. ESTs gb_H37281, gb_T44167, gb_T21813, gb_N38437 / 
gb_Z26470, gb_R65072 / gb_N76373, gb_F15470, gb_Z35182, - 
gb_H76373, gb_Z34678 an 1 



57940 Seq". ' ID 

121148 .Strand 

243' End 

OJ000130_34 . 04 19 . C9 . ol . gs Method 

265 End 

none Score 

265. .435, 1534. .1629, 1944. .2123 



OJ000130_34.0419.C9 
+ 

2142 
GEN SCAN 
2123 
.5 



57940 ' Seq. ID 

121148 • Strand 
24 3 End 
OJ000130_34 .0419.C9.ol.tm Method 
1531 .. .. ' ' End. ■ 

none -Score 

1531. .1638, 1531. .1593, 1539 .. 1 616, 1759 

1847. .2128, 1854. .2129, . 1911". .2129 



OJ000130_34.0419.C9 
+ 

2142 

TBLASTX: Maize 
•2129 
112 

1842, 1760. .1843, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57941 Seq. ID 

121149 . Strand 
416 End 
OJ000130_34 .0419. CIO. ol.gs Method 
416 End 
none Score 
416. .502, 589. .774, 1007. .1192, 1771.. 
2934. .3286, 4023. .4161, 4612-/4787 



OJ000130_34. 0419. C10 

4787 
GENSCAN 
4787 
.47 

1864, 1964. .2107, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



57941 

121149 

416 

OJ000130_34 .0419.C10.ol.tm 

416 

none 

416... 502, ■ 586. .732, 587. ,721, 
1004. .1192, 1005.. 1193, 1042\! 
1771.. 1860, 1930.. 2013, 1931. 
2014. .2127, 2015. .2092 

57941 
12114 9 

416 ' • " • 

.0 JO 0 0 1 3 0_3 4 . 0.4 1 9 . C 1 0 . o 1 , np ■' 
456 

7484879 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000130 34. 0419. C10 



4787 

TBLASTX: Maize 
2127 
79 

588; .728, 847. .,906, .874. .-8 97,. 
1194, 1212. .1307/ 1759.. 1872, 
1999, 1956. .2015, 1958. .2014, 



Seq. . ID. 

Strand 

End 

Method ■ 
End 
Score 



OJ000130 34. 0419. C10 



4'787' 
AAT/NAP 
2094 
118 
1864, 1964 



.2094 



456. .498, 705. .774, 1007. .1192, 1771. 

cullin-like protein T10P11.14.1 - Arabidopsis thaliana 
gi | 2281115 | gb | AAC78267 . 1 | AAC78267 (AC002330) putative 
cullin-like 1 protein [Arabidopsis thaliana] 

gi|7269017|emb|CAB80750..1| (AL1 614 94 ). putative cullin-like 1 
protein [Arabidopsis thaliana] 



57942 

121150 

473 



Seq. ID OJ000130_34.0419.C11 
Strand + 
End 1449 



58353 



Name 


OJ000130_34 .0419.Cll.ol.gs 


Method 


GEN SCAN 








Start 


473 


End 


1449 








GI 


none 


r 'Score 


. 47 








Exons • 


4/o../yj, 1334. .1449 












Seq. No: 


57943 


Seq. ID 


OJ000130 




.0419, 


.C12 


Gene No. 


121151 


Strand 


+ 








Start 


963 


End 


2314 








Name 


OJ000l30_34 .04l9.Cl2.ol.gs 


Method 


GENSCAN 








Start 


963 


End 


1683 








GI 


none 


Score 


. 5 








Exons 


963. .1025, 1531. .1683 












Seq. No. 


57943 


Seq. ID 


OJ000130_ 


_34 


.0419, 


.C12 


Gene No. 


121151 


Strand 


+ 








Start 


963 


End 


2314 








Name 


OJ000130 34.0419.C12.ol.np 


Method 


AAT/NAP 








Start 


1031 


End 


2314 








GI 


6815109 


Score 


129 








Exons 


1031. .1517, 2283. .2314 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


57944 


Seq. ID 


OJ000130_ 


_34 


.0419. 


.C13 


Gene No. 


121152' 


Strand 


+ 








Start 


1 


End 


325 








Name 


OJ000130 34.0419.C13.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


325 








GI 


5852084 


Score 


95 








Exons 


1..84, 242. .325 












GI Descrip. 


(AL117264) : '.zwh0007.1 [Oryza 


sativa] 










Seq. No. 


57945 


Seq. ID 


OJ000130_ 


_34, 


.0419. 


,C14 


Gene No. 


121153 


Strand 


+ 








Start 


295 


End 


1260 








Name 


OJ000130 34 .0419.C14.ol.gs ,: 


Method 


GENSCAN 








Start . 


^295 


Enci 


1260 








GI 


none . 


- Score 


..52 








Exons 


295. .396, 1192. .1260' 












Seq. No. 


57945 


Seq. ID 


OJ000130_ 


_34 , 


,0419. 


, C14 


Gene No. 


121154 


Strand 










Start 


1. 


End 


1759 . 








Name 


OJ000130 34. 0.419. C14.ol.np ■ 


Method 


AAT/NAP . 








•Start 


• 1 ' ' ' ' • , 


End 


■17*59 ■ 








GI 


5042454 


Score 


119. .. 








Exons 


1..88, 1626. .1759 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


57946 


Seq. ID 


OJ000130_ 


_34 . 


,0419. 


C15 


uene iNO . 


121155 


Strand 


+ 








Start 


598 


End 


3167 








Name 


OJ000130 34 .0419.C15.o3.np 


Method 


AAT/NAP 








Start 


598 


End 


1876 








GI 


7523512 


Score 


113 








Exons 


598. .652, 1751. .1876 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 









58354 



Seq. No. 57946 Seq. ID 

Gene No. 121155 Strand 

. Start 59.8 - . End 

Name OJ000130_34 :"0'4 1 9 . C15 . o2 . np Method 

Start 853 End 

GI 5922623 ' Score 

Exons 853.. 933, 1308.. 1455, 1623.. 1698, 2891 

GI Descrip. (AP000492) hypothetical protein [Oryza 
gil 6016856|dbj IBAA85199.1 | (AP000570) 
[Oryza sativa] 



OJ000130_34.0419.C15 
+ 

3167 • 
AAT/NAP 
2912 
285 
.2912 
sativa] 
hypothetical protein 



Seq. No. 57946 Seq. ID 

Gene No. 121155 Strand 

Start 598 End 

Name OJ000130_34 .0419. C15 . ol . gp Method 

Start 2546 End 

GI LIB3434-023-P1-K1-B.3 Score". 

Exons 2546. ;2975 ' - ' 

GI Descrip. 1 3738293 3.0e-35 (AC005309) putative CCAAT-binding transcription 
factor subunit A -(CBF-A) [Arabidopsis- thaliana] 1 



OJ000130_34 .0419.C15 
+ 

3167 

AAT/GAP 

2975 

804 . 





Seq. No. 


57946 


Seq. ID 


OJ000130_34 . 


.0419. C15 




Gene No. 


121155 


Strand 


+ 






Start 


598 


End 


3167 






Name . 


OJ000130 34.0419.C15.o4.np 


Method 


AAT/NAP 






Start 


2571 


End 


3063 






GI 


3738293 


Score 


398 






Exons 


2571. .3063 








r' t 


GI Descrip. 


(AC005309) putative CCAAT-box 


binding 


'trancription 


factor 


I J 




[Arabidopsis thaliana] 










Seq. No. 


57946 


Seq. ID 


OJ000130_34 . 


,0419. C15 




Gene No. 


121155 


Strand 


+ 






Start 


598 


End 


3167 




C3 


Name 


OJ000130 34.0419.C15.o2.gs 


Method 


GENSCAN 






Start 


2634 


End 


3167 






.GI 


none- 


Score 


.98 






Exons 


' 2634. .3167 






V- 



Seq. No. 57946 

Gene No. 121156 

Start . 10585 . . 

Name OJ000130_34 . 04 19 . C15 . o5 . np 

Start 10585 • 

GI 7443520 ... 

Exons 10585. .11067 

GI Descrip. transcription factor 
thaliana gi 12244810! 
transcription factor 
gi I 7268160 |emb|CAB78 
transcription factor 



Seq. ID OJ000130_34 .0419. CIS 

Strand + 

End 11067 

Method AAT/NAP . 

End - 11067' 

Score 318 ... 



CCAAT-binding, chain A - Arabidopsis 
emb|CAB10233.1| (Z97336) CCAAT-binding 

subunit A(CBF-A) [Arabidopsis thaliana] 
496.11 (AL161539) CCAAT-binding 
subunit A(CBF-A) [Arabidopsis thaliana] 



Seq. No. 5794.6 Seq. ID 

Gene No. 121157 Strand 

Start 1 End 

Name OJ000130_34 .0419. C15 . ol . np Method 

Start 1 End 



OJ000130_34.0419.C15 

1426 

AAT/NAP 

1426 



58355 




PT 


5042454 






Score 


1499 


Exons 


1..794, 850 


. .956, 1287.. , 


,1426 






\j± uescnp. 


(AC007789) putative polyprotein [Oryza sativaj ^ .'■*■ 


Seq. No.". 


57946 






Seq. ID 


OJO0013q_34.0419.C15 


Gene No. 


121157 






Strand 


- 




1 






End 


1426 


Name 


OJ000130 34 


.0419.C15.ol. 


.gs 


Method 


GEN SCAN 


c+- 3 V f" 
oT,ar L 


9 






End. 


1368 




none 






Score 


.84 


Exons 


9. .794, 850 


..1059, 1291. 


, .1368 






oeq . no . 


57946 






Seq. ID 


OJ000130_34.0419.C15 


Gene No. 


121158 ■ 






Strand 




Start 


2712 






End 


10920 


Name 


OJ000130 34, 


.0419.C15.ol. 


ts 


Method 


TBLASTX: Soybean 




2712 






End 


. 10920 '.. ' . 




none 






Score 


110 ' ' 


Exons 


2712. .2789, 


2726. .2788, 


2786.-, 


,2995, 2790. ".3014, 10638 .. 10691, 




10648. .10692, 10701 .. 10907 , 10702. .10920 . . 


Seq. No. 


57946 






Seq. ID 


OJ000130_34.0419.C15 


Gene No. 


121158 






Strand 




OLdlL 


2712 






End 


10920 


Name r. 


OJ00.0130 34. 


.0419.C15.ol. 


tw 


Method 


TBLASTX ; Wheat 


o tar t 


2727 






End 


10914 




none 






Score 


367 


Exons 


2727. .3005, 


2729. .2995, 


10647. 


, .10784, 


10647. . 10907, 10648.. 10914 


Seq. No. 


57 94 6 






Seq. ID 


OJ000130_34.0419.C15 


Gene No. 


121158 






Strand 




C-|- -a v*+- 
O Lai L 


2712 






End 


10920 


Name 


OJ000130 34, 


.0419.C15.ol. 


tc 


Method' 


TBLASTX: Cress 


Of a >-■•- 


2729 






End 


10920 


PT 


none 






Score 


391 


Exons 


2729. .2971, 


2730. .3014, 


10647. 


, .10784, 


10647. .10904, 10648. .10920 


Seq. No." 


57946' 






Seq. I'D 


OJ000130_34.0419.C15 


Gene No. 


121158 






Strand 






. 2712 






End 


10920 


Name 


OJ000130 34. 


.0419.C15.ol. 


tm 


Method 


TBLASTX: Maize 




2730 






End . 


10920 . 


PT 
bl. 


none 






Score 


386 


Exons 


2730. ;3014, ' 


2732. .2995, 


10647. 


.10784, 


10647. .10-907, 10648. -.10920 


Seq. No. 


57947 






Seq. ID 


OJ000130_34.0419.C16 


Gene No. 


121159 






Strand 


+ 


OLdiL 


123 






End 


1573 


Name 


OJ000130 34. 


0419.C16.ol. 


gs 


Method 


GENSCAN 


o cart 


123 






End 


1573 


GI 


none 






Score 


.44 


Exons 


123. .152, 334. .410, 1450 


'. .1573 




Seq. No. 


57948 






Seq. ID 


OJ000130_34.0419.C17 


Gene No. 


121160 






Strand 


+ 


Start 


459 






End 


1152 


Name 


OJ000130 34. 


0419.C17.ol. 


np 


Method 


AAT/NAP 



58356 



Start 459 End 1152 

GI 4204303 . Score 144 

Exons 459.. 600, 1034.. 1152 

GI Descrip. '(AC003027 ) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



Seq.' No.' 57948 Seq. ID 

Gene No. 121160 Strand 

Start 4 59 • End 

Name OJ000130_34 . 0419.C17 .ol . ts Method 

Start 1036 . End 

GI none Score 

Exons 1036.. 1152, 1041.. 1151 

Seq. No. 57948 Seq. ID 

Gene No. 121160 Strand 

Start " 459 End 

Name OJ000130_34 . 04 19 . C17 . ol . tm "" Method 

Start 1038 End 

GI. none Score 

Exons 1038.. 1145, 1039.. 1152 

Seq. No. 57949 Seq. ID 

Gene No. 121161 Strand 

Start ' 610 End . 

Name OJ000130_34 . 04 19 . C20 . ol . gs Method 

Start 610 End 

GI none Score 

Exons 610.. 855, 1049.. 1108 

Seq. No. 57949 Seq. ID 

Gene No. 121162 Strand 

Start 610 End 

Name OJ000130_34 . 0419 . C20 . ol . gp Method 

Start 610 End 

GI none Score . 

Exons 610.. 937 ■ *' 



OJ000130_34 .0419.C17 
+ 

1152 

TBLASTX : Soybean 

1152 

178 



OJ000130_34 .0419.C17 
+ 

• 1152.'. ' • 

TBLASTX: Maize •' 

1152 

179 



OJ000130_34 .0419.C20 
+ 

1108 
GENSCAN 
1108 
-.93 



OJ000130 34.0419.C20 



937 

AAT/GAP 

937 

589 



Seq. No. 57949 ' Seq. ID 

Gene No. 121163 Strand 

Start 2367 End 

Name .OJ00013QJ34 . 0419 . C20 . o2 . gs . Method. 

.Start 2367., ; End 

GI none Score 
Exons . . 2367- .2771.. .. 



OJ000130_34 .0419.C20 

2771 
GENSCAN 
2771 
.99 



Seq. No. 57950 Seq. ID 

Gene No. 121164 Strand 

Start 1201 End 

Name OJ000130_34 . 041 9 . C21 . o2 . gs Method 

Start 1201 End 

GI none • Score 
Exons 



OJ000130_34 .0419.C21 
+ 

4120 
GENSCAN 
4120 
.67 

3785, 



1201.. 1207, 1468. .1569, 1968. .2234, 3085. .3519, 3707 
3992. .4068, 4110. .4120 



Seq. No. 
Gene No. 



57950 
121165 



Seq. ID OJ000130_34 .0419.C21 
Strand + 



58357 



• 



Start 

Name 

Start 

Exons' 



9737 

OJ000130_34 .0419.C21.o4.gp 
9737 
none 

9737. .10365 ' 



End 

Method 

End 

Score 



10365 
AAT/GAP 
10365 
1161 



Seq. No. 57950 Seq. ID 

Gene No. 121166 Strand 

Start 3080 End 

Name OJ000130_34 . 0419 .C21 . o2 . gp Method 

Start 3080 End 

GI none Score 

Exons 3080.. 3573 



OJ000130_34.0419.C21 

3573 
AAT/GAP 
3573 
928 



Seq. No. 57950 Seq. ID 

Gene No. 121167 Strand 

Start ,4872 . ■ End 

Name OJ000130_34 . 04 19 . C21 . o3 . gp ' ■ ' Method 

Start . .'4707 End 

GI • - 3761588 ' ' ' Score 

Exons 4707.. 5031 



OJ000130_34.0419.C21 

14809. ; . 

AAT/GAP ' • ' 
5031 ■ 
580 



Seq. No. 57950 

Gene No. 1211-67 

Start 4872 

Name OJ000130_34 . 04 19 . C21 . o3 . gs 

Start 4872 

GI - none 

Exons 



OJ0.00130 34.0419.C21 



Seq. ID _ 
Strand - 
End 14809 
Method ' GENSCAN 
End 12016 , 

Score .49 

4872. .5068, 6035. .7379, 7700. .7730, 7995. .8158, 8578. .8717, 

10704, 





8745. . 


8805, 92 


00.. 9256, 9736 


>. ..9930, 10420. .10539, 10642 




11249. 


. 11821, 


11906. , 


.12016 






Seq. No. 


57950 








Seq. ID 


OJ000130_34 .0419 


Gene No. 


121167 








Strand 




Start 


-4872 








End 


14809 


Name 


• OJ0001 


30_34.04 


19.C21, 


.o2 . tm 


Method 


TBLASTX: Maize 


Start 


993 1 ( • 








End 


11368 


GI 


none* 








Score 


57 


Exons 


9931. . 


10026,' 9 


940. .10077, 10044 . .10076, 


10072. .10098, 




10073. 


.10114, 


10182. , 


.10319, 


10187. . 10327, 10192. . 10329, 




10258. 


.10329, 


1O409. , 


.10450, 


10415. . 104 98, 10416. . 104 99, 




. 10468. 


.10500, 


10623- ■ 


.10703, 


10640.. .10702, 10642. .10704, 




. 10643. 


..10705, 


11243.'. , 


.11332, 


11244. .11333, 11330.'. 11368 


Seq. No. 


57950 








Seq. ID- 


OJ000.130_34.0419 


Gene No. 


121167 








Strand 




Start 


4872 








End 


14809 


Name 


OJ0001 


30_34.04 


19.C21, 


, ol . np 


Method 


AAT/NAP 


Start 


10219 








End 


14587 


GI 


668892 


6 






Score 


300 


Exons 


10219. 


.10300, 


10394. . 


.10547, 


11263. .1134 9, 117 4 6. . 11821, 




11906. 


.12021, 


12629. . 


.12710, 


1324 6. . 13316, 14 530. . 14 587 



GI Descrip. (AJ251365) VAP27 [Nicotiana plumbaginif olia] 



Seq. No, 
Gene No, 
Start 



57950 

121167 

4872 



Seq. ' ID 

Strand 

End 



OJ000130 34.0419.C21' 



14809 



58358 



Name 

Start 

GI 

Exons 



OJ000130 34.0419.C21.ol.tm 



Method TBLASTX : Mai ze 



11378 End ~ 14629 

none Score 116 

11378. .11488, 11385. .11486, 11426 .. 11494, 11427 .. 114 95, 

11447. .11491, 11496. .11543, 11540 .. 11821, 11549 .. 11815, 

11652. . 11819, 11900. .12022, 11911.'". 12024 , 11912 .. 12022 , 

11913. . 12023, 12625. .12708, 12630 .. 127 13, 12630 .. 12707 , 

13245. .13316, 1324 6 .. 13335, 1324 7 .. 13324 , 14 525 .. 14 629, 
14531.. 14578 



Seq. No. 


57950 


Seq. ID 


OJ000130__34 .0419 


.C21 


Gene No . 


LZ 1 ID/ 


Strand 






Start 


4872 


End 


14809 




Name 


OJ00U130 o4 . 04 19 . CZ1 . oo . gp - 


Method 


AAT/GAP ■ 




Start 


i i a a c 


End 


14809 




t 

OI 


5ZZZo 1 . KlUo 4 


Score 


982 




Exons 


liyUo . . lzuz l , LZozy . . iz / ±u, 


1324 6. .13316, 14530, .14.809,-; 




GI Descrip. 


'3063471 4.0e-29 (AC003981) 


ITO OA1 O O O 

fc ZZULo . oo 


[Arabidbpsis thaliana] - ' 


Seq. No. 


o / 9oU 


Seq. ID 


OJ000130_34.0419 


.C21 


Gene No . 


lzllfe / 


Strand 






Start 


/I O *7 O 

4o /2 


End 


14809 




Name 


OJUUUUU J4 . U4 iy . \ZZ 1 . 04 . gs 


Method 


GENSCAN 




Start 


1 O A /T O 

13063 


End 


14578 




GI 


none 


Score " 


.61 




Exons 


1 O A *T O 1 O 1 O A T/ICOA 1 VI C T O 

13063 .. 13130 , 14 530 . . 14b /o 








Seq. No. 


57951 • 


Seq. ID 


OJ000130_34 .0419 


.C22 


Gene No. 


121168 


Strand 






Start 


3596 


End 


5243 




Name 


OJ000130 34.04l'9.C22.o2.gs 


Method 


GENSCAN 




Start 


3596 


End 


4870 




GI 


none 


Score 


.98 




Exons 


3596.. 4870 








Seq. No. 


57951 


Seq. ID 


OJ000130_34.0419 


.C22 


Gene No . 


121168 


Strand 






Start 


3596 


End 


5243 




Name 


OJ000130 34.0419.C22.ol.np 


Method 


AAT/NAP + 




Start 


3602 


End 


5243 




GI 


3850579 


Score 


407 




Exons 


3602. .4773, 5162. .5243 








GI Descrip. 


(AC005278) Strong similarity 


to gb|D14550 extracellular 


.dermal 



glycoprotein (EDGP)' precursor from- Daucus" carota. ESTs ■■ 
gb|H37281, gbJ.T44167, gb | T218 13, ugb | N38437 , gb | Z26470, . 
gb|R65072, gb|N76373, gb|F15470, gb|Z35182, gb|H76373, gb|Z34678 



Seq. No. 57951 Seq. ID 

Gene No. 121168 Strand 

Start 3596 End 

Name OJ000130_34 . 04 19 . C22 . o2 . np Method 

Start 3602 ■ End 

GI 3850580 . Score 

Exons ..3602 . .4864 

GI Descrip. (AC005278) Strong similarity to gb|D14550 
glycoprotein (EDGP) precursor from Daucus 



OJ000130_34.0419.C22 

5243 
AAT/NAP 
4864 
419 



extracellular 
carota. ESTs 



dermal 
gb| 84105 



58359 




and gb | AI 100071 come from this gene. [Arabidopsis thaliana] 





Seq. No. 


57951 






Seq. ID 


OJ000130_34.0419.C22 




Gene No . 


lZlloo 






Strand 






Start 


3596 






End 


5243 




Name 


OJ000130_34 . 


0419. C22 . ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


3647 






End 


4528 




GI 


none 






Score 


66 




Exons 


3647 . .3733, 


3818 . . 3922 , 


3971 . . 


4054, 4061. .4132, 4133. .4186, 






4223 . . 4396, 


4430 . . 4528 










Seq. No. 


57951 






Seq. ID 


OJ000130_34.0419.C22 




Gene No. 


121168 






Strand 






Start 


0 c c\ r 

3596 






End 


5243 




Name 


OJ000130_34 . 


0419. C22 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


397 7 






End 


4771 




GI 


none 






Score 


■ 57 ■ :•••/,-; ... 




• Exons 


3977 . . 4048, 


4 058. .4132 , 


'a 1 n n 

4199. . 


4246, 4211. .42 ; 46, 4250. '.'4375, 






4251. .4322, 


4376. .4471, 


4389. . 


4472, 4455. .4490, 4703. .4771 




Seq. No. 


57952 






Seq. ID 


OJ000130_34 .0419.C25 




Gene No. 


121169 






Strand 


+ 




Start 


161 






End 


410 




Name 


OJ000130 34. 


0419.C25.ol 


.gs 


Method 


GENSCAN 




Start 


161 • 






End- 


410 




GI 


none 






Score 


.89 


■L ' = 

n s 


Exons 


161. .182, 304. .410 










Seq. No. 


57953 






Seq. ID 


OJ000130_34.0419.C27 




Gene No. 


121170 






Strand 


+ 




Start 


61 






End 


411 


rU 


Name 


OJ000130 34. 


0419.C27.ol 


.gs 


Method 


GENSCAN 




Start 


61 






End 


411 


= 


GI 


• none 






Score 


.64 




Exons 


61. .213, 277 


. .411 










Seq . . No . " 


57953 ■'• ■ 






Seq. ID 


OJ00013Q_34...0 : 419.C27 




Gene No. 


121171 






Strand 




? 


Start 


1 






End 


120 




Name 


OJ000130 34. 


0419.C27.ol 


.gp 


Method 


AAT/GAP 




Start 


1 






End 


120 




GI . 


54240 1.R1084 




Score 


. 240. 




Exons 


1. .120 












GI Descrip. 


' 4454019/emb|CAA23072 | 1 


6 . Oe-lc 


i •(AL035396) SRGl-like protein 






[Arabidopsis 


thaliana],' 










Seq. No. 


57954 






Seq. ID 


OJ000130_34 .0419.C28 




Gene No. 


121172 






Strand 


+ 




O l_ a. JL l_ 


415 






End 


5951 




Name 


OJ000130 34. 


0419.C28.ol 


.gp 


Method 


AAT/GAP 




Start 


415 






End 


2003 




GI 


uC-osflcyp055e02bl 




Score 


682 




Exons 


. 415. .504, 1507. .1744, 1961. .2003 






GI Descrip. 


'2384675 8".*'0e-33 (AF012659.) putative potassium transporter 






AtKT4p [Arabidopsis "thaliana] 1 








Seq. r No. 


57954 






Seq. ID 


OJ000130_34 .0419.C28 



58360 






Gene No. 


121172 








Strand 


+ 




Start 


415 








End 


5951 




Name 


OJ000130 34 


.0419 


.C28.ol 


.gs 


Method 


GENSCAN 




'Start 


463 








End 


-5951 




GI . 


none 








Score 


.57 




Exons 


463. .504, 1507.. 


1744, 1961.. 


2209, 2316 


..2366, 3319. .3371, 






4010 . . 4301, 


4428 


. .5447, 


5533 


..5572, 5657.. 5696, 5844.. 5951 




Seq. No. 


57954 








Seq. ID 


OJ000130_34 .0419.C28 




Gene No. 


121172 








Strand 


+ 




Start 


415 








End 


5951 




Name 


OJ000130 34 


. 0419 


.C28.ol 


.np 


Method 


AAT/NAP 




Start 


1483 








End 


5512 




GI 


7108599 








Score ■ 


2636 




Exons 


1483. . 1744, 


1961 


. .2209, 


2316 


..2363, 2935.. 3201, 3319.. 3371, 






3850. .3964, 


4047 


. .4301, 


4428 


. .5512 






GI Descrip. 


; .(AF129.479) 


HAK2 ; 


[Hordeum - vulgare] ;; *■/■■: 






' Seq. No. 


57.954 ^ 








Seq. ID.. 


OJ000130_34..0419.C28 




Gene No. 


121173 








Strand 






Start 


6565 








End 


7104 




Name 


OJ000130 34 


.0419 


..C28.o3 


. tm 


Method 


TBLASTX: Maize 




. Start 


463 








End 


1718 




GI *- 


none 








Score 


329 




Exons 


463.. 504, 1492.. 


1716,- 1509. . 


1718, ,1510. 


..-1716 


jst. 

h 


Seq. No. 


57954 ■ 








Seq. ID 


OJ000130_34 .0419.C28 




Gene No. 


121173 








Strand 






Start 


6565 








End 


7104 




Name 


OJ000130 34 


.0419 


.C28.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1509 








End 


5521 


:~ 


GI 


none 








Score 


95 




Exons 


1509. .1718, 


1510 


. . 1764, 


1533 


..1607, 1653. .1745, 1947. .2051, 






1960. .2055, 


2097 


. .2207, 


2098 


..2208, 2943. .3203, 2969. .3211, 


y 




3314 . .3355, 


3315 


. .3377, 


3844 


..3924, 3873. .3917, 4036. .4260, 


y 




4043. .4303, 


4043 


. .4294, 


4057 


;.-.-4302, 4424. .5026, 4426. .4956, 


^ . 




4892. .4984, 


5279 


. .5515, 


5323 


. .5499, 5396. .5521 




Seq. No. 


57954 








Seq. ID 


OJ000130_34.0419.C28 


J! 


Gene No. 


121173 








Strand 




*=? 


Start 


6565 








End 


7104 




Name 


OJ00013.0 34 


.0419 


.C28.o5 


.ts. . 


Method . 


TBLASTX: Soybean 




Start 


1531 " 








End 


2208 ' ' 




GI 


none 








Score' 


288 




Exons 


1531. .1740, 


1533 


. .1742, 


1651 


. .1743,. 1939'. ..2055, ;.1950 . .. 2048.,' 






2026. .2208, 


2031 


. .2207 










Seq. No. 


57954 








Seq. ID 


OJ000130_34 .0419.C28 




Gene No. 


121173 








Strand 






Start - 


6565 








End 


7104 




Name 


OJ000130 34 


.0419 


.C28 .o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1947 








End 


2196 




GI 


none 








Score 


161 




Exons 


1947. .2168, 


1959 


. .2159, 


1960 


..2169, 2164. .2193, 2169. .2195, 






2170. .2196 














Seq. No. 


57954 








Seq. ID 


OJ000130_34 .0419.C28 



58361 




Gene -No. 


121173 








Strand 






Start 


6565 








End 


7104 




Name 




. u 4 1 y 


poo ^9 
. bZ O . OZ 


f-t.T 


Method 


TBLASTX : 


wnea l 


o rare 










End 


2356 




bl 


none 








Score 


175 




Exons 


1 QCfT 9109 

.lyoo. . z i uz , 


1 y ou 


. . Z 1 J / , 


9 fl 9 £ 
Z UZ O . 


,.2208, 2097. .2207, 


01 nn 9919 

Z 1 U U . . ZZ 1 O , 




Z Z / J • .ZjjO 














Seq. No. 


57954 








Seq. ID 


OJ000130 


_34.0419.C28 


Gene No. 


121173 








Strand 






Of a r 4- 


DODO 








End 


7104 




Name 


UJUUUIjU 04 


n/i 1 q 
. U4 1 y 


poo « c 
. bZ 0 . Ou 


f- 0 
. lS 


Method 


TBLASTX : 


boyoean 


C -1 i >- 4~ 

o car l 


9 Q 4 £ 
Z y fi 0 








End 


3383 






* none 








Score • 


264 




f /~\ T"\ 


Z y 4 O . . Jl JO ; 


z y 0 / 


91 R4 


oz / y . 


.3383, 3315. .3377 




beq. wo. 


0 / y 0 4 








. Seq./ ID 


OJ000130 


9 a n/11 q roQ 
j4 . U4 1 y . 0 


Gene No. 


1 OI 1 T3 








Strand 






Start 


6565 








End 


7104 




Name 


OJ000130_34 , 


.0419 


'.C28.o2 


. tm 


Method 


TBLASTX : 


Maize ' / 


buarc 


z y 0 0 








End 


4165 




bl 


none 








Score 


283 




Exons 


oqqq 9 m 1 
z y 0 0 . . JU / !/ 


z y y 0 


9 9 n 9 
. . ozUz , 


9 Q Q /l 

z y y 4 . 


.3203, 2.995.. 3201, 


9QQ£ oono 

z y y d . . jz vz , 




O OflQ ^OTl 

jjuy . . jj / / , 




9 9 9 9 
. . JO / J , 


001 c 
JJ 1 0 . 


.3377, 3317.. 3430, 


OO 4 4.. j y D J , 






4 n A 9 

ft U H Z 


4 1^4 
. .4104, 


ADA"?, 
4 U 4 j . 


.4165 






Seq. No. 


57954 








Seq. ID 


OJ000130 


_34.0419.C28 


Gene No. 


121173 








. Strand 






C 4- -> rf 

b tart. 


£ r £ r 








End 


7104 




Name 


UJ U UU 1 jU j4 ■ 


H/i 1 Q 

. U4 1 y 


poo —0 
. bZ 0 . 00 


. ts 


Method 


. TBLASTX: 


Soybean 


otart 










End 


4305 




C T 


none 








Score 


61 




Exons 




OQ-DC 
OOOO 


. . 0 y 0 0 , 


4 U4 Z . 


.4305, 4043. .4303 




beq. no. 


0 / y 0 4 








Seq. ID 


OJ00.0130 


j4 . U 4 1 y . Izo 


Gene No . 


191 1 "7 "5 








Strand 






G 4- v~ 4- 

otart 


DJOJ 








End . 


• 7104. 




Name 


r> in nni "?n ^ a 

UO U UU 1 j U j4 . 


. u 4 1 y ■ 


POQ ^ 1 
. bZ O . O 1 


. cm 


Method 


• TBLASTX : 


Maize 


Start 


4165 








End * 


6100 




GI 


none 








Score 


237 




Exons 


A 1 £R 4 9fm 


4 1 £ £ 


a 9 n 9 


A 1 £7 


.4304, 4426. .4755, 


A A OH /j 7 
44Z/..4/J0, 




4 0 y 1 . .4 / 0 y , 


/TCI 

4/Ol 


. .4 / 0 U , 


4 / O J . 


.4793, 4757. ..4789, 


Ann Ok /1Q9C 
4 / / y. .4ojj, 




/ion c;n*51 
4 1 0 U . . jUj.I , 


Vl 7 Q 1 

4. / O 1 , 


irn 9 9 
. . O.U O Z , 


JIOQ1 

4 / 0 1 . 


.5035, 4855. .5052, 


/ qto t^mo 

4 0 / £ . ..0 U / Z , 




O U4 y . . DIDO, 


r n r n 

0 U O U 


R A Q 9 

..04 y 0 , 


0 U / 0 . 


.5536, 5080. .5229, 


OUo / . . 00 jU , 




0 y 4 0 . . 0 u 4 u , 


CQQQ 

0, y y y . 


. . OU.O / , 


D.Uz 4 . 


. 6074., 6074. . 6100 




Seq. No. 


57954 








Seq. ID 


OJ000130 


_34.0419.C28 


Gene No. 


121173 








Strand 






otart 


^ r ^ r 

DODO 








End 


7104 . 




Name 


UJUUUIjU j4 , 


. u 4 1 y , 


O O Q «1 
. bZO . Ol 


. t S 


Method 


TBLASTX: 


Soybean 


Start 


vl A 9 9 

4 4z 0 








End 


5023 




GI 


none 








Score 


680 




Exons 


4423. .4956, 


4424 , 


. .5023, 


4742. 


.4993 






Seq. No. 


57954 








Seq. - ID 


OJ000130 


_34 .0419.C28 


Gene No. 


121173 








Strand 






Start 


6565 








End 


7104 





58362 




Name 


UJUUUloU 04 


n a 1 q 
. U4 iy 


. LZo • OZ 


. ts 


Method 


1 biiAo 1a : boyoean 


Start 


CI 1 1 

Dill 








XT' — ,J 


c o. 1 c 
0010 




none 








Score 


QQ _ 

y 0 


Exons 


Dili. . JZ^O, 


0Z4 U ■ 


CC1 c 

. .0010, 


c; Q O *3 

OoZp . 


CC1 yl 

.0014 




Seq. No. 


57954 








Seq. ID 


OJ000130_34.0419.C28 


Gene No. 


121173 








Strand 




Start 


DODO 








bna 


/ 1U4 


Name 


UJUUUloU 04 


. u 4 1 y , 


poo ^ 1 
. UZo . OI . 


. tw 


Method 


mnT 7\O r PV.r*7K/-i-i4- 

1 tsii/ib 1 a : wneac 


Start 


c O "3 /I 








hjna 


C c n c 
0010 


GI 


none 








Score 


ZoO 


Exons 


0Z04 . . 00 10 , 


0 z 0 / , 


. . 00 u y , 


c 0 £ c 

00 bo . 


CC1 1 

.0011 




Seq. No. 


57954 • 








Seq. ID 


OJ000130_34.0419.C28 


Gene No. 


121173 








Strand 




Start 


ODoO 










n 1 n a 
f 1U4 


Name 


UJ UUUlpU . 




. LZo . OZ , 


. gs .. 


Method 


AM 

GhjNoUAIN 


Start 


DODO 








Lna 


TORI 
/U01 


GI 


none 








Score 




Exons 


DO DO . .0/00/ 


DO /O , 


. . /U01 








Seq. No. 


57954 








Seq. ID 


OJ000130_34.0419.C28 


Gene No. 


121173 








Strand 




Start 


DO DO 








End 


7104 


Name 


OJUUUloU o4 


. U4 iy . 


POO _ / 

. Cz 0 . 04 , 


. tm 


Method 


TBLASTX: Maize 


Start 


/■r nn " 

DOOO 








End 


6935 


GI 


none 








Score 


193 , " - 


Exons"* 


/-COO dQO 
DOOO . .D/OZ, 


boy b , 


an q a ■■ 
. . b /o4 , 


bbUI . 


.6783, 6872. .6934, 6876. .6935 


Seq. No. 


C "7 Q C A 

o / yo4 








•Seq. ID 


OJ000130_34.0419.C28 


bene no . 


/ 0 








Strand 




Start 


6565 








End 


7104 


Name 


OJ000130_34 


.0419. 


.C28'.o2. 


.np 


Method 


AAT/NAP 


Start 


bbUI 








End . 


7104 


GI 


' A O C O 1 yi Q 
4 Z bZ 14 O 








Score 


310 


Exons 


bbUI . . 0 / 00 / 


•6875. 


, .7104 








GI Descrip. 


(ALUUOZ / 3; 


predicted ^protein 


of ^ unknown' function [Arabidopsis. 




thaliana] 












Seq. No. 


57954 








Seq. ID 


OJ000130_34.0419.C28 


Gene No. 


121173 








Strand 




btart 


DO DO 








End. 


7104 


Name 


QJUU.UloU J4 


.0419! 


,C28.o4 . 




Method'.. 


. TBLASTX.: Soybean. . 


Start 


ppul 








End 


7052 


GI 


none. 








Score 


106 


Exons 


bbUI . . b / oj, 


6635. 


, .6784, 


6848. 


.7048, 6872. .7051, 6876. .7052 


Seq. No. 


57954 








Seq. ID 


OJ000130_34.0419.C28 


Gene No. 


121173 








Strand 




btart 


bO bO 








End' 


7104 


Name 


OJ000130 34 


.0419. 


C28.o2. 


. tc 


Method 


TBLASTX: Cress 


Start 


6697 








End 


7052 


GI 


none 








Score 


49 


Exons 


6697. .6783, 


6707. 


.6784, 


6872. 


.7051, 6876.. 7052 


Seq. No. 


57955 








Seq. ID 


OJ000130_34.0419.C29 


Gene No. 


121174 








Strand 





58363 



Start 1 End 2718 

Name OJ000130_34 . 04 19 . C29 . ol . np Method AAT/NAP 

Start 1 ' End 2718 • - 

GI . 4262148 . Score 1139 

Exons 1..51, 216. .444, 871. .981, 1053. .1316, 1768. .2009, 2083. .2219, 

2696. .2718 

GI Descrip. (AC005275) predicted protein of unknown function [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57955 

121174 

1 

OJ000130_34 .0419.C29.ol.gs 
25 

none 



Seq. ID .OJ000130_34.0419.C29 
Strand 

End 2718 

Method GENSCAN 

End 2364 

Score .77 



25. .108, 267. .444, 1053. .1316, 1768. .2009, 2083. .2364 



Seq. No. 57955 

Gene No. 121174 
Start . 1 

Name OJ000130_34 . 04 19 . C2 9 . ol . ts 

Start 77 

GI none 
Exons 



Seq. ID OJ000130_34 .0419.C29 
Strand 

End 2718 

Method TBLASTX: Soybean ■ 

End 1866 

Score 125 



77. .133, 229. .435, 229. .435, 237. .443, 865. .981, 866. .982, 
878. .982, 913. .984, 1023. .1337, 1046. .1231, 1051. .1314, 
1765. .1866 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57955 

121174 

1 

OJ000130_34.0419.C29.ol.tm 
83 

none 



Seq. ID OJ000130_34.0419.C29 
Strand 

End 2718 

Method TBLASTX : Mai ze 

End 447 . 

Score 81 



83. .136, 84. .134, 84. .143, 219. .443, 220 . . 444 ,. 220 . . 447 



Seq. No. 57955 

Gene No. 121174 

Start "l 

Name OJ000130_34 . 04 19 . C29 . o2 . tm 

Start 889 

GI none 
Exons 



Seq.' ID OJ000130_34 .0419.C29 

Strand . - - ,, . 

End 2718 

Method TBLASTX : Mai ze 

End 1183 

Score ■ 119 



889. .981, 890. .982,. 890. . 982, 1023. .1181, 1046. .1183, 1051. .1182 



Seq. No. 57955 

Gene No.' 121174 

Start 1 

Name - OJ000130_34 . 04 19 . C29 . o3 . tm 

Start 1201 

GI none 
Exons 



Seq. ID OJ000130_34 .0419.C29 
Strand. 

End * 2718 

Method TBLASTX: Maize 

End 1908 

Score 137 



1201. .1317, 1207. .1317, 1209. .1337, 1755. .1901, 1765. .1908, 
1769. .1816, 1855. .1905 



Seq. No. 57955 . Seq. ID OJ000130_34 . 04 19 . C29 

Gene No. 121174 *" Strand 

Start 1 End ' 2718 

Name OJ000130_34 . 04 19 . C29 . o2 . ts Method TBLASTX : Soybean 

Start 2083 End 2341 



58364 



GI 

Exons 

Seq^ No.^ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 147 

2083. .2163, 2084. .2311/ 2084. .2341, 2211. .2327 



57956 Seq. ID 

121175 Strand 

532 End 

OJ000130_34 . 04 19 . C30 . ol . gs Method 

532 End 

none Score 
532.. 676, 813. .913, 1048.. 1103, 1155. 
2207. .2299, 2934. .3106, 3820. 
5053.. 5332, 5422.. 5545 



OJ000130_34 .0419.C30 
+ 

6085 
GENSCAN 
5545 
.44 

1316, 1341. .1526, 
.3918, 4196.. 4293, 4525.. 4733, 



Seq. No. 


57956 




Seq. ID 


OJ000130 


_34 .0419.C30 


Gene No. 


121175 




Strand 


+ 




Start 


532 




End 


6085 




Name ' 


OJ000130 34.0419 


.C30.ol.gp 


Method 


AAT/GAP 




Start 


2746 




End 


5096 




GI 


2427494 




Score 


675 




Exons 


2746..2858, 3307 


..3368, 4525 


.4733, 5.053. .5096 




Seq. No. 


57956 




Seq. ID 


OJ000130_ 


_34.0419.C30 


Gene No. 


121175 




Strand 


+ 




Start 


532 




End 


6085 




Name 


OJ000130 34.0419 


.C30.o2.np 


Method 


AAT/NAP 




Start 


3306 




End 


6085 ' 




GI ' 


82263 - 




Score 


710 




Exons 


3306'.. 3336, 4567 


..4733, 5053 


.5332, 5422.. 5497, 


6046. .6085 


GI Descrip. 


ubiquinol — cytochrome-c reductase (EC 


1.10.2.2) 


cytochrome cl 




precursor (clone 


pC(l)3H) - 


potato 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ000130_34 .0419.C30 
Strand + 
■End 6085 
Method AAT/GAP 
End -54 93 
Score.;/ 54^9 



57956 
121175 

532. 

■ OJ000130_34 . 0419 .C30 . o2 . gp 
5111 

.14 9.88_1-.R1084 

• 5111. .5332, 5422. .5493 * 
'82263/pir MS20014 4.0e-98 ubiquinoi — cytochrome-c reductase (EC 
1.10.2.2) cytochrome cl precursor (clone pC ( 1)311) - potato* 



57956 
.121176 . 
1 

OJ000130_34 . 04.19. C30.ol.np- 
1 

7303195 



Seq... ID. OJ000130_34.0419.C30 

Strand,... - 

End : 2803 

Method : AAT/NAP . 

End 2803 

Score 248 



1..30, 123. .155, 353. .431, 575. .596, 824. .896, 1293. .1475, 
2696. .2803 . 

(AE003815) CG8613 gene product [Drosophila melanogaster ] 



57956 

121177 

4529 

OJ000130_34 .0419.C30.ol.tm 

4529 

none 



Seq. ID OJ000130_34 .0419.C30 
Strand 

End 5532 

Method TBLASTX : Mai ze 

End 5496 

Score 24 6 



'58365' 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4529.. 4573, 4575.. 4733, 4582.. 4734, 5054.. 5338, 5066.. 5332, 
5419. .5496, 5419. .5490, 5420. .5491 



5-7956 Seq. ID 

121177 Strand 

4529 ' End 

OJ000130_34 .0419.C30.ol.ts Method 

4567 End 

none Score 



OJ000130_34.0419.C30 
5532 \ 

TBLASTX: Soybean 

5527 

217 



4567. .4734, 4572. .4739, 4587. .4733, 5053. .5328, 5054. .5338, 
5415. .5492, 5419. .5496, 5420. .5527, 5429. .5491 



Seq. No. 57956 

Gene No. 121177 

Start 4529 

Name OJ000130_34 . 0419 . C30 . ol . tc 

Start ' 4620 

GI none 
Exons 



Seq. ID OJ000130__34.0419.C30 
Strand 
End 

Method 
End 
Score 



5532 

TBLASTX: Cress 

5532 

185 



4620. .4733, 4621. .4734, 5053. .5328, 5054. .5338, 5419. .5532, 
5420. .5506, 5430. .5522 



Seq. No. 57957 

Gene No. 121178 

Start 1 

Name OJ000130_36. 04 19. CI .ol .np> 

Start 1 

GI 2498930 

Exons 1..418, 586.. 654 

GI Descrip. DORSAL-VENTRAL .PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 .(U18774) Sog [Drosophila melanogaster ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start . 
GI 

Exons 



Seq. ID OJ000130_36.0419.C1 
Strand 

End 654 

Method ' AAT/NAP 

End- 654 

Score 739 



57957 
121178 
1 

OJ000130_36:0419.Cl.ol.gs 
116 
none 

116.. 418, 586.. 645' 

57958 
121179 
6206 

. OJ000130_36 . 0419 . C2 . ol . gp 
6206 

6756_1.R10.84 
6206.. 6372 

' 1351357/sp|P48502|UCR6_SOLTU 2. 
REDUCTASE COMPLEX 14 KD PROTEIN 



Seq. ID 
Strand . 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Oe-24 
(CR14 ) 



OJ000130_36.0419.C1 
654 

GENSCAN 

645 

-..47 



36. 0419. C2 



OJ000130_ 
+ 

6372 . 
AAT/GAP . 
6372 

240 . ■ 



UBIQUINOL-CYTOCHROME C 
>gi 633681 emb CAA55863 



(X79276) ubiquinol--cytochrome c reductase [Solanum tuberosum] 



57959 
121180 
287 . 
OJ000130 
250 

6539588 
250. .551 



36.0419.C3.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000130_36.0419.C3 

7228. 
AAT/NAP 
551 
234 



58366 




GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 





Seq. No. 


57959 


Seq. ID 


OJ000130_36.0419.C3 




Gene No., . 


i oi i on 


otrana 






start 


CO 1 


bna 


1 o o o 

/22o 




Name 


• ojuuuioU . U4 i y . c J . oi . gs 


Metnoa 


GENSCAN 




Start 


2o / 


hna 


"7 O O O 

7228 




GI 


none 


Score 


. 42 




Exons 


2o/..3zD, OZlb..J4(JZ, J/oU 


. . J / /l , 4 9o0 


i r AOO COOT CCOO 

'..5038, oo2/..oo32, 






7183. .7228 








beq. wo. 


j / you 


beq. ID 


OJUUUloU Jb.U4iy.C4 




Gene No . 


1 OI 1 Q1 
I<£ I Id I 


btrana 


+ 




Start 


/ 03 


T-" _ _J 

End 


104 by 




Name - 


ojuuuiou Jo . U4 i y . C4 . oi . gs 


Metnoa 


GENSCAN 




Start 


n a cl 
/ 00 


End 


looo 




GI 


none 


Score. 


. . ol 




Exons 


tcc; Qcryi 1 nco itcc 
/bo.;-yo4, luoo..lobb 








Seq. No. 


57960 


Seq. ID 


OJ000130_36.0419.C4 




Gene No . 


121181 


Strand 


+ 




Start 


765 


End 


10489 




Name 


OJ000130 36.0419.C4.ol.np 


Method 


AAT/NAP 




Start 


789 


End • 


10400 


VJ 


GI 


6689616 


Score 


403 




Exons 


789. ."954, 1058.. 1456, 5402 


.'.5448, 10218.. 10400 


5 ;=? 


GI Descrip.- 


(AJ012301) proline-rich protein [Zea mays] 


r ~ 

V=r 


beq. no. 


57960 


Seq. ID 


OJ000130 36. 0419. C4 




Gene No . 


121181 


Strand 


+ 




Start 


765 


End 


10489 




Name 


OJ000130 36.0419.C4.ol.gp 


Method 


AAT/GAP 


§ y 


otart 


805 


End 


1229 


- 


GI 


2431531 


Score 


408 




Exons 


805. .954, 1058. .1229. 






La 


Seq. No. 


57960 


Seq. ID 


OJ000130__36.0419.C4 


r- = 


Gene' No. 


121181 


Strand 


+ 




Start 


765 


End • 


10489 




Name 


OJ000130 36.0419.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


843 


End 


10312 




GI 


none 


Score 


71 




. Exons 


843. .956,' 894. .968,' 1056. . 


1163, 1057.. 


1164, 1179. .1271,. 






,1180. .1272/ 1345. .138 9, 9732. .9872/' 9810 v. 9872,. - 997 9. .1008! 






9980. .10087, 10102. . 10206, 


10103. . 10195, .102.19. .10245,..-... 






10268. .10312 








Seq. No. 


57960 


Seq. ID 


OJ000130_36.0419.C4 




Gene No. 


121181 


Strand 


+ 




Start 


765 


End 


10489 




Name 


OJ000130 36.0419.C4.ol.tw 


Method 


TBLASTX : Wheat 




Start 


867 


End 


10207 




GI 


,-none 


Score 


85 




Exons 


■867.. 956, 894.. 956, 1063.. 


116*4, 1065.. 


1163, 1179.. 1280, - 



1180. .1281, 9810. .9872, 9986. .10087, 9988. .10086, 10102 .. 10203, 
10103. . 10207 



58367 






Oc(j. LN O • 


D / you 




Seq. ID 


. OJ000130_ 


^6 041Q P4 




Gene No. 


121181 " ... 




Strand 


+ 






Start 


765 




End 


10489 






Name 


o.toooi^o *36 04iQ P4 n9 


gs 


Method 


GENSCAN 






OLdl L 






End 


7873 








none 




Score 


.66 






Exons 


*3fiQ^ ^797 ^fi07 ^ft7fi 
jD5j. , O f / f JOU / . .00/0/ 




.4058, 5325. .5451, 


^ Qpm fii 9 1 






61 fifl 69^7 7197 7147 


7 ROfi 


,7873 








Seq. No. 


57960 




Seq. ID 


O.T0001 ^0 

WUUUUl JU 


36. 0419. C4 




Gene No. 


121181 




Strand 


+ 












End 


10489 






Name 


runnm ^6 041Q p4 r>^ 


gs 


Method 








O Ldl. L 


Q70S _ 




End 


1 04 R Q 

± U *i O _7 








none 




Score 


7 ^ 
• / o 






Exons 


Q70R QS7D QQfil 1 0090 


i, 10069.. 10489 








Seq. No". 


57960 




Seq. ID 


0,70001 "30 


36. 0419. C4 




Gene No.. 


121181 




Strand 


-{_ 






oldl I 






End 


10489 . 






Name 


Pitoooi^o ^fi 04iQ p4 r\9 


gp 


Method 


AAT/GAP 








Q79p ~~ 

. :? / Z 0 




End 


10152 








Z ft O 1 0 O 1 




Score 


435 






Exons . - 


Q79R QR70 QQfil 101^9 










ih 


o e q . in u . 


57961 




Seq. ID 


OJ000130_ 


O O . U H ± J . 




Gene No. 


121182 




Strand 


+ 






Start 


1 




End 


4527 




»H 


Name 


OJ000130 36.0419.C5.ol. 


np 


Method 


AAT/NAP 






OLaiL 


1 




End 


4527 




5:'=? 




7304247 




Score 


18 






Exons 


1..112, 2912. .2959, 3124. .3293, 4493.. 


4527 








(AE003842) CG11084 gene 


product [Drosophila melanogaster ] 




'Seq. No. 


57961 




Seq. ID 


OJ000130_ 


36. 0419. C5 




Gene No. 


121182 




Strand 


+ 






o Lai l 


1 




End 


■ 4527 






Name 


OJ000130 36.0419.C5.ol. 


gs 


Method 


GENSCAN 






O Lair L. 


629 




End 


• 902 






ul 


none 




Score 


.89 






Exons 


629. .663, 764. .902 












OcC], LN O . 


57.961 ' '. ' . 




Seq. ID 


OJO 00130^ 


36. 0419. C5 




P, Of) Mo 


121183 




Strand 


+ 






.Start 


6669. ■ :. ■ 




End 


9382 .. 






Name 


OJ000130 36.0419.C5.ol. 


gp 


Method 


AAT/GAP 






O La J, L 


6605 




End 


7335 • 






pt 


25600 5.R1084 




Score 


741 






Exons 


6605. .6819, 6922. .7139, 


7162. . 


7335 








ui uescrip . 


'4176420/dbj IBAA37167 | 


2.0e-ll 


. (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 












Seq. No. 


57961 




Seq. ID 


OJ000130_ 


36. 0419. C5 




Gene No. 


121183 




Strand 


+ 






Start 


6669 




End 


9382 






Name 


OJ000130 36.0419.C5.o2. 


np 


Method 


AAT/NAP 






Start 


6654 




End 


9382 





58368 



GI 

Exons 

GI Descrip. 

Seq.* No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6689616 Score 353 

6654. .6819, 6922. .7316, 9354. .9382 
(AJ012301) proline-rich protein [Zea-mays] 



57961 

121183 

6669 

OJ000130_36.0419.C5.o3.gs 

6669 

none 

6669.. 6819, 6922.. 7430 

57961 

121183 

6669 

OJ000130_36.0419.C5.o2.gp 

7130 

3763517 

7130. .7673 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000130_36.0419.C5 
+ 

9382 
GENSCAN 
7430 
1 



OJ000130_36.0419.C5 

■+ • • 
9382 
AAT/GAP 
7673 . 
971 - - 



Seq. No. 


57961 








Seq. ID 


OJ000130__36.0419.C5 


Gene No. 


121184 








Strand 




Start 


2908 








End 


4741 


Name 


OJ000130 36. 


0419 


C5.o2. 


gs 


Method 


GENSCAN 


Start 


2908 








End 


4741 


GI 


none 








Score 


..82 


Exons 


2908. .3245, 


3791 


.3872, 


4727. 


.4741 




Seq. No. 


57961 








Seq. ID 


OJ000130_36.0419.C5 


Gene No. 


121185 








Strand 




Start 


7804 








End 


8237 


Name 


OJ000130 36. 


0419 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6759 








End 


7253 


GI 


none 








Score 


79 


Exons 


6759. .6836, 


6767 


.6820, 


6920. 


.7.027, 6921.. 7028, 7043.. 7147, 




7044. .7136, 


7160 


.7186, 


■ 7209. 


.7253 





-Seq. No. 57961 

Gene No. 121185 

Start 7804 

Name OJ000130_36 . 04 19 . C5 . ol . tw 

Start 6759 
GI ■ hone 

Exons 6759...6821, 6767.. 6820, 6781'. 



OJ000130_36.0419.C5 
8237 

TBLASTX: Wheat 

7148 

91 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6822, 6927. .7028; '6928. .6948,' 



6929, .7027> . 7043. .7144, .704 4 . 714 8. 



Seq. No. 57961 Seq. ID 

Gene No. 121185 Strand 

Start 7804 End 

Name OJ000130_36 . 04 19 . C5 . o4 . gs Method 

Start 7804 End 

GI none Score 

Exons 7804.. 7895, 8162.. 8237 



OJ000130_36.0419.C5 
8237 

GENSCAN ' 

8237 

.93 



Seq. No. 57962 Seq. . ID OJ000130_36 . 04 1 9 . C6 

Gene No. 121186 Strand + 

Start 284 End 1827 



58369 





Name 


ujuuuiou Jo . Ufi i y . ld . oi . gs 


Method 








Start 


Zo4 


hna 


io uy 






GI 


none 


Score 


. / y 






Exons 


Zo4..D04, 1U41..114Z, lzUl.. 


i^yy , ibo / 


. . iouy 






Seq. No. 


o / yoz 


beq. id 


UJUUUloU ob.U4iy 


. Lb 




Gene No. 


1 OI 1 oc 
IZllOO 


Strand 


x 






Start 


284 


End 


1827 






Name 


OJ000130_36.0419.C6.ol.np 


Method 


AAT/NAP 








1j / / 


ITy-i 

tjna 


X 0 z. 1 






Gl 


-7 C O O "7 A c 


Score 








Exons 


1 "3 "7 "7 1 CI C £ 1 /TO! lOOT 
lj / / . . 1 J JD; lOJ / . . lOZ / 










GI Descrip. 


(ALuiiuuij bimiiar to maize 


transposon 


mudrA protein 








[Arabidopsis thaliana] 










oeq. NO. 


0 / y 0 3 


o6q. 1U 


ujuuui jU jo. u^iy 






Gene No . 


121187 


Strand . 


+ _ 






Start 


1 


End 


857 






Name 


OJ000130 36.0419. C7:ol. rip 


Method ' 


AAT/NAP 






Start 


1 


End 


857 






GI 


479357 


Score 


372 






Exons 


1..857 










GI Descrip. 


hypothetical protein 612 - maize transposon MuA2 








gi| 22375 |emb|CAA4~4 165 | (X62251) ORF [Zea mays] 




i 


Seq. No. 


57963 


Seq. ID 


OJ000130_36.0419 


C7 


?! : 


Gene No. 


121187 


Strand 


+ 






C" 4- 4- 

otart 


1 


End 


857 






Name 


OJ000130 36.0419.C7.ol.tm 


Method 


TBLASTX: Maize 






Start 


12 


End 


67 6 




i. . i 


bl 


none 


Score 


210 




f U 


Exons 


12. .290, 327.;449, 485. .676 








H 


Seq. No. 


57964 


Seq. ID 


OJ000130_36.0419 


C8 




Gene No. 


121188 


Strand 


+ 






Start 


1101 


End 


10213 






Name 


OJ000130 36.0419.C8.ol.gs 


Method 


GENSCAN 






Start 


1101 


End 


10213 




f i 


GI 


none 


Score 


.61 






Exons 


1101. .1444, 1908. .2046, 2305 


..2562, 2929. .3338, 5833. .6018, 






9203.. 9292, 9581.. 9731, 9914 


. .10213 








oeq. in o . 


57964 


Seq. ID 


OJ0Q0130_36.04l9 


C8 




Gene No. 


121188 


Strand"' 


+ •■■' ' 






Start ' 


1-101 


: End • 


1021.3 . . 






Name 


OJ000130 36.0419.C8.ol.np 


Method 


AAT/NAP 






Start 


2375 


End 


10207 






GI 


7485070 


Score 


439 






Exons 


2375.. 2562, 2929. .3338, 5833 


..6022, 7503. .7605, 9910. .10207 



GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi|2244904|emb|CAB10325.1| (Z97339) hypothetical protein 
[Arabidopsis thaliana] gi I 72682 94 | emb I CAB7858 9 . 1 1 (AL161541) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



57964 

121188 

1101 



Seq. ID 

Strand 

End 



OJ000130_ 
+ 

10213 



36. 0419. C8 



58370 



Name OJ000130_36. 0419.C8 .ol.gp Method AAT/GAP 

Start 3114 , End 3682 

GI uC-osflcyp064c01bl Score 830 

Exons ..3114. .3604/'' 3629. .3682' 

GI Descrip. " ' 6069643/dbj | AP000616 . 1 1 AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57964 Seq. ID 

121188 ■ Strand 
1101 End 
OJ000130_36. 0419.C8.o2.gp Method 
5372 End 
uC-osroM202022d09bl Score 
5372. .5811 • 

'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



OJ000130_36.0419.C8 
+ 

10213 
AAT/GAP 
5811 
860 





Seq. No. 


57964 




Seq. ID 


OJ0.00130_ 


_36.0419 


.C8 




Gene No. 


121189 




Strand 


+ 








Start 


IZloU 




End 


17478 








Name 


OJUDUloL) ob.U4iy.Co 


. o2 . np 


Method 


AAT/NAP 








Start 


1 O 1 T A 

1Z1 1 4 




End 


17478 








GI 


c t~ o n c. i c 




Score 


357 






™ { -? 


Exons 




. . 13409, 


13443. .13826, 17453, 


1 T A "7 O 
. . 1 / 4 / O 




%-4 


GI Descrip. 


(AJUl^JUl). prolme- 


rich protein [Zea mays] 






3 s i £ 


Seq. > No. 


57964 




Seq. ID 


OJ000130_ 


_36.0419 


.C8 


?H 


Gene * No . 


121189 




Strand 


+ 








Start 






End 


17478 






v~ 


Name 


OJUUUIjU JD.U4iy.Co 


. o2 .gs 


Method' 


GENSCAN 








Start 


1 o *i o n 

12180 . 




End 


13839 






r : § 


GI 


none 




Score 


.66 








Exons 


lzloO . . 12353 , 1J036 


. .13198, 


13212. .13839 






5: is? 


Seq.' No. 


57964 




Seq. ID 


OJ000130_ 


_36.0419 


.C8 




Gene No. 


121189 




Strand 


+ 








Start 


12180 




End - 


' 17478 • 








Name 


OJ000130 36. 0419. C8 


. o3 .gs 


Method 


GENSCAN 








Start 


15221 




End 


15400 








GI 


none 




Score 


1 








Exons 


15221. .15400 














Seq. .No. 


57964 ' 




.Seq. ID". 


OJ000130_ 


_36.0419, 


..C8. 




Gene No. 


121190 




' /Strand 


' V 








Start 


18758 




: End : 


22.152 • . 








Name 


OJ000130 36.0419.C8 


. o5 . gs 


Method 


GENSCAN 








Start 


18758 




End 


22108 








GI 


none 




Score 


.72 








Exons 


18758. . 18880, 19832 


. .20003, 


20012. .20200, 21146. 


, .21259, 








21354.. 22108 














Seq. No. 


57964 




Seq. ID 


OJ000130_ 


_36.0419, 


.C8 




Gene No. 


121190 




Strand 


+ 








Start 


18758 




End 


22152 








Name 


OJ000130 36. 0419. C8 


. o3.np 


Method 


AAT/NAP, 








Start 


21136 




End 


22152 








GI 


6587832 . 




Score 


384 







58371 



Exons 21136. .21259, 21354 .. 21761, 21789.. 22152 

GI Des.crip. (AC006551) Similar to LeOPTl [Lycopersicon esculentum] 
[Arabidopsis thaliana] 



O rt'rtr \1 

beq. jno . 


57964 




Seq. ID" 


OJ000130_36.0419 


Gene No . 


121191 




Strand 




C 4- — . v- 4- 

btart 


10922 




End 


10980 


Name 


OJ000130 36. 0419. C8 


.o3.gp 


Method 


AAT/GAP 


Of >- 4- 

bcarc 


10922 




End 


10980 




2312838 




Score 


73 


Exons 


10922. . 10980 








GI Descrip. 


1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene 


, intron 1, 


partial sequence 


beq. no. 


57964 




Seq. ID 


OJ000130_36.0419 


Gene No. 


121192 




Strand 




pi. - 4- 

b tart 


17468 




End 


18542 


Name 


OJ000130 .36. 0419. C8, 


.ol.tw 


Method 


TBLASTX: Wheat 


btart 


12288 




End 


13258 


01 


none 




Score 


66 


Exons 


12288. . 12341, 13040, 


. .13063, 


13041. .13064, 13077. .13238," 




lollD . . ijibb, 1o14j 


1 TOCO 






Seq. No. 


57964 




• Seq. ID 


OJ000130_36.0419 


Gene No . 


121192 




Strand 




otart 


17468 




End 


18542 


Name 


OJ000130 36. 0419. C8, 


. ol .tm 


Method 


TBLASTX: Maize 


otart 


13031 




End *• 


13781 




none 


■ 


Score 


43 


Exons 


13031. . 13063, 13044, 


. .13076, 


13068. .13238, 13122 .. 131 63, 




m yi c i Toon 1 toc n 


. . loz y4 , 


13254. .13292, 13370 .. 134 02 , 




13377. . 13403, 13472, 


. .13534, 


13475. .13495, 13578 .. 1364 9, 




1.3596. . 13646, 13609, 


. .13644, 


13688. .13768, 13689. .13781 


beq. no. 


57964 




Seq. ID 


OJ000130_36.0419 


Gene -No . 


121192 




Strand ■ 




btaxt 


17468 




End 


18542 


Name 


OJ000130 36. 0419. C8 , 


. o4 . gs 


Method 


GENSCAN 


O 4- -i -i^. 4- 

btart 


17468 




End 


18542 


GI 


none 




Score 


.83 


Exons 


17468. . 17612, 18445. 


, .18542 






beq. no. 


. 57964 ' 




Seq. ID 


OJ000130_36 .-0419 


Gene No . 


121193 




Strand 




O 4- -i ^- 4- 


21380 




End 


21982" .' '. . . 


Name 


OJ000130 36. 0419. C8. 


,o2.tm 


Method 


TBLASTX: Maize 


Start 


21380 




End 


21982 


GI 


none 




Score 


62 


Exons 


• 21380. .21469, 21533, 


, .21619, 


21668. .21766, 21704 . .21760, 




21803. .21982, 21842. 


, .21982 






Seq. No. 


57965 




Seq. ID 


OJ000130__36.0419 


Gene No. 


121194 




• Strand 


+ ■' 


Start 


1 




End 


491 


Name 


OJ000130 36. 0419. C9. 


, ol . np 


Method 


AAT/NAP 


Start 


1 




End 


488 


GI 


6587834 




Score 


441 



58372 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .488 

(AC006551) Similar to LeOPTl [Lycopersicon esculentum] 
[Arabidopsis. thaliaria]' 



57965 Seq. ID 

121194 - Strand 

1 End 

OJ000130_36 . 04 19 . C9 . ol . gs Method 

24 End 

none Score 
24 . .491 



OJ000130_36.0419.C9 
+ 

491 

GEN SCAN 

491 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57965 

121195- 

4472 

OJ000130_36. 

4 472 

none 

4472. .4520, 
6913. .7218, 



0419.C9.o2.gs 



5505. .5706, 
7241. .7353 



6167, 



Seq. ID OJ000130_36.0419.C9 

Strand + 

End 7808 

Method GENSCAN 

End. . 7353 

Score .54 

.6331, 6443. .6571, 6648. .6802, 





Seq. No. 


57965 






Seq. ID . 


OJ000130_ 


36.0419 


.C9 




Gene No. 


121195 






Strand 


+ 








J Start 


z 4472 






End \ 


7808 








Name 


OJ000130 36.0419. 


C9. 


ol.gp 


Method 


AAT/GAP 






fh 


Start 


7113 






End 


7808 








GI 


3548940 






Score 


928^ 








Exons 


7113. .7808 














l\l 


Seq. No. 


57965 






Seq. ID 


OJ000130_ 


_36.0419 


.C9 




Gene No. 


121196 






Strand 


+ 






r : s 


Start 


14386 






End 


25291 








Name 


OJ000130 36.0419. 


C9. 


o4 . gs 


Method 


GENSCAN 








Start 


14386 






End 


15491 








GI 


none 






Score 


1 








■Exons 


14386. .14560, 14S 


151, 


.15491 












Seq. No. 


57965 






Seq. ID. 


OJ000130_ 


36.0419 


.C9 




Gene No. 


121196 






Strand 


+ 






C=3 


Start 


14386 






End 


25291 








Name 


OJ000130 36.0419. 


C9. 


o2 .np 


Method 


AAT/NAP 








Start 


14395 






End 


25291 








GI 


• 6689616 






Score. 


372 ' 








Exons 


14395. . 14560, 14851'. 


. 15318',- 


'20472. .20547, 23613 : . 


.23697, 





GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24923. .24962, 25047. .2529.1 . 

(AJ012301) proline-rich protein [Zea mays] 



57965 Seq. ID 

121196 Strand 
14386 End 
OJ000 130_3 6 . 04 19 . C9 . o3 . np Method 
23792 End 
74868,61 , Score 
23792. .24157, 24206. .25291 

hypothetical protein T11I11.180 - Arabidopsis thaliana 
gi|51237li|embiCAB45455.1| (AL079347) putative protein 
[Arabidopsis thaliana] gi | 7270445 | emb | CAB80211 . 1 | (AL161586) 



OJ000130_36.0419.C9 
+ 

25291 
AAT/NAP 
25291 
699 



58373 



putative protein [Arabidopsis thaliana] 
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bl 
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Exons 


23813. .25006 










Seq. No. 


57965 




Seq. ID 


OJ000130__36.0419 


,C9 


bene ino . 


121197 




Strand 








9090 




End 


194 7? 

X ^ *i / O 




Name 


• OJ000130 36. 0419. C9 


. o3 . gs • 


Method 


P. T? M C p n m 
b I-i IN O brtlN 




o tar l 


9090 




End 


19 4 7? 




PT 


none 




Score 


7 Q 




Exons 


9090. .9118.,. 9959. .10133,. 11003. .11074, 


1 1 1 S? 11 ??S 






i OTHQ 19 4 7? 










oeq. in o . 


57965. - ' 




Seq. ID 


^J.UUul JU JO. 


• b -7 


bene csio . 


1911 QB 
l^lljo 




OCX cLIKJ. 






Of = yf 


1 SI ?1 
IjIjI 




r nr i 
LilU 


1 S7 1 fi 
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Name 


omnm in ?£ H4iq pq 


. ol .gp 


ixie tnoa 


aaT /p.z\ p 

rin 1 / brt.ir 




bLart 


1 CI 

1 D U 1 




IjIIU 


1 S7 1 fl 
1 J / 10 




P T 

bl 


none 




Score 


1 U 0 1 




Exons 


1j1 jl . . 1 J / 1 O 










oeq . NO . 


57965 




Seq. ID 


OJ000130_36.0419 


.C9 


Gene No . 


121199 




Strand 






Of yf 


i £m 7 

1DU1 / 




End 


22562 




LName 


PiTnnnion ?£ n/1 q pq 

UJUUUl jU jD.Uf±l2?.by 


r\9 -1- o 
. OZ . t S 


Method 


TBLASTX : Soybean 




bLaiL 


Q Q 

y y 




End 


441 




P T 
bl 


none 




Score 


187 




Exons 


yy..zoi, 1U..104, 




338. .403, 


345. .386, .427... 441 


oeq . ino . 


57965 




Seq. ID 


OJ000130_3.6.0419- 


.C9 


bene ino . 


12119-9 




•Strand 






blalL, . 


16017 ■ 




" End 


225 62 




Name 


OJ000130 36. 0419. C9 


. ol . tw 


Method 


TBLASTX: Wheat 




C4-2 yf 


153 




End 


403 




P T 
bl 


none 




Score 


169 




Exons 


153. .344, 156. .287, 


330. .386 


, 335. .403 






Seq. No. 


57965 




Seq. ID- 


Oj000130_36.0419 


.C9 


bene ino . 


.121199 




. Strand ; 






Of -vyf 


16017 




End 


22562 




Name 


OJ000130 36. 0419. C9 


. ol.tm 


Method 


TBLASTX: Maize 




Of 2 y- f 

o car c 


14849 




End 


15356 




bl 


none 




Score 


129 




Exons 


14849. .14944, 14850 


. .14945,' 


14991. .15056, 14996. .15055, 






15083. .15154, 15084 


. .15164, 


15255. .15326, 15333. .15356 




Seq. No. 


57 9,65 




Seq. ID 


OJ000130_36.0419 


.C9 


Gene No. 


121199 




Strand 






Start 


16017 




End 


22562 




Name 


OJ000130 36.0419. C9 


. o5 . gs 


Method 


GEN SCAN 




Start 


16017 




End 


22562 





58374 




PT 


none 




Score 


.48 - 




Exons 
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1674 0. .16760, 17003. .17137, 
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Gene No. 
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Method 
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Score 
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. Seq. ID 


OJ000130_36.0419 


. Cy 


Gene No.- 


121200 




Strand 






Start 


24053 




End 


24637 




Name 


UJUUUl jU o d . U 4 x y . ^ y 




Method 


TBLASTX: Soybean 




OLaiL 


O/i Acq 
Z4 Ujj 




End . 


24637 




PT 


none 




Score 


87 ' 




T* 1 v /a r"i o 
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Z 4 U 0 J . . Z 4 1 DU , ^fiZ jj 
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. . z 4 ju y , 


24236. .24484, 244 10 .. 24 637, 






o/ci 4 ' OA 










oeq . jno . 


3 / y DO 




Seq. ID 


OJ000130__36.0419, 


. C9 


Gene No. 


121200 




Strand 






Start 


24053 




End 


24637 




Name 


ujuuux ju oo.U4xy.L.y 


rt O 4- m 

. oz . tim 


Method 


• TBLASTX: Maize 




o car r 


Z411U 




End 


24526 




PT 


none 




Score 


53 




Exons 


'o/i i n on c-7 O A OOQ 

z^tiiu. . z^io / f Z4zzy 


O A O Q R 

. . Z4Zo 0 , 


24232. .24309, 24236 24 526, 






Z 4 J 0 U . . Z 4 OZ 0 










Seq. No. 


57965 




Seq. ID 


OJ000130_36.0419. 


.C9 


Gene No. 


121200 




Strand 








94 DR^ 
Z 4 U J O 




End 


24637 




Name 


uuuuuxou oo.U4xy.oy 


rt 1 4- rt 

.Ol.tC 


Method 


TBLASTX: Cress 










End 


24604 




PT 
LjX 


none 




Score 


290 




Exons 


949^£ OA&CiA 
Z4Z.30..Z40U4 










Seq. No. 


57966 




Seq. ID 


OJ000130_33.0417. 


.C5' 


Gene No. 


121201 




Strand 


+ 




C-(- a y-f 
OLal L 


1 9 P. 
x z o 




End 


487 




Name 




. ol . gs 


Method . 


. GENSCAN 






1 9 Q 
X Z O 




End 


4.87 - 




PT 

VjX - 


•none 




Score 


.79 




Exons 


. 1 9 Q 1 Q/ 9 R VI QQQ 
1 Z 0 . . 1 0 4 , Z 04 . . JOO/ 


4 o z . . 4 o /. 








oeq . vio . 


57966 




Seq. ID 


OJ000130__33.0417. 


C5 


Gene No. 


121202 




Strand 


+ 




Start 


1784 




End 


4294 




Name 


OJ000130 33. 0417. C5. 


. o3 . gs 


Method 


GENSCAN 




OLdlL 


1784 




End 


4213 




GI 


none 




Score 


.89 




Exons 


1784. .1944, 2083. .2180, 2310 


..2449, 3249. .3279, 3678. .3781, 




4092./4213 










Seq. No. 


57966 




Seq. ID 


OJ000130_33.0417. 


C5 


Gene No. 


121202 




Strand 


+ 





58375 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



• 



1784 End 

O JO 0013 0_33 . 0 4 1 7 . C5 . ql . gp Method 

17 91 "" End 

7928 1.R1084 Score 



4294 
AAT/GAP 
4294 
1083 



1791. .1944, 2083. .2180, 2310. .2449, 3249. .3279, 3678. .3781, 
4092.V4226, 4270.. 4294 

'2947060 1.0e-102 (AC002521) putative membrane protein 
[Arabidopsis thaliana] 1 



57966 
121202 
1784 

OJ000130_33.0417.C5.ol.np 
1841 
7262678 
1841. .1944, 
4092. .4294.. .. .. • .. , 

(AC012188) Contains similarity to UDP-galactose transporter from 
Homo sapiens gi|2136347. ESTs gb|AI992640, gb|W43266 come^from 
this gene. [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



O;J000130_33.0417.C5 
+ 

4294 
AAT/NAP 
4294 
600 



2083. .2180, 2310. .2449, 3249. .3279, 3678. .3781, 



57966 Seq. ID 

121203 . Strand 
914 " End 

OJ000130_33 . 0417 . C5 . o2 . gs Method 

914 End 

none Score 
914.. 1207 



OJQ00130_33.0417.C5 

120:7 
GEN SCAN 
1207 
.86 



Seq. No. 57966 
Gene No. 121204 
Start 2342 

Name OJ000130_33 . 04 17 . C5 . ol . tm 

Start 2342 
GI . none 

Exons 2342. 

3677.. 

4084, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000130_33.0417.C5 
4249 

TBLASTX: Maize 

4249 

97 



,2419, 2343. .2417, 2348. .2419, 2405. .2452, 3676. .3780, 
,3781, 3678.. 3782, 3678. .3788, 3679.. 3786/ 4083.. 4214, 
,4215, 4085. .4249,* 4091. .4216 



Seq. No. 57967 Seq. ID 

Gene No. 121205 Strand 

Start 983 End 

Name . OJ000130_33 . 04 17 . C7 . ol . gs . Method - 

Start • • 983 ' , End 

GI . . none • •• Score ■ ' 

Exons 983.. 1944, 1992.. 2457 



OJ000130_33.0417.C7 
+ 

2457 

. (3ENSCAN '. 
2457 " • 
.65 : 



Seq. No. 57967 Seq. ID 

Gene No. 121205 Strand 

Start 983 End 2457 

Name OJ000130_33 . 04 17 . C7 . o2 . np Method AAT/NAP 

Start 998 End 2430 

GI 3935153 Score 788 

Exons .998.. 1487, 1527.. 2430 

GI Descrip. (AC005106) T25N20.17 [Arabidopsis thaliana] 



OJ000130_33.0417.C7 
+ 



Seq. No, 



57967 



Seq. ID OJ000130_33.0417 .C7 



58376 



Gene No. 121206 Strand 

Start 6248 End ~ 

Name OJ000130_33 . 04 17 . C7 . o3 . gs Method 

Start 6248 End 

GI none Score 

Exons 6248..6898 



+ 

6898 
GENSCAN 
6898 
.97 



Seq. No. 57967 Seq. ID 

Gene No. 121207 Strand 

Start 7592 End 

Name OJ000130_33 . 04 17 . C7 . ol . gp Method 

Start 7592 End 

GI 2309682 Score 

Exons 7592.. 8053 



OJ000130_33.0417.C7 
+ 

8053 
AAT/GAP 
8053 
736 



Seq. No. 57967 Seq. ID 

Gene No. . 121208. ' .Strand 
Start 11482 End 

Name OJ0tfbl30_33 . 04 17 . C7 . 06 . gs Method 

Start* 11482. End 

GI none Score 

Exons 11482. .11566, 11622 .. 11 643, 11750. 

.12660. .12962, 13042 .. 131 66, 13234. 

13619. .13665, 1368.4 .. 1404 8 , 14085 1 . 

14780.. 15021 



OJ000130_33.0417.C7 

15021 • " : "' 

GENSCAN 
15021 
. 64 

11824, 12220. .12347, 
13422, 13493..^ 13551, 
14380, 14509?:i4654, 



Seq. No. 57967 Seq. ID 

Gene No. 121208 Strand 

Start ' 11482 / End 

Name O JO 0 0 1 3 0_3 3.0417.C7.o5.np Me t hod 

Start 12248 End 

GI 6721558 Score 

Exons 12248. .12347, 13042 .. 131 66, 13671.. 13880 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

' [Oryza sativa] ' 



OJ000130_33.0417.G7 
+ 

15021 
AAT/NAP " 
13880 
271 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57 967 

121208 

11482 

OJ000130_33.0417.C7.o6.np 

1.2766 

6721561 



OJ000130_33.0417.C7 
+ 

15021 
AAT/NAP 
1438.1 
. 1079 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12766. .12836, 13234.. .13422,- 134 93 .. 13551 ,' 13619 . .1-4 381''. 

. (AP00.1073) EST .AU082058 (G12976) .corresponds to .'a region of •. the, 

predicted gene.; hypothetical protein [Oryza sativa] 

gi I 6815086 Idb'j |BAA90372 V 1| (AP001081) EST AU082058 (C12976) 

corresponds to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



57967 

121209 

3029 

OJ'000130_33.0417.C7.o2.gs 

3029 

none 



Seq. ID OJ000130_33.0417.C7 
Strand 

End 6003 

Method- * GENSCAN 

End 6003 

Score .71 



3029. .3052, 3150. .3340, 4244. .4282, 4644. .4749, 5002... 6003. 



58377 



Seq. No.* 57967 Seq. ID OJ000130_33 . 04 17 . C7 

Gene No. 121209 Strand 

Start 3029 End 6003 ... 

Name OJ000130_33 . 04 17 . C7 . o3 . np Method AAT/NAP 

Start 4941 End 5994 

GI 130582 Score 530 

Exons 4941.. 5994 

GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



o e q . in (j . 


57967 


Seq. ID 


OJ000130_ 


jj . U 4± x / . 


Cl 


bene ino . 


121210 


Strand 








O Lai L 


7159 


End 


8353 






Name 


OJ.000130 .33.0417.C7.o4 .gs 


Method • 


GENS CAN,. 






jtalL 


7159 


'■ End - " 


8353 ' : ' 






O J- 


none 


Score 


.87 






Exons 


7159. .7465, 7484. .7690, 7750. .7807, 8137. .8353 






O e ^ • IN tj . 


57967 


Seq. ID 


OJ000130_ 


JJ. U41 / . 


Cl 
U / 


bene ino . 


121211 


Strand 










9704 


End 


11799 






Name 


OJ000130 33.0417.C7.o4 /np 


Method 


AAT/NAP 






Of arf 


9704 


End 


11799 






C T 


7523517 


Score 


283 






Hi auiio 


9704. . 9724, 11298 .. 1134 8 , 114 99. .11799 








fZ T Hp^rri n 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


57967 


Seq. ID 


OJ000130_ 


_33.0417. 


C7 


Gene No. 


121212 


Strand 










15887 


End 


21578 






Name 


OJ000130 33.0417.C7.o7.gs 


Method 


GENSCAN 








15887 


End 


21578 






P T 


none >v 


Score 


.76 






Exons 


15887. .16165, 16331 .. 16645, 


16829. .16998, 17047 


. 17276, 






17355. .19018, 19094'. .19270, 


19325. .19498,' 19628 


.20457, 






20733. .21116, 21205. .21510, 


21542. .21578 






Seq. No. 


57967 


Seq. ID 


OJ000130_ 


_33.0417. 


C7 


Gene No. . 


. 121212 


Strand 








Start 


15887-. 


- End 


21578 






Name 


OJ000130 33.0417.C7.o7.np 


Method 


AAT/NAP' 






Start. 


.15890. 


End. 


.20751 ' ' ■ 






Gi 


7228457 


Score 


3131 






Exons 


15890. .17428, 174 95 . . 1 9177 , 


19235.. 20751 - 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


3ypsy-Ty3 


type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


57967 


Seq. ID 


OJ000130_ 


_33.0417. 


C7 


Gene No. 


121213 


Strand 








Start 


21918 


End - 


22279 






Name 


OJ000130 33.0417.C7.o8.gs 


Method 


GENSCAN 






Start 


21918 


End 


22279 






GI 


none 


Score 


.8 







58378 



Exons 



21918. .22145, 22190.. 22279 



Seq. No. ' 57967 

Gene No. 121214 

Start - 22437 

Name OJ000130_33 . 04 17 , C7 . ol . tc 

Start 998 

GI none 
Exons 



Seq. ID OJ000130_33.0417.C7 
Strand 

End 22668 

Method TBLASTX : Cress 

End 2241 

Score 83 



998. .1132, 1196.;1249, 1247. .1507, 1261. .1503, 1520. .1573, 
1577. .1717, 1810. .1950, 1817. .1951, 2046. .2069, 2050. .2241, 
2098.. 2145, 2100.. 2210 



Seq. No. 57967 

Gene No. 121214 

Start 22437 

Name OJ000130_33 . 04 17 . C7 . o5 . tm 

Start . 1177. 

GI none 

Exons 1177.. 1461, 1178.. 1429 



Seq. ID OJ000130_33.0417.C7 

Strand - 

End 22668 

Method TBLASTX : Mai ze 

End 14 61. . 

Score ' ' 211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57967 

121214 

22437 

OJ000130_33.0417.C7.ol.ts 

1259 

none 



Seq. ID OJ000130_33.0417.C7 
Strand 

End 22668 

Method TBLASTX : Soybean 

End 2307 

Score 78 



1259. .1420, 1520. .1573, 1661 .. 1720 , 1733 .. 1756, 1801. .1950, 
1814.. 1963, 2046.. 2204, 2050.. 2307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57967 

121214 

22437 

OJ000130_33 . 0417 . C7 . o4 . tm 

1661 

none 



Seq. ID OJ000130_33.0417.C7 
Strand 

End 22668 

Method TBLASTX : Mai ze 

End 2241 

Score 57 



1661. .1711, 1758. .1790, .-1808. .1957, 1810. .1956, 2050. .2241, 
2052. .2189 



Seq. No. t 57967 

Gene No. 121214 

Start 22437 

Name OJ000130_33 . 04 1.7 . C7.. 08 . tw 

Start ,1823 . 

GI none 
Exons 



Seq. ID OJ000130_33.0417.C7 
Strand 

End 22668 

Method TBLASTX: Wheat 

End 2217 

Score • -114 ' 



1823, ,1957, .1828\ ..1956, 2046 . . 2192 , . 204'8 . . 2095, ' 2050 . . 2217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57967 

121214 

22437 

OJ000130_33.0417.C7 .o3.tw 

15899 

none 



Seq. ID OJ000130_33.0417.C7 
Strand 

End 22668 

Method TBLASTX : Wheat 

End 16507 

Score 79 



15899. .16030, 16055. .16507, 16251. .16358, 16397. .164 92 



Seq. No. 
Gene No. 
Start 



•57967 

121214 

22437 



Seq. ID OJ0\)0130_33.0417.C7 
Strand 

End 22668 



58379 




Name 


njnnm ?n ^ 0417 ci 


*J J . L.W 










1 66^1 ~" 






17 014 

X / U X *± 




P T 


none 




Score 


1 Q1 

X .7 X 




Hi X. Olio 


1 66^1 1 701 4 1 66^*9 


• ±. f \j \j \j 








Seq. No. 


57967 




Seq. ID 


OJ000130_33.0417, 


.C7 


Gene No. 


121214 




Strand 






Ota IT U 


994^7 




Hii 1U 


9966ft 




Name 


njnnm 0417 P7 


o9 f-m 


L it: L 1 1UU 


TRT.fiQTY * i 7& 

1 O l~>r\>D 1 A • L Jet X 




OLail 


1 670Q — 

X D / U 






17 014 
X / U -L *i 




P T 
laX 


none 




Score 


1 61 
X D X 




17 vnnc 

Hi XUilO 


1 670Q 17014 1 67 1 0 


1 6997 

. J. u _? y f 








Seq. No. 


57967 




Seq. ID 


OJ000130_33.0417, 


.C7 


Gene No. 


121214 




Strand 






OLalL 


994^7 




End 


22668 




Name 


njnnni ^o ^ 0417 P7 


UD . LW 


Method ' 


• TBLASTX.: Wheat 




C +- a r--J- 

oiart 


1/JlO ■ 




End 


17924 ' 




PT 


none 




Score 


49 




Exons 


1 7 S 1 6 ' 1 7 6 ft Q 17S1Q 


17671 

. X / U f X / 


17697. .17924, 17699. .17923 




Seq. No. . 


57967 




Seq. ID 


OJ000130_33.0417, 


.CI 


Gene No. 


121214 




Strand 






Q"t~ 3 >-+- 

oiart 


994 ^7 
fi j / 




- End 


22668 




Name 


dtoooi^o ^ 0417 P7 

UuUUUl jU jj . U41 / .L/ / . 




.Method - 


.TBLASTX : Soybean 




Of a r-4- 


i ft 01 4 — 

X O U X fi 




' • End 


18382 




P T 


none 




Score 


82 




Exons 


1*8014 1ft^fi9 1ft964 


1 QQQfl 


* ■ 






Seq. No. 


57967 




Seq. ID 


OJ000130_33.0417, 


.CI 


Gene No. 


121214 




Strand 






O Lai L 


994 "37 




End 


22668 




Name 


PjTOOOI^O 0417 P7 
\JO UUUIjU j j... U fi X / / . 


OZ . L W 


Method 


TBLASTX: Wheat 




olail. 


1 P106Q 




End 


18493 




P T 


none 




Score 


256 




Exons 


1 P106Q ■ Ift^ft^ 1R071 
iouu3 t • xojoj^ iou f x • 


1 ft 4 
• x o i zf j / 


18104 18490 




Seq.' No. 


57967 




Seq. ID 


OJ000130_33.0417. 


.CI 


Gene No. 


121214 " ? 




Strand 






Olail. 


994 "3 7 




End 


22668 




Name 


0.70 001 ^0 0417 P7 
UUUUUl jU JJ.U4X / .L/ / . 


o j • tm 


Method 


TBLASTX: Maize 




OUclXX 


1 ft 1 67 _ 
IDIO / 




End 


18550 




P T 


none 




Score 


111 




Exons 


1 R1 67 1 ft ^RO 1 fll fifi' 
X O X O / . .XOjjU/ X O X O O • 


1 ft ^ft "V * 

* X O J O J f 


184 38. .18515 




Seq. No. 


57967 




Seq. ID 


OJ000130_33.0417 t 


.CI 


Gene No. 


121214 




Strand 






Q-t- a >--h 
oLaiL 


994 ^7 

Z ^ fi J / 




End 


22668 




Name 


PiTOOOI^O ^ 0417 P7 
vJUUUUXjU jj.UfiX / . L. / . 


ol . tm 


Method 


TBLASTX: Maize 






i p c 7 o 
X O j / O 




End 


18934 




P T 


none 




Score 


234 




Exons 


18578. . 18934, 18579. 


.18899 








Seq. No. 


57967 ■■ 




Seq. ID 


OJ000130_33. 041-7. 


.CI 


Gene No. 


121214 




Strand 






Start 


22437 




End 


22668 




Name 


OJ000130 33. 0417. C7. 


ol . tw 


Method 


TBLASTX: Wheat 





5838 



0 



# • 





Cf - -w- 4- 


1 RfiflQ 


End 


19064 




~\j± 


none 


Score 


351 




Exons 




18620. .19063 




oeq . wo . 


D f ¥ \J 1 


Seq. ID 


OJ000130_33.0417.C7 




Gene No. 


121214 


Strand 






Start 


22437 


End 


22668 




Name 


n.Tnnm^n ^ 0417 ci n4 1-w 


Method 


TBLASTX: Wheat 




btart 


i yzo O 


End 


19711 




bl 


none 


Score 


93 




Exons 


i qorc i Q4QO 1 Q971 1Q4R0 


19374. .19490, 19529 19711, 






i Q^^n 1 Q7n^ 








Seq. No. 


57967 


Seq. ID 


OJ000130_33.0417.C7 




Gene No. 


121214 


Strand 






Of a r-+- 


99 All 


End 


22668 




Name 


PiTfinni^n "1*3 '041*7 P7 r>7 +-w 


Method . 


TBLASTX: Wheat 




CM , v- 4- 

btart: 


9 n 9 Q 4 


End : . '"*' 


20692 






none 


Score 


76 




Exons 


909Q4 906Q9 90*3R^ 90^67 


20640. .20678 




b e q • ln o . 


R7Q67 
J / 3D / 


Seq. ID 


OJ000130_33.0417.C7 




Gene No. 


12121.4 


Strand 


- 




Start 


22437 


End 


22668 




Name 


OJ000130 33.0417.C7.o8.np 


Method 


AAT/NAP 


th 


otart 


22437 


End 


22668 




P T 

bl 


7523517 


Score 


217 


Hi 


Exons 


22437. .22668 






*S 


C~* T 1™^^ o /™" y~ i 

\j J. Ucbtl ip . 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


• 57968 


Seq. ID 


OJ000130_33.0417.C8 


~ ~" 


Gene No. 


121215 


Strand 






Q 4- ar f 

b tar l 


1115 


End 


2542 




Name 


OJ000130 33.0417-.C8.ol.gs 


Method 


GENSCAN 




btart 


1115 


End 


2524 


~ : 4 


P T 


none 


Score 


1 




Exons 


1115.. 2524 








beq . jno . 


57968 


Seq. ID 


OJ000130_33.0417.C8 


r T 


Gene No. 


121215 


Strand 






Start 


1115 


End 


2542 




Name 


OJ000130 33.0417.C8.ol.np 


Method . 


AAT/NAP 






1127 


End.. . 


. 2542 ■ 




P T 


2149127 


•Score" 


739 • , •••• • ' "' ' ■ " • • 




Exons 


.1127.. .2542 •/ • . 








GI Descrip. 


(U81293) UDP-glucose:indole- 


3-acetate 


beta-D-glucosyltransf erase 




[Arabidopsis thaliana] 








D C q . LN <J . 


57968 


Seq. ID 


OJ000130_33.0417.C8 




Gene No. 


121216 


Strand 






Start 


5394 


End 


5852 




Name 


OJ000130 33.0417.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


1136 


End 


2507 




GI 


none 


Score 


93 




Exons 


1136. .1246, 1319. .1498, 1383 


..1460, 1583. .1723, 1583. .1726, 



1805. .1876, 1943. .2266, 1956. .2174, 2375. .2506, 2466. .2507 



58381 



Oc>/-t Kin 


57 968 








Seq. ID 


OJ000130_33.0417 


Gene No. 


121216 








Strand 




Start 


5394^ 








End 


5852 




OJO 00130 33 


. 0417 


. C8 . ol . 


L O 


Method 


TBLASTX: Soybean 


OLai L 


1136 _ 

I I w> U 








End 


2260 


o I 


1 lL'llC 








Score 


84 


I* 1 von Q 

Hi ALU lo 


1136 1 ?31 


1 307 


14 9ft 

■ . I *± Zt o , 


1 3 6R 

I J u o * 


1466, 1577. .1762, 1760. .1 




1883 2005 


2051 


. .2260 








Seq. No. 


57968 








O C ^ • I u 


OJ000130 33 0417 


Gene No. 


121216 








Strand 




O L a I L 


5394 








End ' 


5852 


LNcULLt: 


OJ000130 33 


0417 


PR r>1 


L W 


Method 


TBLASTX: Wheat 


Cf-3 rf- 


1 ^OQ . ■ — . 

I J o 








End 


1714 




1 1LH 1C 








Score 


94 




1 3?R 14 98 


1 334 
i j j i 


1 4R0 

. . I *± o u , 


1 5R0 

I J u u ■ 


1714 




Seq. No. 


57968 








Seq. ID 


OJ000i30_33.0417 


Gene No. 


121216 








Strand 






5394 








End 


5852 


Name 


d.toooi 30 33 


0417 

U1I / 


PR ol 

■ O . L» I . 


LiLl 


Method 


TBLASTX: Maize 


O Lai U 


1 3Rfi ~~ 
I J o o 








End 


1709 


rij 


n on o 
i iL>ne 








Score 


141 


DAUl 1 ■_> 


1 3 R 6 1 5 ? 0 


1391 


.14 98*, 


1568 . 


1708, 1569.. 1709 


Seq. No. 


57968 








Seq. ID 


• OJ000130_33.0417 


Gene No. 


121216 








Strand 




O Lai L 


5394 








End 


5852 


Name 


D.T0001 30 33 


0417 

\J *i I / 


PR o? 


fm 

LIU 


Method 


TBLASTX: Maize 


Cf a 7-+- 
O Lai L 


9037 ~~ 








End 


2282 


\j I 


nunc 








Score 


143 




9Q37 


2039 


.2281 








Seq. No. 


57968 








Seq. ID 


OJ000130_33.0417 


Gene No. 


121216 








Strand 




Start 


5394 ir 








End 


5852 


Name 


* * O.T0001 30 33 


0417 


PR n? 


O* Q * ' 


Method 


GENSCAN * • 


O Lai L 


5 3 9 4 ~ 

vJ »^ -7 *i 








End 


5852 


GI 


none 








Score 


.66 


F! vnri 

i_j *v w 1 1 o 


5394 5570 


5729 


5852 








Seq. No. 


57969 








Seq. ID 


OJ.000130_33.0417 


Gene No. 


.121217 








Strand 


+ ' 


Start 


47 








End' ' 


■ 171 ' ' ' : 


LN CtllLC 


O.70001 30 33 


04 1*7 

U *1 I / 


PI 0 ol 


• qs. . 


Method - 


. GENSCAN ■ ■ • 


Of arf 
O Lai L 


4 7 " _ 








End 


171 


\3 I 










Score 


.83 


DAUIlO 


47 171 

*i / ■ .1/1 














57970 








Seq. ID 


OJ000130_33.0417 


Gene No 


121218 








Strand 


+ 


Start 


481 








End 


7837 


Name 


OJ000130 33. 


0417 


.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


481 








End 


6267 


GI 


7484781 








Score 


940 


Exons 


481. .690, 815. .889, 2487. .2612 


, 2720.. 


2816, 3792.. 3921, 




4320. .4498, 


4644 


. .4771, 


4886. . 


4987, 6172.. 6267 



58382 



GI Descrip. 3-hydroxyisobutyryl-coenzyme A hydrolase homolog T9E8 . 100 - 
Arabidopsis thaliana gi | 4584541 | emb | CAB40771 . 1 | (AL049608) 
3-hydroxyisobutyryl-coenzyme A hydrolase-like protein 

[Arabidopsis . thaliana] gi | 7268039 | emb | CAB78378 . 1 | (AL161536) 
3-hydroxyisobutyrylTCoenzyme A hydrolase-like protein 

[Arabidopsis thaliana] 





o e CJ > NO. 


57970 






Seq. ID 


OJ000130_33.0417.C11 




(jcllc NO • 


121218 






Strand 


+ 




Of a r*+- 


481 • 






End 


7837 




Name 


OJ000130 33, 


.0417.Cll.ol. 


LIU 


Method 


TBLASTX: Maize 




uLdiL 


578 






End 


6273 




C T 


none 






Score 


125 






578. .688, 579. .692, 579. 


. DO D , 


587. .691 


, 808. .888, 810. .887, 






9A1 A 9SQD 


OAlf, 9RQ9 


2476. 


.2589, 24 


83. .2590, 2484. .2591, 








9709 97ftS 


2715. 


.2837, 2719. .2817, 2736. .2837, 






2923, .2973,, 


3790 . .3921,... 


^7 Q1 


.3922, . 3806.. .3919, 4 320. .4 496, 






4320. .4433, 


4321. . 4497,: 


4 D . 


.4498, 4637.. 4774, 4639.. 4773, 






H \JH U • * / / If 


A Q £R A QQ1 
4 OD J . . 4 30 / / 


4 O O D . 


.4986, 6141.. 6269, 61-75.. 6273 




Cart M 

oeq. ln o . 


C7 Q7 n 






Seq. ID 


OJ000130_33.0417.C11 




t^ene no . 


1 9 1 9 1 P 
X ^ _L Z _L 0 






Strand 


+ 




Q -1- -3 -,4- 


. ft O -L 






End 


7837 




Name 


OJ000130 33, 


.0417.Cll.ol,. 


tc 


Method v TBLASTX : Cress 




St aft 


579 






End 


2545 




r 1 t 


none ■ 






Score 


137 


fh 


Exons 


579. ,692, bi 


37.. .691, 809. 


.880, 


810. .887 


, 810. .887, 811. .888, 


*_ c 




2474 . .2545 












o e q . LM o . 


57970 






Seq. ID 


OJ000130_33.0417 .Cll 




bene no . 


121218 






Strand 


+ 






481 






End 


7837 


r ■ h 


Name 


OJ000130 33, 


.0417.Cll.ol. 


ts 


Method 


TBLASTX : Soybean 


= 


Start' 


579 






End 


3859 


13 


GI 


none 






Score 


147 




Exons 


579. .692, 5E 


57. . 691, 2474 


..2590, 2476.. 


2592, 2476..2S89, 


~"4 




2711. .2785, 


.2716. .27 69, 


3790. 


.3858, 3806. .3859- • - 


* % 


oeq . no . 


57970 






Seq. ID 


OJ000130_33. 0417. Cll 




bene no . 


121218 






Strand 


+ 




o tar l. 


481 






End 


7837 




Name 


OJ000130 33. 


.0417.Cll.ol. 


gp 


Method 


AAT/GAP 




Start 


589 






End '' 


866' ':•/ 




GI 


26677 1.R1084 ' 




Score 


266 • 




Exons 


. 589. .690., . 815.. .866 










GI Descrip. 


? 1420932/gb| 


U61383IORU61383 7 


.Oe-21 Oryza rufipogon . 






4-coumarate- 


■CoA ligase gene, 


intron 1, 


partial sequence' 




Seq. No. 


57970 






Seq. ID 


OJ000130_33. 0417. Cll 




Gene No. 


121218 






Strand 


+ 




Start 


481 






End 


7837 




Name 


OJ000130 33. 


0417.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


591 






End 


827 




. GI 


none 






Score 


.69 




Exons 


591. . 646, r 725. .827 










Seq. No. 


57970 






Seq. ID' 


OJ000130_33. 0417. Cll 



58383 





Gene No. 


121218 < ~ 




Strand 


+ 








Start 


481 




End 


7837 








IN CtlLIC / 


(vronm ^0 0417 rn n? 

w U \J \J \J X -J \J J J • 1 / • V_/ X X • U 




Method 


GENSCAN 








JLCli l. 


9^9R' ■"* ~~ 

~J Z/ O 




End 


7837 








CI J 


none 




Score 


.82 








Hi aUI 1 O 


9^9R 94S7 9790 9R16 


3424 


..3486, 3792. .3921, 


4320. .4498, 






4644 4771 4RS^ 4QS7 


6179 


..6219, 6505. .6651, 


7712. .7* 


337 




o e q . LN (J . 


^7 Q7 n 
/ .7 / u 




Seq. ID 


OJ000130_ 


33.0417, 


■ Cll 




UCllC LN(J . 


1 91 9 1 R 
iz. 10 




Strand 


+ 








Start 


481 




End 


7837 








Name 


OJ000130 33.0417.Cll.o2 


.gp 


Method 


AAT/GAP 








Start 


2715 




End 


6411 








yj x 


34661 1R1084 




Score 


1612 








Hj AVJLIO 


971 S ~9R1 6 37Q? "3991 


4 320 


. .4498, 4644. .4771, 


4886. .4987, 






U X / jl. . • U *i X X 














Cl T HpQrr i o 
ox UCOLI -'-Ir *• 


'41 7 64 90 /Hb-v I' RAA37 1 67 1 


2 . Oe- 


11 : (AB008097.) cytochrome P450 






[ni ctJJiuuuoio t_ 1 1 a. j lciilcij 














Seq. No. 


57971 




.Seq. ID 


OJ000130_ 


J J . KJH 1 / . 


hi ^ 

■ ^x<- 




Gene No. 


121219 




Strand 










C-f- o >-+- 


1 S7 
x .j / 




End 


1262 








Name 


O.TDnni ^0 ^ 0417 PI 9 ni 


. gs 


Method 


GENSCAN 








OLdl L 


1^7 ~ 




End 


1230 








Cl 


Ti T~i <n 




Score 


.52 








EjAUI lo 


1 S 7 919 R60 1 9^0 












' 


c^z-r Mo 


S7Q71 




Seq. ID 


OJ000130_ 


•^-3 H4 17 


r*i 9 


1 ''F 


IJCllC LN • 


121219 




Strand 










Start 


157 




End 


1262 








Name 


OJ000130 33.0417.C12.ol 


.np 


Method 


AAT/NAP 








o Lai L 


922 




End 


1262 






?1 = 
; 'sr- 


Cl 

X3 X 


7489454 




Score 


170 






E 


F v An c 


922. .1262 












? 


r^T n^QPT"! o 


bacterial blight-resistance ; 


protein Xal - rice 










gi | 294 374 2 | dbj | BAA25068 


.11 ; (AB002266) 


XA1 [Oryza 


sativa] 




: ■ : 


o^rr Mo 

OC^. LN W • 


57972 




Seq. ID 


OJ000130^ 


33.0417. 


.C13 


i _ s 


Gene No. 


121220 




Strand 










Start 


1 




End 


1168 








Ma mo 
LN aiiic 


OJ000130 33.0417.C13.ol 


.np 


Method 


AAT/NAP 








OLai L 


1 




End 


1168 








0 X 


7340909' 




Score 


. 141 








TT von d 


1. .269, 1137. .1x68 














01 LJtro^xxky* 


• (AP001550) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


57972 




Seq. ID 


OJ000130_ 


33.0417. 


C13 




Gene No. 


121220 




Strand 










St" a rt" 

0 Lai L 


1 




End 


1168 








Marine 

LN dllLC 


OJ000130 33.0417.C13.ol 


.gs 


Method 


GENSCAN 








Of ar f 


503 




End 


1049 








GI 


none 




Score 


.87 








Exons 


503. .649, 847. .1049 














Seq. No. 


5^7973 




Seq. ID 


OJ000130_ 


33.0417. 


C14 




Gene No. 


121221 




Strand 










Start 


1 




End 


1483 







58384 



Name OJ000130_33 . 04 17 . C14 . ol . np Method AAT/NAP 

Start 1 • - End 14 83 

GI 7340884 Score 434 

Exons 1..660, 736.-872, 972.. 1483 - - 

GI Descrip. . (AP001551) Similar to Antirrhinum .majus .transposon Tam3 gene for 
* transposase. (AB013982) [Oryza sativa] 



Seq. No. 57973 Seq,. ID 

Gene No. 121221 Strand 

Start 1 End 

Name OJ000130_33 . 0417 . C14 . o2 . tm Method 

Start 194 End 

GI none Score 

Exons 194.. 406, 222.. 410, 652.. 702 



OJ000130_33.0417.C14 
1483 

TBLASTX: Maize 

702 

115 



Seq. No. 57973 Seq. ID 

Gene No. . 121221 Strand 

Start 1 End 

Name , OJ000130_33 . 04 17 . C14 . ol . gs Method 

Start 612 End 

GI none Score 

Exons 612.. 872, 972.. 1188 



OJ000130_33.0417.C14 

1483 
GENSCAN 
-1188 
.51 



Seq. No. 57973 

Gene No. .121221 

Start 1 " 

Name OJ000130_33 . 0417.. C14 . ol . tm 

Start 703 

*GI none 
Exons 



Seq. ID OJ000130_33.0417.C14 
Strand 
End 

Method 
End 
Score 



1483 

TBLASTX: Maize 

1059 

57 



703. .885, 722. .880, 964. .1059, 965. .1054 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57974 

121222 

3968 

OJ000130 33.'0417.C16.o2 



3968 
7489737 
3968. -.4010, 



, np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8904-; 8935. :"9464, 9539.'. 9691 . 
gag protein homolog - maize retrotransposon Opie-2 
gil 3645898 | gb | AAC4 9501 . 1| (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 



OJ000130_33.0417.C16 
+ 

15553 

AAT/NAP 

9691 

539 " ■". 



'5654. .6426, 8788, 



.Seq, No. ' 57974.. Seq. ID OJ000130_ 

Gene No. 121222 Strand- + 

Start .' .3968 . End .' ,15553. 

Name OJ000130_33 . 0.417 . C16 . o2 . gs Method GENSCAN 

Start 5587 - End 6417 

GI none Score .96 

Exons 5587.. 6417 



33. 041.7. C16 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



57974 

121222 

3968 

0 J000l'30_33 . 04 17 . CI 6 . o3 . gs 

7976 

none 



Seq. ID OJ000130_33.0417.C16 

Strand + 

End 15553 

Method . GENSCAN 

End 15553 

Score .43 



7976. .8074, 8171. .8215, 8764. .9165, 9716. .9967, 10092 .. 1024 8 , 



58385 



11837. .12128, 12299. .12933, 12949 .. 13421 , 13580 14853, 
14893.. 15553 



Seq. No. 57974 Seq. ID 

Gene No. 121222 Strand 

Start 3968 End 

Name OJ000130_33 . 04 17 . CI 6 . o3 . np Method 

Start 10086 End 

GI 7489803 Score 

Exons 10086. .10731, 14255.. 14289 

GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5'- end not determined 
experimentally [Zea mays] 



OJ000130_33.0417.C16 
+ 

15553 
AAT/NAP 
14289 
782 



i y 

s 



Seq. No. 


57974 


Seq. ID 


OJ000130 


Gene No. 


121222 


Strand 


+ 


Start 


3968... • t 


End 


. 15553'. 


Name 


OJ000130 33.0417:C16.o4.np 


Method 


AAT/NAP 


Start 


12318 


End 


15550 


Gl' 


7228 4'56 


Score 


4098 ■ 


Exons 


12318. .13552, 13683.. 15550 






GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 


Seq. No. 


57974 


Seq. ID 


OJ000130 


Gene No. 


121223 


Strand 




Start 


1 


End 


2272 . 


Name 


OJ000130 33,0417.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


579 


GI , 


7486404 


Score 


258 


Exons 


1..86, 149. .346, 437. .579 







GI Descrip. 



Seq. No.- 

Gene No. . <■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



hypothetical protein F4D11.110 - Arabidopsis thaliana 
gi I 3063701 1 emb | CAA18592.il (AL022537) putative protein 



[Arabidopsis thaliana] gi I 7270173 | emb | CAB7 998 6 . 1 1 
putative protein [Arabidopsis thaliana] 



(AL161581) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000130 .33.0417.C16 



57974 
121223 
1 

OJ000130_33.0417.C16.ol.gp 
216' 

16260_1.R1084 
216. .346, . 437.. .623 .. 

'30637017 emb I CAA18592.il 4. Oe-47 (AL022537) putative protein 
[Arabidopsis thaliana]' 



2272 
AAT/GAP 
623 
596 



Seq-. No. 57974 

Gene No. 121223 

S.tart 1 - 

Name OJ000130_33 . 04 17 . CI 6 . ol . gs 

Start 216 

GI none 

Exons '216.. 660, 705.. 847, 2092.. 2272 

Seq. No. 57974 

Gene No. 121224 * 

Start 7831 

Name OJ000130_33 . 04 17 , CI 6 . o2 . gp 



Seq. ID OJ000130_33.0417.C16 
Strand 

End 2272 

Method GENSCAN 

End 2272 

Score .56 



Seq. ID OJ000130_33.0417.C16 
Strand 

End 7920 

Method AAT/GAP 



58386 



Start 


7831 




End 


7920 




GI 


none 




Score 


142 




Exons 


7831 . .7920 










Seer Mo 


57974 




Seq. ID 


OJ000130 33 0417 


. C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Name 


OJ000130 33.0417.C16 ol 


. ts 


Method 

L J V-, Lll vy V-* 


TBLASTX * Sovbean 




Start 


194 ~~ 




End 


579 




GI 


none 




Score 


142 




Exons 


" 194. .352, 211. .351, 212 


. . 352, 


441 . .461 


, 442. 474. 484 


579, 




485 . . 577 










Seq. No. 


57974 




Seq-. ID 


OJ000130_33.0417 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Name 


OJ000130 33.0417.C16.ol 


. tc 


Method 

l j v^ vy V-A 


TBLASTX :Cress : - 




Start 


211 ~ 




End 


"579 




GI 


none 




Score 


103 




Exons 


211. .348, 215.. 352, 436 


. . 477, 


439. . 474 


. 484 579. 485 


577 


Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 • 




Name Jt -. 


OJ000130 33 0417 C16 o7 


. tm 


Met" h nH 


TRT.A^TX • Ma i 7P 




Start 


211 ~ 




End 


333 




GI 


none 




Score 


140 




Exons 


211. . 333, 215. . 325 

-i- ^ • • *y *»y *^y ^ ^* -i* **y • • -w/ 










Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Name 


OJ000130 33 0417 C16 08 


. tw 


Mpfhori 


TBLASTX - Wheat 




Start 


5659 ~~ 




End 


6087 




GI 


none 




Score 


254 




Exons 


5659.. 6087, 5692 5787, 

**y v »y • • \y V-/ \J t f \J _y • * *y / / 


5694 . 


. 5792 






Sea No 


57 974 




Seq. ID 


OJ000130_33.0417 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Name 


OJ000130 33.0417.C16.o4 

vy v vy vy vy j- ^y vy ^y ^y * vy t j_ # * \^ .j- vy * vy t 


. ts 


Method 


TBLASTX: Soybean 




Start 


5689 _ 




End 


.10256 




Gi 


none 




Score 


67 




Exons 


5689 5796. 5800 6135. 


9992 . 


.10039, -10049. . 10090, 10101". . 10244, 




; 10194 10256 










Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Name 


OJ000130 33 0417 C16 o5 


. tm 


Method 


TBLASTX: Maize 




Start 


5845 ~~ 




End 


6246 




GI 


none 




Score 


213 




Exons 


5845. .6246 










Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 





58387 




Name 


OJ000130 33.0417.C16. 


o4 .tm 


Method 


TBLASTX: Maize 




Start 


9996 L 




End 


10337 




GI 


none 




Score 


53 




I_i W W 1 1 o 


9996. .10070, 9997. .10071, 9998. .10075, 


10081. .10290, 






10083 .10322" 10095 


10337; 


10100. .10336 




Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417 


.C16 


Gene No. ' 


121225 




Strand 






Start 


16182 




End 


22170 






OJ000130 33 0417 C16 


olO . tw 


Method 


TBLASTX: Wheat 




Start 


10116 "~ 




End 


10346 




GI 


none 




Score 


211 




Rvnnq 

1—1 *\ \~s 1 1 O 


10116. .10346, 10116.. 


10157, 


10202. .10330 






57974 




Seq. ID 


OJ000130_33.0417 


n 6 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170. • 




Name 


OJ000130 33 0417 C16 


o 1 tm 


Method' 


TBLASTX : Mai ze '' 




Start 


10338 ™~ 




• End 


10733 




GI 


none 




Score 


88 






10338. .10457, 10346.. 


10453, 


10457. .1072 6, 104 64. .10727, 






10467 10733 










Seq. No. 


57974 




Seq. ID 


QJ000130_33.0417 


.C16 


Gene No . 


121225 




'Strand 






"Start 


16182 




End 


22170 




Name 


OJ000130 33 0417 C16 


o 6 . t w 


Method 


TBLASTX: Wheat 




Start 


10505 




End 


10730 




GI 


none 




Score 


266 






10505 10726 10506 


10730 








Seq. No. 


57 974 




Seq. ID 


OJ000130_33.0417 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Name 


OJ000130 33 0417 C16 


o9 . tm 


Method 


TBLASTX: Maize 






16179 _ 




End 


16322 




GI 


none 




Score 


126 * 




""tt v o r» <^ 


16179. . 16322, 16183 . . 


16317 








JCU • 1M \J * 


57974 




Seq. ID 


OJ000130_33.0417 


• \*r J. U 




121225 




Strand 






Start 


. 16182 




End 


22170 




Name 


OJ000130 33.0417.C16. 


o 5 . np 


Method 


AAT/NAP 




Start 


16182 




End 


21943 




GI 


7228457 




Score 


7970 • 




F ynn q 


16182. . 17732, 17799.. 


18758, 


18881. .19517, 19581. .21515, 






21577. .21943 










T n ca c; v* -i rS 


(AP001366) Similar to 


> Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Name 


OJ000130 33.0417.C16. 


o7 . tw 


Method 


' TBLASTX: Wheat 




Start 


16191 




End 


16793 




GI 


none 




Score 


77 





58388 



F, von s 


16191 16316 16195 


. 16317, 


16504. .16788, 16509. .16793 


Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417 


Gene No. 


121225 




" ' Strand 


- 


Start 


16182 




End 


22170 


Name 


OJ000130 33 0417 C16 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


16794 ~~ 




End 


17175 


GI 


none 




Score 


238 




16794 17174 16825 


. 17175 






Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417 


Gene No. 


121225 




Strand 




Start 


16182 




End 


22170 


Name 


OJ000130 33 0417 C16 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


16980 ~~ 




End 


17312 


GI 


none 




Score 


83 • 


' R v n n s 


16980 17192 16989 


. 17312, 


•16990.-. 17268 


Seq v -No. 


57974 




Seq. ID 


OJ000130_33.0417 


Gene No. 


121225 




Strand 




Start , 


16182 




End 


22170 




O.T0001 30 33 0417 P16 


■ \J X X • L. W 


Method- 


TBLASTX: Wheat 


O Lai I, 


17505 _ 




End 


17768 


-O X 


none 




Score 


194 


DAU1IO 


17505 17768 










57 974 




Seq. ID 


OJ000130_33.0417 


Gene No. 


121225 




Strand 




Start 


16182 




: . End 


22170 


Name 


OJ000130 33.0417.C16. 


. o3 . ts 


.'Method 


TBLASTX : Soybean 


^ta rt- 

O L. CI X L. 


17565 




End 


18131 




5666795 




Score 


71 


DAUllO 


17565. .17771, 17820., 


,17957, 


18033.. 18131 


Ul 1_V O w J I- k-/ ■ 


4206306 2.0e-10 (AF049110) ; 


prpol [Zea 


mays] 




57974 




Seq. ID 


OJ000130_33.0417 


Gene No. 


121225 




Strand 




Start 


16182 




End 


22170 


Name 


OJ000130 33.0417.C16. 


, o4 . tw 


Method 


TBLASTX: Wheat 


Start 


17820 




End 


18278 


GI 


none 




Score 


88 


Pvnn ^ 

i— i *\\~/ no 


17820. .17969, 17821. . 


,17958, 


18013. . 18195, 18024. .18278, 




18030 . .3.8254 








Seq. No.. 


57974 




■ Seq. ID. 


OJ000130_33.0417. 


Gene No. 


121225 




Strand 




Start 


16182 




End 


22170 




OJ000130 33.0417.C16. 


ol . tw 


Method 


TBLASTX: Wheat 


OL.Cti.L- 


18742 




End 


19137 


GI 


none 




Score 


293 


DAUllO 


18742. .19137, 18745.. 


19098, 


18753. . 19136 


Seq. No. 


57974 




Seq. ID 


OJ000130__33.0417 


Gene No. 


121225 ... 




Strand 




Start 


16182 




End 


22170 


Name 


OJ000130 33.0417.C16. 


o2. ts 


Method 


TBLASTX : Soybean 


Start 


18753 




End 


19058 



58389 




GI 


none 




Score 


90 




Exons 

X^J *k V-/ X 1 <J 


18753 19058. 18898 


. 1904 1 








Seq. No. 


' 57974 




Seq. ID 


OJ000130_33.0417 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Name 


OJ000130 33 0417 C16 


o 3 tm 


L JC LUUU 


TBLASTX ■ Maize 




Start 


18810 ~~ 




End 


19194 




GI 


none 




Score 


235' 




Exons 


18810 .19193, 18829 


.19194 








Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


■ 22170 • 




Name 


OJ000130 33 0417 C16 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


19206 ~ 




End 


19541 • 




GI 


none 




Score 


93 ■ ' ■■ ■ • . 




Exon s 


19206 19439 19207 


. 194 31,' 


1-9452. .19541 -\ ■ ■ 




Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Naitie 


OJ000130 33 0417 C16 


n 9 tw 


Method 


TBLASTX :.Wheat 




Start 


19206 ~ 




End 


19388 




GI 


none 




Score / 


129 




v n n s 


19206 19388 19207 


. 19386 








Sea No 


57974 




Seq. ID 


OJ000130_33.0417 


ri 6 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Name 


OJ000130 33 0417 C16 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


19389 ~ 




End 


20160 




GI 


none 




Score 


152 




Exons 

j—i *\ v-' X X O 


19389 19586. 19390 

-l. y ~y \j y • . a. y \j \j f a. y y y \j • i 


. 19533, 


19404. .19586, 19674 .. 20159, 






19705 19965 19987 


.20160 








Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417* 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Name 


OJ000130 33 0417 C16 


o5 . gs 


Method 


GENSCAN 




Start 


20310 ~~ 




End 


22170 




GI 


none 




Score 


.73 




Exons 


20310 20992 21101 


.21237, 


21255. .21961, 22015 . .22,170 ; 




Seq. No. . 


• 5797.4 




Seq.. ID 


OJ000.130_33.0417, 


.C16 


Gene No. 


121225 




Strand 






Start 


16182 




End 


22170 




Name 


OJ000130 33 0417 C16 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


20898 _ 




'End 


21236 




GI 


none 




Score 


85 






?0SQfi 209^9 


7 1 1 7 1 

Z. x x / x , 


21138. .21236, 21139. .21219 




Seq. No. 


57974 




Seq. ID 


OJ000130_33.0417, 


.C16 


Gene' No. 


121225 - ■ 




Strand' 






Start 


16182 




End 


22170 w 




Name 


OJ000130 33.0417.C16. 


06. tm 


Method 


TBLASTX: Maize 




Start 


21000 




End 


21248 





58390 



GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 



none 

21000. .21248, 21001. .21246 



Score 



92 



57975 Seq. ID OJ000130_33 . 04 17 . C17 

121226 Strand + 

1 • End - 5313 

OJ000130_33.0417.C17.ol.np * Method AAT/NAP 

1 . - End 2687 

6630685 Score 4203 

1..36, 145. .2687 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



• 57975 
121226 
1 

' OJ000 130_33 . 04 17 . C17 . ol . gs . 
145 
none 



Seq. ID OJ000130_33.0417.C17 

Strand + 

End 5313 

Method - GENSCAN ';• 

-End-"' 5313 

Score .4 



145. .2579, 3016. .3129, 3662. .3919, 4204. .5313 



Seq. No. 57975 

Gene No. 121226 

Start 1 

Name OJ000130_33.. 0417 . Ci7 . o2 . tm 

Start 156 

GI none 
Exons 



Seq. ID OJ000130_33.0417.C17 

Strand + 

End 5313 

Method TBLASTX: Maize 

End 1019 

Score 71 



156. .209, 161. .202, 218. .892, 219. .1019, 896. .937 



Seq. No. 57975 

Gene No. 121226 

Start 1 

Name OJ000130_33 . 04 17 . C17 . o2 . tw 

Start 186 

GI • none 

Exons *' 186. .482, 206. .481 



Seq. ID. OJ000130_33.0417.C17 

Strand + 

End 5313 

Method TBLASTX : Wheat 

End 482 

Score 291 



Seq. No. 57975 

Gene No. 121226 

Start 1 

Name OJ000130_33 . 0417 . C17 . o3 . ts 

Start 327 

.GI none 

Exons 327. .788, 347.';637, 3'51-..704 

Seq. No. 57975 

Gene No. 121226 

Start 1 

Name OJ000130_33 .0417. C17 . ol . tc 

Start 363 

GI none 

Exons 363.. 785 



Seq. ID OJ000130_33.0417.C17 

Strand + 

End 5313 

Method TBLASTX : Soybean 

End 788 

Score 314 



Seq. ID OJ000130_33.0417.C17 

Strand + 

End 5313 

Method TBLASTX: Cress 

End 785 

Score 220 



Seq. No. 57975 

Gene No. 121226 

Start 1 

Name OJ000130 33 . 04 17 . C17 . o3 . tw 



Seq. ID OJ000130_33.0417.C17 

Strand + 

End 5313 

Method TBLASTX : Wheat 



58391 






Start 


570 








End 


914 




GI 


none 








Score 


133 




Evnnq 

i-J A \h/ 1 1 


570.. 659, 572.. 646, 580 


. . 648, 


648 . . 812 


, 659 823. 769" 834 






834. .914, 834. .914 










Seq-. No. 


57975 








Seq. ID 


OJ000130 33.0417.C17 




Gene No. 


121226 








Strand 


+ 




Start 


1 








End 


5313 






OJ000130 33, 


,0417 


.C17.o4 


. tm 


Method 


TBLASTX ■ Mai ze 




Start 


1026 








End 


1345 




GI 


none 








Score 


469 




Exons 


1026. .1343, 


1028 


. .1345 










Seq. No. 


57975 ■ 








Seq. ID 


OJ000130_33.0417.C17 




Gene No. 


121226 








Strand 


+ 




Start 


1 








End 


5313 




Name 


OJ00013.0 33. 


0417 


,C17.ol 


. ts- ■■: 


Method;*. 


TBLASTX.: Soybean 




Start 


1053" 








End- 


' 1660 




GI 


5509260 








Score 


233 ■" - 




Exons 


1053. . 1268, 


1055 


. . 1105,. 


1143 . 


.1283, 1277.. 1660, 1278.. 1658 




GI Descrip. 
















Seer No 


57975 








Seq. ID 


OJ000130_33.0417.C17 


"s 


Gene No. 


121226 








Strand 


+ 


4 


Start *' 


1 " 








End 


5313 




Name 


OJ000130 33. 


0417, 


.C17.ol 


. tw 


Method 


TBLASTX; Wheat 


y 


Start 


1178 








End 


1652 




GI 


none 








Score 


89 


y 


Exons 

J— 1 AWl 1 _> 


1178. .1267, 


1194 , 


. .1268, 


1271 . 


.1297, 1289. .1444, 1297. .1503, 


:J 




1299. .1640, 


1301, 


. .1633, 


1302 . 


.1652 






Seq. No. 


57975 








Seq. ID 


OJ000130_33.0417.C17 




Gene No. 


121226 








Strand 


+ 




Start 


1 








End 


5313 


: sr 


Name 


OJ000130 33. 


0417. 


.C17.o2 


. tc 


'Method 


TBLASTX: Cress 


- ; 


Start 


1260 










1541 


iSs 


GI 


none 








Score 


207 * 


W! 


Exons 


1260. .1541, 


1262, 


. .1522 








•4 


Seq. No. 


57975 








Seq. ID 


OJ000130_33.0417.C17 


* 


Gene No. 


121226 








Strand 


+ 




Start 


1 








End 


531.3 . 




Name 


OJ000130. 33. 


0417, 


,C17.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


14 63 








End 


18 98 




GI 


none 








Score . 


630; . 




Exons 


1463. .1897, 


1464 . 


, .1898 










Seq. No. 


57975 








Seq. ID 


OJ000130_33.0417.C17 




Gene No. 


121226 








Strand 


+ 




Start 


1 








End 


5313 




Name 


OJ000130 33. 


0417. 


,C17.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


2013 








End 


2717 




GI 


: none 








Score 


972 




Exons 


2013. .2717,- 


2021. 


.2710 










Seq. No. 


57975 








Seq. ID 


OJ000130_33.0417.C17 




Gene No. 


121226 








Strand 





58392 



Start 
Name 
Start 
GI 

Exons 



1 End 
OJ000130_33.0417.C17.o2.ts Method 
2031 • End " 

none ■ Score 

2031.. 2420, 2255.. 2419, 2439.. 2672 



Seq. No. 57975 Seq. ID 

Gene No. 121226 * Strand 

Start 1 End 

Name OJ000130_33 .0417. C17 . o4 . tw Method 

Start 2169 End 

GI none Score 

Exons 2169.. 2429, 2448.. 2636 

Seq. No. 57975 Seq. ID 

Gene No. 121226 Strand 

Start. . 1 : ,. . ..... End 

Name ' ' 6j000130_33 . 04 IT.- C17 . o3Vtc " Method 

Start 2304 ■" End 

GI none Score 

Exons 2304.. 2438, 2457.. 2669 

Seq. No. 57976 Seq. ID 

Gene No. 121227 .. Strand 

Start 70.v" End 
Name . OJ000130_33 . 04 17 . C18 . ol . gs Method 

Start 70 End 

GI none Score 

ExonS j 70.. 285, 357.. 557 , 

Seq. No. 57976 Seq. ID 

Gene No. 121228 Strand 

Start 3066 End 

Name OJ000130_33 .0417. C18 . o2 . gs Method 

Start 3066 End 

GI "* none Score 

Exons 3066.. 3119 



-5313 

TBLASTX: Soybean 

2672 

300 



OJ000130_33.0417.C17 
+ 

5313 

TBLASTX: Wheat 

2636 

123 



OJ000130_33.0417.C17 
+ 

5313.'. 

TBLASTX: Cress 

2669 

82 



OJ000130__33.0417.C18 
+ 

557 

GENSCAN 

557 

.77 



OJ000130_33.0417.C18 

3119 
GENSCAN 
3119 
.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start - 

GI- 

Exons 

GI Descrip. 



OJ000130_33.0417.C19 
+ 

1628 
GENSCAN 

1628'.' ,',*". . .. 
.59 



57977 Seq. ID 

121229 Strand 
238 End 
OJ000130_33.0417.C19.ol.gs Method .. 
238 End 
none Score " 
238.. .628,. 72.0. .1018, 1569:. 1628 . 

57977 Seq. ID 

121230 Strand 
671 End 
OJ000130_33.0417.C19.ol.np Method 
671 End 
2130141 Score 
671. .741, 1711. . 1786, 2156. .3639, 3724. .3953, 4677. .4723 
mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



OJ000130_33.0417.C19 
4723 

AAT/NAP ' 

4723 

1010 



Seq. No. 



57977 



Seq. ID OJ000130 33. 0-417. C19 



58393 




Gene No. 


121230 


Strand 




•OLoIL 


671 




4 79^ 

ft / £. O 


Name 




KA j^*v 4- Vi /~\ /~$ 

i v ie t nou 


i o.Utt.o i a . wai ze 




£ 1 y / 




9^17" 
Z D 1 I 


PT 


none 


Score 


R ^ 


C von q 


91Q7 9^70 91 QR 9^74 9?Q^ 


9 S1 7 




Seq. No. 


57977 


Seq. ID 


OJ000130_33.0417.C19 


Gene No. 


121230 


Strand 






67 1 


HI 1U 


4 7 9^ 


Name- 






\j _ IN O L^ttlN 


OLQlU 


94 94 _ 

*a C, *i 


FnH 


^S7 *} 




none 


Score 


4 9 


P 1 von q 


9494 94^7 • 9449 "357^ 






Seq. No. 


57977 


Seq. ID 


OJ000130_33.0417.C19 


Gene No . 


. .121230, . .... .. .. .. , 


Strand 






671 


Eryd - 


4723 


Name 




, Method 


"TBLASTX: Maize 


OLalL 


9 6^9 _ 


End . 


3261 


P T 


none 


Score 


68 


1? vAn c 
iiiXUIlo 


96^9 9Q^7 96^? 9746 9671 


..2889, 2914. .3261, 2918. .3256 


Seq. No. 


57977 


Seq. ID 


OJ000130_33.0417.C19 


Gene No. 


121230 


Strand 




o Lai L 


671 


End * 


4723 


Name 


ninnm 0417 piq o9 f-™ 


Method 


TBLASTX: Maize 




^96R _ 


End 


3633 




none 


Score 


153 


Exons 


"396^ ^6^ ^^OQ "3 616 






C q rr Mo 

oeq. in o . 


C.7Q7P 


Seq. ID 


OJ000130 33.0417.C20 


P_ o n o N[ o 


121231 


Strand 


+ 


Start 


722 


End 


9364 


Name 


OJ000130 33.0417.C20.ol.gp 


Method 


' AAT/GAP 


OLdit 


722 


End 


1103 . - • 




uC-osflcyp033a04bl 


Score 


663 ■ • 


Exons 


722. .110:3 • 








' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 






57978 


Seq. ID . 


OJ000130_33.0417.C20 




121231 


Strand' 




Start 


722 ■■ • ' 


" End 


'9364 


Name 


OJ000130 33.0417,C20.ol.gs 


. Method 


GENSCAN. .... 


q-j- a -rf" 

iD l_ CH l_ 


826 


End 


9364 


PT 

bl 


none 


Scorg,. 


.76 


Exons 


826.. 890, 1943.. 2080, 2578.. 


2748, '4*137 


. .4375, 6862. .7004, 




7087. .7470, 7832. .7921, 7999 


..8403, 8571. .8708, 8810. .8871, 




8911.. 8967, 9091.. 9364 






Seq. No. 


57978 


Seq. ID 


OJ000130_33.0417.C20 


Gene No . 


121231 


Strand 


+ 


Start 


722 


End . 


9364 


Name 


OJ000130 33.0417.C20.o2.np 


Method 


AAT/NAP 


Start 


4149 


End 


9361 


GI 


7431444 


Score 


1214 



58394 




Exons 4149. .4375, 6862. .7004, 7087. .7470, 7832. .7921, 7999. .8172, 

8266. .8403, 8571. .8708, 8810. .8871, 9091. .9361 

GI Descrip. aldehyde dehydrogenase (NAD+ ) (EC 1.2.1.3) 2A precursor, 
mitochondrial - common tobacco gi | 1743354 | emb ICAA71003 . 1 | 
(Y09876) aldehyde dehydrogenase (NAD+) [Nicotiana tabacum] 



Sea. No. 


57978 








Seq. ID 


OJ0001 30 

\-J U U U U 1 JU 


33 0417 r?o 


(^pnp Wo 


121232 








Strand 


+ 




Start 


12246 








End 


1 9 4 Q4 




Name 


OJ000130 33 


.0417 


.C20.O4 


.np 


Method 


AAT /NAP 




Start 


12246 








End 


12494^ 




GI 


7340909 








Score 


83 




Exons 

J—J — ' X X t-J 


12246. .12494 












Oil Dp <=; c v i r> 


■ (AP001550) 


hypothetical- 


protein [Oryza 


o ci i — l v a j 




Sea. No. 


57978 








Seq. ID 


OJ000130 


_33.0417.C20 


fjpnp No 


121233 . 








.Strand 






Start 


656 








End 






Name 


OJ000130 33 


.0417 


.C20.ol 


.np 


Method 


AAT /NAP 




Start 


656 






End 


1726 




GI 


4680186 








. Score 


344 




Exons 


656. .855, 1673.. 


1726 










G I De scriD. 


( AF1 1 1 709 ) 


unknown [Oryza sativa subsp 


. indica] 




Spa No 










Seq. ID 


OJ000130 


33 04 17 P90 


("IpriP Mn 

\3- 1 1 IN v • 


1 91 9 34 

X _ X _ J *a 








Strand 






Start 


10805 








End 


11319 




Name 


OJ000130 33 


.0417 


■C20.ol 


. ts 


Method 


TBLASTX: 


o \j yjjc cii i 


Start 


4318 








End 


8394 


GI 


none 








Score 


78 






4318. .4404, 


6848 


. .7006, 


6852. 


.6995, 7066.. 7419, 


7190 7 347 




7221. .7418, 


7417 


. .7467, 


7831. 


.7926, 7832.. 7930, 


7998. .8171, 




7999. .8172, 


8263 


. .8394, 


8265. 


.8390 






Sea No 


57978 








Seq. ID 


OJ000130 


33 0417 C7C\ 


(^pnp Nn 


121234 








Strand 






Start 


10805 








End 


11319 




Name 


, OJ000130 33 


.0417 


.C20.ol 


tc 


Method 


TBLASTX: 


r" <a o e ■ 
*w x coo 


Start 


4321 








End 


9279 




GI 


none 








Score 


64 




Exons 

J-J A. \s 1 X O 


4321. .4404, 


6848 


. . 6988, 


6852. 


.6995, 7066. .7461, 


7997 79fift 




7296. .7445, 


7826 


. .7930, 


7831.. 


.7917, 7998.. .8168, 


7999. .8172, 




8205. .8375.,' 


8263 


. .8406, 


8568. 


.8618, 8613. .. 8708,. 


87 97,.. 889.8 , 




8798. .8869,- 


9076 


. .9222, 


9095'. 


.9226, '9226. . 9279 




Seq. No. 


57978. 








Seq. ID 


OJ000130 


_33.0417.C20 


Gene No. 


121234 








Strand 






Start 


10805 








End 


11319 




Name 


OJ000130 33 


.0417 


.C20.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4324 








End 


9370 




GI 


none 








Score 


72 




Exons 


4324. .4404, 


6848 


. .6988, 


6852. 


.6995, 7066.. 7263, 


7227. .7445, 




7303. .7461, 


7829 


. .7930, 


7831. 


.7917, 7999.. 8172, 


8001. .8105, 




8263. .8418, 


8265 


. .8411, 


8568. 


.8720, 8606.. 8719, 


8797. .8898., 




8798. .8872, 


9076 


. .9339, 


9089. 


.9370 




Seq. No. 


57978 








Seq. ID 


OJ000130^ 


_33.0417.C20 



58395 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



121234 Strand 

10805 End 

OJ000130_33.0417.C2Q.ol.tw Method 

68 60 End 

none . . Score 



11319 

TBLASTX: Wheat 

7260 . 

160". 



6860.. 7000, 6861.. 6995, 7066.. 7260, 7096.. 7260 



57978 - ■ 

121234 
10805 

OJ000130_33.0417 .C20.o2. tw 
7285 



OJ000130 33.0417.C20 



none 
7285. 
8047. 
8834. 



Seq. ID 
Strand 
End 

_ ^Method 

End 
Score 

7473, 7296.. 7448, 7829.. 7930, 7834.. 7902, 7999 
8118, 8113. .8169, 8266. .8418, 8571. .8651, 8667 
8872 



11319 

TBLASTX: Wheat 

8872 

172 



.8055, 
,8720, 



Seq. No. 57978 Seq. ID 

Gene No. . 121234 Strand 

Start 10805 ' End 

Name OJ000130_33 . 0417 . C20 . o2 . ts Method 

Start 8568 End 

GI none Score 
Exons 



OJ000130_33.0417.C20 
11319 

TBLASTX: Soybean 

9384 

173 



8568,, ..8708, '8588. . 8710, 87 98 . .8872, 8809. .8 901, 9085. .9384, 
9089.. 9370 



Seq. No. 57978 * Seq. ID 

Gene No. 121234 Strand 

Start ■ 10805 End 

Name OJ000130_33 . 04 17 . C20 . o4 . tw Method 

Start * 9076 End 

GI none Score 

Exons 9076.. 9267, 9080.. 9268 



OJ000130_33.0417.C20 
11319 

TBLASTX :.Wheat 

9268 

179 



Seq. No. 57978 Seq. .ID OJ000130_33 . 0417 . C20 ' 

Gene No. 121234 Strand 

Start 10805 End, 1131-9 

Name" OJ000130_33 . 04 17 . C20 . o2 . gp Method AAT/GAP 

Start 10561 End 11319 

GI 57500_1.R1084 Score 1429 

Exons 10561.. 11319 

GI Descrip. 1 5 669634 /gb IAAD4 6402 . 1 | AF09624 6_1 5.0e-25 (AF096246) 

ethylene-responsive transcriptional coactivator [Lycoper'sicpn 
esculentum] 1 



Seq. No. 57978 Seq. ID 

Gene No. 121234 * Strand 

Start 10805 End 

Name OJ000130_33 .0417. C20 . o2 . gs Method 

Start 10805 End 

GI none Score 

Exons 10805. . 11272 



OJ000130_33.0417.C20 

11319 
GENSCAN 
11272 
. 93 



Seq. No. 57978 Seq. ID 

Gene No. 121234 Strand 

Start 10805 End 

Name OJ000130_33 .0417. C20 . o3 . np Method 



OJ000130_33.0417.C20 

11319 
AAT/NAP 



58396 



=3 

Ed 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

Gf* •' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons .-. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 



10832 End- 11269 

5669634 Score 395 

10832. .11269 

(AF09624 6) ethylene-responsive transcriptional coactivator 
[Lycopersicon esculentum] 



57978 

121234 

10805 

OJ000130_33.0417 .C20.o2.tc 

10850 

none 



Seq. ID OJ000130_33.0417.C20 
Strand 

End 11319 
Method TBLASTX : Cress 
End -11255 
Score 84 . 



10850. .11074, 10851. .11072, 11126. .11251, 11127. .11255 



57 978 
121234 
10805 . 

OJ000130_33.0417.C20.o3;ts 

10850 
none 



Seq. ID OJ000130_33.0417.C20 
Strand 

End. .11319 

Method' TBLASTX: Soybean " 

End 11251 

Sco're 66 



10850. .11074, 11126. .11251, 11133. .11237 

OJ000130 33.0417.C20 



57978 

121234 1 
10805 

OJ000130_33.0417 .C20.o3.tw 

10850 

none 

10850. .11074, 10851. .10973 

57978 

121234 

10805 

OJ00'0130_33 .0417. C20 . o2 . tm 

10850 

none ' 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



11319. 

TBLASTX: Wheat 

11074 

78 



OJ000130_33.0417.C20 
11319 

TBLASTX: Maize 

11255 

87 



10850. .11074-, 10851. .10982, 11126. .11251, , 11133. .11255 



57979 

121235 

156 

OJ000130_33.0417.C21.ol.gs 

156 

none 

156... 17.1, . 226. .350 . .-. . . 

57979 

121236 

748 

OJ000130_33.0417.C21.o2.gs 

748 

none 

748. .767 

57980 

121237 

970 



Seq. ID 

Strand 

End 

Method 
End' 
Score ■ 



OJ000130_33.0417.C21 
+ 

350 

GENSCAN 
350 

.41 • - '• '• •• 



Seq. ID OJ000130_33.0417.C21 

Strand 

End 7 67 

Method GENSCAN 

End 7 67 

Score . 57 



Seq. ID OJ000130_33.0417.C24 
Strand + 
End 1683 



58397 



v. 



Name 

Start 

GI 

Exons 



OJ000130_33.0417.C24.ol.gs 

970 
none. 

970.. 1029, 1462.. 1683 



Method GEN SCAN 
End 1683 
Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start':' 
Name ■ 
Start 
GI 

Exons 



57980 _ Seq. ID OJ000130_33 . 04 17 . C24 

121237 - Strand + 

970 End 1683 

OJ000130_33.0417.C24.ol.gp Method AAT/GAP 

1240 End 1453 

4879016 Score 316 

1240.. 1453 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



57981 ...... Seq. .ID 

121238 Strand 

738 End 

OJ000130_33.0417.C25.ol.np Method 

738 End 

1076285 Score 



,0 JO 0 013 0_3 3.0 4 17 ;; C2 5, 
+ ' ' ' '•. . .' '"• 
4297 
AAT/NAP 
4297 
132 



738.. 922, 1837.. 2091, 4253.. 4297 

amidophosphoribosyltransf erase - Arabidopsis thaliana 
gi I 469195 | dbj | BAA06024 . 1 1 (D28869) 

amidophosphoribosyltransf erase [Arabidopsis thaliana] 



57981 Seq. ID 

121239 Strand 

1729 ■ End 
OJ000130_33 .0417. C25 . o2 . gs ' Method 

1729 End 

none Score 

1729. .1938, 1948. .2043 



OJ000130__33.0417.C25 

2043 
GENSCAN 
2043 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



57981 
121240 
7980 • ' 

OJ000130_33 .0417. C25 . o3 . tm 

1852 

none 

1852. .1998, 1905. .2000 

57981 
121240 
7980 

OJ000130_33 . 0417 . C25 . o2 . np 
7980 
7489738 

7980.. 8329, 11660 .. 134 38 , 



Seq. ID 
Strand' 
End 

Method 

End 

Score 



Seq. ID * 
Strand- 
End 

Method 
End 
Score 
13920. .13997 



OJ000130_33.0417.C25 
13997 

TBLASTX: Maize 

2000 

192 



OJ000130__33.0417.-C25 

13997 
AAT/NAP 
13997 
2159 



gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gi I 4234852 | gb| AAD12997.il (AF082133) gag-pol polyprotein [Zea 
mays] 



57981 

121240 

7980 



Seq. ID 

Strand 

End 



OJ000130 33.0417.C25 



13997 



58398 



Name 

Start 

GI 

Exons 



OJ000130_33.0417.C25.o4 . gs Method GENSCAN 
9520 End 13154 

none.. Score .43 

9520. .9602, 9843. .9929, 10281 1 . 10443,- 10515 10706, 
11936. .12232, 12906.. 13154 



Seq. No. 57981 

Gene No. 121240 

Start 7980 

Name OJ000130_33 . 0417 . C25 . ol . tm 

Start 11855 • 

GI none 
Exons 



Seq. ID OJ000130_33.0417.C25 
Strand 

End ■ 13997 

Method TBLASTX : Mai ze 

End 12232 

Score 96 



11855. .12115, 11856. .11975, 12089.. 12232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57981 

121240 

7980 

OJ000130_33.-0417.C25.ol: tw' 

11915 

none 



Seq. ID OJ000130_33.0417.C25 
Strand 

End - 13997 

Method TBLASTX: Wheat '" 

End 12696 

Score" 117 



11915. .12226, 11919. .12359, 12313 .. 124 98 , 12355 124 92 , 
12359. .12493, 124 95 .. 12695, 12495 .. 12695 , 124.99 12696 



Seq'; No. 57981 Seq. ID OJ000130_33 ..04 17 . C25 

Gene No.. 121240 \*:. ' Strand - 

Start 7980 ..." End 13997 

Name OJ000130_33 . 0417 . C25 . ol . ts -Method TBLASTX : Soybean 

Start 12388 End' 12825 

GI 5509260 Score 38 

Exons 12388. .12498, 124 64 .. 124 96, 12495 12767 , 12514 .. 12735 , 
12772. .12825 

GI Descrip. 



'- - ; 



Seq. No-. 57981 
Gene No. • 121240 

Start 7980 

NamV ■ OJ000130_33.0417.C25.o2.tm 

Start 12388 

GI none 

Exons 12388. .12498, 12389 .. 124 96, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000130_33.0417.C25 
13997 

TBLASTX: Maize 

12695 

69 



12495. .12695 



Seq. No.. ... 57981 Seq. ID 

Gene No.. ' 121240 Strand 

Start ' 7 980 ,, . > End 
Name • OJ000130_33 . 04 17 . C25 . ol . t.c • • .Method. 

Start 12495 End 

GI none Score 

Exons 12495. .12737, 12499.. 12735 



OJ0001.30_33. 04-17. C25 

■ 13997 ••• 
TBLASTX: Cress - 
12737 
100 



Seq. No. 57982- 

Gene No. 121241 

Start 1 

Name OJ000130_33 . 04 17 . C26 . ol . np 

Start 1 

GI 7489738 

Exons 1..294, 483.. 631 

GI Descrip. gag-pol polyprotein - maize 



Seq. ID 
Strand 
.End 
Method 
End 
Score 



OJ000130_33.0417.C26 
742 

AAT/NAP 

631 

185 



copia-like retrotransposon Sto-4 



58399 




gi|4234852|gb|AAD12997.1| (AF082133) gag-pol polyprotein [Zea 
mays] 



Seq. No. 


' 57982 


Seq. ID 


OJ000130 33 0417 


. C2 6 


Gene No . 


121241 


Strand 






Start 


1 


End 


742 




Name 


OJ000130 33 . 0417 . C26. ol . tm 


Met* hod 


TBLASTX - Mai ze 




Start 


6 ~~ 


End 


393 




GI 


none 


Score 


145 




Exons 


6. .392, 10. .393 








Seq. No. 


57982 


Seq. ID 


OJ000130_33.0417 


.C26 


Gene No . 


121241 


Strand 






Start 


1 


• End 


742 




Name 


OJ000130 33 . 0417 . C26 . ol . gp 


Method 


AAT/GAP 




Start 


181' ~ 


End, 


742 




GI 


uC-osf lM202052c07bl 


Score. .'■ 


719 • •• 




Exons 


181. . 389, 536. .742' 








GI Descrip. 


'4234848- 1.0e-12 (AF082131) 


gag-pol. polyprotein [Zea mays] 1 


Sea. No. 


57983 


Seq. ID 


OJ000130_33.0417 


.C27 


f^pnp No 


121242 


Strand 


+ 




Start 


1008 


End 


1553 




Name 


OJ000130 33 0417 C27 ol as 


Method 


GENSCAN 




Start 


1008 — 


End 


1553 




GI' 


none 


Score' 


.63 




Exons 


1008. .1088, 1185. .1553 








Seq. No. 


57983 


. Seq. ID 


OJ000130_33.0417 


.C27 


Gene No 


121243 


Strand 






Start 


482 


End 


2116 




Name 


OJ000130 33.0417.C27.o2.np 


Method 


AAT/NAP 




Start 


482 


End 


2116 




GI 


7339707 


Score 


69 




Exons 


4.82. .514, 1324. .1374, 2023. 


.2116 






GI Descrip. 


(AP001539) hypothetical protein [Oryza 


- sativa] 




Seq. No. 


57983 


Seq. ID 


OJ000130_33.0417 


.C27 


Gene No 


121243 


Strand 






Start 


482 


End 


2116 




Name 


OJ000130 33.0417.C27.ol.np 


Method 


AAT/NAP 




Start 


1127 


End 


1246. ■ 




GI 


4558.665 


Score 


36 




Exons 


1127. .1246 •' 








GI Descrip. 


(AC007063) putative ABC- transporter .[Arabidopsis,. thaliana]; ; 


Seq. No. 


57984 


Seq. ID 


OJ000130_33.0417 


.C28 




121244 


Strand 


+ 




Start 


1 


End 


2618 




Name 


OJ000130 33.0417.C28.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2618 




GI 


7339707 


Score 


75 




Exons 


1..431, 965. .1076, 2490. .2618 






GI De'scrip . 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


57984 


Seq. ID 


OJ000130_33.0417 


.C28 


Gene No. 


121245 . 


Strand 







58400 




Start 


43 




End 


1645 




Name ■ 


OJ000130 33.0417.C28 


.ol.gs 


Method 


GENSCAN 

VJ J_J 111 Uj Villi 




Start 


43 




End 


164 5 




GI 


none 




Score 


. 71 




Exons 


43. .324,. 596. .794, 1570. .1645 


• - 




Seq. No. 


57985 




Seq. ID 


OJ000130_33.0417, 


,C29 


Gene No. 


121246 




Strand 


+ 




Start 


7113 




End 


9845 




Name 


OJ000130 33.0417.C29 


. o2 . gs 


Method 


GENSCAN 




Start 


7113 




End 


9845 




GI 


none - * 




Score 


. 96 




Exons 


7113. .7202, 9747. .9845 








Seq. No. 


57985 




Seq. ID 


OJ000130_33.0417. 


, C29 


Gene No . 


121247 




Strand 


+ 




-Start 


11982 




• End 


214 99 ; 




Name 


OJ000130 33.d417.C29' 


. o3 . gs 


Method 


• GENSCAN'' ' 




Start 


11982 




. End 


21499 




GI 


none 




Score 


.55 




Exons 


11982. .12066, 12145. 


.12299, 


12890. . 13090, 13502. . 1354 9, 






13719. .13833, 14032. 


.14234, 


14 720. .15142, 15287. .15553, 






15567 15743. 15749 


. 17800, 


18360. .18' 


626, 18827. .20974, 






21398. .21499 










Seq. No. 


57985 




Seq. ID 


OJ000130_33.0417. 


C29 


Gene No. 


121248 




Strand 


+ 




Start 


22358 




• End 


22855 ' 




Name , 


OJ000130 33.0417.C29 


. o5 . tw 


Method 


"'TBLASTX: Wheat 




Start 


18156 




End 


18503 




GI 


none 




Score 


109 




Exons 


18156. .18281, 18157. 


.18282, 


18265. .18378, 18283. . 18378, 






18392. .18490, 18393. 


.18503 








Seq. No. 


57985 




Seq. ID 


OJ000130_33.0417. 


C29 


Gene No. 


121248 




Strand 


.+ 




Start 


22358 




■ End 


22855 




Name 


OJ000130 33.0417.C29, 


. o4 .tm 


Method 


TBLASTX: Maize 




Start 


18570 




End 


19258 




GI 


none 




Score 


121 




Exons 


18570. .18794, 18587. , 


. 18805, 


1884 8. .19039, 18853. .19008, 






19013. .1.92.04, 19160., 


.19258 








Seq; No. 


57985 ' 




Seq. ID 


• OJ000130_33. 0417. 


C2 9- 


Gene No. . 


121248 




Strand 


' + 




Start 


22358 




End 


22855 




Name 


OJ000130 33.0417.C29. 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18824. 




End 


19120 




GI 


none 




Score 


286 




Exons 


18824. .19120, 18839. . 


.19114, 


18847. .19119 




Seq. No. 


57985 




Seq. ID 


OJ000130_33.0417. 


C29 


Gene No. 


121248 




Strand 


+ 




Start ■ 


22358 




' End 


.•-22855 




Name 


OJ000130 33.0417.C29. 


,ol.tm 


Met hoc! • " 


TBLASTX: Maize 




Start 


19397 




End 


20359 




GI 


none 




Score 


760 





58401 



Exons 



19397. .20359, 19412. 
20086.. 20262 



,19807, 19750. .19818, 19880 .. 20239, - 



Seq. No. 57985 

Gene No. 121248 

Start 22358 

Name OJ000130_33 . 0417 . C29 . o2 . tw 

Start • 19445 

GI none 

Exons 19445. . 19759, 194 67 .. 19655, 19471.. 19665 



Seq. ID OJ000130_33.0417.C29 

Strand + 

End 22855 

Method TBLASTX : Wheat 

End 19759 

Score 336 



Seq. No. 57985 

Gene No. 121248 

Start 22358 

Name OJ000130_33 . 0417 . C29 . 06 . tw 

Start 19760 

GI none . , 

Exons 19760. .19873, 197 62 .. 19878 ,' • 19882 . . 2004 6, 19883 . .20035 , 
20027. .20107 



Seq. ID OJ000130_33.0417.C29 

Strand + 

End 22855 

Method TBLASTX : Wheat 

End 20107 

Score . 109 . , ... .. 



Seq. No. 57985 

Gene No. 121248 

Start 22358 

Name OJ000130_33 . 04 17 . C29 . ol . ts 

Start 19964 , - 

GI none 

Exons 19964. .20020, 20090 .. 20317 , 20146 20316, 20306 .. 204 91 , 
20389.. 20463 



Seq. ID OJ000130_33.0417.C29 

Strand + 

End 22855- 

Method TBLASTX : Soybean 

End 204 91 

Score 54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
.GI : 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57985 
121248 
22358 

OJ000130_33.0417.C29.o4.tw 
20113 
none 

20113. .20487, 20114 .. 204 88 , 20489 .. 20521,' 20567.. 20665 



Seq.- ID OJ000130_33.0417.C29 
Strand + 

22855 

TBLASTX: Wheat 
20665 
254 



End 

Method 

End 

Score 



57985 

121248 

22358 

OJ000130_33.0417 ,C29.o6. tm 

20360 

none 

20360. .20533,- 20362. .20532 



Seq. ID OJ000130_33.0417.C29 

Strand . + ■ 

End 22855 

Method TBLASTX : Mai ze 

End . 20533 ... 

Score 198 



57985 
121248 
22358 

OJ000130_33.0417.C29.o2.tm 
20567 
none 

20567. .20935, 20570 .. 20824 , 20575 .. 20928 , 20966 .. 21034 , 
20971. .21009 



Seq. ID OJ000130_33.0417.C29 

Strand + 

End 22855 

Method TBLASTX : Mai ze 

End 21034 

Score 326 



Seq. No. 
Gene No. 
Start 



57985 

121248 

22358 



Seq. ID OJ000130_33.0417.C29 
Strand + 
End 22855 



58402 



Name 

Start 

GI 

Exons 



OJ000130_33.0417.C29.ol.tw 

20765 

none 

20765. .21127, 20878 .. 21129, 



Method TBLASTX : Wheat 
End 21129 
Score 360 
20878. .21129 ... 



Seq. No. 57985 

Gene No. 121248 

Start 22358 

Name OJ000130_33 . 04 17 . C29 . o5 . tm 

Start 21035 

GI none 

Exons 21035. .21178, 21035 .. 2 1184 , 

Seq. No. 57985 

Gene No. 121248 

Start 22358 

Name . OJ000130_33 . 0.4.17 . C29 . ol gp .;. 

Start 22303 

GI none 

Exons 22303.. 22814 



Seq. ID OJ000130_33.0417.C29 

Strand + - 

End 22855 

Method TBLASTX : Mai ze- 

End 21358 

Score 153 
21241. .21357, 21242. .21358 ' 

Seq. ID OJ000130_33.0417.C29 

Strand + 

End 22855 

; Method.. ; AAT/GAP . 

End ' - 22814 

Score • 894 



Seq. No. 57985 

Gene No. 121248 " 

Start 22358 

.Name ■'" OJ000130_33 . 04 17 . C29 . o3 . tm ■ 

Start 22357 

GI none •' 

Exons 22357. .22491, 22358 .. 22495, 
22667. .22852 



Seq. ID OJ000130_33.0417.C29 

Strand + 

End*" 22855 

Method TBLASTX : Mad ze 

End 22855 

Score 200 
22625. .22663, 2264 9 22855, 



Seq. No. 57985 Seq. ID 

Gene No. 121248 Strand 

Start 22358 End 

Name OJ000130_33 . 04 17 . C2 9 . o4 . gs Method 

Start 22358 End 

GI none Score 

Exons 22358. .22852 



OJ000130_33.0417.C29 
+ 

22855 
GENSCAN 
22852 
.93 



Seq. No. 57986 

Gene No. 121249 

Start 1 

Name . OJ000130_33 . 0417 . C3.0 . ol ..np 

Start .1 

GI ' 6899926 / ' 

Exons. 1. .23, . 51. .907 . 

GI Descrip. (AL138651) putative protein 



Seq. ID OJ000130_33.0417.C30 

Strand + 

End 907 

Method . AAT/NAP 

End , 907 

■ ■ Score 439 • ' " 

[Arabidopsis thaliana] 



Seq. No. 57986 Seq. ID 

Gene No. 121249 Strand 

Start 1 End 

Name OJ000130_33 .0417. C30 . ol . gp Method 

Start 54 End 

GI 5002754 Score 

Exons 54. ..147 



OJ000130_33.0417.C30 
+ 

907 

AAT/GAP 

147 

150 



Seq. No. 
Gene No. 



57986 
121249 



Seq. ID OJ000130_33.0417.C30 
Strand + 



58403 



Start 1 End 

Name OJ000130_33 .0417. C30 . ol . gs Method 

Start 59 End 

GI none - Score 

Exons 59. .466/ 518. .895 

Seq. No. 57986 Seq. ID 

Gene No. 121249 Strand 

Start 1 End 

Name OJ000130_33 .0417. C30 . o2 . gp Method 

Start 181 End 

GI none Score 

Exons 181.. 362 



907 

GENSCAN 

895 

.99 



OJ000130_33.0417.C30 
+ 

907 

AAT/GAP 
362 ■ 
317 



Seq. No. 57986 Seq. ID 

Gene No. 121250 Strand 

Start ' .851 End 

Name OJ000130_33 . 04 17 . C30 . o4 . gp Method 

Start 851 End 

GI 5002753 Score 

Exons 851.. 1222 



OJ000130_33.0417.C30 
+ 

1222 

AAT/GAP 

1222 

723 



Seq. No. „ 57986 Seq. ID 

Gene No. " 121251 , . Strand 

Start 360 - ' End 
Name OJ000130_33 .0417. C30 . o3 . gp Method 

Start 360 " End 

GI none Score 

' Exons 360. . 117 4 ' - 



OJ000130_33.0417.C30 

1174 
AAT/GAP 
1174 
1437 



Seq. No. " 57986 Seq. ID 

Gene No. 121252 Strand 

Start 1432 End 

Name OJ000130_33 . 04 17 . C30 . ol . tm Method 

Start 53 End 

GI none Score 
Exons 



OJ000130_33.0417.C30 
1541 

TBLASTX: Maize 

889 

300 



53. .343, 55. .210, 68. .268, 338. .634, 34 9 .. 633, 62 6 .. 88 9, 
643. .888 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57986 Seq. ID 

121252 Strand 

1432 . End 
.OJ000l30_33.Q417..'C30.ol.tw' .' Method 

584 .'■ End - : 

none . . . . Score . 
584. .823, 592. .774 

57986 Seq. ID 

121252 Strand 

1432 End 
OJ000130_33 .0417. C30 . o2 . np Method 

14 32 End 

5852093 Score 
1432. .1541 

(AL117264) zwhl6.1 [Oryza sativa] 



OJ000130_33.0417.C30 
1541 

TBLASTX: Wheat ' . 
823 ' 
189 • 



OJ000130_33.0417.C30 

1541 
AAT/NAP 
1541 
64 



Seq. No. 



57987 



Seq. ID OJ000130 33.0417.C31 



58404 



Gene No. 


121253 








Strand 


+ 


Start 


7452 








End 


7872 


Name 


OJ000130 33 


. 0417 , 


.C31.ol 


. gp 


Method 


AAT/GAP 


Start 


7452 








End 


7872 


GI 


none 








Score 


821 


Exons 


7452. .7872 












Seq. No. 


57987 








Seq. ID 


OJ000130_33.0417.C31 


Gene No. 


121254 








Strand 




Start 


7650 








End 


8889 


Name 


OJ000130 33 


.0417, 


,C31.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


7638 








End 


8804 


GI 


none 








Score 


103 


Exons 


•7 638 . . 772-7, 


7906-, 


. .8106, 


7 962. 


.8105, 8196.. 8288, 8269.. 8391, 




8274 . .8393, 


8421, 


. .8525, 


8595. 


.8804, 8644. .8784 


Seq. No. 


.57987 








Seq. ID. 


OJ000130_33.0417..C31 


Gene No. 


121254 








Strand 




Start. 


7650 








End , 


8889 


Name 


OJ000130 33 


.0417, 


.C31.ol 


. np 


Method 


AAT/NAP . . 


Start 


7650 








End 


8783 


GI 


6730740 








Score 


526 


Exons 


7650. .8526, 


8554 , 


. .8783 








GI Descrip. 


(AC018849) unknown protein [Arabidopsis thaliana] 


Seq. No. 


57987 








Seq. ID 


OJ000130_33.0417.C31 


Gene No. 


121254 








Strand 




Start 


7650 








End 


8889 


Name 


OJ000130 33 


.0417, 


.C31.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


8196 








End 


8391 


GI 


none 








Score 


17-3 


Exons 


8196. .8390, 


8224, 


. .8391 








Seq. No. 


57987 








Seq. ID 


OJ000130_33.0417.C31 


Gene No. 


121254 








Strand 




Start 


7650 








End 


8889 


Name 


OJ000130 33 


.0417, 


.C31.o2 


-gp . 


Method 


AAT/GAP ■ • • ■ \ . 


Start 


8215 








End 


8538 ' 


GI 


none 








Score 


615 


Exons 


8215. .8538 












S.eq. No. 


5.7 987 








Seq. , ID 


OJ.000130_33 . 0417 . C31 


Gene No. 


121254 








Strand 




Start 


7650 








End ■ 


888 9 


Name 


. OJ000130 33 


.0.417, 


.C31.ol 


. tc..- . 


Method 


TBLASTX: Cress 


Start 


8274 








End 


8784 


GI 


none 








Score 


80 


Exons 


8274 . .8306, 


8298, 


. .8393, 


8299. 


.8388, 8421. .8525, 8574. .8780, 




8671. .8784 












Seq. No. 


57987 








Seq. ID 


OJ000130_33.0417.C31 


Gene No. 


121254 








Strand 




Start 


7650 








End 


8889 


Name 


OJ000130 33 


.0417, 


.C31.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


8439 








End 


8781 


GI 


none 








Score 


97 


Exons 


8439. .8531, 


8440, 


. .8529, 


8595. 


.8780, 8632.. 8781. 



58405 



5 : I' 



Seq. No. 


57987 


Seq. ID 


OJ000130_33.0417.C31 


Gene No. 


121254 


Strand 




Start 


7650 


End 


8889 


Name 


OJ000130 33.0417.C31.o3".gp 


Method 


AAT/GAP 


Start 


8539 


End 


8889 


GI 


73134 1.R1084 


Score 


674 


Exons 


8539. .8889 






GI Descrip. 


'6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 




Oryza sativa Clone 10P20, : 


Lemont Strain, Complete Sequence, 




complete sequence 1 






Seq. No. 


57988 


Seq. ID 


OJ000130_33.0417.C32 


Gene No. 


121255 


Strand 


+ 


Start 


275 


End 


1668 


Name 


OJ000130 33.0417.C32.ol.gs 


Method 


GENSCAN 


Start 


.275 


End 


1668 


GI 


none 


Score 


.7 


Exons 


275. .277, 851. .1051, 1153. 


,1411/ 1456. . 


,1668 


Seq. No. 


57989 


Seq. ID 


OJ000130_33.0417.C33 


Gene No. 


121256 


Strand 


+ 


Start 


1 


End 


2351 


Name 


OJOOOl'30 33.0417.C33.o2.np 


Method 


AAT/NAP 


Start 


1 


End- 


2351 ■ 


GI 


7489065 


Score 


486 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..75, 116. .1252, 1289. .1505, 1567. .2351 

resistance complex protein I2C-1 - tomato . 

gi I 2258315 | gb| AAB63274.il (AF004878) resistance complex protein 

I2C-1 [Lycopersicon esculentum] 



57989 
121256 
1 

OJ000130_33.0417 .C33.ol.np 
72 

7489397 
72. .1249 

NBS-LRR type resistance protein - barley (fragment) 
gi|2792210|gb|AAB96980.1| (AF032683) NBS-LRR type ' resistance 
protein [Hordeum vulgare] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000130_ 
+ 

2351 
AAT/NAP 
1249 
. 641 



33.0417.C33 



57989 ' . • . Seq. ID 

121256 Strand 

1 . . End. 
OJ000130_33.0417.C33.ol.gs Method 

136 End 

none Score 

136. .777, 1013. .13.04, 1576. .1740 

57989 Seq. ID 

121256 Strand 

1 End 
OJ000130_33.0417.C33.ol.tm Method 

283 End 

none Score 

283. .390, 451. .573, 453. .566 



QJ000130_33. 04.17. C33 

+■ 

, 2351 - . 
GENSCAN 
1740 
.53 



OJ000130_33.0417.C33 
+ 

2351 

TBLASTX: Maize 

573 

88 



58406 




Seq. No. 


57989 




Seq. ID 


OJ000130_33.0417.C33 


Gene No . 


121256 




Strand 


f. 


Start 


1 




End 


*~2351 * 


Name 


OJ000130 33.0417.C33.ol.ts 




■ Method 


TBLASTX : Soybean 


Start 


746 ~ 




End 


1201 


GI 


none 




Score 


266 


Exons 


746. .1111, 1106. . 1201 








Seq. No. 


57990 




Seq. ID 


OJ000130 33.0417.C36 


Gene No. 


121257 




Strand 


+ ~~ 


Start 


488 ' 




End 


1129 


Name 


OJ000130 33.0417.C36.ol.np 




Method 


AAT/NAP 


Start 


488 




End 


1129 


GI 


2498930 




Score 


706 


Exons 


488. .551, 719. .1129 








GI Descrip. 


DORSAL- VENTRAL . PATTERNING 


PROTEIN SOG 


(SHORT GASTRULATION 




• PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


57990 




Seq.. ID 


OJ000130_33.0417.C36 


Gene No . 


121257 




Strand 


+ 


Start 


488 




End 


1129 


Name 


- OJ000130 33.0417.C36.ol.gs 




Method 


GENSCAN 


Start 


492 




End 


1093 


GI 


none 




Score 


.78 


Exons 


492. .551, 719. .1093 








Seq. No. 


* 

57991 




Seq. ID 


OJ000310_35.0424.C2 


Gene No. 


121258 




Strand 


+ 


Start 


1 




End 


1311 


Name 


OJ000310 35.0424.C2.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


1308 


GI 


7489826" 




Score 


881 


Exons 


1. .23, 263. .445, 552. . 683, 


777. .888, 976. .1099, 1179. .1308 


GI Descrip. 


starch synthase DULL1 - maize 


gi I 3057120 |gb| AAC14 014 .1 1 




(AF023159) starch synthase 


DULL1 [Zea 


mays] 


Seq,. No. 


57991 • 




Seq. ID 


OJ0003'10_35.0424 ,C2 


Gene No. 


121258 




Strand 


+ 


Start 


1 




End 


1311 


Name 


OJ000310 35.0424.C2.ol.gs 




Method 


GENSCAN 


Start 


263 _ 




.End 


1311 .. 


GI 


. none 




Score 


.9.9' 


Exons 


■ 263. .445, 552. : . 683, ' 777. .81 


38, 


■976. .1099, 1179. .1311 


Seq. No. 


57991 




Seq. ID 


! OJ000310_35.0424.C2 


Gene No . 


121259 




Strand 


+ 


Start 


5256 




End 


10708 


Name 


OJ000310 35.0424 .C2.o3.gs 




. Method 


GENSCAN 


Start 


5256 




End 


10708 


GI 


none 




Score 


.53 


Exons 


5256. .5339, 5351. .5524, 5603. 


.5766, 8186.. 8272, 10504.. 10708 


Seq. No. 


57991 




Seq. ID 


OJ000310_35.0424.C2 


Gene No. 


121260 




Strand 


+ 


Start 


13331 




End 


14883 


Name 


OJ000310 35.0424 .C2.o4 . np 




Method 


AAT/NAP 



58407 



Of arf 


13331 


End 


14883 








5902444 


Score 


2551 






IT vnn 


13331 14883 












(AB030283) GAG-POL nrprursor 


[Oryza sativa] 






Seq. -No. 


57991 


Seq. ID 


OJ000310_35 


.0424 


.C2 


Gene No. 


121260 


Strand 


+ 






Cf aft 
O Lai i. 


13331 


End 


14883 






lvalue 


OJ000310 35 0424 P2 oS cr<^ 


Method 


GENSCAN 






Cf arf 
J Lui. L 


13331 ~~ 


End 


14792 






\j ± 


none 


Score 


.46 








13331 13482. 13520 14033 


14117.. 14792 






Seq. No. 


57991 


Seq. ID 


OJ000310_35 


.0424 


.C2 


Gene No. 


121261 


Strand 








Start 


1996 


End 


4370 








OJ000310 35 0424 C2 o2 a<5 


Method 


.GENSCAN 






• Cf arf 
J LCil U 


1996 _ 


End . 


4298 






GI •' ' 


none 


Score 


.9 








1996 2828 2947 3212 3694 


. .4298 








i_) C ^ • INU • 


57991 


Seq. ID 


OJ000310_35 


. 0424 


C2 


Gene No . 


121261 


Strand 








Start 


1996 


End 


4370 






Name 


• OJ000310 35.0424.C2.o2.np 


Method 


AAT/NAP 






Start. 


1996 


End 


4370 






GI 


1172587 


Score 


1148 






Exons 


1996.. 2841, 2951.. 3208, 3690 


. .4370 








GI Descrip. 


POLYPHENOL OXIDASE PRECURSOR 


(PPO) . (CATECHOL OXIDASE) 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi 1 1076272 | pir | IS52629 catechol oxidase (EC 1.10.3.1) precursor 
- grape gi | 510234 | emb | CAA8 17 98 | (Z27411) polyphenol oxidase 
[Vitis vinifera] 



57991 
121262 
11817 

OJ000310_35-.0424.C2.ol.tm 
254 
none 



Seq. ID OJ000310_35.0424.C2 
Strand 

.14881 

TBLASTX: Maize 
9017 
296 



End 
. Method 
End 
Score 

254. .457, 261. .326, 262. .447, 544. .633, 551. .682, 552. .686, 
777. .890, 782. .889, 922. .1086, 955. .1098, 975. .1100, 975. .1106, 
1176... 1310,- 1177. .1311, 1186. .1317, 1187. .1318, 1187. .1318, 
8970. .9.017, 8972. .9013 ' 



,Seq.. No. . .; . 57991. • , . . 

Gene No. 121262 

Start 11817 

Name OJ000310_35 . 0424 . C2 . ol . ts 

Start . t 254 

GI none 
Exons 



OJ0003.10 35. 0424. C2 



, Seq: ID. 
Strand 
End 

Method 
End 
Score 

254. .457, 261. .326, 262. .447, 544. .633, 551. .682, 551. .682, 
552. .686, 777. .890, 782. .889, 922. .1086, 955. .1098, 975. .1100, 
975.;il06, 1176. .1310, 1177. .1311, 1186. .1317, 1187. .1318, 
1187.' .1318," 8970. .9017, 8972. .9013 



14881 

TBLASTX: Soybean 

9017 

296 



Seq. No. 
Gene No. 



57991 
121262 



Seq. ID 
Strand 



OJ000310 35. 0424. C2 



58408 




Start 


11817 




End 


14881 


Nam© 


OJ000310 35.0424 


.C2.ol. tc. 




i i-> bnu l j\ ■ ^ l_ o o 


Start 


386 




End 


O Zs c. 


GI" ■ 


none 




Score 


105 


Exons 


386. .457, 388. .447, 551. .682, 


'552 . . 686 


i, 776 892 777 890 


Spa No 


57991 




Seq. ID 


OJ000310_35.0424.C2 


Gene No. 


121262 




Strand 




Start 


- ~ 11817 ' 




End 


14881 


Name 


OJ000310 35.0424 


.C2.o2.tc 


Method 


TBLASTX: Cress 


Start 


1017 




End 


9017 


GI > 


none 




Score 


104 


F! von *=; 


1017.. 1097, 1040 


..1093, 1176. 


.1304, 1180. .1302, 1180. .1314, 




8-970. .9017 








Seq. No. 


57991 




Seq. ID 


OJ000310_35.0424.C2 


Gene No. 


121262 




Strand 




Start 


11817 . 




End 


14881 


Name 


'OJ000310 35.0424 


,C2.o4 . tm - 


Method 


TBLASTX: Maize - ' 


Start 


1987 ^ 




End 


11966 


GI 


none 




Score 


83 


Exons 


1987. .2193, 2018 


..2140, 11832 


. .11960, 


11860. .11961, 11871. .119' 


Spa No 


57991 




Seq. ID 


.OJ000310_35.0424 .C2 




121262 




Strand ' 




Start 


11817 




End" " 


14881 


Name 


OJ000310 35.0424 


.C2.o2.ts 


Method 


TBLASTX: Soybean 


Start 


2011 




End 


12643 


GI 


none 




Score 


147 


P, von ^ 


2011. .2127, ' 2245 


..2283, 2320., 


.2373, 2437.. 2580, 2599.-2853, 




2657. .2815, 2692 


..2853, 2896.' 


.2910, 3008.. 3214, 3060.. 3161, 




3690. .3827, 3703 


. .3822, 11832 


. .11990, 


12017. .12076, 




12083. .12193, 12215. . 12241, 12248 .. 1264 3, 12447 12605- 


Seq. No. 


57 991 




S.eq. ID 


OJ000310_35.04'24 . C2 


Gene No. 


. 121262 




Strand 




Start 


11817 ' 




End 


14881 ■• 


Name 


OJ000310 35.0424, 


.C2lo2.tm 


Method 


TBLASTX: Maize 


Start 


2536 




End 


12 656 


GI 


none 




Score 


327 


Exons 


2536.. 2598, 2597, 


..2869, 2599. 


.2844, 12329. .12634, 12432. .12656 


Seq. . No.. 


57991. 




Seq. ID 


OJ000310_35,0424 .'C2 


Gene No. 


121262 




Strand 




Start 


.11817 . 




End 


14881 . 


Name 


OJ000310 35.0424. 


.C2.o3.tm 


Method 


TBLASTX: Maize 


Start 


3002 




End 


3208 


GI 


none 




Score 


87 


Exons 


3002.. 3208, 3069. 


..3158 






Seq. No. 


57991 




Seq. ID 


OJ000310_35.0424.C2 


Gene No. 


121262 




Strand 




Start 


11817 




End 


14881 , 


Name 


OJ000310 35.0424, 


,C2.o4 .gs 


Method 


GENSCAN 


Start 


11817 


End 


12640 


GI 


none 




Score 


.54 


Exons 


11817. .11981, 12020. .12640 







58409 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57991 Seq. ID OJ000310_35 . 0424 . C2 

121262 .... . * Strand 

11817 v End 14881 

OJ000310_35.0424 .C2.o3.np ' Method AAT/NAP 

11820 End 14710 

418754 Score 457 _ 

11820. .12631, 1277 9. .12819, 14 680. .14710 
catechol oxidase (EC 1.10.3.1) precursor - fava bean 



OJ000310 35. 0424. C2 



57991 
121262 
11817 

OJ000310__35.0424.C2.ol.gp 
12896 
5816559 
12896. .13203 

4680178/gb|AF111709.1 IAF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14881 
AAT/GAP 
13203 
502 



Seq. No. 57991 

Gene No. 121262 

Start 11817 

Name OJ000310_35 . 04 24 . C2 . ol . tw 

Start 14492 

GI none 

Exons 14 4 92. .14566, 14582. . 14881, 14 611 .. 14 8 62 



Seq. ID OJ000310_35.0424.C2 
Strand 

End ' 14881 
Method ■ TBLASTX : Wheat 
End " " 14881 
Score 41 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons ■ 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons. 



57992 
121263 
1 

OJ000310_35.0424 .C3.ol.np 
1 

5902444 
1. .1208 

(AB030283) GAG-POL precursor ,;[.Oryza sativa] 



Seq. ID OJ000310_35.0424.C3 

Strand + 

End 164 4 

Method AAT/NAP 

End 1208 

Score 2016 



57992 

121263 

1 

OJ000310_3S.0424.C3-.ol.gs 
15 

none 

15 .1195,, 1292. .1587 



Seq. ID OJ000310_35.0424.C3 

Strand + 

End 1644 

Method . GENSCAN . 

End 1587 

Score .9 ■ ' ' ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



57992 

121263 

1 

OJ000310_35.0424.C3.o2.tw 

543 

none 



Seq. ID OJ000310_35.0424 .C3 

Strand + 

End 1644 

Method TBLASTX : Wheat 

End 1220 

Score 150 



543. .719, 606. .719., 764. .1000, 768. .998, 1104. .1220 



57992 

121263 

1 



Seq. ID OJ000310_35.0424 .C3 
Strand + 
End 1644 



58410 



Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons* 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57992 

121263 

1 

OJ000310_35.0424 .C3.ol.ts 

1260 

none 

1260.. 1484, 1491.. 1625 



Method 
End 
Score 



OJ000310_35.0424 .C3.o2.tm 
851 
none 

851.. 997, 852. .998 

57992 
121263 
1 

OJ000310_35.0424 .C3.ol.tw 
1220 
none 

1220. .1636, 1221. .1628, 1255. .1635 



TBLASTX: Maize 

998 

183 



Seq. ID OJ000310_35.0424 .C3 
Strand + 

1644 

TBLASTX: Wheat 
1636 
467 



End 

Method 
End 
Score 



Seq. ID' OJ000310_35.0424 .C3 

Strand + 

End 1644 

Method TBLASTX : Soybean 

End 1625 

Score 138 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57992 
121263 

1 ■ 

OJ000310_35.0424 .C3.o2.np 
1275 
5902445 
1275. .1644 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000310_35 .0424..C3 

Strand + 

End 164 4 

Method AAT/NAP 

End 1644 

Score 630 



57992 

121263 

1 

OJ000310_35.0424.C3.ol.tm 

1350 

none 

1350. .1643, 1391. .1642 



Seq. ID OJ000310_35.0424.C3 

Strand + 

End 1644 

Method TBLASTX: Maize 

End 1643 

Score 319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



57993 

121264 

118 

OJ000310^35.0424.C4 .ol.gs 

118 • 

none 



Seq. ID OJ000310_35.0424.C4 
Strand 

End 1699 

Method .GENSCAN . 

End 1699 

Score ■ ' .45 • ■'" ' 



118. ,178, 384. .456, 845 . . 98 -6,- ' 1604 . . 1699 



57994 
121265 
456 

OJ000310_35.0424 .C5.ol.gp 
456 

71733_1.R1084 
456. .570, 1171. .1443 

'3057120 3.0e-53 (AF023159) starch synthase DULL1 [Zea mays] 1 



Seq. ID OJ000310_35.0424 .C5 

Strand + 

End 2160 

Method AAT/GAP 

End 1443 

Score 756 



57994 
121265 



Seq. ID OJ000310_35.0424.C5 
Strand + 



58411 



!= s* : - 



O Lai L 


4 Sfi 

*i J \J 


End 


91 fin 

£~ X \J \J 


Name 






U Ej IN O V^riLN 


OLall 


1 ^97 ~~ 
X 3 c. f 




91 "37 

llj / ,1 


oX 


•"-none 


S co r e 


A fi 


C v n o 


1 "397 1 RQ*3 1 Q?9 91 ^7 








^7 QQ4 


c prT x n 

OCLJ . X U 


DTnnn^in 0494 


flprip No 


121265 


Strand 


+ ~~ 


u Lai L 


456 


End 


2160 


Name 


OJ000310 35.0424 .C5.ol.np 


Method 


AAT/NAP 


Start 


1364 


End 


2137 


r;x 


7485249 


Score 


248 




1364.. 1593, 1932.. 2137 








hypothetical protein A IG002P16.22 - Arabidopsis' thaliana 




gi| 2191173 | gb I AAB61059.il (AF007270) contains similarity to DNA 




puiylllcl doc XXX, axilla OiicAXIl 


(SP: P47277) 


[Arabidopsis thaliana] 


Seq. No. 


R7 QQ4 


Seq. ID 


OJ000310_35.0424.C5 


Gene No. 


1 9 1 9 fiS 


- Strand 


+ 


O Let I. L 


4 R 

4 JO 


End 


2160 


Name 


OJ000310 35.0424.C5.ol.tm 


Method 


TBLASTX: Maize 


C -|- -a y-i- 


1390 


End 


2160 




none 


Score 


17 6 


DAOnb 


1 ^QO 1^97 1 "3Q1 1S46 1 RSfi 


..1594, 1906.;2160, 1929.. 2159 


o c q . in (j • 


R7 QQ4 

J / !?34 


Seq. ID 


0 jo 00 3 1 a - c 5 • 


ucllc IN (J . 




Strand 




Start""- 


4 JO 


End 


2160 . 


Name 


OJ000310 35.0424.C5.o2.gp 


Method 


AAT/GAP 


oLai L 


1478 


End 


2141 ■ 


OX 


fif)94 9 1 R1 0fi4 


Score 


572 


LiAUIlO 


147ft ~1 RQQ 1 QTO 9141 






OX UcoLIl^ ( 


'91Q117T £ flo — ^4 fZ\E i nD797fU 


contains similarity to DNA 




pOiyiLlciaoc x x x axpna Gliaxll 


(SP:P47277) 


[Arabidopsis thaliana] 1 


Seq. No. 


o / y y o 


- Seq. ID 


OJ000310_35.0424.C6 


Gene No. 


- 121266, 


Strand ' 


+ ' 


C-h o v-+- 
O L Ct J. L 


1630 


End 


1943 


Name 


OJ000310 35.0424.C6.ol.gs 


Method 


GENSCAN 


C +- 


1630 


End 


1943 


O -L 


none 


Score 


.54 


Exons 


1630. .1943 






Seq. No.' 


' 57995 


Seq. ID- 


OJ00031'0^35. : 0'424 : .C6 


Gene No.. 


121267 


Strand 


+ . ■ " 7 ' 


uLdX L 


2222 


End 


3577 


Name 


OJ000310 35. 0424 .C6.o2.gs 


Method 


GENSCAN 




2222 


End. 


3577 


o X 


none 


Score 


. 68 


Exon s 


2222.. 2232, 2922.. 3082, 3441 


. .3577 




Seq. No. 


57995 


Seq. ID 


OJ000310_35.0424.C6 


Gene No. 


121268 


, Strand 


+ 


Start 


6157 


End 


6286 


Name 


OJ000310 35.0424 .C6.o3'.gs ■ 


Method 


GENSCAN ■ 


Start 


6157 


End 


6286 


GI 


none 


Score 


. 99 



58412 



Exons 



6157. .6286 



Seq. No. 57996 Seq. ID 

Gene No. 121269 Strand 

Start 374 . End 

Name OJ000310_35 . 0424 . C8 . ol . gp Method 

Start 374- ' End 

GI 327JL.R1084 Score 

Exons 374.. 899 

GI Descrip. ' 6094345/sp| 004433 | SR14_ORYSA 4.0e-47 SIGNAL RECOGNITION 
PARTICLE 14 KD PROTEIN (SRP14) >gi_22 08 962_emb_CAA7 1204_ 
(Y10118) signal recognition particle subunit 14 [Oryza sativa] 1 



OJ000310_35.0424.C8 
+ 

899 

AAT/GAP • 

899 

999 



Seq. No. 57996 Seq. ID 

Gene No. 121269 Strand 

Start 374 End 

Name OJ000310_35 . 0424 . C8 . ol . gs Method . 

Start 374 End 

GI none Score 

Exons 374.. 561 



OJ000310_35.0424.C8 
+ 

899 

.GENSCAN 
561 

.95 -■- 



Seq. No. 

Gene No. 

Start 

Name-- 

Start 

GI 

Exons 

GI Descrip. 



57996 Seq. ID OJ000310_35 . 0424 . C8 

121269 Strand +• 

374 End 899 

OJ000310_35.0424 .C8.ol.np '"Method-* AAT/NAP 
■374 ~ En*d 562 

6094345 Score 283 

374. .562 

SIGNAL RECOGNITION PARTICLE 14 KD PROTEIN (SRP14) 

gi I 2208 962 | emb | CAA71204 | (Y10118) signal recognition particle 

subunit 14 [Oryza sativa] 



OJ000310_35.0424.C9 
+ 

1348 
AAT/NAP 
1348 * 
374 



Seq. No. 57997 Seq. ID 

Gene No. 121270 Strand 

Start 1 End 

Name OJ000310_35 . 0424 . C9 . ol . np Method 

Start 1 End 

GI 3915699 Score 

Exons 1..198, 1263.. 1348 

GI Descrip. AMINOMETHYLTRANSFERASE PRECURSOR (GLYCINE CLEAVAGE SYSTEM T 
PROTEIN) gi | 541970 Ipir | IS40260 T-protein - garden pea 
gi 1 1362061 Ipir | | S56661 aminomethyltransf erase (EC .2.....1..2 . 10 .) 
precursor - garden pea gi | 438217 | emb | CAA81080. 1 | (Z25861). . 
. T-proteiri [Pis'um sativum] gi | 302 1553 | emb | CAA1097 6 . 1 1 . ('AJ22277 1 ) 
T protein .[Pisum sativum] 



Seq. No. 57997 

Gene No. 121270 

Start 1 

Name OJ000310__35 . 0424 . C9 . ol . ts 

Start 1 

GI none 

Exons 1..198, 3.. 197, 1260.. 1337 

Seq. No. 57997 

Gene No. 121270 

Start 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000310_35.0424 .C9 
+ 

1348 

TBLASTX: Soybean 

1337 

305 



OJ000310_35.0424.C9 
+ 

1348 



58413 



Name 


OJ000310 35.0424 C9 ol- 


tm 


Method 


TBLASTX: 


Start 


1 ~~ 




End 


1337 


GI 


none 




Score 


-«317 


Exons 


1. . 198, 3. . 197, 88 198 


, 1256 


..1300, 1260.. 1337 


Seq. No. 


57997 




Seq. ID 


OJ000310 


Gene No. 


121270 




Strand 


+ 


Start 


1 




End 


1348 


Name 


OJ000310 35 0424 C9 ol 


y a 


Method 


GENSCAN 


Start 


49 ~~ 




End 


198 


GI 


none 




Score 


. 95 


Exons 


49 . . 198 








Seq. No. 


57998 




Seq. ID 


OJ000310 


Gene No. 


121271 




Strand 1 


+ 


Start 


359 




End 


496 


Name 


OJ000310 35 0424 CIO ol 


. y 


Method . 


GENSCAN 


Start 


359 ~~ 




End 


496 


GI 


none 




Score 


.65 


Exons 


359 . .435, 451 . . 496 








Seq. No. 


57998 




Seq. ID 


OJ000310 


Gene No. 


121272 




Strand 


- 


Start 


939 




End 


3988' 


Name 


OJ000310 35 0424~ CIO o2 




Method 


GENSCAN 


Start 


939 ~~ 




End 


3'988 


GI 


none 




Score 


:4 


Exons 


939 1081, 3811 3988 






Seq. No. 


57999 




Seq. ID 


OJ000310 


Gene No. 


121273 




Strand 


- 


Start 


511 




End 


"986 


Name 


OJ000310 35 0424 Cll ol 




Method 


GENSCAN 


Start 


511 ~ 




End 


789 


GI 


none 




Score 


. 85 


F.xons 


511 789 








Sea. No 


57999 




Seq. ID^ 


OJ000310_ 


Gene No. 


121273 




Strand 


- 


Start 


511 




End 


986 


Name 


OJ000310 35. 04 24. Cll. ol 


.np 


Method 


AAT/NAP 


Start 


616 ~~ 




End 


986 


GI 


6006359 




Score 


4 9 


Exons 


616 737, 94 7 986 








GI- Descrip. 


(AP000559). hypothetical 


protein [Oryza 


satiya]- 

- 


Seq. No. 


58000 




Seq. ID 


OJ000310_ 


Gene No. 


121274 




Strand 




Start 


671 




End 


989 t 


Name 


OJ000310 35 0424 CIS ol 


.gs 


Method 


GENSCAN 


Start 


671 ~~ 




End 


989 


GI 


none 




Score 


.51 


Exons 


671. .781, 962. .989 








Seq. No. 


58001 




Seq. ID 


OJ000310_ 


Gene No. 


121275 




Strand 


+ 


Start 


392 




End 


737 



58414 




LNdlllc. 


Pj.tooo^io *3r 0494 cm 


nl 


.tin 




Mo f n oH 


TRT AQTY • Ma i ^o 




Of- a r f- 


^ao ~~ 










R34 




VJ X 


none 








Oak V-O 


99Q 
£ £ y 




tT von c: 


^ftn ^9 ^ftft s^4 


4 0*3 


. .531 - 








Seq. No. 


58001 








Seq. ID 


OJ000310_35.0424. 


,C17 


Gene No. 


121275 








Strand 


+ 






^Q9 








Rnrl 


7 37 

/Of 




Name 


o.tooo^io 0494 cm 


• OX 


. ts 




Mo ^" h riH 
1 Its U 1 1UU 


TOT AQTY • CotrV-\oan 
1 DXirlO 1 A ■ OUyiJocill 




Of- a r f 


^ ft Q _ 








RnH 


R^9 

3 j> 




ox 


n on 0 










990 




R von Q 


389 S3? 403 S31 














Seq. No. 


58001 








Seq. ID 


OJ000310__35.0424 . 


C17 


Gene No. 


121275 








Strand 


+ 




Of- a r f- 


?Q9 








CjLLKJ. 


7 37 




Name 


Pj.tooo^io 3^ 0494 Pi7 




.gs 




Mo +■ h/^rl 
1*1 fc; L I HJU 


PRMQP AT\T 




C.f- a -rf- 
oLdl L 


"3Q9 ~~ 
3 .? £ 








RnH 

Hll IKJ. 






P.T 


none 








Score 


Q7 




















Corr Ktrt 
O fcJ ^ . IN vJ • 


JOUUl 








q on t n 


07000310 3R 0494 


PI 7 
X / 


Gene ."No . 


121275 








Strand 






Start 


392 








End . 


737 




INCtlUG 


OJ000310 35.0424.C17 


.ol, 


.np 




Method 


7\ nT /NT A P 




C -|- -a yf- 


395 








End 


7^7 




LjX 


228403 








Score 


1 f>l 
X D / 




Exons 


395. .531, 640. .737 
















glycolate oxidase [Lens 


culinaris] 






Seq. No. 


58001 








Seq. ID 


OJ000310_35.0424 . 


C17 


Gene No. 


121275 








Strand 


+ 




Of- a r +- 


392 








End 


707 

101 




Name 


OJ000310 35.0424.C17 


.01. 


. tc 




Method 


TRT AQTY • Pr*ooo 




C!f-a-rf- 


401 








End 


R *3 9 






none 








Score 


9on 
z u u 




Exons 


401. .532, 401. .520, 


403. 


, .531 








Con Wo 


58002 








Seq. ID 


OJ000310_35.0424 . 


PI ft 


Gene No. 


121276 








Strand 


+ 




Start 


1 








End 


981 




KI a m fa 


OJ000310 35.0424.C1.8 


.ol. 


,np 




Method 


AAT/NAP . . 




OLdl L 


1 ' 








End 


981 ' " 




0 X 


1773330 








Score ■ 


533 "\ " 




Exons 


.1,. .39, 1.66.. 235, 334 


. '.434, . 


590. ,69.4, ; 790. .981 






(U80071) glycolate oxidase 


[Mesembryanthemum crystallinum] 


Sea No 


58002 








Seq. ID 


OJ000310_35.0424 . 


C18 


Gene No. 


121276 v • 








Strand 


+ 




Start 


1 








End 


981 




Name 


OJ000310 35.0424.C18 


.ol. 


tm 




Method 


TBLASTX: Maize 




Start 


1 








End 


939 




GI 


none 








Score 


44 




Exons 


1. .33, 163. .240, 163 


. .237, 


165 


i- - 239, 333. .434, 335. .436, 





336. .437, 365. .436, 587. .697, 589. .693, 617. .697, 790. .939, 
790.. 909 



58415 






Seq. No. 


58002 






Seq. ID 


OJ000310_35.0424.C18 




Gene No. 


121276 






Strand 


+ 




Sta-rt 


1 






End 


981 




Name 


v OJ000310 35 


.0424.C18.o2 


.tc 


Method- 


TBLASTX: Cress 




Start 


1 ~~ 






End 


437 




GI 


none 






Score 


43 




Exons 


1 . .33, 163. 


.252, 165. .239, 333. .437, 365. .436 




Seq. No. 


58002 






Seq. ID 


OJ000310_35.0424.C18 




Gene No. 


121276 






St rand 


+ 




Start 


1 ' 






End 


981 • 




Name 


OJ000310* 35 


.0424 .C18.ol 


. gs 


Method 


GENSCAN 




Start 


160 






End 


972 




GI 


none 






Score 


.99 




Exons 


160. .235, 334. .434, 790 


. . 972 








Seq. No. 


58002 






Seq. ID 


OJ000310_35.0424.C18 




Gene No. 


121276 






O liul 1U 


+ 




Start 


1 






End 


981 




Name 


OJ000310 35 


.0424.C18.ol 


.ts • 


Method 


TBLASTX : Soybean 




Start 


572 






End 


947 




GI 


none 






Score 


173 




Exons ■ ■ 


,572.. . 697, 574 . . 693, 789 


. . 947, 


790. . 939 






Seq. No. 


ur '5800.2 






Seq. ID 


.* - 

0 JO .003 10_3 5 . 0:4.2 4 . C 1 8 


fH 


Gene No . 


121276 






Strand 


+ 




Start 


1 






End 


981 


f) ! 


Name 


OJ000310 35, 


.0424.C18.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


589 






End 


962 


; ; a 


GI 


none 






Score 


156 


" Q 


Exons 


589. .693, 590. .697, 789 


. . 962, 


790. .939 




ry 


Seq. No. 


58003 






Seq. ID 


OJ000310_35.0424 .C19 




Gene No. 


121277 






Strand 


+ 


H 


Start 


328 






End 


2795 




• Name 


OJ00.0310 35, 


,0424".C19.ol 


.gs 


Method . 


GENSCAN • 




Start 


. 328 






■End 


2748 




GI 


none 






Score 


.43 ' 




Exons 


328. .546; 618. .690, 873 


.'.1022 


, 1356. .1535, 1709. .1869, 


f ^ 




2351. .2388, 


2686. .2748 










Seq. No. 


58003 






Seq. ID: . 


. OJ000310_35 . 04.24 . CI? 




Gene No a 


121277 






Strand 


+ 




Start 


328 






' End ' ■ ■ 


2795'' •• ' 




Name 


. OJ000310 35. 


,0424..C19.ol, 


. tm 


Method.. . 


TBLASTX: Maize 




Start 


1393 






End 


2374 




GI 


none 






Score 


205 




Exons 


1393. .1536, 


1393. .1536, 


1737. 


.1853, 1740. .1871, 1744. .1854, 






1772. .1870, 


1955. .2002, 


2083. 


.2166, 2084. .2164, 2087. .2173, 






2088. .2174, 


2241. .2372, 


2247. 


.2369, 2249. .2374, 2252. .2374 




Seq. No. 


58003 






Seq. ID 


OJ000310_35.0424.C19 




Gene No. 


121277 






Strand 


+ 




Start 


328 






End 


2795 




Name 


OJ000310 35. 


0424.C19.ol, 


,np 


Method 


AAT/NAP 




Start 


1399 






End 


2795 




GI 


7431423 






Score 


601 



58416 



Exons 

GI Descrip. 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1399. .1535, 1745. .1869, 1957. .2003, 2084. .2161, 2247. .2371, 
2532.. 2598, 2686.. 2795 

-probable (S) -2-hydroxy-acid oxidase (EC 1.1.3.15), peroxisomal 
Arabidopsis thaliana (fragment) gi | 2832641 1 emb | CAA16716 . 1 1 
(AL021710) glycolatev oxidase - like protein [Arabidopsis" 
thaliana] gi.| 7268629 | emb | CAB78838 . 1 1 (AL161548) glycolate 
oxidase-like protein [Arabidopsis thaliana] 



58003 •' 

121277 

328 

OJ000310_35.0424 .C19.ol.tc 

1405 

none 

1405. .1536, 1407. .1535, 1740. 
1964. .2002, 2083. .2163, 2084. 
2247..2372, 224 9 . . 2374 , . 2521 . 



Seq. ID OJ000310_35.0424 .C19 

Strand + 

End 2795 

Method TBLASTX : Cress 

End 2757 

Score 170 - 

.1871, 1746. .1865, 1778. .1870, 
.2164, 2084. .2164, 2240. .2374, 
.2598, 2677. .2757 



Seq. No. 58003 

Gene No. 121277 

Start 328 

Name OJ000310_35 . 0424 . 

Start 1405 

GI none 

Exons , 1405.. 1536, 1405. 

1958.. 1996, 2082. 

2247. .2372, 2249. 



Seq. ID . OJ000310_35.0424.C19 

Strand + 

End 2795 
C19.ol.ts Method TBLASTX: Soybean 

End 274 8 

Score 172 
.1.536, 1406. .1537, 1740. .1871, 1778. .1870, 
.2153, 2083. .2163, 2084. .2164, 2244. .2369, 
.2380, 2249. .2374, 2521 .. 2598 2677 .. 274 8 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons 

GI Descrip. 

Seq... No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI . Descrip . 



58004 

121278 

1 

OJ000310_35.0424 .C23.ol.np 
1 

2293358 



Seq. ID OJ000310_35.0424 .C23 

Strand + 

End 1631 

Method AAT/NAP 

End 1631 

Score 217 



1..329, 1029. .1394, 1604. .1631 

(D87669) polyphenol oxidase [Malus domestical. 



58004 

121278 

1 

OJ000310_35.0424.C23.o2.np 

1 ■ 

7209776 



Seq. ID * OJ000310_35 . 0424 . C23 

Strand + 

End 1631 

Method AAT/NAP 

End 1631 

Score 193 



■1..33, 90; .329,- 102-9. .1469, -1592. .1631 ■ 
(AB038 994) polyphenol oxidase I [Ipompea batatas] 



Seq. No. 58004 

Gene No. 121278 

Start 1 

Name OJ000310_35 . 0424 . C23 . ol . tm 

Start 86 

GI none 
Exons 



Seq. ID OJ000310_35.0424 .C23 

Strand + 

End 1631 

Method TBLASTX : Mai ze 

End 329 

Score 7 4 



86. .139, 87. .140, 134. .184, 148. .183, 186. .260, 187. .261, 
188. .301, 201. .284, 269. .328, 270. .329 



Seq. No. 
Gene No. 



58004 
121278 



Seq. ID OJ000310_35.0424 .C23 
Strand + 



58417 



Start 
Name 
Start 
GI 

Exons 



1 End 
OJ000310_35 . 0424 . C23 . ol . ts Method 
87 End 
none Score . 

87. .140, 137. .184, 145. .183, 1-84. .261, 
1236.. 1316, 1360.. 1395 



1631 

TBLASTX: Soybean 

1395 

4 9 

186. .260, 270. .329, 



Seq. No. 58004 * Seq. ID 

Gene No. 121278 ■ Strand 

Start 1 ' End 

Name OJ000310_35 . 0424 . C23 . ol . gs Method 

Start 144 End 

GI none Score 

Exons 144. .328, 578 .. 662, ■ 1029 .. 1170, 1210 . . 

Seq. No. 58004 Seq. ID 

Gene No. 121278 Strand 

Start 1 ' End 

Name OJ000310_35 . 0424 . C23 . o2 . tm Method- 

Start 503 End 

GI none Score 

Exons 503.. 724, 790.. 969, 881.. 973 

Seq. No. 58005 Seq. ID 

Gene No. 121279 Strand 

Start 337 End 

Name OJ000310_35 . 0424 . C24 . ol . gs Method 

Start 337 End 

GI none Score 

Exons 337... 642 



OJ000310_35.0424.C23 
+ 

1631 
GENSCAN 
1518 
.66 

1370, 1409. .1518 

OJ000310_35.0424 .C23 
+ 

1631 

TBLASTX: Maize 

973 

77 



OJ000310_35.0424.C24 

642 : *. 
GENSCAN 
642 
.99 



Seq. No. 58005 Seq. ID 

.Gene No. 121280 Strand 

Start 1045 . - End 

Name OJ00ti3l0_35 . 0424 . C24 . o2 . gs Method 

Start 1045 End 

GI none ■ • . ■ Score ■ 

Exons 1045.. 1089, 3424. .3540 



OJ000310_35.0424.C24 
+ 

3540 
GENSCAN 
3540 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



58005 Seq. ID 

121281 Strand 
4377 . . .End 

OJ000310_35.0424.C24.o2.np Method " 
4377 • End - 

■1172584 Score • 

4377. .4999, 5691. .5900, 8267. .8330 

POLYPHENOL OXIDASE PRECURSOR (PPO) (CATECHOL OXIDASE) 

gi 1 1076478 Ipir | | S52984 catechol oxidase (EC 1.10.3.1) precursor 

- apple tree gi 1507280 (L29450) polyphenol oxidase [Malus 

domestica] 



OJ000310_35.0424.C24 
+ 

8330 
AAT/NAP 
8330 . 
528 



58005 Seq. ID 

121281 Strand 

4377 ' ■ End 

OJ000310_35 . 0424 . C24 . ol . gp Method 

5978 End 

5816559 Score 



OJ000310_35.0424.C24 
+ 

8330 
AAT/GAP 
6285 
498 



58418 




Exons 5978.. 6285 

GI Descrip. 4 68 01,7,8./ gb | AF111709 . 1 1 AF111709 1.0e-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


58005 






Seq. ID 


OJ000310 35.04~24.C24 


Gene No. 


121281 






Strand 


+ 


Start 


4377 






End 


8330 


Name 


OJ000310 35.0424 


.C24.o3 


. np 


Method 


AAT/NAP 


Start 


7365' 






End 


8258 


GI 


5902448 






Score 


1564 


Exons :. 


7365. .8258 










GI Descrip. 


(AB030283) orf3 


[Oryza 


sativa 


] 




Seq. No. 


58005 






Seq. ID 


OJ000310_35.0424 .C24 


Gene No. 


121282 






Strand 




Start 


1317 






End 


3116 


Name 


OJ000310 35.0424 


.C24 .pi 


.np 


Method 


AAT/NAP 


Start 


1317 






End 


3116 


GI 


7510076 






Score 


137 


Exons 


1317.. 1567, 2916 


. .3116 








GI Descrip. 


hypothetical protein Y50E8A.i 


- Caenorhabditis elegans 


Seq. No. 


58005 






Seq. ID 


OJ000310_.35.0424 .C24 


Gene No. 


121283 






Strand 




Start 


4764 






End 


5856 


Name 


OJ000310 35.0424 


.C24 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4764 






End 


5856 


GI 


none 






Score 


126 


Exons 


4764.. 4931, 4965 


. .5000, 


5673.' 


.5840, 5689. .5856, 5692. .5835, 




5693.. 5815, 5813 


. .5833 








Seq. No. 


58005 






Seq. ID 


OJ000310_35.0424.C24 


Gene No. 


121283 






Strand 




Start 


4764 






End . 


5856 


Name 


OJ000310 35.0424 


.C24 .ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4793 






End 


5751 


GI 


none 






Score 


275 


Exons 


4793. .4990,' 4794 


. .5003, 


5689. 


.5751 




Seq. No. 


58005 






Seq. ID 


OJ000310_35.0424.C24 


Gene No. 


.121284 . 






Strand 




Start 


7485 






End 


7775 


Name 


OJ000310 35.0424 


.C24 .ol 


. tw . 


Method 


TBLASTX : Wheat' • 


Start 


7485 ... 






■ End 


7775 • 


GI 


none 






Score 


221 


Exons 


7485. .7775 










Seq. No. 


58006 






Seq. ID 


OJ000310__35.0424.C25 


Gene No. 


121285 






Strand 


+ 


Start 


6970 






End 


7488 


Name 


OJ000310 35.0424 


.C25.o5 


.gp 


Method 


AAT/GAP 


Start 


6970 






End 


7488 


GI 


uC-osflcyp083g04al 




Score 


1006 


Exons 


6970. .7488 










GI Descrip. 


'3057120 3.0e-53 


(AF023159) starch synthase DULL1 [Zea mays] 



58419 




Seq. No. 


58006 






Seq. ID 


OJ000310_ 


35.0424 


.C25 


Gene No. 


121286 






Strand 


+ 






Start. 


11907 






End 


12369 






Name" 


OJ000310 35. 


0424 .C25. 


O 6 . CTD 


Method 


AAT/GAP 






Start 


11907 ~~ 






End 


12369 






GI 


none 






Score 


914 






Exons 


11907 . . 12369 














Seq. No. 


58006* 






Seq. ID 


OJ000'31"0_ 


35 .0424 


.C25 


Gene No. 


121287 






Strand 


+ 






Start 


15785 






End 


30814 






Name 


OJ000310 35. 


0424 .C25. 


oS.np 


Method 


AAT/NAP 






Start 


15785 






End 


30814 






GI 


3914374 






Score 


894 






Exons 


15785. .15922 


, 29626.. 


29799, 


29887. .30036, 30141. 


.30239, 






30356. .30448 


, 30543.. 


30814 











GI Descrip. l-ACYL-SN-GLYCEROL-3-PHOSPHATE ACYLTRANSFERASE (1-AGP 
ACYLTRANSFERASE) ( 1-AGP AT ) (LYSOPHOSPHATIDIC ACID 
ACYLTRANSFERASE) (LPAAT ) gi | 1098 605 | gb | AAC4 91 1 9 . 1 | (U29657) 
lysophosphatidic acid acyltransf erase [Cocos nucifera] 
gi I 1586836 Iprf | I2204401A l-acyl-sn-glycerol-3-phosphate 
acyltransf erase [Cocos nucifera] 





Seq. No. 


58006 








Seq. ID 


OJ00 ; 0310_ 


35.0424 


.C25 




Gene No. 


121287 








Strand 


+ 








Start 


15785 








End 


3.0814 






fij 


Name 


OJ0003 


10_35.0424 


.C25 


. o5 . gs 


Method 


GENSCAN 








Start 


16893 








End 


25018 






£5 


GI 


none 








Score 


.73 








Exons 


16893. 


.16940, 17 


427. 


.17573, 


18595. .18672, 20265. 


.21225, 




*- ~- 
tj 




22145. 


.22835, 22 


939. 


.23089, 


23548. .23622, 24472. 


.24592, 




a I : 




24834. 


.25018 
















Seq. No. 


58006 








Seq. ID 


OJ000310_ 


35.0424 


.C25 


5s : =F 


Gene No. 


121287 








Strand 


+ 








Start 


15785 








End 


30814 






■■ 


Name 


OJ0003 


10_35.0424 


.C25 


. o7 .gs .. 


Method 


GENSCAN . 








Start 


29530 






End 


30809 






t. :_i 


GI 


none 








Score 


.96 






~ hi 


Exons 


29530. 


.29799, 29887. 


.30036, 


30141. .302 


39, 30356. 


.30448, 








30543. 


.30809 
















.Seq. No. 


' 58006 








Seq. ID 


OJ000310_ 


35.0424 , 


.C25 




■Gene No. 


121288 








. Strand 










Start 


. 1 








End 


•794 








Name 


OJ0003 


10_35.0424 


.C25 


.ol.gp 


Method 


AAT/GAP 








Start 


1 








End 


353 








GI 


376209 


7 






Score 


694 








Exons 


1. .353 


















GI Descrip. 


305712 


0 3.0e-53 


(AF023159) 


starch synthase DULL1 


[Zea mays] 



Seq. No. 58006 Seq. ID OJ000310_35 . 0424 . C25 

Gene No. 121288 Strand 

Start " 1 End 794 

Name . - OJ00 0.31 0_35 . 0424 . C25 . o2 . np Method AAT/NAP 

Start 1 End 794 

GI 7489826 Score 976 



58420 




Exons 1..794 

GI Descrip. starch synthase DULL1 - maize gi | 3057120 | gb | AAC14014 . 1 1 
(AF023159) starch synthase DULL1 [Zea mays] 



Sea. No. 


58006 


■Seq. ID 


• OJ000310_35.0424 


. C25 


Gene No . 


121288 


Strand 






Start 


1 


End 


• 794 




Name 


OJ000310 35.0424.C25.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


794 




GI 


7489826 


Score 


979 




p, von <5 

L-J rfV 11 J 


1. .794 








GI Descrip. 


starch synthase DULL1 - maize 


gi | 3057120 |gb|AAC14014 . 1 | 






(AF023159) starch synthase DULL1 [Zea 


mays] 




Sea No 


58006 


Seq. ID 


OJ000310_35.0424 


. C25 


(Zlpnp No 


121288 


Strand 






Start 


. 1 


End 


794 




Name/ 


OJ000310 35.0424.C25.o2.gp 


Method 


AAT/GAP 




Start 


■54 8 


End 


782 




GI 


LIB3431-061-P1-K1-G12 


Score . 


428. 




Exons 


548. .782 








VJ _L i-J ^ O -1~ JL t 


'3057120 2.0e-22 (AF023159) starch synthase DULL1 [Zea 


mays ] 


Seq. No. 


5800;6 


Seq. ID 


OJ000310_35.0424 


. C25 


Gpnp No 


121289 


Strand 






Start 


1292 


End 


1670 




Name 


OJ000310 35.0424.C25.o3.gp 


Method 


AAT/GAP 




Start 


1292 


End 


1670 




GI 


1631927 


Score 


542 




Exons 


1292. .1534, 1625. .1670 








Seq. No. 


58006 


Seq. ID 


OJ000310_35.0424 


.C25 


Gene No. 


121290 


Strand 






Start 


2233 


End 


2443 




Name 


OJ000310 35.0424.C25.o4.gp 


Method 


AAT/GAP 




Start 


2233 


_End 


2443 




GI 


LIB347 9-005-Q6-K1-D11 


Score 


390 




Exons 

l—i A 1 1 O 


2233.-2443 








v_j _i_ i_y \^ o *w -i- J- k_y * 


•4388818/gb|AAD19773| 3.0e-40 


(AC006528) putative pol 






polyprotein with a Zn-finger CCHC type 


domain 






(prosite:QDOC50158) and a DDE 


integrase signature motif 






[Ar.abidopsis thaliana] ' 








Sea No 


58006 '■■ • ' 


Seq. ID 


. OJ000310_35; 0424 


. C25 


-f^pnp No 


121291 


Strand 






Start 


5790 ' 


End 


6203 




Name 


OJ000310 35.0424 .C25.o2.gs 


Method 


GENSCAN 




Start 


5790 


End 


.6203 




GI 


none 


Score 


.99 




Exons 


5790. .6203 








Seq. No. 


58006 


Seq. ID 


OJ000310_35.0424 


.C25 


Gene No. 


121292 


Strand 






Start 


• 7229 


End 


10151 




Name 


OJ000310 35.0424 .C25.o3.gs 


Method 


GENSCAN 




Start 


7229 


End 


10151 




GI 


none 


Score 


.69 





58421 



Exons 



7229. .8092, 8176. .8259, 8427. .8502, 9659. .9840, 9878. .10010, 
10030.. 10151 



Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



5.8006 

121292 

7229 

OJ000310_35.0424.C25.o3.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000310 35.0423.C25 



10151 
AAT/NAP 
10025 
682 



8148.'. 8259, 8427. .8515, 8605. .8746, 9130. .9182, 



7601 
7363292 
7601. .8076, 
£980.. 10025 

(AP001552) ESTs D15336 (C0474 ) , C98053 (C04 74 ) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
DNA chromosome 4, ESSA I contig fragment No. 9; hypothetical 
protein. (Z97344) [Oryza sativa] 



Qprr Mn 

■•J c vj * • 


58006 


Seq. ID 


OJ00031.0_35.0424.C25 . 


UvllC J.N ^ • 


121293 


Strand 






12219 


End 


15837 


Name 


OJ000310 35.0424 .C25.o4 .gs 


Method 


GENSCAN 


Start 


12219 


End 


15837 


GI 


none 


Score 


.86 




12219. .13805, 13885. .14010, 


15460. ..15837 ■* 


uCU ^ IN \J . 


58006 


Seq. ID 


OJ000310_35. 0424 . C2'5 


(2p»Ti p> Mo 


121293 


Strand 




Start 


12219 


End 


15837 


Name 


OJ000310 35.0424 .C25.o7 .gp 


Method 


AAT/GAP 


Start 


12559 


End 


12983 


GI 


LIB34 32-019-P1-K1-E9 


Score 


818 


P,ynn<? 


12559. . 12983 








' 4 680178/gb|AF111709. 1 IAF111709 1 . Oe- 


108 Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and 


Ty3-Gypsy type Retrosat 




retrotransposon, complete sequences; and unknown genes 1 


Seq. No. 


58006 


Seq. ID 


OJ000310_35.0424 .C25 


Gene No. 


121293 * 


Strand 




Start 


12219 


End 


15837 


Name 


OJ000310 35.0424.C25.o4.np 


Method 


AAT/NAP - 


Start 


13087 


End 


15420 


GI 


6006900 


Score 


365 


Exons 


13087. .1364 9, 15339. .15420 






GI Descrip. 


. (AC008153) unknown protein 


[Arabidopsis thaliana]' 


Seq. No. 


58006 • ' ■ 


S.eq. ID 


. OJ000310_35.0424.C25 


Gene No. 


121294 


Strand 




Start 


25824 


End 


26105 


Name 


OJ000310 35.0424 .C25.o6.gs 


Method 


GENSCAN 


Start 


25824 


. End 


26105 


GI 


none 


Score 


.8 


Exons 


25824 . .26105 






Seq. No. 


58006 


Seq. ID- 


OJ000310_35. 0424 .C25 


Gene. No. 


121295 


• Strand 




Start * 


31572 


End 


34319 


Name 


OJ000310 35.0424 .C25.o7.tm 


Method 


TBLASTX: Maize 


Start 


75 


End 


785 



58422 






none 








Score 


no 

± / y 




Exons 


75. .200, 588. .785, 592. 










Seq. No. 


58006 








Seq. ID 


OJ000310_35.0424 


.C25 


Gene No. 


121295 








Strand 








31572 ■ 








CjnQ 


0*1 j j. y 




Naine 


OJ000310 35 


0424 


.C25.o5 




Method 


TOT ACPV.M-it rt n 

i biiAb i a : Maize 




O 4- v4- 

btart 


334 










DO / 






none 








Score 


one 




Exons 


334.-576, 374. .580, 393 


ETC 

. . 0 / D , 


. JO / 


OQ/l OQC 


con 


beq. no. 


58006 








Seq. ID 


OJ000310_35.0424 


.C25 


Gene No. 


± Z y D 








Strand 






Start * 


31572 








End 


34319 




Name 


OJ000310 35 


0424 


.C25.o8 


4- m 

. urn 


Method 


TBLASTX: Maize 




btart 


1124 








End 


1453 




r* t 
bi 


none 








Score. 


35 




Exons 


1124. .1144, 


1151 


. .1195, 


1 1 OU . 


.1270, 1167. .1343,' 1294. .1368, 




1299. .1448, 


1301 


. .1453, 


1 "5 1 1 
1 J 1 1 . 


.1448, 13 


82. . 1453 




beq. no. 


58006 








Seq. ID 


OJ000310_35.0424 


. Li D 


Gene No . 


iziz y o 








Strand 






Start 


31572 








End 


34319 




Name 


OJ000310 35, 


0424 


.C25.o3 


tm 


Method , 


TBLASTX: Maize 




btart 


7~64 3 








End ^ 


8720 






none 








Score 


248 




Exons 


7643. .8080, 


7743 


. .8081, 


foZZ. 


.8085, 81 


85..8268> 8186. .8 


z ou , 




8200. .8271, 


8303 


. .8341, 


Q a on 


.8504, 8427. .8504, 8604. .8 


ion 




8618. .8719 














beq. no. 


c Q n n £ 








Seq. ID 


OJ000310_35.0424 


.C25 


Gene No. 


121295 








Strand 






Start 


31572 








End 


34319 




Name. 


OJ000310 35. 


0424 


.C25.ol 


4- 


Method 


TBLASTX: Cress 




O 4- -i v~ 4- 

btar l 


7655 








End 


8728 






none 








Score " 


256 




Exons 


7655. .8083, 


774 3 


. .8078, 


o 1 / o . 


.82.68,. 81 


30. .8260, -8616. .8 


720, 




8618. .8728 














beq. no. 


58006 








Seq. ID 


OJ000310_35.0424 


.C25 


Gene No. 


121295 








Strand 






Start 


31572 








End 


34319 




Name 


OJ000310 35. 


0424 


.C25.01. 


4- r- 

z s 


Method 


TBLASTX : Soybean 




otart 


7664 








' End " 


' 8726 ' ' 






none 








Score . 


262 




Exons 


7664. .8080, 


7743 


. .8081, 


O 1 *7 1 

ol/i. 


.8260, 81 


35. .8268, 8427. .8 


519, 




8618. .8719, 


8625 


. .8726 










Seq. No. 


58006 








Seq. ID 


OJ000310_35.0424 


.C25 


Gene No. 


121295 








Strand 






Start 


31572 








End 


34319 




Name 


OJ000310 35. 


0424 


,C25.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7712 








End 


7961 




GI 


none 








Score 


189 




Exons 


7712. .7954, 


7746 


. .7961 










Seq. No. 


58006 








Seq. ID 


OJ000310_35.0424 


.C25 



58423 



Gene No. 


121295 






Strand 






Start 


31572 






End 


34319 




Name 


OJ000310 35.0424.C25 


06 t*m 


Method 


TBLASTX: Maize 




9t- Art- 


10003 






End 


10221 




GI 


none 






Score 


316 




DAUl 1 0 


10003: 


.10038, 10015. 


10221 


10044. .10211 




Seq. No. 


58006 






Seq. ID 


OJ000310_35.0424 


.C25 


Gene No. 


121295 






Strand 






Start 


31572 






End 


34319 




Name 


OJ000310 35.0424.C25 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


10015 






End 


10221 




\JJL 


none 






Score 


228 




Rxons 


10015.. 


.10221, 10053. 


. 10211 










58006 






Seq. ID 


OJ000310_35.0424 


CO S 


Cpnp Mo 

UCllC IN . 


. 121295 






Strand. 






Start 


31572 






End 


34319 




Name 


OJ000310 35.0424.C25 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


12079 






End 


12953 




GI 


none 






Score 


68 






12079. . 


.12153, 12080. 


. 12154 , 


12121. .12198, 12150. .12215, 






12156. . 


,12200, 12220. 


. 12594 , 


12261. .126 


71, 12266. .12691, 






12294 . , 


,12671, 12684. 


. 12953, 


12685. .1294 8, 12 687. .12 953 






5.8006 






Seq. ID 


OJ000310_35.0424 


CO s 


Gene No. 


121295 






Strand 






Start 


31572 






End 


34319 




Name 


OJ000310 35.0424.C25, 


o 1 . t w 


Method 


TBLASTX: Wheat 




Start 


12280 






End 


12672 




GI 


none 






Score 


56 




T* 1 von q 


12280. . 


,12336, 12280., 


. 12312, 


12282. .12320, 12302. .12670, 






12309., 


,12671, 12321., 


.12671, 


12322.. 12672 




Qprr Mo 


58006 






Seq. ID 


OJ000310_35.0424 


CO s 


flpnp Mo 


121295 






Strand 






Start 


31572 






; End 


34319 




Name 


OJ000310 35.0424.C25. 


. o 1 .. tm 


Method 


TBLASTX-: Maize 




Start 


12954 






End 


14013 




GI 


none 






Score 


125 




F 1 von q 


12954. . 


13103, 12954.. 


> 1 J1U J/ 


12955. .13104, 12 955. .13104, 






13092. . 


13808, 13096. . 


> -L »J J. p *±. , 


13106. .132 


82, .13251.. . 13349, 






13328. . 


13714, 13384.. 




13407. .13808, 1387 1 . ..14011 ,. 






13879.. 


14013, 13883. . 


i 4 n 1 1 ■■ 

. 1 4 U 1 1 ■ 








Seq. No. 


58006 






Seq. ID 


OJ000310_35.0424 


.C25 


Gene No. 


121295 






Strand 






Start 


31572 






End 


34319 




Name 


OJ000310 -35.0424.C25. 




.Method 


TBLASTX: Cress 






13092 






End 


13292 




GI 


none 






Score 


82 




Exons 


13092.. 


13271, 13097.. 


,13216, 


13118. .13291, 13254. .13292 




Seq. No. 


■ 58006 






'Seq. ID 


OJ000310 35.0424 


.C25 


Gene No. 


121295 






Strand ■ 






Start 


31572 






End 


34319 




Name 


OJ000310_35.0424.C25. 


,o2. ts 


Method 


TBLASTX : Soybean 





58424. 







1 31 oq 

I JIU3 






1 J4 JU 










none 




Score 










F von q 


13109 1 3998 13116 


1 34 30 

■ x j i j yj 












Seq. No. 


58006 




Seq. ID 


OJ000310 


_35.04?4\ 


C25 




Gene No. 


121295 




Strand 










JLdl L 


31 S79 
ji j / 1, 




End 


34319 








Name 


0,700031 D 3^ 0494 P9S 


o9 +- o 


Method 


TBLASTX: 


Ore s s 






O Lai L 


1 330? _ 

X J J \J t. 




- End 


13622 








r* T 

\D X 


none 




Score 


45 








Hi A<Ji lO 


1 330? 1 3699 1 330R 


1 334 Q 
• i j ji ^/ 


13449. .13619 








Seq. No. 


58006 




Seq. ID 


OJ000310 


_35.0424. 


C25 




Gene No.' 


121295 




Strand 










OUal L 


31 ^79 

J X J / ^. 




End 


34319 








Name 


D.T00031 0 3S 0494 P?^ 


. ob • qs 


Method 


GENSCAN 








OLal L 


" 31 S79 ~ 
jij / 




End- 


33397 








OT 


n on o 
i i*ji it; 




Score 


.66 










31S72 31S94 39179 

J X J / ^. • • JI J j JLl / ? t 


39971 

■ J ^, f X / 


32375. .327-89, 33047 


333Q7 






C on VJo 


SROOfi 

JOUUD 




Seq. ID' 


OJOOOllO 


JJ. U 4 Z fl . 






f^ono KIo 


1 91 9Q c i 




Strand 










Of 3 r -|- 

o Lai L 


31 S79 
jij / i 




. End 


34319 








in cunt: 


O.T00031 0 3S 0494 P9R 


• o4 * tin 


Method 


TBLASTX : 1 


LYla. lZc 






. Start 


31854 




- End 


33406 . 




* 


f h 


GI 


none 




Score 


161 ' 






f I a 


von q 


318S4 3907^ 31870 

JIO J1 • • J^,U ' J / JIO / u . 


3 9 07 


31876. .32073, 32166 


^9 9^7 




f h 




39174 "399^Q 


^994? - 

. JZZ4 J/ ' 


,32375V .32 5 30, 32376 


o o c 9 p 
. . jZ jZO , 








393P0 39R9Q 39R39 

J^JOUt * J J .7 , J J J . 


. J ^1 J J 0 , 


32556. .32759, 32573 


o 97 q i 
. . j Z / y x , 








39^86 3973R 39RQ0 


. JZ, /JO, 


32733. .32768, 32737 


09779 
. . jZ f / £ f . 




"C 




^^04^ ^"^Qft ^^D4R 


. J J j"0 / 


33047. .33406, 33047 


. . J J fl U 0 




ru 


Coo Mo 

O C L| . IN KJ t 


JOUUD 




Seq. ID. 


OJ000310 


^ n /I 9 A 

JJ. UfiZfl . 


pot; 


H 


f~L O T~) o KIo 


X X _7 J 




Strand 








t: St? 


Start 


31572 




End 


34319 








Name 


OJ000310 35.0424.C25 


. o 6 . np 


Method 


AAT/NAP 








Start 


31876 . 




End 


34 319 • 








GI 


7485343 




Score 


222 








Exons 


31876. .32074, 32179. 


.32251, 


32363.-32789, 33047 


. .33397, 




a 




34263. .34319 












r ~ 


GI Descrip. 


hypothetical protein 


F10M23, 


,350 - Arabidopsis thaliana 





gi.l 4455224 | emb | CAB3654 7 . 1 1 (AL03.5440). putative . protein 
[Arabidopsis thaliana] . gi | 7269554 | emb |'CAB7 95'5 6.. 1 1 (AL1 61566 ).. 
putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



58006 
121295 
31572 
OJ000310 
32556 
none 
32556 
32591 
32731 
33047 



35.0424 .C25.o2.tw 



32726, 
32740, 
32790, 
33286 



32557, 
32721, 
33045, 



.32724, 
.32768, 
.33284, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32585 

32721 

33045 



OJ000310 35.0424.C25 



34319 

TBLASTX: Wheat 
33286 
122 

32749, 32586..32726, 
32789, 32728. .32790, 
33284, 33047. .33286, 



Seq. No. 



58006 



Seq. ID OJ0.00310 35.0424.C25 



58425 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



121295 Strand 

31572 End 1 '34319 

OJ000310_35 . 0424 . C25 . 08 . gp Method AAT/GAP 

32744 - End- 33414 

uC-osflM202016g08bl Score " 754 
32744. .3278.9, 33047.. 33414 

'3057120 3.0e-53 (AF023159) starch synthase DULL1 [Zea mays] 1 



58007 

121296 

37 

OJ000310_35. 0424 .C26.ol.gs 
37 

none 

37. .120, 212. .388, 470. .547 



Seq. ID OJ000310_35.0424 .C26 

Strand + ' : 

End 547 

Method GEN SCAN 

End 54 7 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58007. 
.121297 
1 

OJ000310_35. 0424 .C2 6.ol.np 
1 

999542 



Seq. ID OJ000310_35.0424.C26 
Strand 

803 

AAT/NAP 
803 
355 



End 

Method 
End 
Score 

1..131, 249.-373, 466. .543, 644. .690, 781. .803 
Chain A, Glycolate Oxidase (E . C. 1 . 1 . 3'. 15 ) Mutant With Tyr 24 
Replaced By Phe (Y24f) gi |. 999543 | pdb 1 1GYL | B Chain B, Glycolate 
Oxidase (E . C . 1 . 1 . 3 . 15 ) Mutant With Tyr 24 Replaced By Phe (Y24f) 



Seq. No. 58007 

Gene No. 121297 

Start 1 

Name OJ000310_35 . 0424 . C26 . ol . tc 

Start 59 

GI none 
Exons 



Seq. ID OJ000310_35. 042.4. C26 
Strand 

End 803 

Method TBLASTX : Cress 

End 544 

Score 79 



59. .133, 65. .133, 69. .152, 246. .377, 24? 
460. .543 



,373, 458... 544, 



*4 



Seq. No. 58007 . . Seq. ID * OJ000310__35 . 0424 . C26 

Gene No. 121297 ' .' Strand 

Start 1 End 803 

Name OJ000310_35 . 0424 . C2 6 . ol . gp Method AAT/GAP 

Start 65 End 803 

GI LIB3433-023-P1-K1-H7 Score. 541 

Exons 65.. 131, 249.. 373, 466; '.'543,. 644.. 690, 781.. 803 ' . " 

GI Descrip. 1 228403/prf I | 1803516A 2 . Oe-59 glycolate oxidase [Lens 
culinaris] ' - • . . 



Seq. No. 58007 

Gene No. 121297 

Start 1 

Name OJ000310_35 . 0424 . C26 . ol . tm 

Start 65 

GI none 
Exons 



Seq. ID OJ000310_35.0424 .C26 
Strand 

End 803 

Method TBLASTX : Mai ze 

End 802 

Score 102 



65. .133, 66. .134, 66. .134, 67... 135, 244. .372, 246. :377, 
248. .373, 460. .543, 461. .547, 464. .544, 639 . . 689, . 77 9 . . 802 



Seq. No. 
Gene No. 



58007 
121297 



Seq. ID OJ000310_35.0424 .C26 
Strand 



58426 



Start 


1 




End 


803 




INCH LLC 


vuU U U J X O 


_35.0424.C26.ol.ts 


Method 


TBLASTX : Soybean 




Of ar f 






End 


559 






none 




Score 


77 




Exons 




66. .134, 67. .135, 240. .371, 246. .374, 248. .373, 








458. .559, 460. .555 








O o t~i Mo 

JC^. IN U> . 


58008 




Seq. ID 


OJ000310_35.0424 . 


uz y 


Gene No. 


121298 




Strand 


+ 




Start 


• 1 




End 


1066 




Name 


OJ000310 


_35.0424.C29.ol.np 


Method 


AAT/NAP 




C4- a 7-4- 

O UdX U 


1 




End 


1066 




CI 


4531444 




Score 


808 




IT vrifi c 


1: .167/ ■ 253. .355/ 465.-562/ 665. .1066 






\J A. L/Co^J. X £J • 


(AC006224) putative amine oxidase [Arabidopsis thaliana] 






58008 




Seq. ID 


OJ000310_35.0424. 


PO Q 


bene no . 


121298 




Strand 


+ 




Start 


1 




End 


1066 




Name 


OJ000310_ 


35.0424.C29.ol.tm 


Method 


TBLASTX: Maize' 




O tdl L 


DO 




End 


1066 




P T 


none 




Score 


124 




^ T7 1 v /-s c? 


68. .166/ 


79. .168, 79. .174, 245". .355, 250. .357, 250. .351, 




- 


252. .356, 


456. .563, 456. .560, 


464. .562, 


650. .1066, 662.. 


n on 
1 z / 




663. .1064 


z 673.. 10.65 








o e q . in o . 


58008 




Seq. ID 


~OJ000310_35.0424 . 


C2 9 


Gene No. 


121298 




Strand 


+ 




Start 


1 




End 


1066 




Name 


n in on n 


35.0424.C29.ol.ts 


Method 


TBLASTX: Soybean 






79 




End 


1066 






none 




Score 


163 




Exons 


79. .171, 


250. .363, 251. .355, 


441. .575, 


455. .583, 456..S63, 




662. .997, 


663. .1064, 663. .1064, 776. .1066 




Seq. No.' 


58008 




Seq. ID 


OJ000310_35.0424. 


C29 


Gene Nor.' 


■■ 121298 




Strand 


+ ' 




O Lai L. 


1 




End. • 


1066 




Name 


OJ000310 


35.0424. C29.ol.gs 


Method 


GENSCAN 




OLal I 


82 




End 


707 




p r 


none 




Score 


.87 






82. .167, 


253... 355, .465. .562,. 


665... 707 






JC^ ■ LNU? . 


58008- 




Seq. ID 


OJ0003iO_35. 0424 . 


C2'9 


Gene No. 


121298. 




. Strand 


■+■■...■'. 




Start 


1 




End 


1066 




Name 


OJ000310 


35.0424.C29.ol.tc 


Method 


TBLASTX: Cress 




O La i U 


114 




End 


1007 




PT 


none 




Score 


151 




Exons 


114 . . 173, 


250.. 357, 251.. 355, 


455. .562, 


456. .563, 457. .567, 




464 . .562, 


662. .997, 663. .1007, 843. .1004 




Seq. No. 


58008 




Seq. ID 


OJ000310_35.0424 . 


C29 


Gene No. 


121-298 




Strand 


+ 




Start 


1 




End 


1066 




Name 


OJ000310 


35.0424 .C29.ol.tw 


Method 


TBLASTX: Wheat 




Start 


275 




End 


743 





58427 



GI • 


none 


Score 


116 






Exons 


275. .355, 456. .563, 479. .562, 


663. .743 








Seq. No. r 


58008 


Seq. ID 


OJ000310 35 


. 0424 


.C29 


Gene No . 


121298 • 


Strand 


+ — 






Start 


1 


End 


1066 






Name 


OJ000310 35.0424.C29.ol.gp 


Method 


AAT/GAP 






Start 


674 


End 


1010 






GI 


569902 


Score 


670 






Exons 


674. .1010 










GI Descrip. 


4 5314 4 4/gb|AAD2212 9.1 |AC006224_11 2 . Oe- 


-47 (AC006224) putative 




protein kinase [Arabidopsis thaliana] 








Seq. No. 


58009 


Seq. ID 


OJ000330 37 


. 0420 


. CI 


Gene No. 


121299 


Strand 


+ 






Start 


1161 


End 


1310 






Name 


OJ000330 37.0420.Cl.ol.gs 


Method 


GENSCAN 






Start 


1161 


End 


1310 






GI 


none 


Score 


.49 






Exons 


1161. .1310 










Seq. No. 


58009 


Seq. ID 


OJ000330 37 


. 0420 


. CI 


Gene No. 


121300 


Strand 








Start 


1705 


End \. 


3093 






Name 


OJ000330 37.0420.Cl.o2.gs . 


Method 


GENSCAN 






Start 


1705 


End 


'3087 






GI 


■ none 


Score 


.84 






Exons 


1705.. 1914, 2091.. 2252, 2797. 


.3087 








Seq. No. 


58009 


Seq. ID 


OJ000330 37 


. 0420 


. CI 


Gene No. 


121300 


Strand 








Start 


1705 


End 


3093 






Name 


OJ000330 37.0420.Cl.ol.gp 


Method 


AAT/GAP 






Start 


1819 


End 


3093 






GI 


none 


Score 


994 






Exons 


1819. .1914, 2091. .2220, 2797. 


.3093 








Seq. ■ No.- 


58010 


Seq. - ID 


OJ000330_37. 


.0420 


. C2 


Gene No. 


121301 


Strand 


+ 






Start 


410 


End 


666 






Name 


OJ000330 37.0420.C2.ol.gs 


Method 


GENSCAN 






Start 


.410 . . 


. End 


.666 






GI 


none , , . 


Score. 


.77. 






Exons 


■ 410. .4 82,- 566. .666 










Seq. No. 


58010 


Seq. ID 


OJ000330_37. 


,0420, 


.C2 


Gene No. 


121302 


Strand 


+ 






Start 


1669 


End 


4106 






Name 


OJ000330 37.0420.C2.ol.np 


Method 


AAT/NAP 






Start 


1669 


End 


4106 






GI 


'4263820 


Score 


610 






Exons 


1669. .2056, 2526..2703> 3115. 


.3259, 4050. .4106 






GI Descrip. 


(AC006067)' hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


58010 


Seq. ID 


OJ000330_37. 


0420. 


.C2 


Gene No. 


121303 


Strand 








Start 


28 


End 


4106 







58428 



Name 

Start 

GI 

Exon'S 

GI Descrip. 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



OJ000330_37 . 04 20 . C2 . o2 . np Method AAT/NAP 

28 End 4106 

2583130 Score 152 

28. .59, 3540. .4106 - 

(AG002387) putative non-liTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



58010 

121303 

28 

OJ000330_37.0420.C2.o2.gs 

1339 

none 



Seq. ID OJ000330_37.0420.C2 
Strand 

End 4106 

Method GENSCAN 

End 3932 

Score .44 



1339.. -2127, 2549.-2694, 3546.. 3932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58010 
121303 
28 ■ 

OJ000330_37.0420.C2.ol.ts 

1819 

none 



Seq. ID' OJ000330_37.0420.C2 

Strand - 

End 4106 

Method TBLASTX : Soybean 

End 2593 

Score 56 



1819. .1860, 1885. .1941, 1891. .2055, 1905.. 2069, 1955. .2077, 
2522.. 2593 



Seq. No. 58010 

Gene No. 121303 

Start .. 28 

Name OJ000330_37 . 0420 . C2 . ol . tm 

Start 2627 

GI none 
Exons 



' Seq. ID OJ000330_37.0420.C2 
Strand 

End 4106 

Method TBLASTX : Mai ze 

End 3259 

Score 121 



2627. .2704, 2629. .2706, 2630. .2704, 3111. .3257, 3112. .3258, 
3113. .3259 



Seq. No. 58011 

Gene No. 121304 

Start -914 

Name,, - ' OJ000330_37 . 0420 . C4 . ol . gs • 

Start "'914 

GI none 

Exons 914.. 991, 1517.. 1759, 1885. 



Seq. ID OJ000330_37.0420.C4 

Strand . + 

■ End 204 6 

Method GENSCAN 

..-End , 204 6 

. Score .42 
.2046 



Seq. No. 58011 

Gene No. '. 121305 ... 

Start '2866 

Name OJ000330_37 . 0420 . C4". o2 . gs 

Start 2866 
GI none 

Exons 2866.. 3143, 3231.. 3531 



Seq. ID OJ00033.0_37.0420..C.4 
Strand 

•End • ' 3531 ' 
Method . . GENSCAN 
End • .3531 
Score . 68 



Seq. No. 58012 

Gene No. 121306 

Start 546 

Name OJ000330_37 . 0420 . C5 . ol . gs 

Start 546 ■• 

GI none 

Exons 546. . 678 



Seq. ID OJ000330_37.0420.C5 

Strand + 

End 678 

Method GEN§CAN 

End 67.8 ;t 

Score .56 



58429 




^ orr No 


58013 


Seq. ID 


OJ000330^37.0420. 


PC 


Gene No. 


121307 


Strand 


+ 




Start 


63 


End 


716 




Name 


OJ000330 37.0420.C6.ol.tm 


Method 


TBLASTX: Maize 




O Lai L 


19 


End 


713 




yj x 


none 


Score 


79 




LAUIlo 


19. .99, 20. .100, 101. .277, 101. .184, 115. .213, 382. .507, 






396 506 412 507 S36 706 


537. .713, 571. .708 




Seq. No. 


58013 


C/^pr TP) 

OtS L| * 1U 


OTOOO^O ^7 0490 


C6 


Gene No. 


121307 


Strand 


+ — 




u Lai l 


63 


End 


716 




Name 


OJ000330 37 0420 CG ol as 


Method 


GENSCAN 






6^ _ 
U J 


End 


716 




riT 
ox 


n on o 
1 1L>I l ts 


Score 


.68 




F von Q 


6^ ^ Q 0 ^ftft 716 








Seq. No. 


SflOl 4 

J O \J X *i 


OCLj • X U 


O.TOOO^^O ^7 0490 

UUUUUjjU O f . U4ZVJ. 


C7 


Gene No. 


121308 


Strand 


+ ~~ 




O Lai L 


205 


End 


706 




Name 


D.TOOO^O "37 0490 P7 ol no. 


Method 


GENSCAN 




Q-H a r-+- 
O Lai t 




End 


706 




o T • 
oX 


n on o 


Score 


.58 




u 1 von q 


90^ ^1 0 6^9 706 








Seq. No. 


^PtOI d ■ ' 

J O VJ X 4 


Qoo t n 


OTOOO^^O "V7 04 9 0 
UUUUUjjU j / . U f± Z U . 


C7 


Gene No. 


121309 


Strand 


+ ~ 




Ofa v~-|- 
O Lai L 


1232 


End 


2624 




Name 


O.TOOO^O ?7 04 '9 0 P7 o9 nc; 


Method 


GENSCAN 




O Lai L 


19^9 _ 

IL J£, 


End 


2624 




\J I 


none 


Score 


.85 




T* 1 v on c 


19^9 1^6S 1769 9694 








Seq. No. 


Sfi 01 4 

JO UIt 


Seq. /-ID 


OJ000330_37.0420. 


C7 


Gene No. 


191^10 


Strand 






O Lai L ■■ 


651 


End 


1041 




Name 


OJ000330 37.0420.C7.ol.tw 


Method 


TBLASTX: Wheat 




o Lai L 


165 


End 


790 




\j i 


none 


Score 


176 




T7 von q 

Hi A.L>ilO 


165. .311, 167. .310, 182. .322, 


626. .790 






O C- Lj • LN L? ■ 


58014 . 


Seq. ID 


OJ00033Q_37 V 0420. 






. 121310 


Strand' 






Start 


651 ' ■ - 


■ End 


1041 • 




Name 


OJ000330 37.0420.C7.ol.gp 


Method 


AAT/GAP. 




o Lai L 


651 


End 


1041 




VJX 


uC-osflcypl41e06al 


Score 


704 




TT von q 


651. .1041 








OX UdoLI -'-ir^ • 


f 4099436/gb|U87250|MVU87250 3 


. Oe-67 Mustela vison'GT 






dinucleotide repeat, chromosome 2,3,5 


and 7 centromeric' 




Seq. No. 


58014 


Seq. ID 


OJ000330_37.0420. 


C7 


Gene No. 


121311 


Strand 






Start 


2048 


End 


.2599 




Name 


OJ000330 37.0420.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


2048 


End 


2599 




GI 


none 


Score 


97 





58430 



Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2048. .2206, 2213. .2458, 2218. .2343, 2444. .2599, 2446. .2595 



58015 

121312 

423 

OJ000330_37.0420.C9.ol.gs 

423 

none 



Seq. ID OJ000330_37.0420.C9 



Strand 
End 

Method 

End 

Score 



16-76 - 
GENSCAN 
1676 
.44 - 



423. .532, 1103. .1130, 1383. .1457, 1569. .1676 



r -ss* 



h.3. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI , Descrip . 



Seq. • No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58016 Seq. ID 

121313 Strand 
1 End 
OJ000330_37. 0420. C10. ol.np Method 
1 End 
7485803 Score 
1..142, 4466.. 4603, 5924.. 5974 

hypothetical protein F19I3.15 - Arabidopsis thaliana 

gi I 3033388 |gb| AAC12832.il -(AC004238) hypothetical protein 

[Arabidopsis thaliana] 



OJ000330_37. 0420. C10 
+ 

6042 
AAT/NAP 
5974 
28 



58016 
121313 
1 

OJ000330_37. 0420. C10. ol.gs 
58 

none 

58.. 125, 1322.. 1391 

58016 
121313 
1 

OJ000330_37 .0420. C10. o2.gs 
3674 
none 

3674.. 4603, 5423.. 5552, 5941.. 6042- 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000330_37. 0420. C10 
+ 

6042 
GENSCAN 
1391 
.48 



OJ000330_;.37. 0420. C10 
+ 

6042 
GENSCAN 
6042 
.6 



58017 
121314 
1 

OJ000330_37 .0420. Cll. ol.np 
1 

748,5803 

1. .147, 291. .367, 1060. .1134, 1257 . .1377 •■ 
hypothetical., protein F19I3.15 - Arabidopsis thaliana' 
gi|3033388|gb|AAC12832.1| (AC004238) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_37. 
+ 

8205 
AAT/NAP 
1377 . 
120 



0420/C11 



58017 

121314 

1 

OJ000330_37 .0420. Cll. o2.np 
1 

4633273 . 



Seq. ID OJ000330 37. 0420. Cll 



Strand 
End 

Method 

End 

Score 



+ 

8205 
AAT/NAP 
8205 
63 



1..57, 2576. .2640, 6369. .6514, 6600. .6803, 8068. .8205 
(AF115549) Wiskott-Aldrich Syndrome protein [Homo sapiens] 



58431" 



Seq. No. 
Gene No. 
Start 
Name "■: 
Start 
GI 

Exons 



58017 

121314 

1 

OJ000330_37. 0420. Cll. ol.gs 
2 

none 



Seq. ID OJ000330_37.0420.C11 

Strand + 

End 8205 

Method GENSCAN 

End 1374 

Score .59 



2. .187, 255. .402, 1047. .1134, 1257. .1374 



Seq. No. 58017 

Gene No. 121315 ' 

Start 6348 

Name OJ000330_37 . 0420 . Cll . ol . tm 

Start 2 

GI . none 

Exons 2. .121, 43. .120, 122. .181, 129. .167, 207. .404, 235. .414, 
255. .425, 1043. .1078, 1071. .1136, 1075. .1137, 1076. .1135 



Seq. ID OJ000330_37. 0420. Cll 
Strand 

End 6694 

Method TBLASTX : Mai ze 

End 1137 

Score 147 



Seq. No. • " 58017 

Gene No. 121315 

Start 6348 

Name OJ000330_37 . 0420 . Cll . o2 . tm 

Start 1257 

GI none 
Exons 



Seq. ID OJ000330_37. 0420. Cll 
Strand 

End 6694 

Method TBLASTX : Mai ze 

End 1526 

Score 123 



1257. .1361, 1257. .1373, 1258. .1398, 1258. .1377, 14-13. .1460, 
1416.. 1460, 1417.. 1524, 1509.M526 



Seq. No. - 58017 

Gene No. 121315 

Start 6348 

Name OJ000330_37 . 0420 . Cll . ol . gp 

Start 6348 

GI 5004069 

Exons 6348.. 6694 



Seq. ID OJ000330_37. 0420. Cll 
Strand 

End 6694 

"Method AAT/GAP 

End 6694 

Score 673 



Seq. No. "58018 

Gene No. 121316 

Start 114 

Name OJ000330_37 . 0420 . C13 . ol . gs 

Start 114 

GI none 

Exons 114.. 267 



Seq. ID OJ000330_37.0420.C13 
Strand 

End" 2 67 

Method GENSCAN 

End V 267 

Score .44 



Seq. No. 58019. 

Gene No. 121317 

Start. 308 

Name - OJ000330_37 . 0420 . C14 . ol . gs 

Start 308 

GI none 

Exons 308.. 355, 1306.. 1521 



Seq. ID OJ000330_37. 042,0. C14 

Strand + 

End 1521 

Method GENSCAN 

End 1521 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58019 

121318 

2210 

OJ000330_37 . 04 20.C14 .ol.np 

2210 

6721512 



Seq. ID OJ000330_37.0420.C14 

Strand + 

End 3123 

Method - AAT/NAP 

End 3123 

Score 93 



2210.. 2329, 2357.. 2491, 3094.. 3123 



58432 




GI Descrlp. (AP001072) hypothetical protein [Oryza sativa] 





^...Seq. No.. ■ 


58019 


Seq. ID 


-OJ000330 37.0420 


.C14 




Gene No. 


121319 


Strand 








. Start 


2127 


End 


2912 






Name 


OJ000330 37.0420.C14.o2.gs 


Method 


GENSCAN 






Start 


2127 ~~ 


End 


2912 






GI 


none 


Score 


.82 






Exons 


2127. .2264, 2718. .2912 










Seq. No. 


58020 


Seq. ID 


OJ000330 37.0420 


.C15 




Gene No . 


121320 


Strand 


+ 






Start 


260 


End 


3902 






Name 


OJ000330 37.0420.C15.ol.gs 


Method 


GENSCAN 






Start 


260 


End 


3902 






GI 


none 


Score 


. 75 






Exons 


260., 369, 661.. 796, 1096.. 1735, 2028.. 


343.9,, . 3480 . . 3902 






Seq. No. 


58020 


Seq. ID 


OJ000330_37.0420, 


.G15 




Gene No . 


121320 


Strand 


+ 






Start 


260 


End 


3902 






Name 


OJ000330 37.0420.C15.ol.np 


Method 


AAT/NAP 






Start 


680 


End 


3899 






GI 


6907089 


Score 


4132 






Exons 


680.. 1931, 2028.. 3899 








% : =l 


GI Descrip . 


(AP001129) hypothetical protein [Oryza 


sativa] 




f ;j 


Seq. No. 


58020 


Seq. ID 


OJ000330_37.0420, 


.C15 




Gene No. 


121321 


Strand 






ly 


Start ■ 


4529 


End 


' 10128 






Name 


OJ000330 37.0420.C15.o2.np 


Method 


AAT/NAP 






Start 


4529 


End 


10128 




i y 


GI 


7228457 


Score 


7941 






Exons 


4529. .6079, 6146. .7105, 7228. 


.8062, 8126. .10128 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




% : : 




retrotransposon RetroSorl, polyprotein 


(AF098806) [Oryza 






sativa] 








w 


SeqJ No.. 


58020 


Seq. ID 


"bjb00330_37.0420. 


.C15 


f 


Gene No. 


121322 


Strand 






fc-sr 


Start 


14454 


End 


15231 






Name 


OJ000330 37.0420..C15.o6.tm. 


Method 


TBLASTX: Maize . 






Start 


4526 .. 


End 


4.669 






GI 


none 


Score 


■119 






Exons 


4526. .4669, 4530. .4664 










Seq. No. 


58020 


Seq. ID 


OJ000330_37.0420. 


,C15 




Gene No . 


121322 . 


Strand 








Start 


14454 


End 


15231 






Name 


OJ000330 37.0420.C15.o8.tw 


Method 


TBLASTX: Wheat 






Start 


4538 


End 


5140 






GI 


none 


Score 


66 






Exons 


• 4538. .4663, 4545. .4664, 4838. 


.5140, 4857.. 5135 






Seq. No. 


58020-' 


Seq. ID 


OJ000330_37.0420. 


C15 




Gene No. 


121322 


Strand 








Start 


14454 


End 


15231 





584'33 



Name 

Start 

GI 

Exons 



OJ000330_37 . 0420 . C15 . o4 . tw . Method 
5141 End 
none " Score 
5141. .5521, 5172. .5522 



TBLASTX: Wheat 

5522 

246 



Seq. No. 58020 

Gene No. 121322 

Start 14454 

Name OJ000330_37 . 0420 . C15 . o3 . tm 

Start 5336 

GI none 

Exons 5336.. 5659*, 5349.. 5642 



Seq. ID OJ000330_37.0420.C15 
Strand 

End 15231 

Method TBLASTX : Mai ze 

End 5659 

Score 228 



Seq. No. 58020 

Gene No. 121322 

Start . 14454 

Name . . OJ000330_3.7 . 0420 . C15 . olO . tw 

Start 5852 

GI none 

Exons 5852.. 6112, 5988.. 6164 



Seq. ID OJ000330_37.0420.C15 
Strand 

End 15231 
Method TBLASTX: Wheat 
End 6164 
Score .65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58020 
121322 
14454 • 

OJ000330_37.04 20.C15.o3.ts 

5912 

5666795 

5912. .6112, .6167. . 6304, 6380. 



Seq. ID OJ000330_37.0420.C15 
Strand 

15231 

TBLASTX: Soybean 
6478 
68 



End 

Method 
'End 

Score 
. 6478 



4206306 2.0e-10 (AF049110) prpol [Zea mays] 



58020 

121322 

14454 

OJ000330_37 .0420.C15.o5.tw 

6167 

none 



Seq. ID OJ000330_37.0420.C15 
Strand 

End 15231 

Method TBLASTX : Wheat 

End 6625 

Score 88 



6167. .6316, 6168. .6305, 6360. .6536, 6377. .6601-, 6404.-. 6625 



58020 

121322 

14454 

OJ000330_37 . 04 20.C15.ol. ts 
.7034 . 
• none 

7034. .7435,. 7245. ,7388. . 



Seq. ID OJ000330_37.0420.C15 
Strand 

End 15231 

Method TBLASTX: Soybean. . 

End .. 7435 

Score 8 9 ' ■' ■ 



Seq. No. 58020 

Gene No. 121322 

Start 14454 

Name OJ000330_37 . 04 20 . CI 5 . o2 . tw 

Start 7064 

GI none 

Exons 7064.. 7483, 7089.. 7484 



Seq. ID OJ000330_37. 0420.C15 
Strand 

End 15231 

Method TBLASTX: Wheat 

End 7484 

Score 289 



Seq. No*. 
Gene No. 
Start 



58020 

121322 

14454 



Seq. ID OJ000330_37.0420.C15 
Strand 

End 15231 



58434 



Name 


OJ000330 37 


. 0420 


. C15 . o4 , 


. tm 


Mpf hod 

1 JC LI 






qf art 


7157 ~ 








End 


7541 






none 










229 






7157 7540 


7176 


7541 










Seq. No. 


58020 








Seq. ID 


OJ000330_37.0420 


.C15 


Gene No. 


121322 








Strand 






qf art 
o l a x u 


14 4 54 








End 


15231 




Name 


OJ000330 37 


. 0420 


. C15 . o2 . 


tm 


Mp +- hnH 

L 1*3 L 1 IL'LL 


TRT.ASTX • M;=i i 7p 




Cf art 


7567 ~~ 








End 


7 924 




O X 


none 








Score 


90 






7567 7803. 


7568 


. . 7924 , 


7578 « 


.7889 






Seq. No. 


58020 








Seq. ID 


OJ000330_37.0420 


.C15 


Gene No. 


121322 








Strand 






Start 


14454 








End 


15231 




Name 


OJ000330 37 


. 0420 


. C15 . ol . 


tw 


Mpt hoH 


TRLASTX • Whp^t 




Start 


7592 ~ 








End 


8055 




GI 


none 








Score 


357. 




D AUl 1 0 


7592 8053 


7599 


8054 , 


7 612 . 


. 8055 






Seq. No. 


58020 








Seq. ID 


OJ000330_37.0420 


.C15 


Gene No. 


121322 








Strand 








14454 








End 


1 S?31 




Name 


OJ000330 37 


0420 


. C15 . o2 . 


t 

l o 


Mtf=»t hoH 

L JC L i 1UU 


TRT.A^TX* ^nwhp^n 




Of a r f 


7 n"4 9 ~~ 
f u *i _? 










R0 1 4- 

O U X *i ■ 




O X 


n on 








uLUIC 


117 




R von 


7649 7783 


77 90 


8014 










Seq. No. 


58020 








Seq. ID 


OJ000330_37 .0420 


.C15 


Gene No. 


121322 








Strand 






Start 


14454 








End 


15231 




LN dlut. 


0,1000330 37 


04 70 


PI ^ n3 


L W 


Mot h oH 

Lit- L 1 1 vj Ll 


TRT.A^TX • Who^t 

X DLnj 1 A • VV i 1 <3 Ct L 




o Lai u 


821 9 ~~ 

O X -7 








FnH 


870^ 

O f \J o 






n on 

1 lL>i 1C 








uLUI C 


1 61 

X U X 




R von 


'8219 8704 


8250 


. . 8510 , 


8532 


8705 






Seq. No. 


.. 58020 








Seq. ID 


OJQ00330_37.d420' 


JC15 


Gene No. 


121322 








Strand 






Start 


14454 








End 


15231 




Name 


OJ000330 37 


. 0420 , 


PI S n7 


tw 


Method 


TBLASTX: Wheat 




Cf a rt 
J Lai. L 


94 4 3 _ 

z> *± *± J 








..End 


9781 . 






none 








Score 


99-. 




R v o n c; 


• 9443 '9700 


'9477. 


. . 97 16,' 


9683 . 


.9781, 9684. .9761' 




Seq. No. 


58020 








Seq. ID 


OJ000330_37.0420 


.C15 


Gene No. 


121322 








Strand 






Start 


14454 








End 


15231 




IN CHUG 


0,7000330 ^7 


0490 




tm 

LIU 


Method 


TBLASTX: Maize 




J Lai L 


9 S4 S ~~ 








End 


9793 




GI 


none 








Score 


105 




Exons 


9545. . 9793, 


9546, 


(; . 9758 










Seq. No. 


58020 








Seq. ID 


OJ000330_37.0420 


.C15 


Gene No. 


121322 








Strand 






Start 


14454 








End 


15231 




Name 


OJ000330 37 


.0420. 


,C15.ol. 


tm 


Method 


TBLASTX: Maize 





58435 




Start 


14448 




End 


14838 


GI 


none 




Score 


257 


Rxon s 

i_j *v i x o 


14448 14636. 14464 


14838 


14465. .14830 


Seq. No. 


58020 


\ 


Seq. ID 


OJ000330 


Gene No. 


121322 ' 




Strand 




Start 


14454 




End 


15231 


Name 


OJ000330 37.0420.C15 


. o3 . np 


Method 


AAT/NAP 


Start 


- 14454 




End 


15231 


GI 


6997177 




Score 


415 


Exons 


14454. .14908, 14997. 


. 15231 







GI Descrip. (AC023839) hypothetical protein [Arabidopsis thaliana] 





Spa No 


58020 






Seq. ID 


OJ000330_37 


.0420. 


, C15 




Gpne No . 


121322 






Strand 










Start 


14454 






End 


15231 








Name 


OJ000330 37.0420 


.C15 


.o9.tw 


Method 


TBLASTX: Wheat 






Start 


14461 






End 


14623 








GI 


none 






Score 


147 








R von ^ 

J—J Ks I i O 


14461. .14622, 14468 .. 


. 14623 












Spa No 


58020 






Seq. ID 


. OJ000330_37 


.0420. 


■ J- *J 




Cpno ]\]o 


121322 






Strand 










Start 


14454 






End 


15231 








Name 


OJ000330 37.0420, 


.C15 


. 06 . tw '"" 


Method 


TBLASTX: Wheat 






Start 


14624 






End 


15088 






is' r 


GI 


none 






Score 


158 






t Si 


tt von 


14624. .14905, 14626. 


. 14 910, 


14993. .15088 






is 


Sea No 


58021 






Seq. ID 


OJ000330 37 


.0420. 


CI 6 






121323 






Strand 


+ 






r \ \ 


Start 


17 






End 


199 








Name 


OJ000330 37.0420, 


.C16 


.ol.gs 


Method 


GENSCAN 






£ 


Start 


17 






End 


199 






LI 


GI 


none 






Score 


.68 








1_J *\ 1 1 »CJ 


17. .74, 156. .199 


















58021 






Seq. ID 


OJ00033'0_37 


.04 20. 






Gene No. 


121324 






Strand 










Start 


1038 






End 


4369 








Name 


OJ000330 37.0420. 


.C16 


. o2 . gs 


Method 


GENSCAN 








Start 


■1038 






End 


2288 








GI . 


. .none 






Score • 


■.99.. 








Exons 


■ 1038'. .1622, 1764 . 


. .18 


92, 2004 


..2288 










Seq. No. 


58021 






Seq. ID 


OJ000330_37 


.0420. 


C16 




Gene No. 


121324 






Strand 










Start 


1038 






End 


4369 








Name 


OJ000330 37.0420. 


,C16 


. ol . np 


Method 


AAT/NAP 








Start 


1041 






End 


3330 








GI 


4926834 






Score 


612 








Exons 


1041. .1636, 1727. 


..1892, 2004 


..2141, 3298. .3330 








GI Descrip. 


(AC004135) T17H7. 


.19 


[Arabidopsis thaliana] 








Seq. No. 


58021 






Seq. ID 


OJ000330_37 


.0420. 


C16 




Gene No. 


121324 






Strand 










Start 


1038 






End 


4369 







58436 



Name OJ000330_37 . 0420 . C16. o2 , 

Start 3197 

GI 4263820 

Exons' 3197. .3359,.. 4 310. .4369 

GI Descrip. (AC006067) hypothetical 

Seq. No. 58021 

Gene No. 121325 

Start 4304 

Name OJ000330_37 . 0420 . C16 . ol , 

Start 1006 

GI none 

Exons 1006.. 1302, 1053.. 1328, 
2016.. 2129 



np Method AAT/NAP 
" End * 4369 
Score. 147 

protein [Arabidop*sis thaliana] 

Seq. ID OJ000330_37.0420.C16 
Strand 

End 4369 

tc Method TBLASTX : Cress 

End 2129 

Score 61 
1320. .1607, 1366. .14 91, 174 6. .1823, 



Seq. No. 58021 

Gene No. 121325 

Start 4304 

Name - OJ000330_37 . 0420 . C16 . ol . 

Start 1041 

GI none 

Exons 1041.. 1301, 1066.. 1116, 
1863. .1898, 2016. .2147 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_37.0420.C16 
4369 

TBLASTX: Soybean 

2147 

54 



1219. .1302, 1386. .1607, 1746. .1829, 



Seq. No. 58021 "* 

•Gene No. 121325 

Start 4304 

Name OJ000330_37 . 0420 . C16 . ol , 

Start 1170 s 

GI * none 

Exons 1170.. 1307, 1404.. 1514, 
1759. .1908, 1771. .1902, 



Seq. ID OJ000330_37.0420.C16 
Strand 

End 4369 
tm Method TBLASTX : Maize 

End 2144 

Score . 75 
1414. .1515, 1615. .1677, 174 6. .18 98, 
2008.. 2112, 2016.. 2144 



Seq. No. 58021 

Gene No. 121325 

Start 4304 

Name.* . : OJ000330_37 . 0420 . C16 . ol . 

Start 1212 * 

GI none 

Exons 1212.. 1319, 1404.. 1607, 



Seq. ID OJ000330_37.0420.C16 
Strand 

4369.,. 

TBLASTX.: Wheat 
1607 
89 



End 

tw- ' Method 
End 
Score 

1429. .1593 



Seq.. No. 


.58021 


Seq. ID 


OJ000330_37.0420. 


CI 6 


Gene No . . . 


121325 


' Strand. 






Start 


4304 .. . ' ■ 


End 


"4369 •' 




Name 


OJ000330. 37. 0420.C1.6.ol..gp 


Method 


AAT/.GAP. 




Start 


4304 


End 


4369 




GI 


5039029 


Score 


100 




Exons 


4304 . .4369 








Seq. No. 


58022 


Seq. ID 


OJ000330_37.0420. 


C17 


Gene No . 


121326 


Strand 


+ 




Start 


135 


End 


2231 




Name 


OJ000330 37.0420.C17.ol.gs 


Method 


GENSCAN 




Start 


135 


End t 


2231 




GI 


none 


Score 


. 61 




Exons 


135.. 289, 502.. 568, 1583.. 


1696, 1730.. 


1781, 1870.. 2231 





58437 




Q art Mo 
oecj . LNU . 




OcJCJ . X u 


nTfinn^^n **7 c\aoc\ cm 

UUUUUjjU J / .U4ZU.^X/ 




121327 


Strand 


+ ~~ 


Start 


4847 


End 


4973 


Name 


OJ000330 37.0420.C17.o2.np 


. Method 


AAT/NAP 


Start 


4847 


End 


4973 


O X 


6630696 


Score 


180 


Exons 


4847. .4973 






C T Hn^rn r*\ 
Ul UcoOXXLj. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond 




xeyxuxi ox uiic px tzuxc Lea. yciic 


. , o xmi xar 


to reiiovirus reiaiei 




poxyprouexn xroiu uransposon 


Tn-f- 1 —Q A 


iriu? / o) [uryza sativ< 


Seq. No. 




OctJ. X U 


nTnnn^^n ^7 c\aoc\ cm 

UUUUUjjU J / . Ufi^iU.^X / 


Gene No. 


121328 


Strand 




Of -a r +- 


1 


End 


1215 


Name 


UJUUUj jU J / . Ufl^U . / .ox • y p 




7\ AT /PZi D 


OLdl L 


1 
X 




1Z1 j 


PT 




Score. 


O JO 


Exons 


1 1 4 1109 1 91 c; 
X. . j X fi , x x uz . . x z x o 






Cpz-r ]\Jo 




oeq . x u 


Cimnnim "37 n/i on pi 7 

UUUUUjjU j / . U 4f /. U . L-X / 


Gene No. 


121329 


Strand 




Start 


1602 


End 


3378 


Name 


OJ000330 37.0420.C17.ol.np 


Method 


AAT/NAP 


C+- -a r-4- 
OLdl L 


1602 


End 


3094 




7406414 


Score " 


180 


Hi AVji 1 O 


1602.. 1853, 3051.. 3094 








(AL162873) putative protein 


[Arabidops. 


is thaliana] 


Sea No. 


58022 


Seq. ID 


OJ000330_37.0420.C17 


Gene No. 


121329 


Strand 




Start 


1602 


End 


3378 


Name 


OJ000330 37.0420.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


2446 


End 


3378 


GI 


none 


Score 


47 


Exons 


2446.. 2559, 2448. .2495, 2555 


..2827, 2555. .2602, .2572. .2634, 



2590. .2712,. 2593. .2676, 2696.. 2869, 2696. .2842, 2700.. 2819, 

2712. .2816, 2720. .2830, 2721. .2876, 2726. .2905, 2726.-2875, 

274 6 . .282 9, '2813'. .2 905, 2813. .2905, 2867 . . 2959, 28 94. .304 6, 

2894. .3046, 2938. .3057, 2940. .3026, 2940. .3059, 2942. .3079, 

2954. .3040, 2954. .3049, 3068. .3181, 3071. .3193, 3076. .3183, 

3079.. 3183, 3084.. 3194, 3087.. 3215, 3093.. 3194, 3094.. 3174, 

3097. .3180, .3098. .3262, 3102. .317 9, 3119. .3208, 324 8. .3328, 

3248.-3325, 3249." 3341, 3249.. 3356, 3250.. 3378, 3253.. 3378, 
3259; .3360, 3260. .334 9 



Seq. No. 58023 Seq. ID 

Gene No. 121330 Strand 

Start 83 End 

Name OJ000330_37 . 0420 . C20 . ol . gs Method 

Start 83 End 

GI none Score 

Exons 83.. 233, 297.. 412 



OJ000330_37.0420.C20 
+ 

412 

GENSCAN 

412 

.64 



Seq. No. 58023 .Seq. ID 

Gene No. ' 121331 Strand 

Start 1 End 

Name OJ000330 37 . 0420 . C20 . ol . np Method 



OJ000330_37 .0420.C20 

1303 
AAT/NAP 



58438 





O Lai L. 


1 




End ' 


1 jUj 






P T 


4680186 




Score 


i &n 






Lxons 


1. .265, 741. .822,"' 1259. 


.1303 










P T r\ d o v t r"\ 

o_ UcbCiip. 


(AF111709) unknown [Oryza sativa subsp 


maicaj 






Seq. No. 


58023 




Seq. ID 


OJ000330_ 


_37.0420.C20 




Gene No. 


121331 




Strand 










1 




End 


1 jUj 






Name 


OJ000330 37.0420.C20.o2 


.gs 


Method 


P IT NT C P Zi NT 






OlalL 


DDj 






Q£0 








none 




Score 








Exons 


663.. 962 












Seq. No. 


58024 




Seq. ID 


OJ000330_ 


_37.0420.C22 




Gene No. 


121332 




Strand 


+- 








201 




End 








Name 


OJ000330_37 . 0420 . C22 . ol 


.gs 


Method 


P T7 NT C! P a M 








Z U 1 




l_na 


^1 7 






P T 


none 




Score 


Q 








201. .317 












Seq. No. 


58024 




Seq. ID 


OJ000330_ 


_37.0420.C22 




Gene No. 


121333 




Strand 


+ 




V- 




532 




End 


1 0 1 A 






Name 


OJ000330. 37.0420.C22.o2, 


.gs 


Method 


P 17 NT C P R NT ' 








532 




End- 


1 O 1 A 




5:* ! 


P T 


none . 




Score 


Q R 
. O D 




f ?5 




532. . 902, 914wl214 










" "" 

%y 


oeq . no . 


58024 




Seq. ID 


UJUUUjjU 


n n/i on poo 




Gene No. 


121334 




Strand 








C-t- a v-4- 
OLdl t. 


1151 




End 


1779 




ry 


Name 


OJ000330 37.0420.C22.ol, 


.np 


Method 


AAT/NAP 






Start 


1151 




End 


1779 








6721559 




Score 


415 






Exons 


1151. .1612, 1641. .1779 












taX UeSCiip. 


(AP001073) hypothetical 


protein [Oryza 


•sativa] 






gi 1 6815084 Jdbj IBAA90370, 


.11 (AP001081) hypothetical protein . 


f 'l 




[Oryza sativa] 










l •■_ 


Seq. No. 


58024 




Seq. ID 


OJ000330_ 


_37.0420.C22 




. Gene No . . 


121335 ■ 




Strand 


+ 








1.218.7 




End 


13211 






Name 


OJ000336' 37 . 0420'. C22 . o4 ■. 


.gs 


Method 


GEN SCAN 






C -|- a v-+- 


■ 12187 • . 




.End ■ 


13211 






P T 


none 




Score 


.48 






Exons 


12187. .12201, 12336. .13211 










oeq . ino . 


58024 




Seq. ID 


OJ000330_ 


_37.0420.C22 




<JCliC IN (J. 


121336 • 




Strand 








Start 


14659 




End 


14834 






Name 


OJ000330 37.0420.C22.ol. 


, tw 


Method 


TBLASTX: Wheat 




Start 


2047 




End 


2378 






GI 


none 




Score 


45 






Exons 


2047. .2097, 2048. .2098, 


2099. 


.2170, 2100. .2168, 


2101. .2181, 






2107. .2169, 2170. .2247, 


2172. 


.2240, 216 


J6. .2248, 


2274 . .2315, 



2274. .2378, 2275. .2361 



58439 



Seq. No. 


58024 


Seq. ID 


OJ000330_37.0420.C22 




191 


Of- r3nr ] 






1 4 fi^Q 

x *J 0 -j y . 




i 4 ft id 

X 4 0 O *t 


Name 






\J Hi IN O V^rtlN 


O L a -L U 


1 4 fiSQ ~~ 

X *i U «J J 






VJ X 


none 


Score 




HjAUI lo 


Idfi^Q 147flQ 14761 14ft^4 

ItDJ?. . X *i / U J , 14 / OX. ■ IIO J4 






Seq. No. 


58025 


Seq. ID 


OJ000330_37 . 04 20 . C23 


Gene No. 


121337 


Strand 




Of- y-f 

OLal L 


1 


End 


1 SRO 


Name 


OJ000330 37.0420.C23.ol.np 


Method 


naT /NAP 


OLai L 


1 


End 


i ssn 


VjX 


6907086 


Score 


Q1 S 
71 j 




1. .382, 568. .729,. 789. .1550 








(AP001129) hypothetical protein [Oryza 


oaLl vaj 


Seq. No. 




Seq. ID 


OJ000330_37.0420.C25 


O t- i 1 " l\(J . 


121338 


Strand 




Ot-cil C 


2674 


End 


3930 


Name 


OJ000330 37.0420.C25.o2.gs 


Method 


GEN SCAN 


0-1- -5 r-4- 


•2674 


End 


3930 


P T 


none 


Score 


.56 


Exons 


2674 . .2753/" 286^.2975, 3318. 


.3420,- 3429. .3725, 3834. .3930 


Seq. No. 


joUZ / 


Seq. ID 


OJ000330_36.0424.C1 


Gene No. 


121339 


Strand 






"1 


End 


1258 


Name 


OJ000330 36.0424.Cl.ol.np 


Method 


AAT/NAP 


O LcAX L 


1 


End 


1251 




5902445 


Score 


976 




1. .1251 








(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


58027 


Seq. ID 


OJ000330_36.0424.C1 


uci it; LN(»y . 


121339 


Strand 




^ I" a Y* t" 

O Lai 1. 


1 


End 


1258 


Name 


OJ000330 36.0424.Cl.o3.tw 


Method 


TBLASTX: Wheat 


C -J- -3 

OLalL 


113 


End 


407 


O X 


none 


Score 


86 


Exons 


113. .349, 117. .407 . 






Seq. No. 


58027 


Seq. ID 


OJ000330_36.04'24':ci 




121339 . 


Strand 




OLaXl. 


1 


End 


1258 


Name 


OJ000330 36.0424.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Cf a r f 

0 u dl L 


410 


End 


817 


riT 

vJ X 


none 


Score 


41 


Exons 


410. .475, 410. .583, 591. .764, 


593. .778, 


593. .817 


Seq. No. 


58027 


Seq. ID 


OJ000330_36 . 04 24 . CI 


Gene No. 


121339 


Strand 




Start 


1 


End 


1258 


Name 


OJ000330 36.0424.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


850 


End 


1241 


GI 


none 


Score 


128 



58440 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 

GI Descrip. 



850. .888, 893. .967, 986. .1240, 1008 .. 124 1 . 

OJ000330 36. 0424. CI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



58027 
121339" 
1 

OJ000330_36.0424.Cl.o2.tw 

887 

none 

887. .1246, 897. .1247 

58027 

121339 

1 

OJ000330J36.0424 .Cl.ol.ts 

908 

none 

908. .1258 

58028 

121340 

7894 

OJ000330_36.0424 .C2.o2.gs 

7894 

none 

7894. .7963, 8073. .8213, 8406. 
9'364. .9422, 9478. . 9663/'* 9708 . 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1258 

TBLASTX: Wheat 

1247 

163 



OJ000330_36.0424.C1 
1258 

TBLASTX : Soybean 

1258 

211 



Seq. ID' 
Strand 
End 

Method 
End 
Score 



OJ000330_36.0424 .C2 
+ 

10973 
GENSCAN 
10973 
.82 

8744, 8910. .9034, 9102 . . 9'293, 
10203,, 10500. . 10973 



58028 
121340 
7894 

OJ000330_36.0424.C2.o4.np 
8114 
6721558 

8114. .8213, 8910. .9044, 
(AP001073) hypothetical 
gi | 6815083 | dbj | BAA90369 
[Oryza sativa] 



OJ000330_ 
+ 

10973 
AAT/NAP 
9893 
269 



36. 0424. C2 



Seq. ID 
Strand * 
End 

Method 
• End 
Score 
9670. .9893 

protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



OJ000330_36.0424. 
+ 

10973 
AAT/NAP 
10245 " 
117 6 



58028 • Seq. ID OJ000330_36 . 0424 . C2 

121340 Strand 
7894 End 
OJ000330_36. 0.424 .C2..o5.np Method 
9038 End 
6721561 Score' 
9038.. 9293, 9364 .. 9422, 9488 1024 5 . 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



58028 Seq. ID 

121341 * Strand 

1 • - • . End 

OJ000330_36. 0424 .C2.ol.np Method 

1 End 

6983861 Score 



OJ000330_36.0424.C2 

7703 
AAT/NAP 
493 
854 



58441 



Exons 1. . 4 93 

GI Descrip. (AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



S ; = 



Seq. No. 


58028 




Seq. ID 


OJ000330_36.0424.C2 


Gene No. 


121341 




Strand 




Start 


1 




End 


7703 


Name 


OJ000330 36 


.0424 .C2.o2.np 


Method 


AAT/NAP 


Start 


1 




End 


7319 . - 


GI 


7228457 




Score 


1586 


Exons 


1..39, 3344 


..4161, 4219. .5823, 


, 7272.. 7319 


GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


58028 




Seq. ID 


OJ000330_36.0424.C2 


Gene No. 


121341 




Strand 




Start 


1 




End 


7703 


Name 


OJ000330 36 


-0424-.C2.ol.gs 


Method 


GENSCAN 


Start 


28 




End 


7280 


GI 


none 




Score 


.44 


Exons 


28. .493, 1746. .1846, 2212. .2362, 2368. 


.2680, 2980.. 3023, 




3362 . .3742, 


3847. . "4011, 4099.. 


,5483, 5531. .5684, 5694. .7280 


Seq. No. 


58028 




Seq. ID 


OJ000330_36.0424.C2 


Gene No . 


121341 




Strand 




Start 


1 




End 


7703 


Name 


OJ000330 36 


.0424 .C2.o3.np 


Method 


AAT/NAP 


Start 


5622 




End 


7703 


GI * 


7523517 




Score 


268 


Exons * 


5622. .5640, 


7210. .7264, 7409.. 


7703 




GI Descrip. 


(AP001633) : 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


58028 




Seq. ID 


OJ000330_36.0424.C2 


Gene No . 


121342 




Strand 




Start 


11604 




End 


12699 


Name 


OJ000330 36 


.0424.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3347 




End 


3703 


GI 


none 




Score 


131 


Exons 


3347. .3691, 


3347. .3703 






Seq. No. 


58028 




Seq. ID 


OJ00033pJ36.0424.p2. 


Gene No . 


121342 




Strand 




Start 


11604' 




End • 


'12699 • 


Name 


OJ000330 36 


. 0-424. C2.o4.tm' 


Method 


TBLASTX: Maize- .• 


Start 


3347 




End 


3568 " 


GI 


none 




Score 


198 


Exons 


3347. .3568 








Seq. No. 


58028 




Seq. ID 


OJ000330_36.0424 .C2 


Gene No. 


121342 




Strand 




Start 


11604 




End 


12699 


Name 


OJ000330 36 


.0424.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


3572 




End 


3927 


GI 


none 




Score 


110 


Exons 


3572. .3772, 


3573.. 3764, 3733.. 


3927, 3746. .3865, 3769. .3873 



58442 




Seq. No. 


58028 


Seq. ID 


OJ000330_36.0424.C2 


Gene No. 


121342 


Strand. 




Start 


11604 


End 


12699 


Name „ 


OJ000330 36.0424.C2.o6.tw 


Method 


TBLASTX : Wheat 


Start 


3704 


End 


3936 


GI 


none 


Score 


64 


Exons 


3704. .3772, 3705. .3761, 3742. 


.3936, 3743. .3934, 3766. .3936 


Seq. No. 


58028 


Seq. ID 


OJ000330_36.0424.C2 


Gene No. 


121342 


Strand 




Start 


11604 


End 


12699 


Name 


OJ000330 36/0424. C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


3937 


End 


10054 


GI 


none 


Score 


134 


Exons 


3937. .4191, 3941. .4102, 4249. 


.4485, 4259. .4483, 4522. .4704 




4523. .4696, 9933.-9956, 9968. 


. 10054 




Seq. No. 


58028 ' , 


Seq. ID 


OJ000330 36 0424 'C2 


Gene No. 


121342 


Strand ■ 




Start 


11604 


End 


12699 


Name 


OJ000330 36.0424 .C2.o5.tw 


Method 


TBLASTX: Wheat 


Start 


5287 


End 


5684 


GI . 


none 


Score 


124 


Exons 


5287. .5511, 5508. .5684 






Seq. No. 


58028 * 


Seq. ID 


OJ000330 36. 0424 .C2 


Gene No. 


121342 


Strand 




Start 


11604 


End 


12699 


Name 


OJ000330 ' 36. 0424 ,C2 .o3.gs 


Method 


gEnscan 


Start 


11604 


End' 


12438 


GI 


none 


Score 


.84 


Exons 


11604 12169, 12274 124 38 






Seq. No. 


58028 


Seq. ID 


OJ000330 36 0424 C2 


Gene No. 


121342 


Strand 




Start 


11604 . 


End 


12699 


Name 


OJ000330 36.0424.C2.o6.np 


Method 


AAT/NAP 


Start 


11607 


End 


12699'"" 


GI 


7228457 


Score 


1114' 


Exons 


11607. .12699 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrptransposon RetroSorl, polyprotein 


. . (AF098806) , [Oryza . 




sativa] . 






Seq. No. 


58028 


Seq. ID 


OJp0033.0_36.O4 24 ..C2 


Gene No. 


121342 


Strand 




Start 


11604 


End 


12699 


Name 


OJ000330 36.0424 .C2.o3.tw 


Method 


TBLASTX: Wheat 


Start 


11616 


End 


12223 


GI 


none 


Score 


67 


Exons 


11616. .11747, 11617. .11742, 11772. .121 


82,. 11968. .12075, 




12146. .12223 






Seq. No. 


58028 


Seq. ID 


OJ000330_36.0424.C2 


Gene No. 


121342 


Strand 




Start 


11604 


End 


12699 


Name 


OJ000330 36.0424.C2.o3.tm 


Method 


TBLASTX: Maize 



58443 




Start 


11652 


End 


11918 




GI 


none 


Score 


51 




Exons* 


11652. .11735, 11686. 


.11745, 11730. .11849, 11736. .11918 




Seq. No. 


58028 


Seq. ID 


O'J000330_36.0424. 


,C2 


Gene No. 


121342 


Strand 


- 




Start 


11604 


End 


12699 




Name 


OJ000330 36. 0424 . C2 . 


o4.tw Method 


TBLASTX: Wheat 




Start 


12245 ~ 


End 


12599 




GI 


none 


Score 


186 




Exons 


12245. . 12598, 12255. 


.12599 






Seq. No. 


58028 


Seq. ID 


OJ000330_36.0424. 


C2 


Gene No. 


121342 


Strand ■' 






Start 


11604 


End 


12699 




Name 


OJ000330 36. 0424. C2. 


ol.tm Method 


TBLASTX: Maize 




Start 


12425 ~ 


End 


12694. 




GI 


none 


Score 


152 




Exons 


12425. .12694, 12426. 


.12692 






Seq. No. 


58029 


Seq. ID 


OJ000330_36.0424. 


C3' 


Gene No. 


121343 


Strand 






Start 


156 


End 


612 




Name 


OJ000330 36 0424 C3 


ol.tm Method 


TBLASTX: Maize 




Start 


156 "~ 


End 


426 : . 




GI 


none 


Score 


151 




TT vati q 

J— l w 1 lO 


156 347. 187 426 


188. .424,. 190. .426 






Seq. No. 


58029 


Seq. ID 


OJ000330_36.0424. 


C3 


Gene No. 


121343 


Strand 


- 




Start 


156 


End 


612 




Name 


OJ000330 36 0424 C3 


ol.tw Method 


TBLASTX: Wheat 




Start 


292 ~~ 


End 


612 




GI 


none 


Score 


200 




Exons 


292. 612, 314 604 








Seq.-- No. 


58029 


Seq. ID 


OJ000330j3.6-.0424 . 


C3 


Gene No. 


121344 


Strand 


■ * ■ 




Start 


574 


End 


2243 




Name 


OJ000330 36 0424 C3 


o2.tm Method 


TBLASTX: Maize 




Start 


574 ~ 


End 


2243 




GI 


none 


. Score 


118 , 




Exons 


574 ' 606, 2034" 2237 


, "2037 . . 2243, 2038 , 


• .2238' 




Sea No 


58030 


Seq. • ID 


OJ00033.0_36.0424. 




Gene No.. 


121345 


Strand 


+ 




Start 


1641 


End 


2852 




Name 


OJ000330 36. 0424. C4. 


ol.gp Method 


AAT/GAP 




Start 


1641 


End 


2852 




GI 


15630 1.R1084 


Score 


2317 




E yc d n s 

JJAVJ no 


1641. .2852 








GI Descrip. 


M432860/gb|AAD20708 


I 9.0e-28 (AC006300) putative 






glucose-induced repressor protein [Arabidopsis thaliana] 


t 


Seq. No. 


58030 


Seq. ID 


OJ0003"30_36.0424 . 


C4 


Gene No. 


121346 


Strand 






Start 


2431 


End 


5396 





58444 



Name 

Start 

GI 

Exons 



OJ000330_36, 

1655 

none 

1655. . 1759, 
2172. .2261, 
2349. .2393, 
2424 . .2492, 
2492. .3019, 
2866. .3000, 
3088. .3372, 



0424.C4.ol.tm 



3511. 
3577. 
3640. 
3806. 



.3723, 
.3696, 
. 3837, 
.3904, 



1657 1+ ; 
2172, 
2355. 
2431. 
2492. 
2869. 
3136. 
3529. 
3577. 
3646. 
4153. 



.1776, 
.2261, 
.2393, 
.2499, 
.2872, 
.3078, 
,3333, 
,3633, 
,3819, 
,3798, 
,4203 



1684*. 
2173. 
2356. 
2435. 
2500. 
2899. 
3196. 
3539. 
3583. 
3652. 



Method TBLASTX 
End 4203 
Score 108 
. 1770-r^t33:.2162, 
.2262, 2187.. 2270, 
.2397, 2362.. 2406, 
.2500, 2449.. 3018, 
.3018, 2653. .2784, 
.3321, 2993.-3547, 
.3318, 3496. .3756, 
.3757, 3547.. 3951, 
.3720, 3604.. 3834, 
.3816, 3739.. 3837, 



Maize 



2134, 
2227, 
2415. 
2467, 
2653. 
3022, 
3505, 
3551. 
3607. 
3796. 



.2163, 
.2322, 
.2474, 
.2649, 
.2760, 
.3546, 
.3729, 
.3901, 
.3714, 
.3858, 



Seq. No. 58030 Seq. ID 

Gene No. 121346 Strand 

Start -2431 End 

Name OJ000330_36 . 04 24 . C4 . o2 . gs Method 

Start 2431 End 

GI none Score 

Exons 2431.. 4383 



OJ000330_36.0424 ,C4 

5396 

GENSCAN 

4383 

.57 '• ' 



Seq, No. 58030 Seq. ID 

Gene No. 12134 6 Strand 

Start . 2431 End 

Name OJ000330_36 . 04 24 . C4 . ol . np Method 

Start 2434 End 

GI 4432860 Score 

Exons 2434.. 3966, 4024.. 4215, 5378.. 5396 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000330_36.0424 ,C4 

53.96 . 
AAT/NAP 
5396 
1301 



(AC006300) putative glucose regulated repressor protein 
[Arabidopsis thaliana] 



58030 
121346 
2431 

OJ000330_36. 0424 .C4 .ol.ts 
2503 
none 

2503.. 3159, 2516. 
2869.. 3006, 2872. 
3142. 



3505. .3645, 
3574. .3714, 
3742... 384?, 



3564, 3163. 
3505, 



3604. 
3799. 



Seq. ID OJ000330_36.0424.C4 
Strand 

End ■ 5396 
Method - TBLASTX : Soybean.' ■ 
End. 4200 
Score 333 
,3139, 2653. .2805, 2662. .2757, 2842. .3003, 
,2961, 2944. .3006, 3088. .3327, 3103. .3339, 
,3306, 3220.. 3468, .3242.. 3550, 3496.. 3756, 
,3603, ' 3538. .3723, 3565... 3951, 35.66 . .394 6, 
,3801, 3607.. 3714, '3679.. 3780, 3682.. 3840, 
,3834, .4066. .4200 . 



Seq. No. 58030 
Gene No. 121346 
Start 2431 

Name OJ000330_36 . 04 24 . C4 . ol . tc 

Start 2560 
GI none 
Exons 2560, 

2842. 

3640. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.2757, 2653. .2760, 2653.. 2760, 2659 
.3003, 2848. .3834, .2849. .3835, 3472 
.3840 



OJ000330 36. 0424. C4 



5396 

TBLASTX: Cress 

3840 

436 

2766, 2770.. 2838, 
3642, 3481. .3759, 



Seq. No. 



58030 



Seq. ID -OJ000330 36. 0424. C4 



58445 



Gene No. 


121346 




Strand 




Start 


2431 




End 


5396 


Naine 


OJ000330 36 . 0424 .C4 . ol . 


, tw 


Method 


TBLASTX: Wheat 


Start 


2872 




End 


3535 


GI 


none 




Score 


298 


Exons 


2872. .2961, 3308. .3535, 


3308 


..3523, 3312.. 3524, 3313.. 3531 


Seq. No. 


58030 




Seq. ID 


OJ000330_36. 0424 .C4 


Gene No. 


121346 




Strand 




Start 


2431 




End 


5396 


Name 


OJ000330 36. 0424 . C4 . o2 . 


gp 


Method 


AAT/GAP 


Start 


• 4267 




End 


4531 


GI 


LIB34 75-007-P1-K1-H1 




Score 


296 


Exons 


4267 . .4400, 4482 . .4531 








GI Descrip. 


1 2632254/emb| CAA73068 | 


1 . 0e- 


17 (Y12465) 


serine/threonine kinase 




[Sorghum bicolor] 1 








Seq. No. 


58031 




Seq. ID 


OJ000330_36. 0424 .C5 


Gene No. 


121347 




Strand 




Start . 


1292 




End 


1402 


Name 


OJ000330 36.0424.C5.o2. 


QS 


Method 


GEN SCAN 


Start 


1292 ~ 




End 


1402 


GI 


none 




Score 


.92 


Exons 


1292. .1402 








Seq. No. 


58032 




Seq. ID 


OJ000330_36. 0424 .C6 


Gene No. 


121348 




Strand 


+ 


Start 


318 




End 


620 


Name 


OJ000330 36.0424.C6.ol. 


as 


Method 


GEN SCAN 


Start 


318 ~ 




End 


620 


GI 


none 




Score 


. 94 


Exons 


318. .620 








Seq. No. 


58032 




Seq. ID 


OJ000330J36.0424 ,C6 


Gene No. 


121349 




Strand 


+ 


Start 


813 ■ 




End 


7796 


Name 


OJ000330 36.0424.-C6.o2. 


gs . 


Method 


GENSCAN 


Start 


813 




End 


7 660 . ■' 


GI 


none 




Score 


.82 


Exons 


813. .977, 2118. .2229, 2330.. 


2466, 3097. 


.3164, 3321. .3804, 




5269. .5286, 6536. .7274, 


7341 


. .7660 




• Seq. No... 


58032 ' '•' . 




. Seq. ID ■ 


OJ.000330_36.0424 ..C6 . 


Gene No . 


121349 




Strand 


+ 


Start 


813 




End ■ ■ 


7796. 


Name 


OJ000330 36.0424 .C6.ol. 


np 


Method 


AAT/NAP 


Start 


3373 




End 


7796 


GI 


4877649 




Score 


415 


Exons 


3373. .3487, 3545. .3804, 


6536 


..6763, 7764. .7796 


GI Descrip. 


(AF114162) gibberellin 


MYB transcription factor [Lolium 




temulentum] 








Seq. No. 


58032 




Seq. ID 


OJ000330_36.0424 .C6 


Gene No . 


121349 




Strand 


+ . . 


Start ' 


813 




End 


7796 


Name 


OJ000330 36.0424.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3547 




End 


6589 



58446 





bl 


*none 




Exons 


4 7 "37 QQ 




Seq. No. 


58032 ' 




Gene No. 


121349 




otam 


Ol J 




Name 


n Tnnn *5 "3 n *3 £ 
UJUUU j jU jD 




Start 






bl 


none 


- . 


IT 1 v /"\ t"* o 


JJ • .0/-/// 




Seq. No. 


'58032 




Gene No. 


121349 




otaiL 






Name 


UJUUUjjU jD 




Of n vf 

o tart 


"3 c. 0 




bl 


none 




Exons 


JJJZ . . JJ / J/ 




Seq.' No. 


58032 




Gene No.- 


121349 




oT-aiL 


p 1 ^ 
01 j 




Name 


r\ ~rn n n ^ "3 n 
UJUUUooU jo 




Start 








none 


en 


Exons 


jjjj . . 0 / yo , 


ru 


beq. jno. v 






Gene No . 




i \ i 


Start 


813 




Name 


OJ000330 36 






A QQQ 

4 j j j 




bl 


/ 4 JO J 0 0 


s 

fH 


Exons 


4 y y y . . ouj / , 


'cr 


GI Descrip. 


myb- related 






bANyo prote. 


1=- 


Seq. No. 


,^5&032 




bene jno . 


1 91 ^ A Q 

1 Z 1 J rj 17 




Start 


813 




Name 


OJ000330 36 




. Start 


7634 




.. GI ..' 


27.96906 




Exons 


7 634 . .7796- 



Score 



291 



Seq. ID OJ000330_36.0424 .C6 

Strand + 

End 7796 

Method TBLASTX : Cress 

End 6601 

Score 335 



Seq. ID OJ000330_36.0424 .C6 

Strand + 

End 7796 

Method TBLASTX : Soybean 

End 3798 

Score 318 



,Seq. ID OJ000330_36.0424 .C6 

Strand + 

End 7796 

Method TBLASTX : Mai ze 

End 6592 

Score 3"00 



3553. .3798, 3558.-3797, 6532. .6579, 6539. .6592 



Seq. ID OJ000330_36.0424.C6 

Strand + 

End 7796 

Method AAT/NAP 

End 7796 

Score 93 



Seq. ID OJ0003'30_36.0424.C6 

Strand + 

End 7796 

Method AAT/GAP 

End . . . 7796 

Score 295 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_ 
+ 

703 

AAT/NAP 

703 

246 



36.0424 .C7 



58033 
121350 
1 

OJ000330_36. 0424 .C7.ol. 
1 

7446447 
1..115, 236. .307, 566. .703 

serine/threonine-specif ic protein, kinase Jiomolog T22A6.230 ■ 
Arabidopsis thaliana gi | 5051782 | emb | CAB4 5075 . 1 | • (AL078637 ) 
serine/threonine kinase-like proteiri [Arabidopsis thaliana] 
gi I 7269290 | emb | CAB79350 . 1 1 (AL161561) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



58447 




Seq. No. 


58033 


Seq. ID 


OJ000330 36. 0424. C7 


Gene No. 


121350 


Strand 


+ 


Start 


, 1 


End 


703 


Name 


OJ000330 36.0424.C7.ol.tm 


Method' 


TBLASTX: Maize 


Start 


32 


End 


684 


GI 


none 


Score 


108 


Exons 


32. .118, 50. .118, 52. .120, 214. .309, 235. .309, 236. .313, 




568.. .672, 569.. 673, 571.. 684 






Seq. No. 


58033 


Seq. ID 


OJ000330_36.0424 .C7 


Gene No . 


121350 


Strand 


+ 


Start 


1 


End 


703 


Name 


OJ000330 36.0424.C7.ol.tc 


Method 


TBLASTX • Cress 


Start 


50 


End 


625 


GI 


none 


Score 


92 


Exons 


50. .118, 52.. .132, 235. .330, 236. .316, 


568 624 569 625 


Seq. No. 


58033 


Seq. ID 


OJ000330_36.-0424 ..C7 


Gene No . 


121350 


Strand 


+ 


Start 


1 


End 


703 


Name 


OJ000330 36.0424.C7.ol.ts 


Method 


TRLASTX * Snvbpan 


Start 


235 


End 


67 1 


GI 


none 


Score 


106 h 


tt von s 


235. .306, 236.. 310, 571. . 672, 


575. . 673 




Seq. No. 


58033 


Seq. ID 


\*s U \J \J \J »J -J \J wJ \J • W " ^» " • v_/ / 


Gene No . 


121350 

_l_ -L >w/ <j \J 


Strand 


+ ~~ 


Start 


1 


End 


703 


Name 


OJ000330 36.0424.C7.ol.gs 


Method 


GENSCAN 


Start 


236 


End 


673 


GI 


none 


Score 


.77 


Exons 


236. .307, 566. .673 






Seq. No. 


58034 


Seq. ID 


OJ000330_36.0424 .C9 


Gene No. 


121351 


Strand 


+ 


Start 


yl- ■ 


End 


739 


Name 


OJ000330 36.0424 .C-9'.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


739 


GI 


6983860 


Score 


1208 


Evon s 


1. .739 






GI DescriiD. 


(AP001168.) Similar to 22 kDa 


kafirin. cluster; Ty3-Gypsy. tyj 




(AF06.1282)' [Oryza sativa] 






Seq. No. . 


580.34 . 


. Seq. ID 


. OJ0.00330_36.0424.C9 


Gpnp No 


121351 


Strand 


+ 


Start 


1 


End 


739 


Name 


OJ000330 36.0424 .C9.o2.tw 


Method 


TBLASTX: Wheat 


Start 


109 


End 


307 


GI 


none 


Score 


205 


Exons 


109. .306, 110. .307, 113. .307 






Seq. No. 


58034 


Seq. ID 


OJ000330_36.0424.C9 


Gene. No. 


121351 


Strand 


+ 


Start 


1 


End 


739 


Name 


OJ000330 36.0424.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


356 


End 


709 



* 58448 



1 






GI 


none 


Score 


315 










356 553, 359 709 












Seq. No. 


58034 ^ 


Seq. ID 


OJ000330 36. 


.0424 


.C9 




Gene No. 


121351 


Strand 


+ 








Start 


1 


End ' 


739 








Name 


OJ000330 36.0424.C9.ol.tm 


Method 


TBLASTX: Maize 






Start 


359 ~~ 


End 


664 








GI 


none 


Score 


247 








Pynn <5 

L-t *\ VJlliJ 


359 "'664/ 359 595 












Seq. No. 


58035 


Seq. ID 


OJ000330_36, 


. 0424 


. C10 




Gene No. 


121352 


Strand 


+ 








Start 


1 


End 


4322 








Name 


OJ000330 36 . 0424 .C10 . ol . np 


Method 


AAT/NAP 








Start 


1 ~~ 


End 


855 








GI 


7340723 


Score 


162 








R von S 


1 28. 197 495. 754 855 












\J L-/ ^ O J- J- * 


(AL162507) outative nrotein 


[Arabidopsis thaliana] 








Seq. No. 


58035 


Seq. ID 


OJ000330_36. 


. 0424 


. C10 




Gene No. 


121352 


Strand 


+ 








Start 


1. 


End 


4322 








Name 


OJ000330 36.0424.C10.o2.np 


Method 


AAT/NAP 






~ c 


Start - 


1 


End 


3282 








GI 


.5852180 


Score 


541 








Ry nn <? 

J—J *\ V-/ 11J 


1..35, 1664. .1717, 2698. .2814, 2867..: 








i y 


GI Descrip. 


(AL117265). zhb00010.1 [Oryza 


sativa] 








VI 


Seq. No. 


58035 


Seq. ID 


OJ000330_36. 


,0424 


.C10 


w 


Gene No. 


121352 


Strand 


+ 








Start 


1 


End 


4322 






ru 


Name 


OJ000330 36.0424.C10.ol.gs 


Method 


GENSCAN 






s 


Start 


82 


End 


2019 








GI 


none 


Score 


.73 






. 


R vnn ^ 


82. .151, 1664. .1717, 1814. .2019 








3 


Seq. No. 


■58035 


Seq. ID 


OJ000330_3%. 


0424 


.C10 


- H 


Gene No. 


121352 


Strand 


+ 








Start 


1 


End 


4322 








Name 


OJ000330 36.0424.C10.o2.gs 


Method 


GENSCAN 








St.art 


2933 


End 


4322 








GI 


. none . 


- Score 


.6 








Exons 

■LJ *\ V-' 11 w 


2933. .3326, 4213. .4322 ' ' 












Seq. No. 


58035 


Seq. ID 


' OJ000330_36. 


0424 


.C10 




Gene No. 


121353 


Strand 


+ 








Start 


6621 


End 


8470 . 








Name 


OJ000330 36.0424.C10.o3.gs 


Method 


GENSCAN 








Start 


6621 


End 


8470 








GI 


none 


Score 


. 91 








Exons 


6621.. 6785, 7772... 8470 












• Seq.' No. 


58035 


■Seq. ID 


OJ000330_36. 


0424 


.C10 




Gene No. 


121354 


Strand 










Start 


1566 


End 


1949 








Name 


OJ000330 36.0424.C10.ol.ts 


Method 


TBLASTX: Soybean 





58449 



Start 
GI 

Exons 



255 
none 

2S5..467, 265. .468 



End 
Score 



468 
200 



-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58035 

121354 

1566 

OJ000330_36. 0424 .CIO. ol.tm 

282 

none 



Seq. ID OJ000330_36. 0424. CIO 
Strand 

End 1949 

Method TBLASTX : Mai ze 

End 641 

Score 141 



282. .482, 283.-483, 285.-482, 311. .487, 603. .641 



58035 
121354 
1566 

OJ000330_36. 0424. C10. ol.gp 
1566 

uC-osf Icyp033a04bl 
1566..1949 

1 6016845/dbj | AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000330_36. 0424. C10 
Strand 

End 1949 

Method AAT/GAP 

End 1949 

Score 655 



Seq. No. 58036 
Gene No. - 121355 

Start 888 

Name OJ000330_36 . 0424 . Cl'l . ol . gs 

Start 888 

GI none 

Exons 888.. 1187 



Seq. ID OJ000330_36.0424 .Cll 

Strand + 

End 1187 

Method GEN SCAN 

End 118'7 ' 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



58037 

121356 

172 

OJ000330_36. 0424. C12. ol.tm 
13 

none 



Seq. ID OJ000330_36.0424 .C12 
Strand 

End 2014 

Method TBLASTX : Mai ze 

End 588 

Score 233 



13;.. 93, 166. .402, 173. .583, 175. .588 



58037 

121356 

172 

OJQ00330_36..0424.C.12.ol.gs 

172 : 

none 



Seq. ID OJ000330_36. 0424 .C12 
Strand 

End 2014 

Method GENSCAN . 

End 2014 

Score ■ • 5 



172. ,730,. 1059. .1252, .1309. .1504", 15.94. .1614, 1620. ,2014 



58038 

121357 

1355 

OJ000330_36.0424.C13.ol.gs 

1355 

none 



Seq. ID OJ000330_36.0424.C13 
Strand 

End 5959 

Method GENSCAN 

End 5959 

Score .72 



1355. .1579, 1813. .2196, 3562. .3780, 4080. .4254, 5859. .5959 



58038 

121358 

7242 



Seq. ID OJ000330_36.0424 .C13 
Strand 

End 7 670 



58450 




Name 


0 JO 00330 36. 0424 .C13. o2 . gs 


Method 


GENSCAN 










Start 


7242 1 ~~ 


End 


7670 










GI 


none 


Score 


. 94 










Exons 


7242.. 7404, 7 54 0. . 7 670 














Seq. No. 


* 58038 


Seq. ID 


OJ000330_ 


36. 


0424 


.C13 




Gene No. 


121359 


Strand 












Start 


10833 


End 


11383 










Name 


OJ000330 36.0424.C13.o4.gs 


Method 


GENSCAN 










Start 


10833 ~~ 


End 


11383 










GI 


none 


Score 


.77 










Exons 


10833. . 10860, 11277 .. 11383 














Seq. No. 


58039 


Seq. ID 


OJ000330_ 


36. 


0424 


.C14 




Gene No. 


121360 


Strand 


+ 










Start 


373 


End 


1063 










Naine 


OJ000330 36. 0424 ,C14 . ol .gs 


Method 


GENSCAN 










Start 


373 ~~ 


End 


1063 










GI 


none 


Score 


.42 










Exons 


373. .471', 1049. . 1063 














Sea No 


58039 


Seq. ID 


OJ000330 

KJ \J \J \J \J 


36. 


0424 


. C14 




Gene No . 


121361 


Strand 1 












Start- 


2693 


End 


2 997- 










Name 


■ -OJ000330 36.0424.C14.ol.gp 


Method . 


AAT/GAP 










Start 


• 2693 


End 


2997 










GI 


3761745 


Score 


518 . 










Exons 


2693. .2997 




•V 










GI Descrip. 


4099436/gb|U87250|MVU87250 3. 


. Oe-67 Mustela vison 


GT 


dinucleotide 




repeat, chromosome 2,3,5 and 


7 centromeric 











Seq. No. 


58039 








Seq. ID 


OJ000330_ 


_36. 


0424 


.C14 


Gene No. 


121362 








Strand 










Start 


2923 








End 


3447 








Name 


OJ000330 36. 


0424 


.C14.o2 


.gs 


Method 


GENSCAN 








Start 


2923 








End 


3447 








GI 


none 








Score 


.96 








Exons 


,■•2923. ..3197; 


3279, 


. .3447 














Seq. No. 


58039 








Seq. ID 


OJ000330_ 


_36. 


0424 


.C14 


Gene No. 


121363 








Strand 










Start 


4034 








End 


6125 . 








Name 


OJ000330 3'6. 


0.424 , 


.C14.o3 


.gs 


Method 


GENSCAN 








Start 


'4034 • ' • 








• End 


6125 








GI. 


none 








.Score 


.43 








Exons 


4034 . .4151, 


4341, 


. .4390, 


5351. 


.5412, 6041. .6125 








Seq. No. 


58040 








Seq. ID 


OJ000330_ 


_36. 


0424 


.C21 


Gene No. 


121364 








Strand 


+ 








Start 


1 








End 


1966 








Name 


OJ000330 36. 


0424. 


,C21.ol 


. np 


Method 


AAT/NAP 








Start . 


1 








End 


1966 








GI 


. 4680179 








Score 


2900 








Exons 


1. .1966 



















GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. iridica] 

Seq. No. 58040 Seq. ID OJ000330_36 . 0424 . C21 



58451 



Gene No. 121364 Strand 

Start 1 . _ End 

Name K OJ000330_36 . 0424 . C21 . o2 . ts Method 

Start.. ■ " 15 " End 

GI none Score 

Exons 15.. 242 



+ 

1966 

TBLASTX : Soybean 

242 

182 



Seq. No. 58040 

Gene No. 121364 

Start 1 

Name OJ000330_36 . 0424 . C21 . o3 . tw 

Start 34 

GI none 
Exons 



Seq. ID OJ000330_36.0424.C21 

Strand + 

End 1966 

Method TBLASTX : Wheat ■ 

End 413 

Score 142 



34. .387, 39. .413, 41. .406, 63. .413 



Seq. No. 58040 

Gene No. 121364 

Start 1 

Name OJ000330_36 . 0424 . C21 . o2 tm 

Start 60 

GI none 

Exons 60.. 413, 65.. 406 



Seq. ID OJ000330_36.0424.C21 

Strand + 

End 1966 

Method TBLASTX : Maize 

End 413 

Score 460 



Seq. No. 58040 

Gene No. 121364 

Start 1 

Name OJ000330_36 . 0424 . C21 . ol . gs 

Start 114 

GI. none 

Exons 114.. 653, 761.. 1932 



Seq, ID OJ000330_36.0424 .C21 

Strand + 

End • 1966 

Method GEN SCAN 

End 1932 

Score .59 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58040 

121364 

1 

OJ000330_36. 0424 -C21.o2.tw 

444 

none 



Seq. ID OJ000330_36.0424.C21 

Strand + 

End 1966 

Method TBLASTX : Wheat 

End 980 

Score 131 



444. .611, 587. .979, 607. .975, 617. .979, 699. .980 



58040 
121364 
1 

OJ000330_36. 0.424. C21.ol.tc" 
677 

none. . . -. . 
677.. 859, 860.. 1003, 862.. 1002 

58040 
121364 
1 

OJ000330_36.04 24 .C21.ol.ts 
767 
none 

767. .1027, 778. .1026 



Seq. ID OJ000330_36.0424.C21 

Strand + 

End 1966.. 

Method TBLASTX: Cress 

End 1003' ' ■' 

Score 8 9 



Seq. ID OJ000330_36.0424 .C21 

Strand + 

End 1966 

Method TBLASTX : Soybean 

End 1027 

Score 302 



Seq. No. 
Gene No. 



58040 
121364 



Seq. ID OJ000330_36.0424 .C21 
Strand + 



58452 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



1- End 
OJ000330_36.0424 .C21.o3. tm Method 
825 . End 
none Score 
..,825. .926,. 826. ,1113, 827.. 1117 

58040 Seq. ID 

121364 Strand 

1 * End 
OJ000330_36 . 0424 . C21 . ol . tw Method 

986 End 

none Score 

986. .1612, 1042. .1494, 1552. .1611 



58040 

121364 

1 

OJ000330_36.0424 .C21.ol.tm 
1165 
none 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



1966 

TBLASTX: Maize 

1117 

85 



OJ000330_36.0424.C21 
+ 

1966 - 
TBLASTX: Wheat 
1612 
712 



OJ000330_36.0424.C21 
+ 

1966 

TBLASTX: Maize 

1750 

•225 



1165. .1320, 1166. .1327, 1180. .1329, 1324. .1497, 1325. .1750, 
1484... 1729, 1552.. 1749 



Seq. No. 58040 Seq. ID 

Gene "No. 1213§4 . * Strand 

Start 1 End 

Name OJ000330_36 . 0424 . C21 . o4 . tw Method 

Start 1612 End 

GI none Score 

Exons 1612.. 1893, 1613.. 1945 



OJ000330_36.0424.C21 
+ . 
1966 

TBLASTX: Wheat 

1945 

315 



Seq. No. 58041 Seq. ID OJ000330_36 . 0424 . C22 

Gene No. 121365 -Strand + 

Start 1 End 787 

Name OJ000330__36 . 0424 . C22 . ol . np Method AAT/NAP 

Start 1 End ,■ .7 87 

GI- 6063554 " * Score '"119 

Exons 1. . 28, 613. .787 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


58042 








Seq. ID 


OJ000310_ 


_31.0425VC1 


Gene No. 


121366 ■ " 








Strand ' 






Start ' 


202 . 








End • 


404- 




Name 


OJ000310 31. 


0425, 


.Cl.ol. 


gs 


Method 


GEN SCAN 




Start 


202 








End 


404 




GI 


none 








Score 


.84 




Exons 


202. .404 














Seq. No. 


58043 








Seq. ID 


OJ000310 


_31.0425.C2 


Gene No. 


121367 








Strand 


+ 




Start 


1538 








End 


5178 




Name 


Ojb00310 31. 


0425, 


,C2.ol. 


gs 


Method 


GENSCAbT 




Start 


1538 






End 


5178 




GI 


none 








Score 


.74 




Exons 


1538. .1853, 


2444 . 


. .2596, 


3374. 


.3506, 3687.. 3897, 


3975. .4212, 



58453 



4464. .4614, 4813. .5178 

Seq. No. 58043 Seq. ID 

Gene No. 121367 ' -Strand 

Start 1538 - -End 

Name OJ0G0310_31 . 0425 . C2 . ol . gp Method 

Start 1854 End 

GI none Score 

Exons 1854.. 2171, 2333.. 2361 



OJ000310_31.0425\C2 

+ , 

5178 

AAT/GAP 

2361 

579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58043 ' • Seq. ID OJ000310_31 . 0425 . C2 

121367' Strand + 

1538 End 5178 

OJ000310__31.0425.C2.ol.np Method AAT/NAP 

3355 End 5175 

6403501 Score 948 

33.55. .3506, 3687. .3897, 3975. .4212, 4464. .4617, 4813. .5175 
(AC010871) putative - protein kinase [Arabidopsis thaliana] 



58043 Seq. ID 

121368 Strand 

13314 End 

OJ000310_31.0425.C2.o3.gs Method 

13314 End 

none Score 

13314 .. 13497, 13503. .13609 



OJ000310_31'.0425.C2 
+ 

13609 
GENSCAN 
13609 
.72 



Seq. No. 58043 Seq. ID 

Gene No. 121369 Strand 

Start. 15492 , End 

Name OJ000310_31 . 0425 . C2 . o3 . gp Method 

Start 15492 End 

GI 69953_1.R1084 Score 

Exons 15492.. 15581 

GI Descrip. ' 5295936/dbj | AB026295 .2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



OJ000310_31.0425.C2 
+ 

15581 
AAT/GAP 
15581 
127 



Seq. No. 58043 

Gene No. 121370 

Start 6453 

Name OJ000310__31 . 0425 . C2 . o2 . gp 

Start 6453 ... 

GI 90_1..R1084 

Exons 6453. .7099, 
8752. .. 8998, 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End . 
Score 



OJ000310 31. 0425. C2 



7500. .7586, 8169 
9093. ...9208, 9831 
, 5360659/dbj IBAA82095.il 0.0e+00 (AB022603.: 
synthase alpha 2 subunit [Oryza sativa] 1 



10822 
AAT/GAP 
10822 .. 

4008 ' ". ..' 

8249,' 8355. .8507, 8588. .8644, 
9982, 10086. . 1027 5, .1.0394 . .10.822 
anthranilate 



Seq. No. 58043 
Gene No. - 121370 

Start 6453 

Name OJ000310_31 . 0425 . C2 . o2 . gs 

Start 6773 

GI none 
Exons 



OJ000310 31. 0425. C2 



Seq. ID 
Strand 

End 10822 
Method GENSCAN 
End 10804 
Score .95 

6773.. 7099, 7500.. 7586, 8169.. 8249, 8355.. 8507, 8588.. 8644, 
8752. .8998, 9093. .9208, 9831. .9982, 10086 .. 10275, 10394. .10804 



58454 



Seq. No. 58043 

Gene No. 121370 

Start 6453 -■ ■ 

Name OJ000310_31 . 0425 . C2 . o2 . np 

Start 6776 

GI 5360659 

Exons 6776.. 7099, 7500.. 7586, 8169. 

8752.. 8998, 9093.. 9208, 9831. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ00Q310 31. 0425. C2 



10822 
AAT/NAP 
10804 
2857 

8249, 8355. .8507, 8588. .8644, 
9982, 10086. . 10275, 10394. .10804 



GI Descrip. (AB022603) anthrarillate synthase alpha 2 subunit [Oryza sativa] 



Seq. No. 58043 Seq. ID 

Gene No. 121371 Strand 

Start 16691 End 

Name OJ000310_31 . 0425 .02 . o4 . gs Method 

Start 16691 End 

GI none Score 

Exons 16691.. 18055 



OJ000310_31.0425.C2 

18055 
GENSCAN 
18055 
. 91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58043 Seq. ID 

121371 Strand 

16691 End 

OJ000310_31 . 0425 . C2 . o3 . np Method 

16694 End 

3582332 Score 
16694. .17800 

(AC005496) unknown protein [Arabidopsis thaliana] 



.OJ00031D_31.0425.C2 

18055 
AAT/NAP 
17800 
554 



58043 Seq. ID 

121372 Strand 

21877 End 

OJ000310_31.0425.C2.o4 . gp Method 

21877 End 

2796538 Score 
21877. .22107 



OJ000310_31.0425-.C2 

23355 
AAT/GAP ' 
22107 
372' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58043 ' Seq. ID OJ000310_31 . 0425 . C2 

121372 Strand - ■ . ■ / 

21877 ' End 2335"5 

OJ000310_31.0425.C2.o4.np Method . AAT/NAP 

21934 End 23355 

5923668 Score 876 

21934. .22095, 22156. .23355 

(AC009326)' hypothetical protein [Arabidopsis thaliana] 
gi | 6403485 | gb | AAF07825 . 1 |.AC01087i_l (AC0 10871) hypothetical 
protein [Arabidopsis thaliana] .,-..> , ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



58043 

121373 

23928 

OJ000310_31.0425.C2.ol.ts 

3402 

none 

3402.. 3506, 3686.. 3937, 3687. 
4461. .4571,' 4465. .4614 

58043 
121373 



Seq. ID OJ000310_31.0425.C2 
Strand 

End 27083 

Method TBLASTX : Soybean 

End 4614 

Score 93 

.3902, 3974. .4213, 3991. .4212, 



Seq. ID 
Strand 



OJ000310 31. 0425. C2 



58455 




Start 


23928 








End 


27083 




Name 


OJ000310 31. 


, 0425. 


C2.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3420 








End 


4974 




GI 


none 








Score 


86 




Exons 


3420. .3506, 


3686. 


. 3937, 


3687 . 


.3917, 3976. .4212, 


-3977 . .4213, 




4461 . .4619, 


4465. 


.4614, 


4900 . 


.4974 






Seq. No. 


58043 






»- 


"Seq. ID • 


OJ000310 


_31.0425.C2 


Gene No. 


121373 








Strand 






Start 


23928 








End 


27083 




Name 


OJ000310 31. 


0425. 


C2 .ol . 


tw 


Method 


TBLASTX : 


Wheat 


Start 


3686 ~ 








End 


4129 




GI 


none 








Score 


210 




Exons 


3686. .3943, 


3'687 . 


.3899, 


3985. 


.4122, 3992. .4129, 


4001 . . 4123 


Seq. No. 


58043 








Seq. ID 


OJ000310 


31. 0425. C2 


Gene No . 


121373 








Strand 






Start 


23928 








End 


27083 




Name 


- ■ "OJ000310 31 . 


0425 . 


C2.o3. 


tm 


Method ■ 


TBLASTX : 


Mai ze 


Start 


3747 








End 


5417 




GI 


none 








Score 


244 




Exons 


3747 . . 3902, 


3755 . 


.3898, 


3759. 


.3902, 3978. .4211, 


3978 .. . 4211, 




3980.. . 4213, 


3985 . 


.4212, 


4396. 


.•4614, 4424. .4534*; 


4463 4618. 




4464 . . 4613, 


4465. 


. 46l4, 


4565 . 


.4615, 4811. .5032, 


4812 5048. 




4813 . .5178, 


4813 . 


. 5055, 


■ 5054 . 


.5128, 5133. .5177, 


5287 5313, 




5325. .5399, 


5391 . 


. 5417 










Seq. No. 


58043 








Seq. ID 


OJ000310 


31. 0425. C2 


Gene No . 


121373 








Strand 






Start 


23928 








End 


27083 




Name 


OJ000310 31. 


0425 . 


C2 .ol . 


tm 


Method 


TBLASTX: 


Max ze 


Start 


6661 ~ 








End 


10556 




GI 


none 








Score 


63 




Exons 


6661 . . 6744, 


6669. 


.6746, 


6770. 


.7102, 6773.. 7096, 


6912 . .7103, 




7476. .7586, 


7485. 


.7586, 


7498. 


.7587, 7498. .7587, 


8164... .825.0, 




8164. .8250, 


8166. 


.8252, 


8168. 


.8278, 8352. .8528, 


8.354 .,-..8509, 




8588. .8644, 


8592. 


.8645, 


8602. 


.8 6:4 6, 874 


:8/.8 996y 


8751 ; .8996, 




8752. .8997', 


8752. 


.9012, 


8753. 


.8998, • 9092. .9235, 


90*93 . . 9215 , 




9101. . 9238, 


9831. 


.9983, 


9832. 


.9984, 9833. .9982, 


9886. . 9984, 




10083. .10202 


:, 100 


'84. .10284, 10085. .10276, 10388 


. . 10555, 




10394. .10555, 10395. .10556 








Seq. No. 


58043 ' 








Seq. ID 


OJ00031.0 


__31.0425.C2. 


Gene No. 


121373 








Strand 






Start 1 ' 


.23928 








End 


27083.. . 




Name 


OJ000310 31. 


0425. 


C2.o2. 


ts 


Method 


TBLASTX: 


Sovbean 


Start 


6779 








End 


7090 




GI 


none 








Score 


169 




Exons 


6779. .7090, 


6797. 


.7090 










Seq. No. 


58043 








Seq. ID 


OJ000310 


31. 0425. C2 


Gene No. 


121373 








Strand 






Start 


23928 








End 


27083 




Name 


OJ000310 31. 


0425. 


C2.o3; 


t c 


Method 


TBLASTX: 


Cress 


Start 


6779 








End 


7103 




GI 


none 








Score 


100 




Exons 


6779. . 6991, 


6797. 


.6970, 


6959. 


.7096, 6972. .7103, 


7033. .7101 



58456 



Seq. No. 


58043 




Seq. ID 


OJ000310_31.0425 


,C2 


Gene No. 


- 121373 




Strand 






Start 


23928 




End 


27083 






UU \J KJ \J O X \J Jl « 


04?s r9 +■€! 


Method 


TBLASTX: Soybean 




u Lai L. 


7 C 1 o ~~ 
/ O X J 




" End 


8504 




ox 






Score 


89 




F von q 


7^1^ 7SR7 

/ O X O * • / O O / / 


f O X O . . / JOU; O X U *i 


..8250, 8166. .8252, 8177. .8260 




R??R R406 

(J O O O . . Ol UU/ 


R?S1 ft a R s R^? 

O O O X • .OIOO, O J 


. .8504 






Seq.. No. 


58043 




Seq. ID 


OJ000310_31.0425 


.C2 


Gene No. 


121373 




Strand 






J Lai L 


23928 




End 


27083 




Name 


• o.jnnn^in 


0 4 9^ C9 n9 tn 


Method 


TBLASTX: Cress 




O Lai L 


r a fin ~~ 

O *i \J \J 




End 


8998 






none 




Score 


61 






8460 8^28 


8S88 8644 8S95 

O JOO t 1 OU4t; O O -7 O 


..8645, 8605. .8646, 8750. .8962, 




R7M RQQ^ 

O / O X • • O .7 .7 O , 


R7S? RQQ7 R7R^ 


. .8998 






Seq. No. 


58043- 




. -Seq. ID 


OJ000310_31.0425 


.C2 


IJCllC (O • 


1 9 T ?7 ^ 

161 J / O 




Strand 






OLaJL L 


97Q9R 
o y o 




End 


27083 




Name 


UUUUu JJLU OX. 


0 4 ? R P 9 n4 f q 


Method 


TBLASTX : Soybean 




Of- a r +- 

OLal L 


r fin ^ — 




End 


8926 




va J. 


none 




Score 


4 8 






Rfin^ Rfi44 


RfiOd Rfi4 c i R7M 

OOU4 . • O U 4 O , O /OX 


...8894, 8752.. 8.9.22, 8753.. 8 


fi 


Seq. No.' 


58043 




Seq. ID 


OJ000310_31.0425 


.C2 


uCllC LNU » 


x x o / o 




Strand 






DLalL 






End 


27083 






UUUUU J1U ox. 




Method 


TBLASTX : Soybean 




o u a. i. l 


i nnQn — 

X U U J u 




End 


10552 




GI 


none 




Score 


135 




LAUilS 


i nn Qn i n?R4 


1 nnQ7 i n?7 fi 


10415. .10552, 10416. .10547 




Seq. No. 


58043 




Seq. ID 


OJ000310_31.0425 


.C2 


Gene No. v :- 


121373 




Strand 






Stuart 


23928 




End 


27083 




Name 


OJ000310 31. 


0425.C2.o6. tm 


Method 


TBLASTX.*Maize 




u Lai L 


16694 




End 


17299 




\J X 


none 




Score 


85 






1669.4 . .16780, 1 6697 . . 167 98 , 


17009. .17113, 17013. .17108, 






' 17078 .' .17134, 17180.. ,17272, 


17193. .17273, 17282. .17299, 




Seq. No. 


. 58043 




Seq. ■ ID 


OJ000310_31.0425 


.C2 


Ocllc LN(0 • 


121373 




Strand 






^t- ^ rI- 
OL, a. X L 


23928 




End 


27083 




Name 


OJ000310 31. 


0425.C2.o2.tm 


Method 


TBLASTX: Maize 




OLdi L 


22195 




■End 


22659 






none 




Score 


303 




Exons 


22195. ,22659, 22197 .. 22505, ; 


22280. .22657, 22396.. 22659 




Seq. No. 


58043 




Seq. ID 


OJ000310_31.0425 


.C2 


Gene No. 


121373 




Strand ' 






Start 


23928 




End 


27083 




Name 


OJ000310 31. 


0425.C2.o4 .tm 


Method 


TBLASTX: Maize 




Start 


22748 




End 


22990 





58457 





none 




- Score 


139 






Exons 


9974ft 99PPR 997fiS 


99QR 

• .ZZ.70O, 


22765. .22989, 22934. 


. z z y V U 




Seq. No. 


58043 




Seq. ID 


OJ000310_ 


31.0425 


.C2 


Gene No. 


121373 




Strand 














End 


27083 






Name 


omnn^i n n49^ p9 

UJUUU jIU 01.U4Z3.UZ 


. oo . gs 


Method 


GENSCAN 






o tart 






End 


26985 








none 




Score 


.56 






Exons 


9"3Q9P 9^Qft1 94R'}'} 


9 4 Q 1 £ 
. . Z 4 :? 1 O , 


26867. .26985 






o e q . in o . 






Seq. ID 


OJ000310_ 


^ 1 ft A 9 
O 1 . U 4 Z 3 


P9 


bene ino . 


191 ^7 ^ 




Strand 








Start 


23928 




End 


27083 






Name 


OJ000310_31.0425.C2 


. o5 . np 


Method 


AAT/NAP 






Oldl X. 


94499 




End 


27083 






C T 






Score 


460 






TT 1 «r /"\ r*s 


94499 94^79 94£7<^ 

Z 4 4 Z Z . . Z 4 3 / Z , Z 4 O f O 


. .24933, 


25699. .25924, 26295. 


9 £4 ^7 
. Z 04 3 / , 






9 £ £4 ^ 9 £7 RP 9 fiP £7 
Z O 0 4 O . . ZD / jo, ZDOD / 


. .26948, 


27025. .27083 






X o /"> >* i 

ox ucbcnp • 


far , nn9'^7fi\ Tircii ^ 

^ riL> UUZj ID] 1 lull • J 


[Arabidopsis thaliana] 






beq . no . 






Seq. ID 


OJ000310_ 


31.0425 


. Uz 


Gene No . 


1 91 ^ T ^ 




Strand 








Of -irf 


O-DQOQ 

zjyz 0 ... 




End 


27083 






Name 




. o5 . tm 


Method 


TBLASTX: Maize 




Start 


24 509y. 




End 


25936-. . 






GI 


none 




Score 


63 






Exons 


Oyi cfiQ 94 c i74 94^10 
Z 4 3 U :? . . Z 4 3 / 4 , Z 4 3 1 U 


. .24575, 


2467S..24764, 24677. 


.24799, 






94£7ft 947RR 94PDQ 
Z40/0..Z4/00, Z 4 O U :? 


. .24931, 


24819. .24917, 24829. 


.24918, 






94P^£ 940^4 oqc-Cl/ 
Z 4 O 3 0 . . Z 4 :734 , Z0Dy4 


. .25656, 


25595. .25657, 25595. 


.25657, 






occcq 9R7^9 
Z JJJ / . . Z 3 03 , ZO/OZ 


. .25920, 


25733. .25924, 25737. 


.25925, 






Z 3 O 1 4 . .ZOZ700 












Can M/-\ 

oeq . NO. 


p n 4 4 

0 O U 4 4 




Seq. ID 


OJ000310_ 


31.0425. 


.C3 


Gene No. 


121374 




Strand 








Start 


109 




End 


2251 






Name 


n.Tnnn-^i n D4 9 c i n 

UUUUUjIU Jl . J . 


.61 .gs 


Method 


GENSCAN 






otari 


1 n q ' 




End 


21-4 4 








none 




Score 


.77 






Exons 


1 n Q 9R A "3Q7 4 9 9 

X U .7 . . Z O *i , 0-7 / • . 4 Z Z , 


670. .777 


, 964. .101 


4, 1088. .1 


189, 1805. 




9fi^Q 9144 
ZU0.7. .ZX4f± 












o e q . in o . , 


P ft 4 4 




Seq. ID 


OJ0003,10_ 


31.0425; 


.C3 




121374 




'Strand 








Start 


109. . 




End 


225.1 , 






Name 


OJ000310 "31. 0425. C3 


. o 1 . np 


Method 


AAT/NAP 






Start 


530 




End 


2251 






GI 


2494124 




Score 


525 






Exons 


530. .592, 670. .755, 


936. .1014, 1088. .1265, 1599. 


.1693, 






1805. .2068, 2222. .2251 











GI Descrip. (AC002376) Similar to Saccharomyces CHL12 (gb|Z49259) 
[Arabidopsis thaliana] 



Seq. "No. 58044 

Gene No.' 121374 

Start 109 

Name OJ000310 31 . 0425 . C3 . ol . tm 



Seq. ID OJ000310_31. 0425.C3 
Strand 

End 2251 

Method TBLASTX : Mai ze 



58-458 




Start 


1650 




End 


2071 








GI 


none 




Score 


73 








Exons 


1650fVl'694, 1652. 


..1717, 1802. 


.2071, 1804. .2070 








Seq. No. 


58045 




Seq. ID 


OJ000310 


_31. 


0425 


.C4 


Gene No. 


121375 




Strand 


+ 








Start 


1641 




End 


2494 








Name 


OJ000310 31.0425. 


. C4.o2.gs 


Method 


GENSCAN 








Start 


1'641 




End 


2494 








GI 


none 




Score 


.95 








Exons 


1641.. 1796, 1823. 


.2100, 2105. 


.2220, 2325.. 2494 








Seq. No. 


58045 




Seq. ID 


O500'0310_ 


_31. 


0425 


.C4 


Gene No. 


121376- 




Strand 










Start 


176 




End 


977 








Name 


OJ000310 31.0425. 


C4 .ol .gs 


Method 


GENSCAN 








Start 


176 




End 


977 








GI 


none 




Score 


.49 








Exons 


176. .237, 461. .688, 782... 977 












Seq. No. 


58045 




Seq. ID 


OJ000310_ 


31 . 


0425 


. C4 


Gene No. 


121377 




Strand 










Start 


1604 




End 


2093 








Name 


OJ000310 31.0425. 


C4 .ol .np 


Method 


AAT/NAP 








Start 


1604 " 




End 


2093 








GI 


4587577 




Score 


159 








Exons 


1604.. 2093 














GI Descrip. 


(AC006550) F10O3. 


17 [Arabidopsis thaliana] 








Seq. No. 


58045 




Seq. ID 


OJ000310_ 


_31. 


0425 


.C4 


Gene No. 


121378 




Strand 










Start 


2566 




End 


4122 








Name 


OJ000310 31.0425. 


C4 ,o3.gs 


Method 


GENSCAN 








Start 


2566 




End 


4122 








GI 


none 




Score 


.43 








Exons 


2566.. 2633, 3170. 


.3353, 3494. 


.3550, 4117. .4122. 








Seq; No. 


58046 " 




Seq. ID 


OJ000310_ 


31. 


04 25 


.C5 


Gene No. 


121379 




Strand 


+ 








Start 


340 




End 


8525 








Name 


OJ000310 31.0425. 


C5.ol .gs 


Method 


GENSCAN 








Start. 


. 340 




End 


3.052 








GI 


none 




Score 


. 64 








Exons 


340.. 377, 561.. 723, 853.. 983, 


1699.. 3052 ' 








Seq. No. 


58046 




Seq. ID 


OJ000310_ 


31 . 


0425 


.C5 


Gene No. 


121379 




Strand 


+ 








Start 


340 




End 


8525 








Name 


OJ000310 31.0425. 


C5 . ol . np 


Method 


AAT/NAP 








Start 


1375 




End 


3349 








GI 


6630458 




Score 


568 








Exons 


1375.. 1627, 1664. 


.2515, 2627. 


.2842, 2893. .3349 








GI Descrip. 


(AC007190) F23N19 


'.13 [Arabidopsis thaliana] 








Seq. No. 


58046 




Seq. ID 


OJ000310_ 


_31. 


0425 


.C5 


Gene No. 


121379 




Strand 


+ 








Start 


340 




End 


8525 









58459 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GJ000310_31\0425.C5.o2.gs-- 

3200 

none 

3200... 3278, 3487.. 3626 



58046 

121379 

340 

OJ000310_31.0425.C5.o2.np 
3396 
6759445 
3396. .3438, 
6248. .6321, 
8034. .8525 



5198. .5320, 
6889. .6959, 



5458. 
7039. 



Method GENSCAN 
End 3626 
Score .78 



Seq. ID OJ000310_31.0425.C5 

Strand + 

End 8525 

Method AAT/NAP 

End 8525 

Score 1027 
.5524, 5618. .5688, 6057. 
.7115, 7254. .7291, 7763. 



6174, 
7819, 



GI Descrip. (AL137189) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



58046 

121379 

340 

OJ000310_31.0425.C5.o3.gs 

4294 

none 

4294. .4655,,.- 5018. .5320, 5458. 
6706. . 6761,"* 6876. . 6959, 7039. 



Seq. ID OJ000310_31. 0'425. C5 

Strand + 

End 8525 

Method GENSCAN 

End 8472 

Score .77 

.5688, 6057. .6174, 6248. .6321, 
.7126, 7214. .7291, 8034. .8472 



Seq. ID 
Strand , 
End 

Method 

End 

Score 



58046 
121379 
340 

OJ000310_31.0425.C5.ol.gp 
5201 

21886_1.R1084 
5201. .5320, 5458, 
6706. .6744 

1 10014 78 /dbj | BAA10104 | 6.0e-15 (D63999) hypothetical protein 
[Synechocystis sp.]' 



OJ000310_ 
+ 

8525 
AAT/GAP 
6744 
802 



31. 0425. C5 



5524, 5618. .5688, 6057. .6174, 6248. .6320, 



5804 6 ■ 
121379 
340 

OJ000310_31.0425.C5.o2.gp 
7779 

LIB34 32-00 6-P1-K1-F3 
7779.'. 7819, .8034 . .8426 

' 1001478/dbj IBAA10104 | 4.0e-24 (D63999) hypothetical protein 
[Synechocystis sp.-] 1 



Seq-. ID 

Strand 

End 

Method 

End 

Score 



OJ00:0310_ 
+ 

8525 
AAT/GAP 
8426 
811 . 



31. 0425. C5 



58046 

121380 

7690 

OJ000310_31.0425.C5.o2. tm 

1751 

none 

1751. .2350, 1768. .2097 

58046 

121380 

7690 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000310_31.0425.C5 
15036 

TBLASTX: Maize 

2350 

455 



OJ000310 31. 0425. C5 



15036 



58460 



Name 

Start 

GI 

Exons 



OJ000310_31.0425.C5.o3.tc Method 

1796 . End 

none ^' Score 
1796. -.2101 



TBLASTX: Cress 

2101 

186 



Seq. No. 58046 Seq. ID 

Gene No. 121380 .Strand 

Start 7690 End 

Name OJ000310_31 . 0425 . C5 . o2 . tw Method 

Start 2162 End 

GI none Score 

Exons 2162.. 2416 



OJ000310_31.0425.C5 
15036 

TBLASTX: Wheat 

2416 

183 



Seq. No. 58046 Seq. ID 

Gene No. v 121380 Strand 

Start 7690 End 

Name OJ000310_31 . 0425 . C5 . o3 . ts Method 

Start 2977 End 

GI none - Score 

Exons 2977.. 3234, 3053.. 3235 



OJ000310_31.0425.C5 
15036 

TBLASTX: Soybean 

3235 

184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58046 

121380 

7690 

OJ000310_31. 0425.C5.o5. tni 

3052 ' 

none 

3052.. 3249, 3053.. 3250 

58046 

121380 

7690 

OJ000310_31. 0425.C5.ol.ts 

5256 

none 

5256. .5321, 5419. .5550, 5456. 
6048.. 6176, 6055.. 617.7, 6247. 
6707.'. 6760, 6877.. 6951, 6881'. 
7054. .7155, 7208. .7291, 7209. 
8032. .8454, 8271. .8459 



Seq. ID 

Strand 

End 

Method 
■End 
Score 



OJ000310_31.0425.C5 
15036 

TBLASTX': Maize 

3250 

233 



Seq. ID OJ000310_31.0425.C5 
Strand 

End 15036 

Method TBLASTX : Soybean 

End 8459 

Score 74 

.5551, 5606. .5683, 5623.. 5688, 
.6324, 6248. .6319, 6706. .6750, 
.6958, 7028. .7126, 7029. .7124, 
.7289, 7764. .7820, 8031. .8456, 



Seq. No. 58046 . 

Gene No. 121380. 
Start 7690 

Name OJ000310_3,1 . 0425 . C5 . o4 . tm 

Start 5479 
GI none 
Exons 5479.. 5547, 5480. 

5620. .5691, 5620. 

6059. .6184, 6247. 

6711. .6773, 6839. 

7038. .7094 



.5527, 5487.. 5549, 5615 

.5688, 6051.. 6176, 6054 

.6324, 6248. .6322, 6706 

.6976, 6877. .6954, 7028 



Seq. ID OJ0003.10_31.0425.C5 
Strand 

End 15036' ' 

.Method. " -TBLASTX: Maize t*\ 
End 7094 
Score 85 

5686, 5618.. 5686, 
6179, 6055.. 6180, 
6762, 6707. . 6760, 
7084, 7029. .7094, 



.Seq. No. 58046 Seq. ID 

Gene No. 121380 Strand 

Start 7690 End 

Name OJ000310 31 . 0425 . C5 . o2 . tc Method 



OJ000310_31 .0425.C5 
15036 

TBLASTX: Cress 



58461 



Start 7032 End 8151 

GI none Score 126 

Exons . 7032. .7124, 7046 .. 7126, 7208 .. 7291, 7209. .7289, 7757. .7819, 

7764. .7820, 8031. .8144, 8032. .8151 



Seq. No. 


58046 






Gene No. 


121380 






Start 


7690 






Name 


OJ000310 31 


.0425. 


C5.ol. 


Start 


7095 






GI 


none 






Exons 


7095. .7124, 


7208. 


.7291, 




7757. .7819, 


7764. 


.7820, 




8112. .8393, 


8113. 


.8397, 



Seq. I'D OJ000310_31.0425.C5 
Strand 

End 15036 
tm Method TBLASTX : Maize 

End -.- 8454 

Score 43 
7209. .7289, 7212 . .7322, ' 7213. .72 90, 
7767. .7820, 8031. .8111, 8032. .8112, 
8395. .8454 



Seq. No. 58046 

Gene No. 121380 

Start 7690, 

Name • OJ000310_31 . 0425 . C5 . o3 

Start 7690 

GI 3582334 

Exons 7690. . 7709, 
GI Descrip. (AC005496) 



np 



Seq. ID 


OJ000310 


Strand 




End 


15036 


Method 


AAT/NAP 


End 


11448 


Score 


504 



31. 0425. C5 



10170. .10590, 11365.. 11448 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 58046 * -Seq. ID- 
Gene No. .121380 Strand 
Start 7690 End 
Name OJ000310_31 . 0425 . C5 . ol . tc Method 
Start 8214 End 
GI none Score 
Exons 8214.. 8453, 8215.. 8454, 8339.. 8455 



OJ000310_31.0425.C5 

15036 . 
TBLASTX: Cress 
8455 
276 



Seq. No. 


58046 


Seq. ID 


OJ000310_31.0425.C5 


Gene No. 


121380 


Strand 




Start 


7690 


End 


15036 


Name 


OJ000310 31.0425.C5.o3.gp 


Method 


AAT/GAP 


Start 


8431 * . 


End 


8824 . 


GI 


none 


Score 


780 


Exons 


8431. .8824" 







Seq. No. 


58046 






Seq. ID 


OJ000310_31.0425 


.C5 


Gene No. 


121380 






Strand ..- 






Start 


.7690 . 






End 


15036 ' ' ' 




Name 


OJ000310 31.0425.C5, 


. o4.gs 


Method 


GENSCAN ■ 




Start 


. 10135 






i . End, 


15036 . ' 




GI 


none 






Score 


. 64 




Exons 


10135. . 


,10590, 11365, 


. .11743, 


12626. .12736, 14963. .15036 




Seq. No. 


58046 






Seq. ID 


OJ000310_31.0425, 


.C5 


Gene No. 


121380 






Strand 






Start 


7690 






End 


15036 




Name 


OJ000310 31. 0425. C5. 


,o2.ts 


Method 


TBLASTX: Soybean 




Start . 


10303 






End 


10615 




GI 


none" 






Score 


178 




Exons 


10303. . 


10401, 10352. 


, .10615, 


10360. .10614 




Seq. No. 


58046 






Seq. ID 


OJ000310_31.0425. 


,C5 



584 62 








121380 
j. i j 0 \j - 


Strand 






Start 


7690 


End 


15036 




''Name 


OJ000310 31.0425.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


10381 


End 


11538 




GI 


none ~ - 


Score 


195 




i_J v\ \J 1 1 ij 


10381 10551 10382 10552 


1054 4. .10591, 10552. .10671, 






11363 11428 11363 11428 


11364. .11429, 11365. .11430, 






11460 11525 11463 11528 


114 64 .. 11529, 1147 9. .11538 




Seq. No. 


58046 


Seq. ID 


OJ000310_3i.0425.C5 




Gene No. 


121380 


Strand 






Start 


7690 


End 


15036 




Name 


O.TOOO^IO "31 0425 P5 nfi 1-m 


Method 


TBLASTX: Mai ze"^' 




Start 


14170 _ 


End 


14502 ' 




GI 


none 


Score 


68 




l-J *\ uo 


14170 14289 14302 14343 


14341. .14502, 14399. .14491 




- Seq. No. 


58046 


Seq. ID 


OJ000310_31. 042.5. G5 




Gene No. 


121380 


Strand 






Start 


7690 


End 


15036 




LNdlUG 


O.TOOn^lO 11 0,425 PR n1 1-w 

sJKj \J \J \J -J ± \J jl • uIl J • ^/J • Ul • 


Method 


TBLASTX: Wheat 




q+- o 


1 dTO^ ~~ 

X *i J .7 J 


End 


14748 




GI 


none 


Score 


95 


%y 


F 1 von c; 


14^Q^ 14S6^ 14^95 1 474R 










58047 


Seq. ID 


OJ000310_31.0425.C6 


rs ' - 

f\ r 


P^n^ Mo 


121381 ■ 


Strand 


+ 




Start 


1 


End 


1888 


r : ~= 


Name 


OJ000310 31.0425.C6.ol.np 


Method 


AAT/NAP 


Vi 


Start 


1 


End 


1855 




GI 


2088650 


Score 


476 


i y 


F von c; 


1..54, 137. .189, 294. .404, 725. .793, 8 


74. .981, 1293. .1361, 






1453. .1507, 1686. .1855 








T flP^PTi n 

ul i->" ~ O >^ -L J. • 


(AF002109) putative peroxisomal membrane carrier protein 


-.: 1 




[Arabidopsis thaliana] 








. Seq. No. 


58047 


Seq. ID 


OJ000310_31.0425.C6 




Gene No. 


121381 


Strand 


+ 




Start 


1 


End 


1888 


L J: 


Name 


OJ000310 31.0425.C6.ol.gs 


Method 


GENSCAN 




Start 


135 


End 


1888 




GI 


none . 


Score. 


.97. 




F, von 


135... 189, 294. -.404';, 725.. '793, 874. .981 


, 1453... 1507, 1686..: 




Seq. . No... . 


5.8047 . ~ 


Seq. ID . 


OJ000310_31. 042.5. C6 




Gene No. 


121382 


Strand 


+ 




Start 


2959 


End 


4562 




Name 


OJ000310 31.0425.C6.o2.gs 


Method. 


GENSCAN . . 




Start 


2959 


End 


4562 




GI 


none 


Score 


.94 




F von q 


2959. .3892, 4087. .4158, 4501 


. .4562 






Seq. No. 


58047 


Seq. ID 


OJ000310_31. 0425.C6 




Gene No. 


121382 


Strand 


+ 




* 'Start 


2959 


End 


4562 




Name 


OJ000310 31.0425.C6.o2.np 


Method 


AAT/NAP 




Start . 


3007 


End 


3846 



58463 



GI 3914666 Score 828 

Exons 3007.. 3846 

GI Descrip. SOS RIBOSOMAL PROTEIN L4 . CHLOROPLAST PRECURSOR (R-PROTEIN L4) 
gi | 2791998 | embfCAA74 895 . 1 [ (Y14566). ribosomal protein L4 
[Arabidopsis thaliana] gi | 2792000 | emb | CAA7*4 894 . 1 | (Y14565) 
ribosomal protein L4 [Arabidopsis thaliana] 



Seq. No. 


58047 


Seq.- ID 


OJ000310_31.0425.C6 


Gene No. 


121383 


Strand 


+ 


Start 


11120 


End 


11633 


Name 


OJ000310 31.0425.C6.o3.gp 


Method 


AAT/GAP 


Start 


11120 


End 


11633 


GI 


none 


Score 


763 


Exons 


11120. .11200,- 11288. .11633 






Seq. No. 


58047 


Seq. ID 


OJ000310 31. 0425. C6 


Gene No . 


121384 


Strand 


+ • 


Start 


12855 


End 


13395" 


Name 


OJ000310_31. 0425.C6.o4 . gp 


Method 


AAT/GAP 


Start 


12855 


End 


13395 


GI 


none 


Score 


955 


Exons 


12855. . 13395 






Seq. No. 


58047 


Seq. ID 


OJ000310_31.0425.C6 


Qene No . 


121385 


Strand 


+ 


Start 


13483 


End 


15731 


Name 


OJ000310 31. 0425.C6.o4 .np 


Method 


AAT/NAP 


Start 


13483 


End 


15731 


GI 


2088647 


Score 


' 1523 


Exons 


13483. .13971, 14351 .. 14837, 


14949. .15731 


GI Descrip. 


(AF002109) unknown protein 


[Arabidops; 


is thaliana] gi 13158394 




(AF036340) LRR-containing F 


-box protein [Arabidopsis thaliaa 


Seq. No. 


58047 


Seq. ID 


OJ000310_31.0425.C6 


Gene No . 


121385 


Strand 


+ 


Start 


13483 


End 


15731 


Name 


OJ000310 31.0425.C6.o5.gp 


Method 


AAT/GAP ..: ' 


Start 


13624 


End 


14453' 


GI 


uC-osflcypl39fl0bl 


Score 


832 


Exons 


13624. .13971, 14351. .14453 






GI Descrip. 


'2088647 2.0e-41 (AF002109) 


hypothetical protein [Arabidopsi, 




thaliana] >gi 3158394 (AF036340) LRR-< 


containing F-box protei: 




[Arabidopsis thaliana] ' 






Seq.-:-No. 


58047 


"Seq., ID 


. , OJ000310_31. 04.25.. C6 


Gene No. 


121386 


Strand 


+ 


Start 


19062 


End 


20487 


Name 


OJ000310 31.0425.C6.o6.np 


Method 


AAT/NAP 


Start 


19062 


End 


20487 


GI 


5852084 


Score 


77 


Exons 


19062. .19089, 20404. .20487 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 





Seq. No. 58047 Seq. ID OJ000310_31 . 0425 . C6 

Gene No. 121387 Strand 

Start 1694 End 2203 

Name OJ000310_31 . 0425 . C6 . o2 . gp Method AAT/GAP 



58464 




Start 


1694 


End 


2203 - 




GI 


50074 1.R1084 


Score 


956 




Exons 


1694. .2203 








GI Descrip. 


' 1781299/emb|CAA70700| 5.0e-15 (Y09506) 


trans f ormer- SR 






ribonucleoprotein [Nicotiana 


tabacunt] 1 






Seq. No. 


58047 


Seq. ID 


OJ000310_31.0425 


.C6 


Gene No. 


121388 


Strand 






Start 


6810 


End 


6968 




Name 


OJ000310 31.0425.C6.o3.gs 


Method 


GEN SCAN 




Start 


6810 


End 


6968 




GI 


none 


Score 


. 99 




Exons 


6810. .6968 








Seq. No. 


58047 


Seq. ID 


OJ000310 31.0425 


.C6 


Gene No. 


121389 


Strand 






Start 


9508 


End. 


10983 




Name 


OJ000310 31.0425.C6.o3.np 


Method 


AAT/NAP 




Start 


8231 " 


End 


8319 




GI 


5852093 


Score 


57 • • • . 




Exons 

J—J Uu 


8231. .8319 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


58047 


Seq. ID 


OJ000310_31.0425 


.C6 


Gene No. 


121389 


Strand 






Start 


9508 


End 


10§83 




Name 


OJ000310 31.0425.C6.o4.gs 


Method 


GENS CAN 




Start 


9508 


End 


10983 




GI 


none 


Score 


. 58 




Exons 


9508. .9928, 9934. .10150, 10962. .10983 






Seq. No. 


58047 


Seq. ID 


OJ000310_31.0425 


.C6 


Gene No. 


121390 


Strand 






Start 


15553 


End 


16065 




Name 


OJ000310 31.0425.C6.o6.gp 


Method 


AAT/GAP 




Start 


15553 


End 


16065 




GI "... 


none 


Score 


1022 




Exons 


15553.. 16065 








Sea No. 


58047 


Seq. ID 


OJ000310 31.0425 


. C6 


Gene No. 


121391 


Strand 






Start 


17091 


End 


24 904 ... 




Name 


OJ000310 31.0425.C6.o,7..tm 


, Method 


TBLASTX.:.Maize 




Start 


109 : . • ; ■ \ ; . • 


End 


905 ' 




GI 


none 


Score 


99 




Exon s 


109. .189, 109. .189, 273. .404, 


289. .408, 


290. .403. 726. . 


7 94 , 




727. .795, 727. .798, 728. .796, 


873. . 905, 


874 . . 903 




Sea No 


58047 


Seq. ID 


OJ000310 31.0425 


,C6 


Gene No. 


121391 


Strand 






Start 


17091 


End 


24904 




Name 


OJ000310 31.0425.C6.o3.tc 


Method 


TBLASTX: Cress 




Start 


725 


End 


1852 




GI 


none 


Score 


93 




Exons 


72S..796, 725. .799, 873. .944, 


874 . . 942, 


928. .981, 1287. 


. 136 




1292. .1360, 1447. .1512, 14 58. 


. 1520, 1684 . . 1836, 1685. . 1 


852 




58465 









Seq. No. 58047 
Gene No. 121391 
Start 17091 

Name * ' OJ000310_31 .0425 . C6 . 06 . tm' " 

Start 906 :: - " 

GI none 

Exons 906.. 980, 916.. 984, 916.. 990, 

1292. .1363, 1293. .1376, 1425. 
1684. .1887, 1684. .1887, 1685. 



Seq. ID OJ000310_31.0425.C6 
Strand 

End 24904 
Method TBLASTX : Maize 
End 1891 
Score 80 

1280. .1366, 1287. .1361, 
1526, 1439.. 1513, 1447.. 1524 
1891, 1688.. 1888 



Seq. No. 58047 

Gene No. 121391 " 

Start 17091 

Name ■ • OJ000310_31 . 0425 . C6 . o7. ts 

Start 1682 

GI none 

Exons 1682.. 1873, 1683.. 1856, 1684. 



Seq. ID OJ000310_31.0425.C6 
Strand 

End 24904 

Method TBLASTX: Soybean 

End . 1873 

Score 199 

1863' . 



Seq. No. 58047 

Gene No. 121391 

Start 17091 

Name OJ000310_31 . 0425 . C6 . o2 . tm 

Start.. 3102 

GI none 

Exons 3102. . 3482,' 3103. .34 95, 3552. 

5183.. 5233, 5231.. 5290 



Seq. ID OJ000310_31.0425.C6 
Strand 

End 24 904 

Method TBLASTX: Maize- 

End 5290 

Score 620 

.37.94, 3553.. 3792, 5092.. 5124 



Seq. No. 58047 

Gene No. 121391 

Start 17091 

Name OJ000310_31 . 0425 . C6 . o2 . tc 

Start 3133 

GI none 

Exons 3133.. 3495, 3177.. 3482, 3555. 



Seq. ID OJ000310_31.0425.C6 
Strand 

End 24904 

Method TBLASTX: Cress 

End 3783 

Score ' 503 

.3782, 3556.. 3783, 3556. .3783 



Seq. No. 58047 
Gene No. ■■ 121391 

Start 17091 

Name OJ0003fO_31 . 0425 . C6 . o4 . ts 

Start 3157 

GI none 

Exons 3157. .3366, 3171.. 3365 . 



Seq. ID OJ000310_31.0425.C6- 
Strand 

End 24904 

Method ^TBLASTX : Soybean 

End 3366 

Score 294 



Seq. No. 58047 

Gene .No. ". 121391. 

Start 17091 

Name OJ000310_31 . 0425 . C6 . o5 . ts 

Start 3541 

GI none 

Exons 3541.. 3771, 3555.. 3782, 3555. 



Seq. ID OJ000310_31.0425.C6 
Strand ; . - 
End 24904 
Method TBLASTX: Soybean 
End 3783 
Score 123 
.3782, 3556.. 3783 



Seq. No. 58047 

Gene No. 121391 

Start 47091 

Name . OJ000310_31 . 0425 . C6 . o3 . tm 

Start 13486 

GI none 



Seq. ID OJ000310_31.0425.C6 
Strand 

End 24 904 

Method TBLASTX : Mai ze 

End 13902 

Score 619 



58466 



Exons 


13486. .13641, 


13518 


. . 13901, 


13519. .13902, 13744 


. . 13902 




Seq. No. 


58047 . 






Seq. ID 


OJ000310 


_31.0425. 


C6 


Gene No . 


121391 






Strand 








Start 


17091 






End 


24904 






Name 


OJ000310 31. 0425. C6 


. o 6 . .t s 


Method 


TBLASTX: 






Start 


13495 






End 


13758 






GI 


none 






Score 


268 






Exons 


" 13495. .13635, 


13528 


13758, 


13533. .13757 






Seq. No. 


58047 






Seq. ID 


OJ000310 


31.0425. 


C6 




121391 ■ 






Strand 








Start 


17091 






End 


24904 






Name 


OJ000310 31. 0425. C6 


.ol .tc 


Method 


TBLASTX: 


Cress • 




Start 


13534 






End 


15710 






GI 


none 






Score 


380 






Exons 


13534 . .13893, 


13569. 


. 13775, 


.13910. .13972, 14394 


. .14471, 






14475. .14624, 


14652 


.•14837, 


14688. .14831, 14934 


15062 






14951. .15007, 


15039 


. 15614, 


15071. .15613, 15093 


15614 , 






15651. .15710 














Sea No 


58047 






Seq. ID 


OJ000310 


31 04?^ 


C6 


Gene No. 


121391 






Strand 








Start 


17091 






End 


24904 






Name 


OJ000310 31. 0425. C6 


o2 . ts . - 


Method 


TBLASTX : 


So vVips n 

w y ks\z- aii 




Start 


13759 






■ End 


15062 






GI 


none 






Score 


119 






Exons 

1<pJ Vv/ 1 1 hj 


13759. . 13899, 


13910 


. 13972, 


14346. .14405, 14394 


. . 14474 , 






14493. .14633, 


14637 


.14837, 


14669. . 14905, 14934 


. . 15062* 




Seq. No. 


58047 






Seq. ID 


OJ000310 


31 0425 


C6 


Gene No . 


121391 






Strand 








Start 


17091 






End 


24904 






Name 


OJ000310 31. 0425. C6. 


ol . tm 


Method 


TBLASTX: 


Maize. 




Start 


13910 






End 


15472 






GI 


none . 






Score 


91 






Exons 


13910. .13972,' 


13912. 


. 13980,' 


14344.. . 148 


38, 14 34 6 


.14840, 






14346. .14840, 


14 939. 


.15007, 


14946. . 15470, 14948 


. i 5 0 0 7 , 






15052. .15201, 


15063. 


.15470, 


15077. .15472, 15089 


. . 15472 




Seq. No. 


58047 






Seq. ID 


OJ000310 


_31.0425. 


C6 


Gene No . . . 


121391 






Strand 








Start 


17091 • 






- End . 


24904 






Name 


OJ000310 31. 0425. C6. 


o 1 . t w 


Method 


TBLASTX: 


fVliCCt L> 




Start 


15036 






End. 


15425. . 






GI 


none 






Score 


444 






Exons 


15036. .15425, 


15083. 


. 15178 , 


15236. .15418 






Sea No 


58047 






Seq. ID 


OJ000310 


31.0425. 


C6 


Gene No . 


121391 






Strand 








Start 


17091 






End 


24 904 






Name 


OJ000310 31. 0425. C6. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


15224 






End 


15719 






GI 


none 






Score 


89 






Exons 


15224 . . 15415, 


15225. 


.15479, 


15225. . 15473, 15227 


. . 15475, 






15469. .15609, 


15470. 


.15613, 


15474 . . 15614, 15590 


. . 15718, 





15627. .15719 

58467 



Seq. No.-' 58047 

Gene- No. 121391 ■ 

Start 17091 - * 

Name OJ000310_31 . 0425 . C6 . o5 . tm 

Start 15474 

GI none 

Exons 15474. .15746, 15475 .. 15747 , 
15524. .15739, 15943. .1604 7 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_31.0425.C6 

24904'" 

TBLASTX: Maize 

16047 

329 



15476-. . 15748,, 154 77 15737 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58047 

121391 

17091 

OJ000310_31.0425.C6.o6.gs 

17091 

none 



Seq. ID OJ000310_31.0425.C6 
Strand 

End 24904 

Method GENSCAN 

End 24904 

Score .66 



17091. .17 656, 17 661. .17762, 1788 6. .17 94 9, 18272. .18421, 
18493. .18604, 18868 18890, 19662 .. 19832, 21952 22401 , 
23013. .23068, 24 605 24 803, 24818. .24904 



Seq. No. 58047 
Gene No. 121391 
Start 17091 

Name O J 0 0 0 3 1 0_3 1 . 0 4 2 5 . C 6 . o 4 . tm 

Start 17130 
GI none 
Exons- 17130. .17192 

17256. .17366 

17408. .17446 

17511. .17540 

17589. .17714 

17688. .17750 



18050. 
18099. 
18264 . 
18490. 



.18079, 
.18221, 
,184-22, 
,18606, 



17133. 
17258, 
17408". 
17550. 
17609. 
17884 . 
18050. 
18117. 
18269. 
18492. 



.17231, 
.17368, 
. 17485, 
.17663, 
.17677, 
.17952, 
.18079, 
.18251, 
.18424, 
.18695 



Seq. ID OJ000310_31.0425.C6 
Strand 

End .24904 

Method TBLASTX: Maize 

End 18695 

Score 78 
17137. .17367, 17 138 .. 17209, 
17269. .17367, 172 69 .. 17397 , 
17413. . 17481, 17507. .17548, 
17585. . 17665, 17585 .. 17 677 , 
1768 6. . 17751, 17 688. .17753, 
17885. .17953, 17885. .17953, 
18052. .18081, 18094. .18219, 
18259. . 18333, 18264 .. 18434 , 
18488. .18580, 184 90 .: 18 609, 



Seq. No, 58047 
Gene No. 121391 
Start 17091 

Name OJ000310_31 . 0425 . C6 . o7 . gp 

Start 17250 . 

GI , 15883^1. R1084 . • 

Exons 17250. .17770 

GI Descrip. . ' 1781299/emb | CAA7G-.700 | 5 . 0e-15 (Y09506.) trans.f ormer-SR 
ribonucleoprotein [Nicotiana tabacum] 1 



Seq. ID OJ00031'0_31.0425.C6 
Strand 

End 24904 

Method AAT/GAP 

End s 17770 . 

Score - . 1012 



Seq. No. 58047 

Gene No. 121391 

Start 17091 

Name OJ000310_31 . 0425 . C6 . o2 . tw 

Start 17269 

GI none 
Exons 



Seq. ID OJ000310_31.0425.C6 
Strand 

End 24904 

Method TBLASTX : Wheat 

End 17956 

Score 85 



17269. .17361, 17335 .. 17391 , 17547 17 645, 17550 .. 17645, 
17567. .17677, .17580 .. 17750, 17580 .. 17750, 17587 .. 17751 , 
17713. .17751, 17882. .17956, 17885.. 17956 



58468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58047 

121391 

17091 

OJ000310_31.0425.C6;o5.np 

17499 

7489207 



Seq. ID OJ000310_31.0425.C6 
Strand 

End 24904 

Method AAT/NAP 

End~ 19916 

Score 289 



174 99. .17704, 17882. .1794 9, 18272. .18407, 18479. .18604, 
18720. .18781, 19821. .19916 

transformer-SR ribonucleoprotein - common tobacco (fragment) 
gil 1781299 | emb I CAA70700.il (Y09506) transformer-SR 
ribonucleoprotein [Nicotiana tabacum] 



58047 

121391 

17091 

OJ000310_31.0425.C6.o3.ts 

18267 

none 



Seq. ID OJ000310_31.0425.C6 

Strand - 

End 24904 

Method TBLASTX : Soybean 

End 18594 

Score 176 



182 67. .18422, 182 67. .18413, 18269. .184 24, 184 88. .18580, 
18489. .18593, 18490. .18594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

GI Descrip. 

Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



58047 

121391 

1709i 

OJ000310_31.04 25.C6.o8.gp 

18280 

3760422 



Seq. ID OJ000310_31.0425.C6 
Strand 

End 24904 

Method AAT/GAP 

'End 19800 

Score 670 



18280. .18421, 184 93. .18601, 18720. .18788, 18868. .188 90, 
19748.. 19800 

1781299/emb|CAA70700| 5.0e-15 (Y09506) transformer-SR 
ribonucleoprotein [Nicotiana tabacum] 



58048 

121392 

1 

OJ000310_31.04 25.C7.ol.np 

1 ... 
■ 4309760 \ 



Seq. ID OJ000310_31.0425.C7 

Strand + 

End 3657 

Method AAT/NAP 

End 3657 

Score 678 



1...107, 346. .449, 742. .1007, 1428. .1534, 1674. .1736, 1997. .2097, 
3608.. 3657 

(AC006217) unknown protein [Arabidopsis thaliana] 



58048 . 4 

121392 

1 

OJ000310_31.04 25.C7.ol.tin 

2 

none 



Seq. ID '■OJ000310j31 . 0425 .C7' 

Strand' ' +■'■ 

End ■ .3657 

Method TBLASTX : Mai ze 

End 833 

Score 100 



2. .70, 3. .7.1, 72, .104, 73. .93, 195. .263, 196. .264, 200. .265, 
343. .441, 343. .438, 345. .452, 345. .440, 772. .831, 777. .833, 
779. .832, 783. .833 



Seq. No. 58048 

Gene No. 121392 

Start 1 

Name OJ000310_31 . 04 25 . C7 . ol . gs 

Start 197 



Seq. ID,,. OJ000310_31.0425.C7 
Strand " + 
End 3657 
Method GENSCAN 
End 34 64 



58469 




GI 


none 


Score 


.71 




Exons 


197.. 256,. 346. .438, 779. .1007, 1428. .1534, 1674. .1736, 






1997. .2097', 3110.. 3204, 3444. 


.3464 






Seq. No. : . 


58049 


Seq. ID 


OJ000310 31.0425 


.C8 


Gene No. 


121393 


Strand 






Start 


258 


End 


596 




Naine 


OJ000310 31.0425.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


258 


End 


596 




GI 


none 


Score 


144 




Exons 


258. .383, 259. .384, 488. .589, 


489. .596 






Seq. No. 


58050 


Seq. ID 


OJ000310 31.0425 


.C9 


Gene No. 


121394 


Strand' 


+ 




Start 


61 


End 


971 




Name 


OJ0OO31O 31.0425.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


244 




GI 


none 


Score 


173 




Exons 


1. .123, 3. .122, 197. ,244, 208 


..243 "v 






Seq. No. 


58050 


Seq. ID 


OJ000310_31.0425 


.C9 


Gene No. 


121394 


Strand 


+ 




Start 


61 


End 


971 




Name 


OJ000310 31.0425.C9.o2.tm 


Method 


TBLASTX: Maize 




Start' 


. 39 


End 


403 




GI 


none 


Score 


86 




Exons 


39. .119, 39. .122, 40. .123, 197. .400, 209. .403 




Seq. No. 


58050 


Seq. .ID ■ 


OJ000310_31.0425, 


,C9 


Gene No. 


121394 


Strand 


+ 




Start 


61 


End 


971 




Name 


OJ000310 31.0425.C9.ol.gs 


Method 


GENSCAN 




Start 


61 


End 


941 




GI 


none 


Score 


.92 




Exons- 


61. .120, 209. .397, 479. .720, 


795. .941 






Seq. No. 


58050 . 


Seq. ID 


OJ00031O_31.0425, 


( C9 


Gene No. 


121394 \ 


Strand '' 


■+ ■ 




Start 


61 


End 


971 




Name 


OJ000310 31.0425.C9.ol.np 


Method 


AAT/NAP 




Start 


182 


End 


936 




GI 


4309759 


Score . 


768 . 




Exons 


182. . 397, 479.. .720,. 795^ .936 








GI Descrip. 


(AC006217) unknown pzrotein [Arabidopsis 


; thaliaria] ' 




Seq. No. 


58050 


Seq. ID 


OJ000310_31.0425. 


,C9 


Gene No. 


121394 


Strand 


+ 




Start 


61 


End 


971 




Name 


OJ000310 31.0425.C9.ol. ts 


Method 


TBLASTX: Soybean 




Start 


'262 


End 


941 




GI 


none 


Score 


222 




Exons 


262. .396, 263. .400, 263. .397, 


476. .715, 


478. .720, 479. .727, 




793. .936, 882. .941 








Seq. No. 


58050 


Seq. ID 


OJ000310_31.0425. 


C9 


Gene No. 


121394 


Strand 






Start 


61 


End 


971 





58470 






Name 


OJ000310 31 0425 C9 ol tc 


Method 


TBLASTX: Cress 




Start 


364 ~~ 


End 


721 




GI 


none 


Score 


67 




Exons 


364.. 399, 365.. 400, 476.. 70*9, 


479. .721, .484. .720 




Seq. No. 


58050 


Seq. ID 


OJ000310_31.0425.C9 




Gene No. 


121394 


Strand 


+ 




Start 


61 


End 


971 




■ Name 


OJ000310 31.0425.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


455 ~~ 


End 


971 




GI 


none 


Score 


400 




Exons 


455.. 721, 463.. 720, 793.. 939, 


797. .940, 862. .939, 863. .955, 






882 . . 971 








Seq. No. 


58051 


Seq. ID 


OJ000310 31. 0425. C10 




Gene No. 


121395 


Strand 


+ 




Start 


187 


End 


4956 




Name 


OJ000310 31.0425.C10.ol.gp 


Method 


AAT/GAP 




Start 


187 


End 


1222 




GI 


29605 1.R1084 


Score 


699 




Exons 


187. .341, 649. .828, 1155. .1222 






GI DescriD. 


M309759/gb|AAD15528 | 3.0e-50 


(AC006217) unknown protein wi' 






Src homology 3 (SH3) domain profile ( 


PDOC50002 ) [Arabidopsi; 






thaliana] 1 






vJ 


Seq. No. 


58051 


Seq. ID 


OJ000310_31. 0425. C10 


hi 


Gene No. 


121395 


Strand 


+ 




Start 


187 


End 


4956 


fh 


Name 


OJ000310 31.0425.C10.ol.gs 


Method 


GEN SCAN 


: : 8 
ta 'cf 


Start 


198 


End 


4956 




GI 


none 


Score 


.47 


! y 


Exons 


198. .341, 649. .828, 1155. .1214 


[, 4472. 


.4492, 4504. .4956 




Seq. No. 


58051 


Seq. ID 


OJ000310_31. 0425. C10 


C3 


Gene No. 


121395 


Strand 


+ 




Start 


187 


End 


4956 




Name J 


■OJ000310 31.0425.C10.ol.np 


Method 


AAT/NAP 




Start 


198 


End 


1374" 




GI 


4309759 


Score 


388 




Exons 


198. .386, 649. .828, 1155. .1214 


:, 1303. 


.1374 




GI Descrip. 


(AC006217) unknown protein [Arabidopsis thaliana] 




Seq. No. 


- 58.051 


Seq.. ID 


OJ000310_31. 0425. C10 




Gene No. 


121395 ■ - 


Strand 


+ ' ■ " ■ . ■ *" ■ ■ " 




. Start. 


187- ;. 


End '. 


4 956 




■ Name 


OJ000310 31.0425.C10.o2.gp 


Method 


AAT/GAP 




Start' 


1331 


End 


1990 




GI 


34852 1.R1084 


Score 


1252 




Exons 


1331. .1990 








GI Descrip. 


' 17 81299/emb|CAA707 00 | 5. 0e-15 


i (Y09506) transformer-SR 






ribonucleoprotein fNicotiana tabacum] 


t 




Seq. No. 


58051 


Seq. ID 


OJ000310_31. 0425. C10 




Gene No . - 


121396 


Strand 


+ 




Start 


4873 


End 


5725 




Name 


OJ000310 31.0425.C10.o3.gp 


Method 


AAT/GAP 




Start 


4873 


End 


5725 



58471 




GI 


none 








Score 


1662 


Exons 


4873 . . 5725 












Seq. No. 


58051 








Seq. ID 


OJ000310J31. 0425. C10 


Gene No. 


121397 








Strand 


+ 


Start 


6481 








End 


8807 


Name 


OJ000310 31 


. 0425 . 


,C10.o3 




Method 


GENSCAN 


Start 


6481 ~ 








End 


8807 


GI 


none 








Score 


.66 


Exons 


6481 . . 6769, 


7056. 


. .7238, 


7255. 


.7305, 8656.. 8807 


Seq. No. 


58051 








Seq. ID 


OJ000310_31. 0425. C10 


Gene No. 


121398 








Strand 




Start 


5404 • 








End 


6263 


Name 


OJ000310 31 


.0425. 


C10.O2 


. ts 


Method 


TBLASTX : Soybean 


Start 


192 








End . 


1217 


GI 


none 








Score 


95 


Exons 


192.. 314, 197.. 313, 645 


. .746, 


648. .827 


, 649. .831, 1152. .1217 


Seq. No. 


58051 








Seq. ID 


OJ000310_31.-0425.C10 


Gene No. 


121398 








Strand 




Start 


5404 








End 


6263 


Name 


OJ000310 31 


.0425. 


ClO.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4600 








End 


4917 


GI 


none 








Score 


117 


Exons 


4600. .4683-, 


4 605. 


.4682, 


4741 . 


.4917, 4749.-4859 


Seq. No. 


58051 








Seq. ID 


OJ000310_31. 0425. C10 


Gene No. 


121398 








Strand 




Start 


5404 








End 


6263 


Name 


OJ000310 31 


.0425. 


Cl6io2 


. tm 


Method 


TBLASTX: Maize 


Start 


4602 








End 


4917 


GI 


none 








Score 


127 


Exons 


4602. .4760, 


4603. 


.4761, 


4746. 


.4859, 4747. .4917 


Seq.. No. 


58051 








Seq. ID 


OJ000310_31. 0425. C10 


Gene No m 


121398 








Strand 




Start 


5404 • 








End 


6263 ' ' 


Name 


OJ000310 31 


.0425. 


ClO.ol, 


. tm 


Method ' 


TBLASTX: Maize 


Start 


5267 








End 


6217 


GI 


none 








Score 


46 


Exons 


52.67. .5305,. 


5318. 


.5380, 


5330 . 


.5368., 5390.. 5446, 5398.. 5445, 




. 5.571. .5.65.7, 


5575. 


.5670, 


5579 . 


.5656, 5683;. 5712, 56.84.... 57 13,. 




•5766. .5909, 


5820. 


.5915, 


5821 . 


.5910, 6013-. \ '6072, '6064 ..-6204', 




6089. . 6217.. 












Seq. No. 


58051 








Seq. ID 


OJ000310_31. 0425. C10 


Gene . No . 


121398 








Strand . 




Start 


5404 








End 


.6263 


Name 


OJ000310 31 


.0425. 


C10.o2, 




Method 


GENSCAN 


Start 


5404 








End 


6225 


GI 


none 








Score 


.68 


Exons 


5404. .5445, 


5572. 


.5712, 


5820. 


.5960, 6013.. 6225 


Seq. No. 


58051 








Seq. ID 


OJ000310_31.0425.C10 


Gene No. 


121398 








Strand 




Start 


5404 








End 


6263 



58472 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000310_31. 0425. CIO -.o2.np Method AAT/NAP 
5404 End , 6231 

2464852 Score >- 172 

5404. .5445, 5566. .5712, 5820. .5915, 6013. .6231 
(Z99707) putative protein [Arabidopsis thaliana] 



58051 
121398 
5404 

OJ000310_31. 0425. C10. o4.gp 
5948 

LIB34 34-026-P1-K1-C8 
5948. .6263 

' 1781299/emb|CAA70700| 5.0e-15 (Y09506) . transf ormer-SR 
ribonucleoprotein [Nicotiana tabacum] 1 



Seq. ID OJ000310_31. 0425. C10 
Strand 

End 6263 

Method AAT/GAP 

End 6263 

Score 551 





58051 








Seq. ID 


OJQ00310; 31. 0425.. C10 


Clfsr\£z Nipt 


121399 








Strand' 






Start 


.6738 








End 


7326 . 




Name 


OJ000310 31. 


,0425 


.C10.o3. 


tm 


Method 


TBLASTX : Maize 




Start 


6738 








End 


7326 




\j ± 


- none 








Score 


41 




Pvnn q 


6738. .6785, 


6861 


. .6917, 


6960. 


.7001, 6960. .7010, 7061. .7183, 




7087. .7176, 


724 9 


. .7323, 


7254. 


.7322, 7258. .7326 




O C ^ • L \\J . 


58052 








Seq.- 5D 


OJ000310_31.0425, 


PI 1 


Gene No. 


121400 








Strand 






Start 


674 








End 


2066 




Name 


OJ000310 31. 


,0425 


.cn.or. 


gs 


Method 


GEN SCAN 




Start 


674 








End 


2066 




\J 2. 


none 








Score 


.65 




Cj AUllO 


674. .996, 1946..: 


2066 










Cpcf Mn 


58052 








Seq. ID 


OJ000310_31.0425< 


.Cll 


Gpnp No 


121401 








Strand 






Start 


2965 








End 


3818 




Name 


-OJ000310 31. 


0425 


.Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start " ■ 


935 








End 


1939 




GI 


none 








Score 


86 




Exons 


935.. 988, 938.. 988, 1778 


..1822, 1778.. 


1939, 1779.. 1928, 






1780. .1932, 


1780 


. .1851 










Seq. No. 


. 58052 ; 








Seq. ID 


OJ000310_31.0425, 


,C11 


Gene No. 


121401 








Strand ■ 






Start 


2965. 








.' End 


381B 




Name 


OJ000310 31. 


0425' 


.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1796 








End 


1937 




GI 


none 








Score 


196 




Exons 


1796. . 1924, 


1798 


. . 1923, 


1818. 


.1937, 1828. .1929 




Seq. No. 


58052 








Seq. ID 


OJ000310_31.0425. 


,C11 


Gene No. 


121401 








Strand 






Start 


2965 








End 


3818 




Name 


• OJ000310 31. 


0425 


.Cll.o2. 


gs - 


Method 


GENS CAN 




Start 


2965 








End 


3818 




GI 


none 








Score 


.88 




Exons 


2965. .3224, 


3708, 


. .3818 











58473 



Seq. No. 58053 Seq. JD 

Gene No. 121402 Strand 

Start " 4 04 y '' : End 

Name OJ000310_31 . 0425 . C12 . ol . gp Method 

Start 404 End 

GI 32464_1.R1084 Score 

Exons 404. .731, 1152. .1251, 1367. .1404, 1520. .1562 

GI Descrip. 1 184 14 64/emb I CAA71891 | 9.0e-42 (Y11002) LIM-domain SF3 protein 
[Nicotiana tabacum] >gi_59324 20_gb_AAD56951 . 1_AF184 88 6_1 
(AF184886) LIM domain protein WLIM2 [Nicotiana tabacum] * 



OJ000310_31.0425.C12 
+ 

2022 
AAT/GAP 
1562 
938 



Seq. No. 58053 
Gene No. ' 121402 

Start 404 

Name OJ000310_31 . 0425 . C12 . ol . tm 

Start 479 

GI none 
Exons 



Seq. ID OJ000310_31.0425.C12 
Strand ' + 
End 2022 
Method TBLASTX: Maize 
End . 1612 ; 
Score .35 

479. .511, 599. .733, 600 . . 734 , ' 1 1-42 . . 124 9, ■ 114 6 . . 1253, 
1152.. 1250, 1156.. 126.6, 1368.. 1409, 1529.. 1612, 1546.. 1611 



Seq. No. 58053 
Gene No. 121402 
Start 404 

Name OJ000310_31 . 0425 . C12 ..ol . ts 

Start 594 
GI none 

Exons 594.. 734, 594.. 713, 596 

1158.. 1235, 1172.. 1234, 
1520. .1612, 1541. .1612 



Seq. ID OJ000310_31.0425.C12 
Strand + 
End 2022 
Method TBLASTX : Soybean 
End 1614 
Score 186 
.712, 605. .724,. 1142. .1225, 1146. .1226, 
1229. .1252, 1491. .1613, 1519. .1614, 



Seq. No. 58053 
Gene No. 121402 
Start 404 

Name • . OJ000310_31 . 0425 . C12 . ol . tw 

Start .594 
GI- ■ none 

Exons'' '594. .731, 594. .689, 596. .730, 

1354. .1404, 1368. .1409, 1519. 
1523. . 1612 



Seq. ID OJ000310_31.0425.C12 

Strand + 

End 2022 

Method TBLASTX: Wheat 

End. 1614. 

Score 243 

599.. 688, J.-146;-. 1*253, 115?.. 1249, 
.1614, 1519. .1611, 1520. .1612, 



Seq. No. . 58053 Seq. ID OJ000310_31 . 0425 . C12 

Gene No. - 121402. Strand + 

Start -404 End'" .2022 

Name OJ000310_31 . 0425 . Cl-2 . ol. . np Method AAT/.NAP' . 

Start 597 End 2022 

GI 7489184 Score 400 

Exons 597. .731, 1152... 1251, 1370. .1404, 1520. .1631, 1838.. 2022 

GI Descrip. probabl 

gi | 1841 

[Nicoti 

(AF1848 



e transcription factor SF3 common tobacco 
464 | emb | CAA71891.il (Y11002) LIM-domain SF3 protein 
ana tabacum] gi | 5932420 | gb | AAD56951 . 1 | AF184 88 6_1 
8 6) LIM domain protein WLIM2 [Nicotiana tabacum] 



Seq. No. 58053 * ' Seq. ID 

Gene No. 121402 Strand 

Start 404 End 

Name OJ000310_31 . 0425 . C12 . ol . gs Method 



OJ000310_31.. 0425. C12 
+ 

2022 
GENSCAN 



58474 






600 






End 


1 609 




GI 


none 






Score 


. 76 




Exons 


600 731, 


1152. .1251, 1367. .1404,. 1520, 


1609 




Seq. No. . 


58054 






Seq. ID 


OJ000310_31.0425 


.C14 


Gene No. 


121403 






Strand 


+ 




Start 


1968 






End 


3508 




Name 


OJ000310 


_31.0425.C14 .ol. 


gs 


Method 


GENSCAN 




^Start 


1968 






End 


3508 




GI 


none 






Score 


.56 






1968 204 


8, 2866.. 3165, 


3401. 


.3508 






Seq. No. 


58054 






Seq. ID 


OJ000310_31.0425 


.C14 


Gene No. 


' 121404 ■ 






Strand- 






Start 


44 






End 


3338 




Name 


OJ000310 


31.0425. C14.ol. 


gp 


Method 


AAT/GAP 




Start 


44 






End: ' 


64 9 




GI 


none 






Score 


343 




P, von s 


44 . . 153, 


520. .649 










Qprf No 


58054 






Seq. ID 


OJ000310_31.0425 


. C14 


Gene No. 


121404 






Strand 






Start 


44 






End 


3338 




Name 


OJ000310 


31.0425.C14.ol. 


n P. 


Method 


AAT/NAP 




Start 


217 






End 


2150 






7022161 






Score 


188 






217. .311, 


499. .680, 791. 


.976, 


1477. .1632, 2074. .2150 




HIT Dp^rri n 

\_J J- J—/ ^ O J- -L- . 


(AK001105) unnamed protein product [Homo sapiens] 




Seq. No. 


58054 






Seq. ID 


OJ000310_31.0425 


.C14 


Gene No. 


121404 






Strand 






Start 


44 






End 


3338 




Name 


OJ000310 


31.0425.C14 .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


521 






End 


979 




GI 


none 






Score 


98 




Hi A \y HO 


521. .655, 


522. .647, 791. 


. 979, 


800. .868, 


883.:. 975 




Seq. No. 


58054 






Seq. ID 


OJ000310J31.0425 


.C14 


Gene No. 


121404 






Strand 






Start 


44 






End 


3338 




Name 


OJ000310 


31.0425.C14.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


548 






End 


932 




GI 


none 






Score.. 


195 




Exons 


548. -.700, 


549. .701, 791. 


-.931, 


7 94. .931, 


798. .93'2, 801..' 


932 


Seq. No. 


58054 ' 






Seq. ID 


OJ000310_31.0425 


.C14 


Gene No. 


121404 






Strand 






Start 


44 






End 


3338 




Name 


OJ000310 


31.0425.C14.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


916 






End 


2192 




GI 


none 






Score 


82 




Exons 


916. .972, 


1470.. 1634, 14 


80. .1629, 2085. 


.2192 




Seq. No. 


58054 






Seq. ID • 


DJ000310_31.0425 


.C14 


Gene No. 


121404 






Strand 






Start 


44 






End 


3338 




Name 


OJ000310 


31.0425.C14.o2. 


tm 


Method 


TBLASTX: Maize 





58475 



End 
Score 
1627 



Start 934 

GI none 

Exons 934.. 975, 1470.. 1625, 1478. 

Seq. No. 58054 

Gene No. 121404 

Start 44 

Name OJ000310_31 . 0425 . C14 . o2 . gp 
Start . 1609 

GI none 

Exons 1609.. 1632, 2074.. 2282, 3105.. 3338 



"1627. 
193 



Seq. ID OJ000310_31.0425.C14 
Strand 

End 3338 

Method AAT/GAP 

End 3338 

Score 830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000310_31.0425.C15 

+ ... 

2222 
AAT/GAP 
2222 
14 4 



58055 Seq. ID 

121405' Strand 
2127 End 
OJ000310_31.0425.C15.ol.gp Method 
2127 End . 

uC-osflcyp022c06b2- Score 
2127.. 2222 

'5042437/gb|AC0077.89.1|AC007789 8.0e-25 Oryza sativa BAG T49B20 
genomic sequence, complete sequence 1 

58055 . Seq. ID OJ000310_31 . 0425 . C15 

121406 Strand 

3362 End 3537, - 

OJ000310_31.0425.Cl5.ol.np Method AAT/NAP 

3362 End 3537 

5091528 . Score 185 

3362.. 3537 

(AB023482) Hypothetical protein [Oryza sativa] " - 



Seq. No. 


58056 




Seq. ID 


OJ000330_31. 


0424. CI 


Gene No. 


121407 




Strand 


+ 




Start 


134 




End 


202 




Name 


OJ000330 31. 0424. CI. ol 


.gs 


Method 


GENSCAN 




Start 


134 




End 


'202 




GI 


none. 




Score 


.72 / 




Exons 


134., .'202 










Seq. No. 


58057 




Seq. ID 


OJ000330_31. 


0424. C7 


Gene No. 


121408 




Strand 


+ 




Start 


1176. 




End 


1610 




Name 


■ OJ000330. 31..042.4.C7.ol 


.gp./ 


Method 


AAT/GAP, 




Start 


1176 • ■ 




End 


1610 




GI 


42836 1.R10.84 . 




Score , 


652 <. 




Exons 


1176. .1393, 1489. .1610 










GI Descrip. 


'5852182/emb|CAB55420. 


1| 9.0e 


-13 (AL117265) zhb0012 


.1 [Oryza 




sativa] ' 










Seq. No. 


58058 




Seq. ID 


OJ000330_31. 


0424 .C8 


Gene No. 


121409 




Strand 


+ 




Start 


1 




End 


3170 




Name .: 


OJ000330 31.0424.C8.ol 


• np , 


Method 


AAT/NAP 




Start 


1 




End 


3170 . 




GI 


7484799 




Score 


7i4 




Exons 


1..25, 518. .837, 2440. 


.2723, 


2823. .3170 





GI Descrip. alliin lyase homolog F22K18.130 - Arabidopsis thaliana 



58476 



gi I 4220523 I emb | CAA22996 . 1 1 (AL035356) • putative alliin lyase 
[Arabidopsis thaliana]. gi I 7269317 | emb | CAB79377 ; 1 1 (AL161561) 
putative alliin lyase [Arabidopsis thaliana].. 



Seq. No. 58058 

Gene No. 121409 

Start 1 

Name OJ000330_31 . 0424 . C8 . ol . gs 

Start 75 

GI none 
Exons 



Seq. ID OJ000330_31.0424.C8 

Strand + 

End 3170 

Method GENSCAN 

-End 3141 

Score .91 



75. .176, 522. .837, 2440. .2757, 2823. .3141 



Seq. No. 58058 

Gene' No. 1214 09 

Start 1 

Name OJ000330_31 . 0424 . C8 . o2 . tm 

Start 124 

GI none 
Exons 



Seq. ID OJ000330_31.0424.C8 

Strand + - ■ 

End 3170 

Method TBLASTX : Mai ze 

End 861 

Score 69 



124. .174, 514. .747, 522. .746, 796. .861 



Seq. No. 58058 

Gene No. 121409 

Start 1 

Name OJ000330_31 .0424 . C8 . ol . tc 

Start 514 . 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



Seq. ID OJ000330_31.0424.C8 

Strand + 

End 3170 

Method TBLASTX: Cress ' 

End 2673 

Score 272 



514. .747, 522. .737, 802. .837, 2431. .2517, 2442. .2516, 
2521.. 2595, 2523.. 2576, 2586 265JL,. 2599 .. 2673 



58058 

121409 

1 

OJ000330_31.0424.C8.ol.ts 

2428 

none 



Seq. ID OJ000330_31.0424.C8 

Strand + 

End 3170 

Method TBLASTX: Soybean 

End 2667 

Score 89 



2428. .2508, 2469. .2507, 2509. .2595, 2520. .2573, 2587. .2640, 
2599. .2667 - 



Seq. No. 58058 

Gene No. 121409 

Start 1 

Name OJ000330_31 . 0424 . C8 . ol . tm 
.Start ' 2454 
GI * none 
Exons 



Seq. ID OJ000330_31.0424.C8 

Strand + 

End 3170 

Method TBLASTX : Mai ze 

End . 3140 . 

Score 71 ■ 



2454. .-2567,- .2454 . .25.76, 2455. .2580, 2524. .2577, 2531. .2638,. 
2587. .2727, 2590. .2724, 2601. .2744, 2823. ."2924, 2824. .2925, 
2922. .3140, 2996. .3139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



58059 

121410 

1941 

OJ000330_31. 0424 .C9.ol.gs 

1941 

none 



Seq. ID OJ000330_31.0424.C9 

Strand "+ ■ 

End 3147 

Method GENSCAN 

End 3147 

Score . 5 



1941. .2186, 2275. .2459, 2509. .2757, 2865. .3147 

58059 Seq. ID OJ000330_31 . 0424 . C9 



58477 






Gene No. 


121411 




Strand 


+ 






Start 


3738 




End 


4760 






Name 


OJ000330 31 0424 C9 o2 




Mp1~ hnH 


QFN9CAN 






Start 


3738 -" _ 




End 


47 60 






GI 


none 




Score 


.81 






JTvAn o 
1_J y\ 1 1 o 


3738 4448 4677 4760 












Spa No 


58059 




Seq. ID 


OJ000330 


31 0424 C9 




Gene No. 


121412 




Strand 








Start 


1 




End 


3234 






Name 


OJ000330 31 0424 C9 ol 


np 


Method 


AAT/NAP 






Start 


1 _ 




End 


3234 






GI 


7339707 




Score 


807 






PvAn c 

l_j *\ W 1 1 o 


1 33 1 1'667 1781 2669 


. .3234 










CiT Dp serin 


(AP001539) hvoothetical 


protein [Oryza 


caf i va 1 






Seq. No. 


58060 




Seq. ID 


OJ000330 


__31. 0424 .Cll 




Gene- No. 


121413 




Strand 


+ 






Start 


654 




FnH 


1903 






Name'- 


OJ000330 31 0424 Cll ol 


.gs 


Method 


VJ III IN O VillN 






Olul L 


654 ~~ 




End 


1903 






VJ-L 


none 




Score 


.84 






J— 1 Vw/ 1 1 O 


654 773. 1804 1903 












Seq. No. 


58060 




Seq/' ID v 


OJ000330 


_31. 0424. Cll 




Gene No. 


121414 




Strand 


+ 






Start 


2864 




End 


• 5320 




fU 


Name 


OJ000330 31 0424 Cll o2 


.gs 


Method 


HFN9CAN 




s . = 


Start 


2864 ~~ 




End 


5211 




"l 
« s? 


GI 


none 




Score 


. 9 




yj 


DAUl I O 


2R64 410S 4963 S21 1 










ru 


Spa No 


58060 

■J U Va( V U 




Seq. ID 


OJ000330 


31 0424 n 1 




Gene No. 


121414 




Strand 


+ 






Start 


2.864 




End 


5320 






Name 


OJ000330 31. 0424. Cll. ol 


.np 


Method 


AAT /NAP 




r ™ 


Start 


2876 - . 




End ■ 


5320 






GI 


'4106395 




•Score 


1828* 






F.xon s 


2876. .4105, 4963. .5320 












GI Dp<5criD 

VJ U^y \J J- -1- k_/ • 


(AF073744) raffinose synthase 


[Cucumis 


<5at- 1 VU 1 
o a lj.vujj 






Spa No 


58060 




Seq. ID 


OJ000 330 


^11 0424 rn 






121414 




Strand. . 


+ ■ ■ 






Start 


2864 




End 


5320 






Name 


OJ000330 31.0424 .Cll. ol 


. tm 


Method 


TBLASTX : 1 


Maize 




Start 


2936 




End 


5319 






GI 


none 




Score 


166 






UAWll O 


2936. .3010, 3061. .3231, 


3071. . 


.3247, 32$ 


37. .3355, 


^^4 ^70ft 






3341. .3685, 3841. .3882, 


384.2. . 


.3883, 3935. .4108, 


4010. .4096, 






4078. .4110, 4963. .5103, 


5092. . 


.5169, 5196. .5318, 


5206. .5319 




Seq. No. 


58060 




Seq. ID 


OJ000330_ 


_31. 0424 .Cll 




Gene No. 


121414 




Strand 


+ 






Start 


2864 




End 


5320 . , 






Name 


OJ000330 31. 0424. Cll. ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3023 




End 


5319 






GI 


none 




Score 


159 





58478 






Exons 


3023. .3253, 


3067 


. .3228, 


3242 


..3415, 3340. .3684, 


3341. .3682, 






3842. .3883, 


3935 


. . 4099, 


4963 


..5130, 5266. .5319 








Seq. No. 


580 r 60 








Seq. ID 


OJ000330 


J31.0424 


.Cll 




Gene No. 


121414 








Strand 


+ 








Start 


2864 








End 


5320 








Name 


OJ000330 31. 


0424 


.Cll.o2. 


t s 


Method 


TBLASTX: 


Soybean 






Start 


3070 








End 


3883 








GI 


none 








Score 


160 








Exons 


3070. .3228, 


3071 


. .3265, 


3233 


..3337, 3341. .3673, 


3370. .3690, 






3842. .3883 










!■'' 








Seq. No. 


58060 








Seq. ID 


OJ000330 


_31.0424 


.Cll 




Gene No. 


121414 








Strand 


+ 








Start 


2864 








End 


5320 








Name 


OJ000330 31. 


0424 


.Cll.pl. 


ts 


Method 


TBLASTX: 


Soybean 






Start 


4001. 








End 


5319 






GI 


none 








Score 


87 








Exons 


4001. .4108, 


4954 


. 5319, 


4965 


..5318 










Seq. No. 


58060 








Seq. ID 


OJ000330 


_31.0424 


.Cll 




Gene No. 


121414 








Strand 


+ 








Start 


2864 








End 


5320 








Name 


OJ000330 31. 


0424 


Cll.ol. 


gp 


Method 


AAT/GAP 






"C 


Start 


4951 








End 


5320 






% h£ 


GI 


13362 1.R1084 






Score 


703 






I;! 


Exons 


4951. .5320 
















fll 


GI Descrip. 


M106395- 6.0e-85 


(AF073744) raffinose 


synthase 


[Cucumi s 




f 5 




sativus] 1 
















L y 


Seq. No. 


58061 








Seq. ID 


OJ000330 


31.0424 


.C12 




Gene No. 


121415 








Strand 


+ 








Start 


175 








End 


553 






= 


Name 


OJ000330 31. 


0424 


C12.ql. 


gp 


Method 


AAT/GAP 








Start 


175 








End ■ 


553 








GI 


3769067 








Score 


703 








Exons 


175.. .553 ■ 


















Seq. No. 


58061 








Seq. ID 


OJ000330 


_31.0424 


C12 


!□ 


Gene No. 


121416 








Strand 


+ 








Start 


2994 








End 


3314 








Name 


OJ000330 31. 


0424 . 


C12.o2. 


gs . 


Method 


GENSCAN 








Start 


2994. . 








End ■ . 


3314 .. 








GI 


none 








Score 


.49 








Exons 


2994 . .3314 


















Seq. No. 


58061 








Seq. ID 


OJ000330 


_31.0424 


C12 




Gene No. 


121417 








Strand 










Start 


1 








End 


3570 








Name 


OJ000330 31. 


0424. 


C12.ol. 


np 


Method 


AAT/NAP 








Start 


1 








End 


3570 








GI 


7339707 








Score 


96 ' 








Exons 


1..228, 1234 


..1453, 2942 


..3046, 3536.. 


3570 








GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


58061 








Seq. ID 


OJ000330 


_31.0424. 


C12 




Gene No. 


121417 








Strand 









58479 



Start 1 

Name OJ000330_31 . 0424 . C12 . ol , 

Sta.rt 171 

GI ' none 

Exons 171.. 347, 2'04..356, 212, 

Seq. No. 58062 

Gene No. r: -121418 

Start 77 

Name OJ000330_31 . 0424 . C13 . ol . 

Start 1 

GI none 

Exons 1..165, 2. .175, 2. .181, 

Seq. No. 58062 

Gene No. 121418 

Start % 77' 

Name *■ OJ000330_31 . 0424 . C13 . ol . 

Start. 77 

GI none 

Exons 77. .772 



tm 



.367 



End 

Method 

End 

Score 



3570 

TBLASTX: Maize 

367 

203 " 



Seq. ID OJ000330_31.0424.C13 

Strand + 

End 772 

tm Method TBLASTX : Maize 

End 739 

Score 259 
245. .592, 283. .378, 285. .569, 539.-739 

Seq. ID OJ000330_31 .0424 .C13 

Strand + 

End 772 

gs Method . GENSCAN 

End 772 

Score .79 



Seq. No. 58063 

Gene No. 121419 

Start 695 

Name OJ000330_31 -1 0424 .C17 . ol . 
Start " 695 

GI none 

Exons 695.. 2581 



gs 



Seq. ID OJ000330_31.0424.C17 

Strand + 

End 2581 

Method GENSCAN 

End ' 2581 

Score 1 



Seq. No. 58063 

Gene No. 121420 

Start 3102 

Name OJ000330_31 . 04 24 . C17 . ol , 

Start 1466 

GI ** none 

Exons-; 1466.. 1519, 1466.. 1519, 
1619. . 1711 . 



Seq. ID OJ000330_31.0424.C17 
Strand 

End 3722 

tm Method TBLASTX : Maize 

End 1714 

Score .84 
1491.-. 1523, 1608..1643, 1619. .1714, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



58063 

121420 

3102 

OJ000330_31.0424 .C-17.o2.gs - 
3102 
.none 

3102. .3458, 3639. .3722 

58064 

121421 

412 

OJ000330_31. 0424 .C18.ol.gs 

412 

none 

412. .553, 825. .837, 928. .1061 

58065 
121422 



Seq. ID OJ000330_31.0424.C17 
Strand 

End .3722 

Method GENSCAN . - 

End 3722- 



Score' 



94 



Seq. ID OJ000330_31.0424.C18 

Strand + 

End 1061 

Method GENSCAN 

End 1061 

Score .71 



Seq. ID OJ000330_31.0424.C21 
Strand 



58480 





Start 


1 




End 


1241 






Name 


OJ000330 


31.0424.C21.ol.gp 


Method 


AAT /GAP 






Start 


1 




End 


303 






GI 


none 




Score 


588 






Exons 


1. .303 












Seq. No. 


58065 




Seq. ID 


OJ000330 31.0424. 


C21 




Gene No. 


121422 




Strand 








Start 


1 




End 


1241 






Name 


OJ000330 


_31.0424.C21.ol.np 


Method 


AAT /NAP 






Start 


1 




End 


1241 






GI 


1946369 




Score 


308 






Exons 


1..836, 933. .1241" 










GI Descrip. 


• (U93215) 


unknown protein [Arabidopsis 


thaliana] 






Seq. No. 


58065 




Seq. ID 


OJ000330_31.0424. 


C21 




Gene No. 


121422 




Strand 








Start 


, l 




FnH 


1241 






Name 


OJ000330 


_31.0424.C21.ol.tm 


Method 


TBLASTX.: Maize 






Start 


4 




End 


594 






GI 


none 




Score 


141 






Exons 


4 . .594, 6 


I..232, 39. .275, 95. 


.232, 341. 


. 505, 365 . .472 






Seq. No. 


58065 




Seq. ID 


OJ000330J31.0424 . 


C21 




Gene No. 


121422 




Strand 








Start 


■i 




End 


1241 ' 




§_* jj 


Name 


OJ000330 


_31.0424.C21.ol.gs 


Method 


GENSCAN 




P ! 


Start 


45 




End 


1185 




fH 


GI 


none 




Score 


. 91 






Exons 


45. . 1185 












Seq. No. 


58065 




Seq. ID 


OJ000330_31.0424 . 


C21 




Gene No. 


121422 




Strand 








Start 


1 




End 


1241 






Name 


OJ000330 


'^1 0474 0\ n? nn 


Method 


AAT /GAP 




V, i 


Start 


^594 - 




End 


958 






GI 


% none 




Score 


687 




f - 


Exons 


594. .958 












Seq. No. 


58065 




Seq. ID 


OJ000330_31.0424. 


C21 




Gene No. 


121422 




Strand 








Start 


1 




End . 


124.1 






Name 


OJ000330 


31.0424.C21.ol.tw . 


Method 


TBLASTX : Wheat 






Start 


615 




End 


7 95 • 






GI 


none 




Score 


175 






Exons 


615. .794, 


615.. 794, 712.. 795 








_ 


Seq. No. 


58065 




Seq. ID 


OJ000330_31.0424. 


C21 




Gene No. ■ 


121422 




Strand 








Start' 


1 




End 


1241 






Name 


OJ000330 


31.0424.C21.o2.tm 


Method 


TBLASTX: Maize 






Start 


740 




End 


1094 






GI 


none 




Score 


139 






Exons 


740. .862, 


741. .860, 741. .878 


, 742. .861, 827. .865, 881. .955, 






883. .972, 


1000. .1086, 1002.. 


1088, 1003 


. .1086, 1008. . 1094 






Seq. No. 


58065 




Seq. ID 


OJ000330_31.0424. 


C21 



58481 



Gene No. 121422 ' Strand 

Start 1 End 

Name OJ000330_31 . 0424 . C21 . ol . tc Method 

Start 997 End 

GI none Score 

Exons 997.. 1188, 1013.. 1135, 1027.. 1188 



1241 

TBLASTX: Cress 

1188 ; • 

70 



Seq. No. 58065 Seq. ID 

Gene No. 121422 Strand 

Start 1 End 

Name OJ000330_31 . 0424 . C21 . ol . ts Method 

Start 1009 ' End 

GI none Score 

Exons 1009.. 1191, 1018.. 1191 



OJ000330_31.0424.C21 
1241 

TBLASTX : Soybean 

1191 ' 

81 



Seq. No. 58066 Seq. ID 

Gene No. 121423 Strand 

Start 1 *• End 

Name OJ000330_31 . 0424..C22 .ol . gp Method 

Start 1 ' End 

GI 24347_1.R1084 Score 

Exons 1. .90, 210. .246 . 

GI Descrip. ' 5732705/gb | AAD4 9233 . 1 | AF159388_1 1.0e-41 (AF159388) 
thioredoxin-like protein - [Phalaris coerulescens] 

>gi_5732707_gb_AAD4 9234 . 1_AF159389_1 (AF15938S)) thioredoxin-like 
protein [Phalaris coerulescens] 1 



OJ000330_31.'0424;C22 
+ 

347 ■ 
AAT/GAP 
246 
202 



Seq. No. 58066 Seq. ID 

Gene No.* 121423 Strand 

Start 1 End 

Name OJ000330_31 . 0424 . C22 . ol . np Method 

Start 1 End 

GI 1085953 Score 

Exons 1..90, 210.. 344 

GI Descrip. hypothetical protein S2 - Phalaris coerulescens 



OJ000330_31.0424.C22 
+ 

347 

AAT/NAP 
344 
317 



Seq. No. 


58066 ' 








Seq. ID 


OJ000330_31.0424 


.C22 


Gene No. 


121423 








Strand 


" + . 




Start 


1 








End 


347 




Name 


OJ000330 31.0424 


.C22. 


ol. 


gs 


Method 


GENSCAN 




Start 


34 








End 


347 




GI 


none 








Score. 


.•86 




Exons 


34. .90, 21.0. .347 














Seq. No,. 


58066 . 








Seq. ID 


OJ000330_31.0424 


.C22 


Gene No. 


121424 








Strand 






Start 


726 








End 


1415 




Name 


OJ000330 31.0424, 


.C22. 


ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


344 




GI 


none 








Score 


145 




Exons 


1..90, 1..90, 3., 


.92, 


197 


. .292 


, 208. .336, 209. .262, 231. 


.344 


Seq. No. 


58066 








Seq. ID 


OJ000330_31.0424 


.C22 


Gene No. 


121424 








Strand 






Start 


726 








End 


1415 




Name 


OJ000330 31.0424. 


.C22. 


o2. 


gs 


Method 


GENSCAN 




Start 


726 








End 


1415 





58482 



GI 

Exons 

Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

726. .856, 1365. .1415 



Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. "No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000330 31.0424.C23 



58067 Seq. ID 

121425 . Strand 
1683 End 2791 

OJ000330_31 . 0424 . C23 . ol . np Method AAT/NAP 
1683 End 2791 

6069646 Sc^re ' 372 

1683. .1982, 2743. .2791 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj I BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



58068 Seq. ID 

121426 Strand 

2654 End 

OJ000330_31 . 0424 . C25 . ol . gs Method 

2654 End 

none Score 
2654. .2940, 3049. .3544 

58068 Seq. ID 

121426 1 Strand 

2654 End 

OJ000330_31.0424.C25.ol.np Method 

2672 End 

"2280530 Score 
2672. .2940, 3049. .3140 

(AB005889) ATMYB4 [Arabidopsis thaliana] 



OJ000330_31.D424.C25. 
+ 

3544 
GENSCAN 
3544 
.82 



OJ000330_31.0424.C25 
+ 

3544 
AAT/NAP 
3140 
396 



Seq. No. 


58068 








Seq. ID 


OJ000330_31.0424.C25 


Gene No. 


121427 








Strand 


+ 


Start 


5876 








End 


6260 


Name 


OJ000330 31 


.0424. 


,.C25.o3 


.gs 


Method 


GENSCAN 


Start 


5876 






End 


6260 


GI 


none 








Score 


1 


Exons 


5876. .5987, 


6094 


. .6260 








Seq. No. 


58068 








. Seq. ID 


OJ000330_31.0424.C25 


Gene No. 


121428 • ■ 








Strand 




Start - 


4370 








End ■ 


507 5 


Name 


OJ000330 31 


.0424 


.C25.ol 


. tw 


-Method 


TBLASTX: Wheat . 


Start 


2699 








End 


3133 


GI 


none 








Score 


268 


Exons 


2699. .2941, 


2713 


. .2835, 


2878. 


.2949, 3046. .3111, 3050. .3133 


Seq. No. 


58068 








Seq. ID 


OJ000330_31.0424.C25 


Gene No. 


121428 








Strand 




Start 


4370 








End 


5075 


Name 


OJ000330 31 


.0424 


.C25.ol 


. tc' 


Method 


TBLASTX: Cress 


Start 


2702 








"_nd 


3139 


GI 


none 








Score 


333 


Exons 


2702. .2941, 


2707 


. .2943, 


3046. 


.3129, 3050. .3139 



58483 





Seq. No. 


58068 








Seq. ID 


OJ000330_31.0424 




Gene No. 


121428 








Strand 






Start 


4370 








End 


5075 




Name - 


OJ000330" 31 . 


0424 


,C25 .ol 


. tm 


Method 


' TBLASTX: Maize 




Start 


2702 ~ 








.End 


3136 




GI 


none 








Score 


336 




Exons 

J—J *V V/ 1 1 ikj 


2702 . . 2941, 


2707 


. .2943, 


3046. 


.3129, 3050.. 3136 




Seq. No. 


58068 








Seq. ID 


OJ000330_31.0424 




Gene No. 


121428 








Strand 






Start " 


4370' 








End 


5075 




Name 


OJ000330 31. 


0424 


.C25.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


2708 ~~ 








End 


3136 




GI 


none 








Score 


301 




Exons 


2708 . . 2941, 


2710 


. . 2835, 


3046. 


.3111, 3050.. 3136 




Seq. No. 


58068 








Seq. ID 


OJ000330_31.0424 




Gene No. 


121428 








Strand 






' start 


4 370 








End 


507.5 




Name 


OJ000330 31. 


0424 


,C25.o2 


as 


Method 


GENSCAN 




Start 


4370 ~ 








End 


5075 




GI 


none 








Score 


.96 




Exons 


4370 . . 4575, 


5066 


. . 5075 










Seq. .No. 


' 58069 


- 






Seq. ID 


OJ000330_31:"0424 




Gene' No. 


121429 








Strand 






Start 


861 








End 


903 


f\ i 


Name 


OJ000330 31. 


0424 


,C26.ol 


as 


Method 


GENSCAN 




Start 


861 ~~ 








End 


903 


if- 


GI 


none 








Score 


.52 


W 


Exons 


861 . . 903 












S *af 


Seq. No. 


58070 








Seq. ID 


OJ000330_31.0424 


S 


Gene No . 


121430 








Strand 


+ 




Start 


2431 








End 


4830 




Name 


OJ000330 31. 


0424 


.C28.ol 


np 


Method 


AAT/NAP ■ 




Start 


2431 








End 


4830 




GI 


7438353 ' 








Score 


299 


i ^| 


Exons 


2431. .2581, 


2734 


. .2869, 


3080 . 


.3285, 4793.. 4830 


L J 


GI DescriD. 


myb-related protein 4 - 


rice 


gil 2605623 | db j | BAA23340.il 






OSMYB4 [Oryza sativa] 










Sea No 


'58070... 








Seq. ID 


OJ00 03 3.0^3 1.04 24. 




Gene No. ' 


121431 








Strand 


+ .■■' 




Start * 


5290 








End . 


7138. ..... 




Name 


OJ000330 31. 


0424* 


.C28.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2739 








End 


3182 




GI 


none 








Score 


201 




Exons 


2739. .2870, 


2750 


. .2872, 


2774 . 


.2866, 2E 


06. .2871, 3026. .3 






3069. .3161, 


3072 


. .3182 










Seq. No. 


58070 








Seq. ID 


OJ000330_31.0424 




Gene No. 


121431 








Strand 


+ 




• Start 


5290 








End 


7138 




Name 


OJ000330 31. 


0424 


.C28.01, 


gp 


Method 


AAT/GAP 




Start 


5290 








End 


5525 




GI 


2431470 








Score 


389 



58484 



Exons 



5290. .5525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58070 

121431 

5290 

OJ000330_31.0424 .C28.o2.np 

5371 

4006902 



Seq. ID . OJ000330_31.0424.C28 



Strand 
End 

Method 

End 

Score 



+ 

7138 *. 
AAT/NAP 
7138 
145 



5371. .5756,. 5784.. 6086, 6891.. 6975, .7.076.. 7138 
(Z99708) putative protein [Arabidopsis thaliana] 



58070 Seq. ID 

121431 Strand 

5290 • End - ■ 

OJ000330_31.0424.C28-.ol.ts Method 

5383 End 

none Score 



5383. .5469, 5454 .. 54 8 6,' 5458 .. 5487 , 5551. .5739, 5556 
5776. .5847, 5796. .5837 



OJ000330_31.0424.C28 
+ 

7138 - - 
TBLASTX : Soybean 
5847 ' • 
55 

5687, 



Seq. No. 58070 

Gene No. 121431 

Start 5290 

Name OJ000330_31 . 0424 . C28 . ol . tm 

Start. 5389" 

GI none 

Exons 5389.. 5484, 
5965. . 6036 



Seq. ID OJ000330_31.0424.C28 
Strand + 
End 7138 
Method TBLASTX : Mai ze 
End 6036 
Score,. , 80 

5553. .5696, 5554. . 5697 57 94 . .5859, 57 99. .58 4 6, 



Seq. No. 58070 Seq. ID OJ000330_31 . 0424 . C28 

Gene No. 121431 Strand 

Start 5290 End 

Name OJ000330_31 . 0424 . C28 . o2 . gp Method 

Start 5926 End 

GI 20781_1.R1084 Score 

Exons 5926.. 6078, 6880.. 6975, 7076.. 7138 

GI Descrip. 1 4 006902/emb | CAB16832 . 1 | 1.0e-14 (Z99708) putative protein-. 

: "[Arabidopsis' thaliana] 1 ' ' 



OJ000330_31. 
+ 

7138 
AAT/GAP 
7138 
560 



Seq. No. 58071 Seq. ID 

Gene No. 121432 Strand 

Start 285 ... End . 
Name . OJ000330_31 . 04.24 . C34. . ol . gs Method' 

Start 285' End 

GI none Score 

Exons 285. .416- .2529. .2815' 



OJ000330_31.0424.C34 
+ 

2815 
GENSCAN 
2815 
,53 ; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58071 
121432 
285 

OJ000330_31.0424.C34 .ol.gp 
595 



6024958 
595. .633, 
2623295 2, 
thaliana] 



Seq. ID OJ000330_31.0424.C34 
Strand + 
End 2815 
Method AAT/GAP 
End 2000 
Score 407 
2000 

Oe-35 (AC002409) hypothetical protein 
>gi_4895229_gb_AAD32815. 1 AC007660. 16 



1390;'. 1515, 1887, 



[Arabidopsis 
(AC007660) 



hypothetical protein [Arabidopsis thaliana] 



58485 



Sea. No. 


58071 




Seq. ID 


OJ000330_31.0424.C34, 


Gene No . 


121432 




Strand 


+ 


Start 


285 




End 


2815 


Name 


OJ000330 31.0424.C34.ol 


.np 


Method 


AAT/NAP 


Start 


J383 




End 


1974 


GI 


7487233 




Score 


208 




1383. .1515/ 1887. .1974 








GT Hp^rri n 

V3 X L-/ O ^ J- J- • 


hypothetical protein T20B5.1 


- Arabidopsis thaliana 




ail26232 95labl AAR8 64 4 1 


1| (AC002409) ] 


hypothetical protein 




f At a hi Hone! i c rhfllisnsl 








Seq. No. 


58071 




Seq. ID 


OJ000330_31.0424.C34 


Canp No 


121433 




Strand 


+ 


Start 


4012 




End 


6746 


Name 


OJ000330 31.0424.C34.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1384 




End 


1525 


GI ■ «■ 


none 




Score 


227 


uAUl 10 * 


1384. .1521, 1390. .1524, 


1391." 


.1525, 1391. ..1525 


Sea No 


58071 




Seq. ID 


OJ000330_31.0424 .C34 


Gene No. 


121433 




Strand 


+ 


Start 


4012 




End 


6746 


Name 


OJ000330 31.0424.C34.o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


1390 




End . 


1974 


GI 


5605704- 




Score 


189 


p von ^ 


1390.. 1530, 1391.. 1531, 


1900. 


.1974 






2623295 4.0e-50 (AC002409) hypothetical protein [Arabidopsis 




thaliana] 








Sea No 


58071 




Seq. ID 


OJ000330_31.0424.C34 


Gene No . 


121433 




Strand 


+ 


Start 


4012 




End 


6746 


Name 


OJ000330 31.0424.C34.o2 


.np 


Method 


AAT/NAP 


Start 


3779 




End 


6640 


GI 


7459609 




Score 


1022 


Fv'nn o 

1—1 JTL. V/ HO 


3779.. 3831, 5096.. 5163, 


5244. 


.5338, 5572'. .5734, 5811... 6100, ' 




6196. .6400, 6483. .6640 








GT np^rri n 


hypothetical protein T18E12.5 


- Arabidopsis thaliana 




gi|4 3357 69|gb|AAD1744 6. 


1| (AC006284) axi 1-like protein 




[Arabidopsis thaliana] 








Seq. No. 


58071 




Seq. ID 


OJ000330_31 . 0;424-. C3.4. 


Gene No. 


121433= ' 




Strand ' 


+ ■ 


Start 


.4012 . 




End,. 


6746. . . ..... 


Name 


OJ000330 31.0424.C34.o2 


.gs 


Method 


GENSCAN 


Start 


4012 




End 


6746 


GI 


none 




Score 


.84 


J_j A. t^J 1 lo 


4012. .4198, 5096. .5163, 


5250. 


.5338, 5572.. 5698, 5811.. .6100, 




6196. .6400, 6483. .6746 








Seq. No. 


58071 




Seq. ID 


OJ000330_31.0424 .C34 


Gene No. 


121433 




Strand 


+ 


Start 


4012 




End 


6746 - 


Name 


OJ000330 31.0424.C34.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


4054 




End 


5656 


GI 


none 




Score 


77 



58486 






Exons 


4054. .4104," 


4150 


. .4194, 


5096 


..5161, 5097. .5159,- -5097. .5189, 






..5098. .5187,- 


5232 


. .5333, 


5249 


..5338, 5250. .5333, 5251. .5346, 






5547. .5633, 


5556 


. .5654, 


5570 


..5656, 5594. .5656 




Seq. No. 


58071 








Seq. ID 


OJ000330_31.0424 .C34 




Gene No. 


1214 33 








Strand 


+ 




Start 


4012 








End 


6746 




Name 


OJ000330 31, 


.0424 


.C34 .o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


5098 








End 


5338 




GI 


none 








Score 


121 




Exons 


5098. .5187, 


5099 


. .5161, 


5249 


. .5338, 5250. .5333 




Seq. No. 


58071 








Seq. ID 


OJ000330_31.0424.C34 




Gene No. 


1214 33 








Strand 


+ 




Start 


4012 








End 


6746 




Name 


OJ000330 31, 


.0424 


.C34 .o2 


.tc 


Method 


TBLASTX: Cress 




Start 


5100 








End 


5329 




GI 


none 








Score 


104 




Exons 


5100.. .5186, 

- 


5101 


. .5187, 


5249 


..5329, 5250.. 5327 




Seq. No. 


58071 








Seq. ID 


OJ000330_31.0424.C34 




Gene No. 


121433 








Strand 


+ 




Start 


4012 








End 


6746 // 




Name 


OJ000330 31. 


,0424 


.C34 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


-5576 








"VEnd 


6104 




GI " 


none 








Score 


142 


r n 


Exons 


5576. .5725, 


5594 


. .5740, 


5689, 


..5727, 5807. .6064, 5808. .6104, 


§ L= 




5832. .6089 












1 1 5 


Seq. No. 


58071 








Seq. ID 


OJ000330_31.0424.C34 




Gene No. 


1214 3 J 








Strand 


+ 




Start 


4012 








End 


6746 




Name 


OJ000330 31, 


,0424 


,C34.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5714 








End 


5990 




GI 


none 








Score : 


43 




Exons 


5714. .5740, 


5798 


. .5980, 


5800, 


;.-5979, 5808.. 5990, 5813.. 5983- 




Seq. No. 


58071 • 








Seq. ID, 


OJ000330_31 . 0424VC34 


V- 


Gene No. 


121433 








Strand 


+ . 




Start 


4 01Z 








End 


6746 




Name 


OJ000330 31. 


0424 


.C34 .ol 


. tc 


Method 


TBLASTX: Cress 




Start. 


5808 








End 


6644 




GI, . 


. none . . 








Score 


170 , ' . 




Exons 


* .5808.. 5993, 


5834 


.'.5962, 


6000. 


..6110, 6248.. 6361, 6498.. 6644, 






• . .65.48.,. 6643 . 














Seq. No. 


58071 








Seq. ID 


OJ000330_31.0424.C34 




Gene No. 


121433 








Strand 


+ 




Start 


4 012 








End 


6746 




Name 


OJ000330 31. 


0424 


.C34.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5993 








End 


6645 




GI 


none 








Score 


144 




Exons 


5993. . 6103, 


5994 


. . 6101, 


6003. 


,.6104, 6193. .6321, 6194. .6409, 






6203. . 6394, 


6486 


. .6644, 


6487. 


, . 6645, 6521. . 6640 




Seq. No. 


58071 








Seq. ID 


OJ000330_31.0424.C34 




Gene No. 


121433 








Strand 


+ 



58487 






Start 


4012 


End 


6746 




Name 


OJ000330 31.0424.C34.o2.ts 


Method 


TBLASTX : Soybean 




Start 


6245 


End 


6644 




GI 


none 


Score 


155 




■Exons 


6245.. 6409, 6489. .6644, 6542. 


. 6643 






Seq. No. 


58072 


Seq. ID 


OJ000330 31.0424.C38 




Gene No . 


121434 


Strand 


+ 




Start 


1 


End 


1040 - 




Name 


. OJ000330 31.0424.C38.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


161 




GI 


3090609 


Score 


301 




Exons 


1. .161 








GI Descrip. 


6016715/gb| AAF01541.il AC009325_11 5.0e- 


-29 (AC009325) unknown 






protein [Arabidopsis thaliana] 






Seq. No. 


58072 


Seq. ID 


OJ000330 31.0424.C38 




Gene No. 


121434 


Strand 


+ ~ 




Start 


1 


End 


1040 




Name 


OJ000330 31.0424.C38.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1040 




GI 


6016715 


Score 


317 




Exons 


1..404, 438. .630, 667. .1040 








GI Descrip. 


(AC009325) unknown protein [Arabidopsis thaliana] 




Seq. No. 


58072 


Seq. ID 


OJ000330_31.0424 .C38 




Gene No- 


121434 


Strand 


+ 




Start 


1 


End 


1040 


~ ~ 


Name 


OJ000330 31.0424.C38.ol.gs 


Method 


GENSCAN 




Start 


130 


End 


1040 




GI 


none 


Score 


.54 


! 

a 


Exons 


130. .640, 754. .1040 






Seq. No. 


58072 


Seq. ID 


OJ000330_31.0424.C38 


f!i 


Gene No . 


121434 


Strand 


+ 




Start 


1 


End 


1040 




Name 


OJ000330 31.0424 .C38.o2.gp : 


Method 


AAT/GAP 




Start 


570 ' ■. - 


End 


1023 


Vt? 


GI 


LIB3475-007-P1-K1-F7 


Score 


908 




Exons 


570. . 1023 








GI Descrip. 


f 132577/sp| P22244 | RIP1 HORVU 


1.0e-ll PROTEIN SYNTHESIS INHIBITOR 






I (RIBOSOME- INACTIVATING PROTEIN I) (RRNA N-GLYCOSIDASE) 






.->gi 100556 pir . B38664 30K ribosome- inactivating - protein. - 






barley >gi 167032 (M62905 ) * ribosome-inactivating protein 






• [Hordeum vulgare] V 








Seq. No. 


58072 


Seq. ID 


OJ000330_31.0424 .C38 




Gene No. 


121435 


Strand 


+ 




Start 


1011 


End 


1269 




Name 


OJ000330 31.0424.C38.ol.tm 


Method 


TBLASTX: Maize 




Start 


334 


End 


941 




GI 


none 


Score 


331 




Exons 


334. .726, 334. .516, 517. .567, 


566. .730, 


567. .725, 665. .730, 






755. .787, 781, ,822, 781.. 822, 


783. .833, 


831. .941, 873. .941 




Seq. No. 


58072 


Seq. ID 


OJ000330_31.0424 .C38 




Gene No. 


121435 


Strand 


+ 



58488 




Start 


1011 


End 


1269 




Name 


OJ000330 31 . 0424 .C38 .ol . tc 


Method 


TBLASTX - Cress 




Start 


867 ~ 


End 


1034 




GI 


none 


Score 


168 




Exons 


867. .995, 870. .995, 990. .1034 








Seq. No. 


58072 


Seq. ID 


OJ000330_31.0424 


.C38 


Gene No'. 


121435 


Strand 


+ 




Start 


1011 


End 


1269 




Name 


OJ000330 31 . 0424 ,C38 . o3 . gp 


Met hod 


AAT/GAP 




Start 


1011 ~~ 


End 


1269 




GI 


none 


Score 


472 




Exons 


1011 . . 1269 








Seq. No. 


58073 


Seq. ID 


OJ000330__31.0424 


.C39 


Gene No. 


121436 


Strand 


+ 




Start 


375 


End 


491 




Name 


OJ000330 31.04 24 .C39.ol.gs 


Method 


.'GENSCAN 




Start " 


375 ~~ 


End 


491' 




GI 


none 


Score 


.97 




Exons 


375. . 491 








Seq. No. 


5§074 


Seq. ID 


OJ000330_31.0424 


.C41 


Gene No. 


121437 


Strand 


+ 




Start 


636 


/.End 


2030 




Name 


' OJ000330 31.0424.C41 ol as 


• Mpthod 


GENSCAN 




Start 


636 ~~ 


End 


1848 




GI 


none 


Score 


. 57 




Exons 


636. . 747, 1802. . 1848 








Seq. No. 


58074 


Seq. ID 


OJ000330 31 0424 


. C4 1 


Gene No . 


121437 


Strand 


+ " 




Start 


636 


End 


2030 




Name 


OJ000330 31. 0424 .C41.ol.np 


Method 


AAT/NAP 




Start 


1016 


End- 


2030 




GI 


7340860 


Score 


•87 




Exons 


1016.. 1182, 1456.. 1551, 1998 


.2030 






GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region .of 


■ the 




predicted aene . ; hvDothetieal 


protein 


[Oryza sativa] 




Seq. No. 


58075 


Seq. ID 


OJ000330_31.0424. 


. C44 


Gene No. 


121438 


Strand 


+ 




Start 


1210- . , . 


End 


1821. ... . 




Name 


OJ000330' 31.0424.C44.ol ( .gp 


Method 


AAT/GAP 




Start 


1210 


End' 


1710 




GI 


59267 1.R1084 


Score . 


711 




Exons 


1210. .1373, 1482. .1710 








GI Descrip. 


'1946372 1.0e-10. (U93215) yeast hypothetical protein YDB1 SC 




isolog [Arabidopsis . thaliana] 1 






Seq. No. 


58075 


Seq. ID 


OJ000330_31.0424 . 


,C44 


Gene No. 


121438 


Strand 


+ 




Start 


1210 


End 


1821 




Name 


OJ000330 31.0424.'C44.ol.np 


Method 


AAT/NAP 




Start 


1590 


End 


1821 




GI 


1946372 


Score 


116 




Exons 


1590. .1710, 1741. .1821 









58489 



• 



GI Descrip. (U93215) putative integral membrane protein [Arabidopsis 
thaliana] 



Seq. No. 58075 • " Seq. ID 

Gene No. 121439 ** Strand 

Start 1205 End 

Name OJ000330_31 . 04 24 . C4 4 . ol . gs Method 

Start 1205 End 

GI none Score 

Exons 1205.. 1663 



OJ000330_31r0424 .C44 

1717 
GENSCAN 
1663 
.61 



Seq. No. 58075 

Gene No. 121439 

Start 1205 

Name OJ000330_31 . 0424 . C44 . ol . tm 

Start 1286 

GI none 

Exons 1286.. 1315, 1297.. 1314, 1303. 



OJ000330_31.0424 .C44 
1717 ■ 

TBLASTX: Maize 

1717 

40 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1350, 1304. .1351, 1431. .1484, 



1467. .1529, 1574. .1717, 1575. .1709, 1601. .1714 



Seq. No. 58076 

Gene No. 121440 

Start , 202 

Name OJ000330_31 . 0424 . C45 . ol . gp 

Start 202 

GI 59267JL.R1084 

Exons 202.. 278 . 

GI Descrip. '1946372 1.0e-10 (U93215) yeast hypothetical protein YDB1_SCHP0 
isolog [Arabidopsis thaliana] 1 



Seq. ID OJ000330_31.0424.C45 

Strand + 

End 2534 

Method AAT/GAP 

End 27 8 

Score 115 



Seq. No. 58076 

Gene No. 121440 

Start 202 

Name OJ000330_31 . 0424 . C4 5 . ol . gs 

Start 202 

GI none 
Exons 



Seq. ID OJ000330_31.0424.C45 

Strand + 

End 2534 

Method GENSCAN 

End 2534 

Score .82 



202. .386, 630. .697, 1210. .1378, 1568. .1732, 1856. .1945, 
2514.. 2534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58076 
121440 
202 . 

OJ00033.0_31, 0424..C45 . ol . np 
630 

7523696 



Seq. ID OJ000330_31.0424.C45 
Strand + 
End 2534 
Method AAT/NAP 
End 1981 
.Score . .. 852 



630. .697, 830. .962, 1217. .1378, 1460. .1732, 1856. .1981 
(AC011001) Hypothetical protein [Arabidopsis thaliana] 



58076 . Seq. ID 

121440 ' Strand 

202 End 

OJ000330_31.0424 .C4 5.o2.gp Method 

817 End 

17608 1.R1084 Score 



OJ000330_31.0424.C45 
+ 

2534 
AAT/GAP 
1934 
1180 



817. .962, 1217. .1378, 1460. .1732, 1856. .1934 

'2623295 2.0e-35 (AC002409) hypothetical protein [Arabidopsis 
thaliana] >gi 4 8 95229_gb_AAD32815 . 1 AC007660 16 (AC007660) 



58490 



hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 


58076 








Seq. ID 


■OJ000330J31 . 0424 


.C45 


Gene .No . 


121441 








Strand 


+ 




Start 


4565 








End 


7590 




Name 


OJ000330 31 


. 0424 


.C45.o3 


. as 


Method 


GENSCAN " ■ 




Start 


4565 








End 


7590 




GI 


none 








Score 


.56 




Exons 


4565. .4794, 


6499 


. .6503, 


6952. 


.7344, 7493.. 7590 . 




Seq. No. 


58076 








Seq. ID 


OJ000330_31.0424 


,C45 


Gene No . 


121442 








Strand 






Start 


3020 








End 


3896 




Name 


OJ000330 31 


.0424 


.C45.o2 


. ts 


' Method 


TBLASTX: Soybean 




Start 


197 








End t 


665 




GI 


none 








Score 


157 




Exons 


197. .376, 201. .314, 207 


. . 392, 


624 . . 665 






Seq. No. 


58076 








Seq. ID 


OJ000330_3i\ 0424 


.C45 


Gene No. ■ 


121442 








Strand 






Start 


3020 








End 


3896 




Name 


OJ000330 31 


.0424 


.C45.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


200 








End 


2127 




GI 


none 








Score 


207 




Exons 


200. .382;* 201. .314, 201 


. .413, 


203. .382, 624. .695, 626.. 


715, 




828 965 8 


30. .961, 1173. .1373, 1205. . 


1396, 1216.. 1365, 






1242. -.1376, 


1459 


. .1731, 


1460. 


.1732, 1855.. 1989, 1858.. 1992, 




1859. .1993, 


2011 


. .2043, 


2015. 


.2041, '2091.. 2123, 2092.. 2127 


Seq. No. 


58076 








Seq. ID 


OJ000330_31.0424 


.C45 


Gene No. 


121442 








Strand 






Start 


3020 








End 


3896 




Name 


OJ000330 31 


.0424 


C45.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1171 








End 


1696 




GI 


none 








Score 


305 




Exons 


1171. .1359, 


1175 


.1396, 


1175. 


.1432, 1447.. 1683, 1458.. 1682, 




1459. .1695, 


1460 


.1696 










Seq. No. 


58076 








Seq. ID 


OJ000330_31.0424 


.C45 


Gene No. 


121442 








Strand 






Start 


3020 








End 


3896 




Name 


.. OJ0.00330 31 


.0424 


C45.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1216 








End 


1732 




GI 


none 








Score " 


230 




Exons 


121,6. .1356, 


1217 


.1396, 


14 62*. 


.1731, 1463. .1732 , . 




Seq. No. 


58076 ■ 








Seq. ID 


OJ000330_31.0424 


.C45 




121442 








Strand 






Start 


3020 








End 


3896 




Name 


OJ000330 31 


.0424, 


C45.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1537 








End 


1715 




GI 


none 








Score 


220 




Exons 


1537. .1680, 


1538. 


.170-2, 


1538. 


.1681, 1545. .1715 




Seq. No. 


58076 








Seq. ID 


OJ000330_31.0424 


.C45 


Gene No. 


121442 








Strand 






Start 


3020 








End 


3896 





58491 



Name 

Start 

GI. 

Exons 



OJ00'0330_31 . 0424 . C4 5 . o2 . gs Method 

3020 End^ . 

none Score 
3020.. 3832 



GENSCAN 

3832 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58076 Seq. ID OJ000330_31 . 0424 . C45 

121442 Strand 

3020 End 3896 

OJ000330_31.0424.C45.o3.gp Method AAT/GAP 

3555 End 3896 

2428761 Score 639 

3555. .3896 

132577/sp| P22244 |RIP1_H0RVU 1.0e-ll PROTEIN SYNTHESIS INHIBITOR 
I ( RI BOSOME - I NACT I VAT I NG PROTEIN I) (RRNA N-GLYCOS I DASE ) 

>gi_100556_pir B38664 30K ribosome inactivating protein - 

barley >gi_167032 (M62905) ribosome-inactivating protein 
[Hordeum vulgare] 



Seq. No. 58077 , 
Gene No.- . 121443 

Start 810 

Name OJ000330_31 . 0424 . C4 6 . ol . gs 

Start 810 

GI ' none 
Exons 



Seq. ID OJ000330_31.0424.C46 

Strand + 

End 3752 

Method GENSCAN 

End. 2184 

Score .66 



810.. 890, 1150. .1232, ,1.615. . 1691, 1988.. 2184 



Seq. No. 


58077 


Seq. ID 


OJ000330 


Gene No. 


121443 


Strand 


+ 


Start 


810 


End 


3752 


Name 


OJ000330 31.0424.C46.ol 


. np Method 


AAT/NAP 


Start 


1255 


End 


1749 


GI 


6539585 


Score 


116 


Exons 


1255. . 1355, 1615. .1749 






GI Descrip. 


(AP000837) hypothetical 


protein (Oryza 


sativa] 


Seq. No. 


58077 


Seq. ID 


OJ000330 


Gene. No. 


121443 


Strand 


+ 


'Start 


810' 


End ' 


3752 


Name 


OJ000330 31.0424.C46.o2 


. np Method 


AAT/NAP 


Start 


1595 


End 


3752 


GI 


5852093 


Score 


83 


Exons 


1595. .1705, 2965. .3087, 


3604. ..3752 . 




GI Descrip. 


(AL1.17264). zwhl6.1.. [Oryza. sativa] 




Seq. No. 


58078 . 


Seq. ID 


OJ000330. 


Gene No. 


121444 


Strand . 


+ 


Start 


1 


End 


1621 


Name 


OJ000330 31.0424.C47.ol 


. np Method 


AAT/NAP 


Start 


1 


End 


1621 


GI 


7489012 


Score 


99 


Exons 


1..26, 1108. .1376, 1431 


. . 1621 




GI Descrip. 


Hcr9-0 protein - tomato 


gi | 2792190 |emb|CAA0527 9 




Hcr9-0 [Lycopersicon esculentum] 




Seq. No. 


58078 


Seq. ID 


OJ000330 


Gene No. 


121444 


Strand 


+ 


Start 


1 


End 


1621 



58492 



Name 


OJ000330 31.0424.C47.ol 


.gs 


Method 


GEN^CAN 


Start 


660 




End 


1564 


GI 


none 




Score 


.81 


Exons 


660. .766, 961. .1087, 1322. .1564 




Seq. -No. 


58079 




Seq. ID 


OJ000330_31.0424.C48 


Gene No. 


121445 




Strand 




Start 


40 




End 


2673 


Name 


OJ000330 31.0424.C48.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


32 




End 


1077 


GI 


none 




Score 


124 


Exons 


32. .127, 40. .138, 41. .139, 225. .383, 269. .382, 539. .622, 




692 862. 693 860. 985 


. .1074 


, 987. .1076, 1024. .1077 


Sea No 


5807 9 




Seq. ID 


OJ000330_31.0424.C48 


Gene No. 


121445 




Strand 




Start 


40 




End 


2673 


Name 


OJ000330 31 0424 C48 ol 


.np 


Method 


AAT/NAP 


Start 


4 0 ~~. 




End 


859 


GI 


7301102 




Score 


119 


i_j w 1 1 kD 


40 139 267 405 673 


.859 






Ql Dp spy i r> 




product [Drosophila melanogaster] 


Qprr No 


5807 9 




Seq. ID 


OJ000330_31.0424.C48 


flpnp No 


121445 




Strand - 




Start 


40 




End 


2673 


Name 


OJ000330 31.0424.C48.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


40 




End 


2671 


GI 


none 




Score 


137 


Ex on s 


40 138 41 139 225 


374, 269.. 376, 


269. .376, 327.. 377, 




536 619 692 862 693 


. .860, 


695. .865 


, 987. .1076, 987. .1076, 




1024. .1077, 1436. .1540, 


1441. 


.1611, 1441. .1614, 1592. .1642, 




2305 2382 2306 2389 


2503. 


.2532, 2577. .2606, 2578. .2628, 




2621. .2668, 2621. .2671 








Sea No 


58079 




Seq. ID 


OJ000330_31.0424.C48 


Gene No i 


121445 




Strand 




Start 


4 0 




End 


2673 


Name 


OJ000330 31.0424.C48.o2 


.np 


Method 


AAT/NAP 


Start 


203 




End 


2673 


GI 


7340670 




Score 


684 


Ex on s 


203. .357, 539. .646, 695 


. .859, 


1042. .1118, 1440. .1608, 




2305. .2381, 2579.-2673 








GI Descrip. 


(AL162508) hypothetical 


protein [Arabidopsis thaliana]- 


Seq. No. 


58079 




Seq. ID 


OJ000330_31.0424.C48 


Gene No. 


121445 




Strand 




Start 


40 




End 


2673 


Name 


OJ000330 31.0424.C48.ol 


.gs 


Method 


GENSCAN 


Start 


270 




End 


2381 


GI 


none 




Score 


.8 


Exons 


270. .373, 542. .619, 695 


. .859, 


987. .1075, 1440.-. 1608, 2305. .2381 


Seq. No. 


58079 




Seq. ID 


OJ000330_31-.0424 .C48 


Gene No. 


121445 




Strand 




Start 


40 




End 


2673 


Name 


OJ000330 31.0424.C48.o2 


. ts 


Method 


TBLASTX : Soybean 



58493 



Start 


1436 




End 


2367 




GI 


none 




Score 


83 




Exons 


1436.. 1540, 1436. .1609,- 1441. 


.1617, 1441. .1614, 2305. .2367, 




-**2306. .2365 










Sea. No. 


58080 




Seq. ID 


OJ000330 31.0424 


.C50 - 


Gene No. 


121446 




Strand 


+ 




Start 


1 




End 


1345 




Name 


OJ000330 31.0424 .C50.ol,np 




Method 


AAT/NAP 




Start 


1 




End 


1345 




GI 


4895230 




Score 


437 




Exons 


1..243, 1204. .1345 










GI Descrip. 


(AC007660) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


58080 




Seq. ID 


OJ000330_31.0424 


. C50 


Gene No. 


121446 




Strand 


+ 




Start 


1 




End 


1345 




Name 


OJ000330 31.0424 .C50.ol.ts 




Method 


TBLASTX: Soybean 




Start 


58 ~~ 




End 


1344 




GI 


none 




Score 


224 




Exons 


58. .240, 60. .86, 129. .236, 


1203. .1343, 


1204. .1344, 1234 


. . 1344 


Seq. No. 


58080 




Seq; ID 


OJ000330_31.0424 


. C50 


Gene No. 


121446 




Strand 


+ 




Start 


1 




End * 


134 5 




Name 


OJ000330 31.0424.C50.ol.tm. 




Method 


TBLASTX: Maize ■ 




Start 


88 




End 


1345 




GI 


none 




Score 


251*- 




Exons 


88\;243, 90. .257, 1164. .1343, 


1204. .1344, 1229. .1345 




Seq. No. 


58080 




Seq. ID 


OJ000330 31.0424 


.C50 


Gene No. 


121446 




Strand 


+ 




Start 


1 




End 


1345 




Name 


••OJ000330 31.0424.C50.ol.gs 




Method 


GENSCAN 




Start ■ 


97 




End 


1318 




GI 


none 




Score 


.86 




R von ^ 


97. .243, 1204... 1318 










Sea No 


580'80 




Seq. ID 


OJ000330_31.0424 


.C50 


Gene No . 


121446 




Strand 


+ 




Start 


1 




End 


1345 




Name 


OJ000330 31.0424.C50.ol.gp 




Method 


AAT/GAP 




Start 


. 156 . 




End 


1345. 




GI 


LIB34 34-014-P1-K1-C1 




Score 


416 ' 




Exons 


156.. 243, 1204.. .1345 " 










GI Dpsctid 


? 4895230/gb|AAD32816.1'|AC007660 17 9.0e 


;-4 3 (AC007 660) unknown 




protein [Arabidopsis thaliana^ 


] ' 








58081 




Seq. ID 


OJ000330_31.0424 


.C51 


Gene No. 


121447 




Strand 






Start 


1 




End 


1122 




Name 


OJ000330 31.0424 .C51.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


1122 




GI 


6682625 




Score. 


448 




Exons 


1. . 1122 











GI Descrip. (AC016163) putative disease resistance protein [Arabidopsis 
thaliana] 



58494 



Seq. No. 58081 
Gene No. 121447 
Start . 1 . 

Name OJ000330_31 . 0424 . C51 . ol . tc 

Start 41 
GI none 

Exons 41. .196, 41. .193, 50. .196, 56, 

431. .715, 431. 
575. .796, 693. 
722. .811, 722. 
731. .913, 731. 
1087. . 1122 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.196, 59. 



OJ000330_31-0424.C51 
1122 

TBLASTX : Cress 

1122 

71 

.196, 299. .403, 422.. 



:664, 443. .721, 443. .703, 491. .694, 512. .694, 

,863, 716. .862, 716. .826, 719. .931, 722. .913, 

,826, 722. .901, 728 . . 859, . 728 . . 826, 729. .821, 

.859, 731. .838, 732. .905, 905..985> 914. .985, 



.607, 



Seq. No. 58081 Seq. ID 

Gene No. 121447 Strand 

Start 1 End 

Name OJ000330_31 . 0424 . C51 . ol . ts Method 

Start 41 End 

GI none Score 
Exons 



OJ000330_31.0424 .C51 
1122 

TBLASTX: Soybean 

985 

114 



41. .253, 41. .187, 68. .196, 71. .169, 350. .391, 431. .709, 
443. .562, 449. .694, 449. .694, 584. .715, 683. .778, 695. .778, 
710. .769, 722. .850, 722. .829, 722. .820, 731. .985, 731. .865, 
851. .961, 866. .901 • 



Seq. No. 58081 ' Seq.- ID 

Gene No. ■ 121447 Strand 

Start 1 . . End 

Name . OJ000330_31 . 0424 . C51 . ol . gs Method 
Start 58 i End 

GI none Score 

Exons 58.. 895 



OJ000330_31.0424 .C51 

1122 
GENSCAN 
895 
.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58081 
121447 
'1 

OJ000330_31 . 0424 . C51". ol . tm 
59 

none 



Seq. ID OJ000330_31.0424.C51 
Strand 

End 1122 

Method TBLASTX: Maize 

End 904 

Score 393 



59. .169, 348. .602, 353. .901, 354. .902, 719. .904 



Seq. No. 58082 
Gene No. . 12144-8 . 

Start 863 • 

Name OJ000.330_31 . 0424 . C54 . ol . gp. 

Start 863 

GI 3761620 
Exons 



Seq. ID OJ000330_31.0424.C54 

Strand .+. . 

End' • ' 3242 ■ 

Method AAT/GAP .. 

End 2011 

Score 846 



J63..979, 1093. .1205, 1760. .2011 



Seq. No. 58082 

Gene No. 121448 

Start 863 

Name OJ000330_31 . 0424 . C54 . ol . gs 

Start 1093 

GI none 

Exons 1093.. 1205 



Seq. ID OJ000330_31.0424.C54 

Strand + 

End • 3242 

Method ' GENSCAN 

End 1205 

Score .97 



58495 



Seq. No. 


58082 








Seq: ID 


OJ000330_31.0424 .C54 


Gene No. 


121448 








Strand 


.+ 


Start 


863 








End 


3242 


Name . 


OJ000330 31 


.0424, 


.C54 .o2 


. gs 


Method 


"GENSCAN 


Start 


1784 








End 


2539 


GI 


none 








Score' 


. 83 


Exons 


1784. .2539- 












Seq. No. 


58082 








Seq. ID 


OJ000330 v 31 . 0424 ,C54 


Gene No. 


121448 








Strand 


+ ~~ 


Start 


863 








End 


32*42 


Name 


OJ000330 31 


.0424. 


,C54.ol 


.np 


Method 


AAT/NAP 


Start 


1847 








End 


3242 


GI 


2190548 








• Score 


402 • 


Exons 


1847. .2192, 


3208. 


. .3242 








GI Descrip. 


(AC001229) . 


EST gb|ATTS1121 comes from 


this gene. [Arabidopsis 




thaliana] 










Seq. No. 


58082 








Seq.. ..ID 


OJ000330_31.0424.C54 


Gene No. 


121448 








Strand 


+ 


Start 


863 








End 


3242 


Name 


OJ000330 31 


. 0424 . 


C54 . ol . 


. tm 


Method 


TBLASTX: Maize 


Start 


1869 








End 


2104 


GI 


none 








Score 


■ 92 


r ,Exons 


1869. .1976, 


1870 . 


.1959, 


1873 . 


.2103, 1874.. 2104 


Seq. No. 


58082 








Seq. ID 


OJ000330_31.0424 .C54 


Gene No. 


121448 








Strand 


+ 


Start 


863 








End 


3242 


Name 


OJ000330 31 


.0424 . 


C54.ol. 


,tc ' 


Method 


TBLASTX: Cress 


Start 


1873 








End 


2161 


GI 


none 








Score 


357 


Exons 


1873. .2112, 


1874. 


.2161 








Seq. No. 


58082 








Seq. ID 


OJ000330_31.0424.C54 


Gene No. 


121448 








Strand 




Start 


863 ' 








End 


•3242 . 


Name 


OJ000330 31 


.0424 . 


C54.ol. 


, ts 


Method 


TBLASTX: Soybean • 


Start 


1873 








End 


2179 


GI 


none 








Score 


345 


Exons 


1873. .2109, 


1874. 


.2179 








.Seq. No. 


. 58082 








.Seq.-, ID 


OJ00.0330. 31.0424.C54 


Gene No. " 


121448 








Strand 


■ + 


Start 


86.3 








End 


324 2 ... .- •' , 


Name 


OJ000330 31, 


.0424 . 


C54 .o2. 


gp 


Method 


AAT/GAP 


Start 


2332 






End 


2881 


GI 


3761621 








Score 


7 7.9 


Exons 


2332. .2557, 


2663. 


.2881 









Seq. No. 58083 Seq. ID 

Gene No. 121449 Strand 

Start 177 End 

Name OJ000310_39 . 0424 . C2 . ol . gs Method 

Start 177 End 

GI none Score 

Exons 177. .214 



OJ000310_39.0424 .C2 
+ 

214 

GEN SCAN 

214 

.82 



58496 



Seq. No. 


58084 








Seq. ID 


OJ000310 


_39 


.0424 


.C6 


Gene No. 


121450 








Strand 


+ 








Start 


236 








End 


1961' 








Name 


. OJ000310 


39.0424 .C6. 


ol . 


as 


Method 


GENSCAN 








Start 


236 








End 


1961 








GI 


none 








Score 


. 65 








Exons 


236. .442, 


842. .876, 


144 


7 . . 


1672, 1791.. 


1961 








Seq. No. * 


58085 








Seq. ID 


OJ000310_ 


_39, 


.0424 


.C8 


Gene No . 


121451 








Strand 










'Start 


295 








End 


609 








Name 


OJ000310 


39.0424 .C8 . 


ol . 


as 


Method 


GENSCAN 








Start 


295 








End 


■609 • 








GI 


none 








Score 


.6 








Exons 


295. . 609 


















Seq. No. 


58086 








Seq. ID 


OJ000310_ 


_39, 


.0424 


.C10 


Gene No. 


121452 








Strand 


+ ~ 








Start 


489 








End 


554 








Name 


OJ000310 


39.0424 .C10 


.ol 


. as 


Method 


GENSCAN 








Start 


489 








End 


554 








GI 


none 








Score 


. 64 








Exons 


489. . 554 


















Seq. No. 


58087 








Seq. ID 


OJ000310_ 


_39. 


.0424 


.Cll 


Gene No . . 


121453 








Strand 


+ 








Start 


238 








End 


623 








Name 


OJ000310 


39.0424 .Cll 


.ol 


. as 


Method 


GENSCAN 








Start 


238 








End 


623 








GI 


none 








Score 


.57 








Exons 


238. .303, 


465. . 623 
















Seq. No. 


58088 








Seq. ID 


OJ000310_ 


_39. 


.0424 


.C12 


Gene - No . 


121454 








Strand 


+ 








Start 


454 








End 


669 








Name 


OJ000310 


39.0424 .C12 


.ol 


; as 


Method 


GENSCAN 








Start 


454 








End 


669 








GI 


none 








Score 


.49 








Exons 


454 . . 669 


















Seq. No. 


58089 








Seq. ID 


OJ000310_ 


_39, 


,0424 


.C13 


Gene. No . 


: 1214 55. . 








Strand 


+ ' 








Start 


90 








End 


548 








Name 


OJ000310 


39.042.4 .C13 


. ol 


. as 


Method 


GENSCAN 








Start 


90 








End 


548 








GI 


none 








Score 


. 61 








Exons 


90 . . 548 


















Seq. No. 


58089 








Seq. ID 


OJ000310^ 


_39. 


,0424 


.C13 


Gene No. 


121456 








Strand 


+ 








Start 


858 








End 


1116 








Name 


OJ000310 


39.0424.C13 


.o2 


.gs 


Method 


GENSCAN 








Start 


858 








.End 


1116 








GI 


none 








Score 


.68 








Exons 


858. .1116 



















58497 




Seq. No. 


58090 




Seq. ID 


OJ000310_ 


J39 


.0424 


.C14 


Gene No. 


121457 




Strand 










Start 


236 - 




End 


287 








Name 


OJ000310 39. 0424 .CI 4 .ol 


. as 


Method 


GENSCAN 








Start 


206 ~~ 




End 


287 








GI 


none 




Score 


. 44 








Exons 


206. .287 














Seq. No. 


58091 




Seq. ID 


OJ000310_ 


39 


.0424 


.C18 


Gene No. 


121458 




Strand ' 










Start 


2214 




End 


2526 








Name 


' OJ000310 39. 0424 .C18 .ol 


. as 
. yo 


Method 


GENSCAN 








Start 


2214 ~~ 




End 


2432 








GI 


none 




Score • 


.7 








Exons 


2214. . 22 7 9, 2313.. 24 32 














Seq. No. 


58091 




Seq. ID 


OJ000310 


39 


. 0424 


.C18 


Gene No. 


121458 




Strand 










Start - . ' 


2214 




End 


2526 








Name 


OJ000310 39.0424.C18.ol, 


.np 


Method 


AAT/NAP . 








Start 


2235 




End 


2526 








GI 


4218008 * 




Score 


111 








Exons 


2235. .2526 














GI Descrip. 


(AC006135) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


58092 




Seq. ID 


OJ000310_ 


39 


.0424 


.C20 


Gene No. 


121459 




Strand 










Start 


822 ' 




End 


1120 








Name 


OJ000310 39.0424.C20.ol, 


.gs 


Method 


GENSCAN 








Start 


822 ~ 




End 


1120 








GI 


none 




Score 


. 66 








Exons 


822 . . 961, 1060 . . 1120 














Seq. No. 


58093 - 




Seq. ID 


OJ000310_ 


39 


.0424 


.C23 


Gene No. 


121460 




Strand 










Start * 


308 




• End 


1259 • 








Name*: 


OJ000316 39 . 04 24 . C23 .ol , 


.gs ■ 


Method 


GENSCAN 








Start 


308 ~~ , 




Ertd 


1259 ■ 








GI 


none 




Score 


.53 








Exons 


308. .501, 983. .1259 














Seq. No. 


58094 




Seq. ID 


OJ000310_ 


39 


.0424 


.C31 


Gene No. . 


1214 61 ....... 




Strand 


+■ 








Start 


887 ■ • 




End 


1554 








Name 


• OJ000310 39.0'4'24;C31.ol. 


.gs.-. 


• Method ; , 


. GENSCAN. 








Start 


887 ~ 




End 


1554 








GI 


none 




Score 


.43 








Exons 


887 . . 1010, 1334 . . 1554 














Sea No 


58095 




Seq. ID 


OJ000310_ 


39, 


.0424 


. C33 


Gene No. 


121462 . 




Strand 










Start 


18 




End 


448 








Name 


OJ000310 39.0424.C33.ol. 


gs 


Method 


GENSCAN 








Start 


18 




End 


448 








GI 


none 




Score 


.52 








Exons 


18. .448 















58498 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58096 

121463 

125 

OJ000310 
125 
none 
125. .241 



•39.0424.C34.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_ 
+ 

241 

GENSCAN 

241 

.79 



39.0424.C34 





i>eq . ino . 


c o n Q7 






n.Tnnrm o 0494 r^s 




^ene ino . 


1 9 1 A £4 

X £. ± *a 0 4 




Strand 






Start 


390 




End 


645 




Name 


OJ000310 39.0424.C35.ol: 


gs 


Method 


GENSCAN 




Of 3 V"t- 

o tar c 


390 




End 


64 S 

U *i *J 




T 

bX 


none 




Score 






Exons 


390. .564, 593. .645 










beq. no. 


58098 




Seq. ID 


oTfinn^in 0494 p^r 




Gene No . 


121465 




Strand 








838 




End 


QR 




Name 


OJ000310 39.0424.C38.ol. 


gp 


Method 


AAT/GAP • 




Start 


838 




End 


986 






uC-osflcypl04cl2al 




Score 


1 QR 

X. J o 




Exons 


838. .986 










GI Descrip. r . 


, 5852170/emb|AL117265. 1 | 


OST17804 3.0e- 


^ uryza saciva 


w 




indica (GLA4 )-r genomic DNA, chromosome 4 


D7\P T <=» • -1- 1 7 ft fl 4 1 


fh 


beq. wo. 


58098 




Seq. ID 


UJUUU jIU -J .7 . U fi Z ft . LjO 


l'S 


Gene No . 


121466 




Strand 








1224 




End 


1468 




Name 


OJ000310 .39.0424.C38.ol. 


np 


Method 


AAT/NAP 




Start 


1224 




End 


1468 




GI 


7242910 




Score 


96 




Exons 


1224. .1311, 1380. .1468 










GI Descrip. 


(AP001383) hypothetical 


protein , [Oryza 


sativa] 




Seq. No. 


58099 




Seq. ID 


OJ000310_39. 04.24. C39 




Gene No: 


121467 




^Strand 






Start 


1160 




End 


1668 




Name 


OJ000310 39.0424.C39.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1154 




End 


1655 




GI 


none 




Score 


159 




Exons 


1154.. 1267, 1157.. 1282, 


1341. 


.1439, 1342 ? .1437, 1367. .1438, 






.1602. .1655., .1603. ;1653 









Seq. No. ; 58099;- Seq. ID. 

Gene No. 121467 ■* ■ Strand 

Start 1160 End 

Name OJ000310_39 . 0424 . C39 . ol . gs Method 

Start 1160 . End 

GI none Score 

Exons 1160.. 1264, 1344.. 1436 

Seq. No. 58099 . Seq. ID 

Gene No. 121467 Strand 

Start 1160 End 

Name OJ000310_39 . 0424 . C39 . ol . np Method 

Start 1172 End 



OJ000.3.10_39,0424,C39 

1668 
GENSCAN 
1436 
.52 



OJ000310_39.0424 .C39 

1668 

AAT/NAP 

1668 



58499 




GI 


6642669 




Score 


252 




Exons 


1172. .1264, 1344. .1436, 


1605. 


.1668 






■GI Descrip. 


: - (AC0154 50) putative DNA-binding protein [Arabidopsis thaliar 


Seq. No.- 


58099 




Seq. ID; . 


-OJ.000310_39.0424 


.C39 


Gene No. 


121467 




Strand 






Start 


1160 




End 


1668 




Name 


OJ000310 39.0424.C39.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1178 




End 


1431 




GI 


none 




Score 


86 




Exons 


1178. .1282, 1179. .1265, 


1341. 


.1430, 1341. .1430, 1342. .1431 


Seq. No. 


58100 




Seq. ID 


OJ000310_39.0424 


.C43 


Gene No. 


121468 




Strand 


+ 




Start 


1 




End 


1085 




Name 


OJ000310 39.0424.C43.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1085 




GI 


6815053 




Score 


686 




Exons 


1. , 152, 637. .799, 849. . 


1085 








GI Descrip. 


(AP001080) hypothetical 


prote 


in [Oryza 


' sativa] 




Seq. No. 


58101 




Seq. ID 


OJ000310_39.0424 


.C46 


Gene No. 


121469 




Strand 






Start 


.1 • 




End 


784 




•Name . 


OJ000310 39.0424.C46.ol 


.np 


Method 


AAT/.NAP . ^ 




Start 


1 




End 


784 




GI 


6572073 




Score 


205 




Exons " 


1. .138,. 425. .510, 600. . 


654, 732. .784 






GI "Descrip. 


(AL133452) putative protein [Arabidopsis thaliana] 




Seq. No. 


58101 




Seq. ID 


OJ000310_39.0424 


.C46 


Gene No. 


121469 




Strand 






Start 


1 




End 


784 




Name 


OJ000310 39.0424.C46.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


29 




End 


662 




GI 


none 




Score 


155 




Exons 


29. .139, 29. .139, 30. .140, 31 


..201, 426.-527, 426. .527, 






463. .597, 590. .661, 597 


. . 662 








Seq. No. 


58101 




Seq. ID 


OJ00031CT39.0424 


.C46 


Gene No. 


121469 




Strand 






Start 


1 




End 


784 




Name 


OJ000310 39.0424..C46.ol 


.gs 


, Method 


GENSCAN 




Start 


32 




End" 


■674 




GI 


..none ■ 




Score • 


.88 . • , • . 




Exons 


32. .138, 425. .510, 600. 


.674 








Seq. No. 


58102 




Seq. ID 


OJ000310_39.0424 


.C47 


Gene No. 


121470 




Strand 






Start 


601 




End ; 


829 




Name 


OJ000310 39.0424.C47.ol 


.gs 


Method 


GENSCAN 




Start 


601 




End 


829 




GI ' 


none 




. Score 


.52 




Exons 


601. .829 










Seq. No. 


58103 




Seq. ID 


OJ000310_39.0424 


.C49 


Gene No. 


121471 




Strand 


+ 





58500 



Start . 


8 


End 


1994 




Name . 


OJ000310 39.0424.C49.ol.gp 


Method 


AAT/GAP 




Start 


8 


■ End 


961 




GI 


2312823 


Score 


769 




Exons 


8. .175, 264. .326, 410. .478, 


581. .687, 


910.. 961 




Seq. No. 


58*103 


Seq. ID 


OJ00031'0_39.0424. 


C49 


Gene No. 


121471 


Strand 


+ 




Start 


8 


End 


1994 




Name 


OJ000310 39.0424.C49.ol.gs 


Method 


GENSCAN 




Start 


49 


End 


726 




GI' 


none 


Score 


. 96 




Exons 


49. . 175, 410. .478, 581. .726 








Seq. No. 


58103 


Seq. ID 


OJ000310_39.0424 . 


C49 


Gene No. 


121471 


Strand 


+ 




Start 


8 


End 


1994 




Name 


OJ000310 39. 0424 .C49. ol . np 


Method 


AAT/NAP 




Start 


136 


End 


1994 . 




GI 


6911142 


Score 


103 




Exons 


136. .175, 410. .478, 581. .688 


, 1931. .1994 




GI Descrip. 


(AF200321) putative glycine- 


rich RNA binding protein 1 






[Catharanthus roseus ] 








Seq. No. 


58103 


Seq. ID 


OJ000310_39.0424. 


C49 . 


Gene No. 


121472 - 


Strand 






Start 


1921 


End 


1983 




Name 


OJ000310 39.0424.C49.o2.gs 


Method 


GENSCAN * 




Start 


1921 


End 


1983 




GI 


none 


Score 


.74 




Exons 


1921. .1983 








Seq. No. 


58104 


Seq. ID 


OJ000310J39.0424 . 


C50 


Gene No. 


121473 


Strand 






Start . 


1 


End ■; 


878 




Name 


OJ000310 39.0424.C50.ol.np 


Method 


AAT/NAP 




Start 


1 - 


End 


878 




GI 


2499488 


Score 


585 




Exons 


1..109, 218. .383, 499. .602, 


696. .878 






GI Descrip. 


PYROPHOSPHATE — FRUCTOSE 6-PHOSPHATE 1- 


PHOSPHOTRANSFERASE 


ALPHA 



SUBUNIT (PFP) (6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE) ) 
(PYROPHOSPHATE-DEPENDENT 6-PHOSPHOFRUCTOSE- 1 -KINASE) (.PPI-PFK) 
gi I 483547 |emb|CAA83682| (Z32849) pyrophosphate-dependent ' 
phosphofructokinase alpha subunit [Ricinus communis] 



Seq. No. 58104 

Gene No. 121473 

Start 1 

Name OJ000310_39 . 0424 . C50 . o2 . tw 

Start 1 

GI none 

Exons 1..105, 2. .109, 3. .110 



Seq. ID OJ000310_39.0424 .C50 

Strand - - 

End 878 

Method TBLASTX : Wheat 

End 110 

Score 161 



Seq. No. 58104 

Gene No. 121473 

Start 1 

Name OJ000310 39 . 0424 . C50 . ol . tm 



Seq. ID OJ000310_39.0424 .C50 
Strand 

End 878 

Method TBLASTX : Mai ze 



58501 



Start 
GI 

Exons 



2 End 819 

none ,,Score 152 

2. .112, 3. .110, 17. .112, 203. .388, 216. .383, 216. .389, 480, 
498. .602, 499. .603, 499. .603, 500. .607, 691. .819, 696. .812 



602 



Seq. No. 58104 

Gene No. 121473 

Start 1 

•Name OJ000310_39 . 0424 . C50 . ol . tw 

Start 244 

GI none 
Exons 



Seq. ID OJ000310_39.0424 .C50 

Strand 

End 878 

Method TBLASTX : Wheat 

End ' 603 

Score 146 



244. .378, 245. .388, 246. .380, 456.'. 602, 498. .599, 499. .603, 
502. .603 



Seq. No. 58105 

Gene No. 121474 

Start 78 

Name OJ000310_39 . 0424 ..C54..ol.gs 

Start - 78 

GI none 

Exons 78.. 1051 



Seq. ID OJ000310_39.0424.C54 

Strand + 

End 1185 

Method GEN SCAN 

End-' 1051 

Score .55 



Seq. No. 58105 
Gene No. 121474 
Start 78 

Name OJ000310_39 . 0424 . C54 . ol . np 

Start 194 
GI 4836899 
Exons 194. .408, 457.. 977, 1032.. 1185 

GI Descrip. (AC007369) Unknown protein [Arabidopsis thaliana] 

gi|6319180|gb|AAF07197.1|AF194974_l (AF194974) ESCAROLA 
[Arabidopsis thaliana] 



Seq. IP OJ000310_39.0424.C54 
Strand + 
End 1185 
Method AAT/NAP 
End . 1185 

Score 652 



Seq. No. 58105 

Gene No. 121474 

Start 78 

Name OJ000310_39 . 0424 . C54 . ol . tc 

Start 506 

GI none 

Exons 506.. 703 

Seq. No. 58105 

Gene No. 1214 7,4 

Start 7 8 

.Name. , OJ000310_39 . 0424, C54 . ol . tm • . 

Start 506 

GI none 

Exons 506. .724, 506. .676, 697. .753 

Seq. No. 58105 

Gene No. ^121474 

Start 78 

Name : OJ000310_39 . 0424 .C54 . ol . ts . 

Start 506 

GI none 

Exons 506.. 700 



Seq. ID OJ000310_39.0424.C54 

Strand + 

End 1185 

Method ■ TBLASTX: Cress 

End 7 03 

Score 191 



Seq. ID OJ000310_39.0424.C54 

Strand + 

End 1185 "■ 

Method TBLASTX r.Maize. . 

End 753 

Score 197 



Seq. ID OJ000310_39.0424.C54 

Strand + 

End 1185 

Method TBLASTX : Soybean 

End 700 

Score 200 



58502 



Seq. No. 58105 

Gene No. 121474 

Start 78 

Name OJ000310_39 . 0424 .C54 . ol . tw 

Start 506 

GI none 
Exons 



Seq. ID' OJ000310_39.0424.C54 

Strand + 

End - 1185 

Method TBLASTX: Wheat 

End 754 

Score 196' 



506. .700, 506. .607, 517. .693, 686.-754 



Seq. No.. 58106 

Gene No. 121475 

Start 599 

Name OJ000310_39 . 0424 . C56 . ol . gs 

Start 599 

GI none 

Exons 599.. 648 



Seq. ID OJ000310_39.0424.C56 

Strand + 

End 64 8 

Method GEN SCAN 

End 648 

Score .82 



Seq. No. 58107 

Gene No. 121476 

Start 1 

Name OJ000310_39 . 0424 .C57 . ol . np 

Start 1 

GI 1946372 

Exons- 1..32, 498.. 669, 816.. 893 

GI Descrip. (U93215) putative integral membrane protein [Arabidopsis 
thaliana] - 



Seq. ID OJ000310_39. 0424 .C57 
Strand 

End- 8 93 

Method AAT/NAP 

End 893 

Score 139 



Seq. No. 58107 

Gene No. 121476 

Start 1 

Name OJ000310_39 . 0424 . C57 . ol . tm 

Start t 16 

GI none 
Exons 



Seq. ID OJ000310_39.0424 .C57 
Strand 

End 893 

Method TBLASTX: Maize 

End 652 

Score 164 



16. .114, 436. .621, 440. .628, 440. .652 



Seq. No. 58108 

Gene No. 121477 

Start 437 

Name OJ000310_39 . 0424 . C61 . ol . gs 

Start 437 

GI none 

Exons 437.. 557 



Seq. ID OJ000310_39.0424 .C61 

Strand 

End ■ 557 

Method GENSCAN 

End 557 

Score .57 



Seq. No.. .. .58109 
Gene No. 121478 

Start ■ 592.. - 

Name OJ000310_39 . 0424 . C64 . ol . gs 

Start 592 
GI none 
Exons 592. .720 



Seq. ID OJ000310_39.042'4.C64 

Strand 

End 720 

Method GENSCAN 

End 720 

Score .73 



Seq. No. 58109 

Gene No. 121479 

Start 707 

Name OJ000310_39 . 0424 . C64 . ol . tm 

Start 659 

GI none 

Exons 659. .712, 813. .1013, 817. .1011 



Seq. ID OJ000310_39.0424.C64 
Strand 

End 1070 

Method TBLASTX : Maize 

End 1013 

Score 200 



58503 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



58109. - 
121479, 
707 

OJ000310_39.0424.C64;ol.np 
707 .; 
7340723 
707. .1070 

(AL162507) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000310_39.0424.C64 
Strand 

End 1070 

Method AAT/NAP 

End 1070 

Score 190 



58109 

121479 

707 

OJO00310_39.0424 .C64.ol.ts 

828 

none 

828.. 1031, 829. .1041 



Seq. ID OJ000310_39.0424.C64 
Strand 

End 1070 

Method TBLASTX : Soybean 

End 1041 

Score 165 



Seq. ■■•No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58110 
121480 
3160 

OJ000310_39. 0424 .C69.ol.np 
3160 
5921832 



Seq. ID OJ000310_39.0424 .C69 
Strand + ' 

3970 
AAT/NAP 
3970 
226 



End 

Method 
End 
Score 

3160.. 3261, 3530.. 3736, 3770.. 3970 

COPPER TRANSPORTER 1 gi | 1082054 | emb | CAA90018 | (Z49859) copper 
transporter protein [Arabidopsis thaliana] 



Seq. No. 


58110 


Seq. ID 


OJ000310_39 


.0424 


.C69 


Gene No. 


121481 


Strand 








Start 


137 


End 


3834 






Name 


OJ000310 39.0424.C69.ol.gs 


Method 


GEN SCAN 






Start 


137 


End 


3834 






GI 


none 


Score 


.42 






Exons 


137. .669, 978. .1095, 3424.. 


3834 








Seq. No. 


58111 


Seq. ID 


OJ000310_39 


0424' 


.C70 


Gene No. 


121482 


Strand 








Start 


466 


End 


547 






Name 


OJ000310 39.0424.C70.ol.gs 


Method 


GENSCAN 






Start 


466 


End 


547 






GI 


none 


Score . 


..45. 






Exons 


..466.. .547 










Seq. No. . . 


.58112 


Seq. ID 


OJ000310_39 


.0424 


.C74 


Gene No. 


121483 


Strand 








Start 


1 


End 


886 






Name 


OJ000310 39.0424.C74.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


886 






GI 


6017111 


Score 


177 






Exons 


1..21, 684. .886 










GI Descrip. 


(AC009895) unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


58112 


Seq. ID 


OJ000310_39. 


0424 


.C74 


Gene No. 


121483 


Strand 








Start 


1 


End 


886 






Name 


OJ000310 39.0424.C74.ol.gs 


Method 


GENSCAN 







58504 



Start 
GI 

Exons 



680 
none 
680. .823 



End 
Score 



823 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58112 Seq. ID OJ000310_39 . 0424 . C74 

121483 Strand 

1 End 886 

OJ000310_39 . 0424 . C74 . ol . gp Method AAT/GAP 

741 End 886 

42957_1.R1084 Score 139' 

741. .823, 863. .886 

• 6017111/gb|AAF01594.1|AC009895_15 3.0e-37 (AC009895) unknown 
protein [Arabidopsis thaliana] 1 



58113 
121484 
1 

OJ000310_39.0424.C77.ol.gp 
1 

26857_1.R1084 
1..87, 174. .624 

' 6093512/sp|Q39950|NLTP_HELAN 1.0e-16 NONSPECIFIC LIPID-TRANSFER 
PROTEIN PRECURSOR (LTP) (NSLTP) (SDI-9) 

>gi_1050918_emb_CAA6334 0_ (X92648) lipid transfer protein 
[Helianthus annuus] 1 



Seq. ID OJ000310_39.0424.C77 

Strand 

End 624 

Method AAT/GAP 

End 624 

Score 996 



58113 

121484 

1 

OJ000310_39.04 24 .C7 7.ol.gs 

158 

none 

158. .526 



.Seq. ID OJ000310_39.0424 .C77 
Strand 

End • 624 

Method GENSCAN 

End 526 

Score .98 



Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



58113 
121484 

1 v *■ ■ 

OJ000310_39 . 0424 .C77 ,ol . np 
167 

6492243 
167. .529 

(AF109195) lipid transfer . protein [Hordeum, vulgare] 



Seq. ID OJ000310_39.0424.C77 

Strand . - 

End' ' 624 

Method AAT/NAP 

End ■ 529 

Score 453 



58113 

121485 

1253 

OJ000310_39.04 24.C77.ol.tw 

173 

none 



Seq. ID. ' OJ000310_39. 0424 .C77 
Strand- 

End' . 1873 

Method TBLASTX : Wheat 

End • 443 

Score 54 



173. .211, 173. .442, 177. .443, 345. .443 



58113 

121485 

1253 

OJ000310_39. 04-24. C77.ol.tm 

176 

none 



Seq. ID OJ000310_39.0424.C77 

Strand - - 

End 1873 

Method TBLASTX : Mai ze 

End 524 

Score 93 



58505 






Exons 


176. .262, 177. .263, 263. 


. .385, 


264. .386, 353. .442, 372.. 


524 




Seq. No. 


58113 . 




Seq. ID 


OJ000310_39.0424 


.C77 




Gene No. 


121485 




Strand 


- 






Start 


1253 




End V 


1873 • 






Name 


OJ000310 39.0424.C77.ol. 


. tc 


Method 


TBLASTX: Cress 






Start 


177 




End 


442 






GI 


none 




Score 


122 






Exons 


177. .428, 179. .442 












Seq. No. 


58113 




Seq. ID 


OJ000310_39.0424 


.C77 




Gene No. 


121485 




Strand 


*~ 






Start 


1253 




End 


1873 






Name 


OJ000310 39.0424.C77.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


179 




End 


443 






GI 


none 




Score 


50 






Exons 


179. .442, 180. .245, 276. 


. 443 










Seq. No. 


58113 




Seq. ID 


OJ000310_39.0424 


.C77 




Gene No. 


121485 




Strand 


— 






Start 


1253 




End 


1873 






Name 


OJ000310 39.0424.C77.o2. 


as 


Method 


GENSCAN 






Start 


1253 




End 


1847 






GI 


none 




Score 


.91 




i - 5 


Exons " 


1253. .1475,, 1780... 1847 












Seq. No. 


58113 




Seq. ID 


OJ000310 39.0424 


. C77 


rjj 


Gene No. 


121485 




Strand 








Start 


1253 




End 


1873 






Name 


OJ000310 39.0424.C77.o2. 


np 


Method 


AAT/NAP 




t 


Start 


1301 




End 


1873 




^5 
r: = 


GI 


7523502 




Score 


192 




1 y 


Exons 


1301. .1456, 1780. .1873 










[3 


GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. ..No. . : 


58114 




Seq. ID 


OJ000310_39.0424 


.C80 


i~ 


Gene No. " 


121486 




'Strand 


- 






Start 


56 




End 


1412 






Name 


OJ000310 39.0424.C80.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1 




End 


452 






GI 


none 




Score 


49 






Exons 


1. .102, 3. .452,- 136. .450 










Seq. No. 


58114 




Seq. ID' 


OJ000310_39.0424 


.C80 




Gene No. 


.121486 : \ 




Strand . 


— ■• 






Start 


56 




End 


1412 






Name 


OJ000310 39.0424.C80.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


48 




End 


431 






GI 


none 




Score 


128 






Exons 


48. .431, 133. .393 












Seq. No. 


58114 




Seq. ID 


OJ000310_39.0424 


.C80 




Gene No. 


121486 




Strand 








Start 


56 




End 


1412 






Name . 


OJ000310 39.0424.C80.ol. 


np 


Method 


AAT/NAP 






Start 


56 




End 


1412 






GI 


4581164 




Score 


380 





58506 




Exons 56.. 640, 1367.. 1412 - 

GI Descrip. (AC006220) putative retroelement pol polyprotein [Arabidopsi 
thaliana] 



Seq. No.. 


' 58114* 


Seq. ID 


OJ000310 


z) 


04 94 

. \J *a c. *i 






121486 


Strand 










Start 


56 


End 


1412 








Name 


OJ000310 39.0424.C80.ol.gs 


Method 


OHj1.NO vnLN 








Start 


132 


End 


1110 








GI 


none 


Score 


.64 








Exons 


132. .575, 649. .834, 1024. .1110 










Qpn Mo 


58114 


Seq. ID 


o.TOorm n 


_39 


.0424 


. ^ou 




121486 


Strand 










Start 


56 


End 


1412 








Name 


OJ000310 39.0424.C80.ol.tw 


Method 


J. DijaO 1 /\ . 


Wheat 




Start 


285 


End 


69^ 








GI 


none 


Score 


51 








Exons 


285. .623, 286. .357, 427. .576 












k_) ~ , INU < 


58114 


Seq. ID 






. U *i ^ f± 






121486 


Strand 










Start 


56 


End 


1419 








Name 


OJ000310 39.0424 .C80.o2.np 


Method 


AAT-/NAP 








'Start 


766 


End 


1 1 Qfi 








GI 


5042454 


Score 


184 








Exons 


766. .819, 1024. .1196 












GT Dp* s r* t "i r> 

\J J— O v-' J— -L_ . 


(AC007789) putative polyprotein [Oryza 


oaLl vaj 








U ~ ^ * LN W • 


58115 


Seq. ID 




_39. 


.0424, 


POO 
iLO J 


fjpnp Mn 


121487 


Strand 










Start 


720 


End 










Name 


OJ000310 39.0424.C83.ol.gs 


Method 


oEj IN oUH. IN 








Start 


720 


End 


866 








GI 


none 


Score 


.65 








Exons 


720. .866 












Seq. No. 


58116 


Seq. ID 


n.Tnon "3 1 o 

. Uu UUUjIU 


39. 


,0424 ! 




njp-np No 

LIU • 


121488 


Strand 










Start 


210 


End 


7 6R 

f DO 








Name 


OJ000310 39.0424.C84.ol.gs 


Method 










Start 


210 . 


End 


765 








Gl' 


none ■ 


Score 


.5 








Rxnn^ 

■L-j V\ \s llu 


210. .361, 573. .765 












O ™ . IN L/ • 


58117 


Seq. ID 


UJ UUUjIU 


_39. 


0424 , 


PQ1 


Gene No. 


121489 


Strand 










Start 


896 


End 


1344 








Name 


OJ000310 39.0424.C91.ol.gs 


Method 


GENSCAN 








Start 


896 


End 


1344 








GI 


none 


Score 


.78 








Exons 


896. .1092, 1208. .1344 












Seq. No. 


58118 


Seq. ID 


OJ000310_ 


_39. 


0424 . 


C95 


Gene No. 


121490 


Strand 










Start 


19 


End 


506 








Name 


OJ000310 39.0424.C95.ol.gs 


Method 


GENSCAN 









58507 



Start 
GI 

Exons 



19 

none 
19': .506 



End 
Score 



506 
.99 



Seq. No. 58118 

Gene No. 121490 

Start 19 

Name OJ000310_39 . 0424 . C95 . ol . tm 

Start 72 

GI none 

Exons 72. .233, 74. .175, 129. .329 

Seq. No. 58119 

Gene No. 121491 

Start 359 ' 

Name OJ000310_39 . 0424 . C97 . ol . gs 

Start 359 

GI none 

Exons 359. .475 



Seq. ID OJ000310_39.0424.C95 
Strand 

End 506 

Method TBLASTX : Mai ze 

End 329 

Score 117 



Seq. ID OJ000310_39.0424.C97 

Strand + 

End 475 

Method GENSCAN 

End 475 

Score .48 



fii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000310_39.0424.C102 
Strand + 

871 

AAT/NAP 
314 
448 



58120 
121492 
1 

OJ000310_^39. 0424 .C102.ol.np 
1 ~" • 

1346301 
1..314 

3-HYDROXY-3-METHYLGLUTARYL-COENZYME A REDUCTASE (HMG-COA 
REDUCTASE) gi | 107 18 05 | pir | | S4 6314 hydroxymethylglutaryl CoA 
reductase - rice gi 1455459 (L28995) 3-hydroxy-3-methylglutaryl 
coenzyme A reductase [Oryza sativa] 



End 

Method 
End, 
Score ' 



58120 
121492 
1 

OJ000310_39.0424 .C102.ol.tm 

r 

none 

1..120, 3. .314, 5. .313 

58120 
121492 
1 • 

OJ000310_39 . 0424 . C102 . ol . tc 
3 

none 

3. .314, 5. .235, 186. .311 

58120 
121492 
1 

OJ000310_39. 0424 ,C102.ol. ts 
3 

none 

3. .314, 5. .313, 40. .75, 104. .316 



Seq. ID OJ000310_39.0424.C102 

Strand + 

End 871 

Method TBLASTX: Maize 

_End 314- 

"Score 105 ' ' 



Seq. ID OJ000310_39.0424.C102 

Strand + 

End 871 

Method TBLASTX: Cress 

•End- 314 .. \ 

Score 355 



Seq. ID OJ000310_39.0424 .C102 

Strand '+■ 

End 871 

Method TBLASTX : Soybean 

End 316 

Score 366 



Seq. No. 



58120 



Seq. ID OJ000310_39.0424.C102 



58508 



Gene No. 121492 Strand 

Start 1 End 

Name OJ000310_39 . 0424 . C102 . ol . gs Method 

Start 27 End 

GI none Score 

Exons 27.. 313, 838.. 871 



+ 

871 

GENSCAN 

871 

.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58121 Seq. ID 

121493 Strand 

1 End 88 9 

OJ000310_39.0424 .C105.ol.np Method AAT/NAP 

1 • End 429 

5381253 Score 69 

1..429' ' 

(AB027752) peroxidase [Nicotiana tabacum] 



OJ000310 39.0424.C105 



58121 Seq. ID 

121493 Strand 

1 End 
OJ000310_39. 0424*1 C105.ol.gs Method 

96 End 

none Score 

96. .293, 518. .697, 707. .813, 883. .889 



OJ000310_39.0424.C105 
889 

GENSCAN 

889 

.8 



Seq. No. ^ "58121 . Seq. ID 

Gene No. 1214 93 - Strand 

Start 1 End 

Name OJ000310_39 . 0424 . C105 . ol . tm Method 

Start 506 End 

GI none Score 

Exons 506.. 538, 527.. 739, 563.. 736 



OJ000310_39.0424 .C105 
889 

TBLASTX: Maize 

739 

41 



Seq. No. 58122 Seq. ID 

Gene No. 121494 Strand 

Start . 20 End 

Name. OJ000310_39 . 0424 . C107 . ol . gs Method 

Start -'20 ' End 

GI none Score 

Exons 20.. 24, 133.. 312, 429.. 525 



OJ000310_39.0424 .C107 
+ 

525 

GENSCAN 
525 

- 98 ; 



Seq. No. 58122 Seq. ID 

Gene No. 121495 Strand 

Start 3084. . End 

Name OJ000310_39 . 0424 . C107 . ol . np • Method 

Start' ' . 2468 . End 

GI 7486939 Score 

Exons 2468.. 2594, 3296.. 4135 

GI Descrip. hypothetical protein T13E15.11 - Arabidopsis thaliana 

gi|2344896|gb|AAC31836.1| (AC002388) hypothetical protein 
[Arabidopsis thaliana] 



OJ000310_39.0424.C107 
+ 

4135 
AAT/NAP 
4135 
427 



Seq. No. 58122 Seq. ID 

Gene No. 121495 Strand 

Start 3084 . . End * 

Name OJ000310_39 . 0424 . C107 . o2 . gs Method 

Start 3084 End 

GI none Score 



OJ000310_39.0424 .C107 
+ 

4135 
GENSCAN 
4123 
.84 



58509 




Exons 3084.. 4123 





Seq. No. 


58122 








Seq. ID 


OJ000310 39 0424 


. C107 




Gene No . 


121496 








Strand 








Start 


1 








End 


657 






Name 


OJ000310 


39. 


. 0424 . C107 . ol 




Met" hod 


AAT/GAP 






Start 


1 








End 


657 






GI 


none 








Score 


1243 






Exnns 


1. . 657 
















Seq. No. 


58122 








Seq. ID 


OJ000310_39.0424 


.C107 




. gene No . 


121496 








Strand 








Start 


1 








End 


657 






Name 


OJ000310 


39. 


,0424.C107.ol 


. tm" 


Method 


TBLASTX: Maize 






Start 


7 








End 


527 






GI 


none 








Score 


38 






Exons 


7. .30, .130. . 


.312, 134. .313, 427. .525, 429. .524, 429. .527 








430 . . 525 
















Seq. No. 


58122 








Seq. ID 


OJ000310_39.0424 


.C107 




fipne No 


121496 








Strand 








Start 


1 








End 


657 






Name 


OJ000310 


39. 


0424.C107.ol 


. tc 


Method 


TBLASTX • Cress 






Start 


107 1 








End 


524 




'=? 
:J. 


GI 


none 








Score 


270 






Exons 


107 . . 169, 


134. .313, 145. 


. 315, 


429 515 


430 516 432 


524 


is 


Seq. No. ' 


58122 








Seq. ID 


OJ000310_39.0424 


. C107 




Gene No . 


121496 








Strand 








Start 


1 








End 


657 






Name 


OJ000310 


39. 


0424 .C107.O1 


. ts 


Method 


TBLASTX: Soybean 




y 


Start 


134 








End 


572 




y 


GI 


none 








Score 


258 






Exons 


134 . ..313, 


145. .315, 427. 


.516, 


429. .572, 


430. .516 




3 

: 4 


Seq. No. 


58122 








Seq. ID 


OJ0.00310_39.0424 


. C107 




Gene No . 


121496 








Strand 








Start 


1 








End 


657 






Name 


OJ000310 


39. 


0424.C107.ol 


. tw 


Method 


TBLASTX: Wheat 




:J 


Start 


247 








End 


525 






GI 


none 








Score 


103 






Exons 


247. .312, 


248. .313, 369.. 


.524, 


429. .515, 


430. .525 






Seq. No. 


58122 








Seq. ID ■ 


CJ000310_39.0424 


.C107- 




Gene No. 


12.14 97 . ■ 








Strand 








Start 


3303 . 








End 


4088 






Name 


OJ000310 


39. 


0424.C107.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


3303 








End 


4088 






GI 


none 








Score 


98 






Exons 


3303. .3581, 


3477. .3767, : 


3612. , 


.3875, 3629..377S, 3687. .3788, 






3699. .408 


8, 


3792.. 3872, : 


3800. , 


.4009, 3864. .4019 






Seq. No. 


58122 








Seq. ID 


OJ0.00310_39.0424 


.C107 




Gene No. 


121497 








Strand 








Start 


3303 








End 


4088 






Name 


OJ000310 


39. 


0424 .C107.o2 


. tc 


Method 


TBLASTX: Cress 






Start 


3306 








End 


4055 





58510 




VJ -L 


1 1U11C 


Score 


124 


Hi J^\Jt i O 


3306 3707 3330 3767 3606 


.3773, 3612.. 3875, 3684. .4055, 




3701 3895 3702 3866 -3742 


.3783, 3792. .3962, 3822. .3944, 




3882" 4055 3954 4028 






Spa No 


58123 


Seq. ID 


OJ000310_39.0424 .C108 


Qq^q £JO . 


121498 


Strand 




Start 


1 


End 


889 


Name 


OJ000310 39.0424.C108.ol.np 


Method 


AAT/NAP 


Start 




End 


821 


GI 


7489471 


Score • 


766 


F* v on q 

DAUl lO 


1 29 220 576 683 821 






PT Dp^rri n 


pydp n q i n 0 — t"io^ rrn 110417101 


gb| AAB38074 . 1 | (U30477) expansii 




0«s — F.XP2 T0rv7a- sat i val 






ij *3 V-J ■ i- * \J . 


58123 


Qo/t t n 
oeq ■ -L u 


nmnn^m c\aoa pi op 

UUUUU JlU J z7 . Ufi z *± . LI uo 


Gene No. 


121498 


Q +- v a r\ r\ 

o l r ana 




Start 


1 


CiilU 


opq 


Name 


OJ000310 39 0424 C108 ol tm 




TT3T DCTY • Ma -i 7a 


O Lul L 


231 _ 


End 


750 


PT 




Score 


423 


TT von Q 


231 578 263 331 263 577 




1&A A 7 £ jrt /l o /ion 




510 590 529 606 681 749 


CQ 0 Ten 




Seq. No. 


58123 


oeq. lu 


n Tnnri^i n on haoa pi-no 
UJUUUJ1U oy . . LIUo 


Gene No. 


121498 


o l r ana 




Start 


1 


i^na 


o o y 


Name 


O.T00031 0 39 0424 PI 08 ol tr 


Method 


i dLiAo lAiLress 


Start 


263 _ 


End 


744 


GI 


none 


Score 


263 


J—J Vw/ 1 1 O 


263 577 264 578 681 743 


682. .744 




Seq. No. 


58123 


Seq. ID 


UJUUU jIU oy.U4z4.UlUo 


Gene No. 


121498 


Strand 




Start 


1 


End 


o ts y 


Name 


O.T000310 39 0 4 2'4 PI OR ol 1- <? 


Method 


i oLiAo i a : boyoean 


Start 


263 ' _ ■ 


End 


7 4 4 


GI 


none - 


Score- 


331 




263 577 264 578 510 590 


681. .743 


, 682. .744 


C v-^ • LiU • 


58123 


Seq. ID 


OJ000310_39.0424 .C108 


Gene No. 


121498 


Strand 




Star.t 


1 . • . . 


End 


889 


Name 


OJ000310 39.0424.C108.ol\gp ' 


Method 


AAT/GAP 


O Lai L. 


264 


, End , 


889 


GI 


993 1.R1084 


Score 


997 


p.vnn q 

DAUl 1 0 


264. .576, 683. .889 






p T np^rri o 


1 1041710 1.0e-121 (U30477) expansin Os- 


-EXP2 [Oryza sativa] ' 


Seq. No. 


58123 


Seq. ID 


OJ000310_39. 0424 .C108 


Gene No. 


121498 


Strand 




Start 


1 


End 


889 


Name 


OJ000310 39.0424.C108.ol.gs 


Method 


GENSCAN 


Start 


264 


End . 


821 


GI 


none 


Score 


.97 


Exons 


264. .576, 683. .821 







58511 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58124 Seq. ID 

121499 Strand 

2655 End 
OJ000310_39 . 0424 . C110 . ol . gs Method 

2655 End 

none Score 

2655. .2798, 2818. .3054 



OJ000310_39.0424 .C110" 
+ 

3054 

GENSCAN ' 

3054 

.59 



OJ000310_39. 0424 .C110 
+ 

3479 
AAT/GAP 
3479 
157 



58124 Seq. ID 

121500 Strand 
3382 End 
OJ000310_39 . 0424 . C110 . ol . gp Method 
3382 End 
95327JL.R1084 Score 
3382. .3479 

'1707032 2.0e-15 (U80445) coded for by C. elegans cDNA ykl3g5.3; 
coded for by C. elegans cDNA yk21g6.3; coded for by C. elegans 
cDNA CEMSE18F; coded for by C. elegans cDNA ykl26bl.3; coded for 
by C. elegans cDNA . y k65h8 . 3 ; coded for by C. elegans cDNA 
yk65h'8' 



Seq. No. 58125 Seq. ID 

Gene No. 121501 Strand 

Start 1769 End 

Name OJ000310_39 . 0424 . Clll . ol . gs Method 

Start 1769 " End 

GI none Score ■ 

Exons 1769.. 2125 



OJ000310_39. 04 24 .Clll 

2125 
GENSCAN 
2125 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



58126 Seq. ID 

121502 Strand 

1 End 
OJ000310_39. 0424 .CI 12.ol. np Method 

1 End 

6751696 Score 

1.-29, 675. .758, 815. .1035, 1062. .1306, 



OJ000310_39.0424 .C112 
+ 

4218 
AAT/NAP 
4218 
168 

1611. .1759, 4145. .4218 



(AC018908) hypothetical protein [Arabidopsis thaliana] 



58126 
121502 
1 

QJ000310 
2750 
6721561' 
2750. ..2856, 
(AP001073) 
predicted gene 
gi | 6815086 | db j 
corresponds to 
protein [Oryza 



_39.0424.C112.p3.np 



OJ000310_ 
+ 

4218 

AAT/NAP 

4218 

136"' 



39.0424 .C112 



Seq. ID 
Strand 
End 

Method 
. ... End. 

Score 

..4169. . 4218 

EST AU082058 (C12976) corresponds to a region 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
a region of the predicted gene.; hypothetical 
sativa] 



of the 



58126 Seq. ID 

121503 Strand 

2628 End 

OJ000310_39 . 04 24 . C112 . o2 . np Method 

2628 End 

4680183 Score 



OJ000310_39.0424.C112 

4218 ■■ 
AAT/NAP 
4218 
121 



58512 



Exons 

GI De scrip. 

Seq. No. ... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2628. .2717, 4199. .4218 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 

58127 Seq. ID OJ000310_39 . 0424 . C113 

121504 Strand 

1 End . 1045 

OJ000310_39.0424 .C113.ol.np Method AAT/NAP 
1 End 873 
5545339 " Score 421 
1..713, 747. .873 

, (AB030083) lectin-like protein kinase [Populus nigra] 



58127 

121504 

1 

OJ000310_39.0424.C113.ol.gs 
44 

none 
44. .1045 



Seq. ID OJ000310_39.0424.C113 
Strand 

End 1045 

Method GENSCAN . 

End 1045 

Score . 65 



Seq. No. 58128 

Gene No. 121505 

Start 33 

Name ' OJ000310_39 . 0424 . C114 . ol . gs 

Start 33 

GI none 

Exons 33.. 181, 523.. 563 



Seq. ID OJ000310_39.0424.C114 
Strand 

End 563 
Method GENSCAN 
End 5 63 

Score .. . 4 4 



Seq, No. 58129 

Gene No. 121506 

Start 137 

Name OJ000310_39 . 0424 . C121 . ol . gs 

Start 137 

GI none 

Exons 137.. 297, 445.. 493, 1169.. 1502 



Seq. ID OJ000310_39.0424 .C121 
Strand 

End 1502 

Method GENSCAN 

End 1502 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descr^ip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58129 
121506- 
137 

OJ000310_39.0424.C121.ol.np 
1155 
4895197 
1155. .1499. .... 

(AC007661) hypothetical protein [Arabidopsis 'thaliana] 



Seq. ID -OJ000310_39.0424.C121 
Strand 

End 1502 

Method AAT/NAP 

End 1499 

Score 242 



58129 

121507 

2473 

OJ000310_39.0424.C121.ol.tc 

1170 

none 

1170. .1301, 1171. .1296, 1317. 



Seq. ID OJ000310_39.0424 .C121 
Strand . - 
End 2579 
Method TBLASTX : Cress 
End 1436 
Score 128 
.1436, 1324. .1407 



Seq. No. 58129 • 

Gene No. 121507" 

Start 2473 

Name OJ000310 39 . 0424 . C121 . ol . tm 



Seq. ID OJ000310_3,9.0424.C121 
Strand 

End 2579 

Method TBLASTX : Mai ze 



58513 






Start 


1170 








End 


1433 




GI 


none 








Score 


348 




Exons 


1170. . 1433, 


1171 


..1413 










Seq. No. 


58129 








Seq. ID 


OJ000310_39.0424*.C121 




Gene No. 


121507 








Strand 






Start 


2473 








End 


2579 




Name 


OJ000310 39, 


.0424 


.C121 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1170 








End 


1436 




GI 


none 








Score 


132 




Exons 


1170. . 1301, 


1171 


. .1296, 


1302. 


.1415, 14 


16. . 1436 




Seq. No. 


58129 








Seq. ID 


OJ000310_39.0424.C121 




Gene No. 


121507 








Strand 






Start 


2473 








End 


2579 




Name 


OJ000310 39. 


,0424, 


.C121 .ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


1170 








End 


1436 




GI 


none 








Score 


180 




Exons 


1170. .1367, 


1171. 


. . 1299, 


1263. 


.1301, 1302.. .1436, 1306. .1407.. 




Seq. No. 


58129 








Seq. ID 


OJ000310_39.0424.C121 




Gene No. 


121507 








Strand 


— 




Start 


■ 2473 








End 


2579 




Name 


OJ000310 39. 


. 0424 , 


.C121 -o2 


. as 


Method 


GEN SCAN 




Start 


2473 ~ 








End - 


2579 




GI 


none 








Score 


. 97 


*L : l 
f : 2 


Exons 


2473. .2579 














Seq. No. 


58130 








Seq. ID 


OJ000310 39.0424.C124 




Gene No. 


121508 








Strand 


+ 




Start 


704 








End 


849 




Name 


OJ000310 39. 


, 0424 . 


.C124 .ol 




Method 


AAT/GAP 


Til 


Start 


704 ~ 








End 


849 


3 


GI 


3761759 








Score 


253 


f 


Exons 


704. .849 












s ,. 


Seq. No. 


■ 58130 








Seq. ID 


OJ000310_39.0424.C124 


'•12. 


Gene No. 


121509 




> 




Strand 




■ 


Start 


18 








End 


167 




Name 


OJ000310 39. 


0424 . 


.C124 .ol 


. as 


Method 


GENSCAN 


f ii 


Start 


18 








End 


167 




GI 


none 








Score 


•99. 




Exons 


18. .167 














Seq.. No. 


58131 . 








Seq,. ID 


OJ000310_39 .-0424-. C125 




Gene No. 


121510 








Strand 


+ 




-Start 


1001 








End 


1092 




Name 


OJ000310 39. 


0424 . 


C125 .o2 


. ao 

. 


Method 


AAT/GAP 




Start 


1001 ~ 








End 


1092 




GI 


none 








Score 


175 




Exons 


1001 . . 1092 














Seq. No. 


58131 








Seq. ID 


OJ000310_39.04 24.C125 




Gene No. 


121511 








Strand 






Start 


631 








End 


1029 




Name 


OJ000310 39. 


0424. 


C125.ol 


.gs 


Method 


GENSCAN 




Start 


631 








End 


1029 



58514 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

631. .961, 



1006. .1029 



58132 

121512 

883 

OJ000310_39.0424 .C129.ol.gs 

883 

none 

883. .983 



Score .71 



Seq. ID OJ000310_39.0424.C129 

Strand 

End 983 

Method GENSCAN 

End 983 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
' Name ? " " 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58133 Seq. ID 

121513 Strand 
1 End 
OJ000310_39 . 0424 . C130 . ol . np Method 
1 End 
5734621 . Score 

1..77, 588. .729, 1104.^1163 

(AP000391) ESTs -AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to' ABC transporter-7 
(U43892) [Oryza sativa] 



OJ000310_39.0424 .C130 
+ 

1163 . . . 

AAT/NAP 

1163 

63 



58134 

121514 

72 

OJ000310_39.0424 .C135.ol.tm 
36 

none 

36. .155, 180. .431, 212. .433 

58134 

121514 

72 

OJ000310_39.0424 .C135.ol.gs 
. 12 
none 
72. .679 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_39.0424.C135 
+ 

679 

TBLASTX: Maize : 

433 

67 



OJ000310_39.0424 .C135 
+ 

679 

GENSCAN 
679 
. 67 



Seq. No. 58135 Seq. ID 

Gene No. 121515 Strand 

Start 1256 End 

Name OJ000310_39 . 0424 . C138 . ol . gp Method 

Start ., 125,6 End ' 

GI none' Score- 

Exons 1256. . 1326 ' 



OJ000310_39.0424.C138 
1326 

AAT/GAP . 
1326 

138' ■ ; ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



58136 

121516 

1990 

OJ000310_39. 0424 .C139.ol.gs 

1990 f 

none 

1990.. 2332, 2752.. 2780 

58136 

121516 

1990 



Seq. ID 
Strand ' 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000310_39.0424.C139 
+ 

2780 
GENSCAN 
2780 
.9 



OJ000310_39.04 24 .C139 
+ 

2780 



58515 



Name 
Start - 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene; No. 

Start 

Name 

Start 

GI 

Exons 



OJ000310_39 . 0424 . C139 . ol . np Method AAT/NAP 
1999 End 2346 

4895197 Score 199 

1999. .2346 

(AC007661) hypothetical protein [Arabidopsis ■ thaliana] 



58136 

121517 

3726 

OJ000310_39.0424.C139.ol. tc 

2070 

none 



Seq. ID OJ000310_39.0424 .C139 

Strand + 

End 3938 

Method TBLASTX : Cress 

End 2363 

Score 79 



2070. .2171, 2071. ,2142, 2200. .2331, 2211. .2363 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58136 

121517 

3726 

OJ000310_39.0424.C139.ol.tw 

2070 

none 



Seq. ID OJ000310_39.0424.C13'9 

Strand + 

End 3938 

Method TBLASTX : Wheat 

End 2372 

Score' 82- 



2070. .2213, 2071. .2214, 2200. .2331, 2202. .2363, 2202. .2372 



58136 
121517 
372 6 

OJ000310_39.0424.C139.ol.tm 

2070 

none 



Seq. ID OJ000310_39.0424.C13? 

Strand + 

End 3938 ... 

Method TBLASTX: Maize 

End 2333 

Score 92 



2070. .2213, 2071. .2214, 2200. .2331, 2202. .2333, 2202. .2330, 
2257.. 2331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 



58136 

121517 

3726 

OJ000310_39.0424.C139.ol.ts 

2085 

none 



Seq. ID OJ000310_39.0424 .C139 

Strand + 

End ' 3938 

Method TBLASTX : Soybean 

End 2331 

Score 65 ■' . . 



2085.. 2192, 2086.. 2214, 2200.. 2331, 2214... 2330' 



58136 

121517 

3726 

OJ000310_39.0424 .C'l'39.o2.gs 
• 3726 • • ' '• 
none • 

3726..3938 



Seq. ID OJ000310_39.0424 .C139 

Strand + 

End . 3938 

Method ' GENSCAN . 

End ' ' • 3938 •' ' 

Score .98 



Seq. No. 58137. . 

Gene No. 121518 

Start 668 

Name OJ000310_39 . 0424 . C14 3 . ol . gs 

Start 668 

GI none 

Exons 668 . .764 



Seq. ID OJ.000310_39. 0424 .C143 

Strand + 

End 7 64 

Method GENSCAN 

End 764 

Score . 62 



Seq. No. 
Gene No. 



58138 
121519 



Seq. ID OJ00031C_39.0424 .C147 
Strand + 



58516 






Start 


18 




End 


948 




Name 


OJ000310 39.0424.C147.ol 


• gp 


Method 


AAT/GAP 




•Start 


'18 




End 


948 




GI 


4850 1.R1084 




Score 


1284 




Exons 


18. .348, 483. .546, 660.. 


948 








GI Descrip. 


'499099 2.0e-27 (U09942) 


beta 


-galactasidase alpha-peptide 






[Cloning vector pDB31] 1 










Seq. No. 


58138 




Seq. ID 


OJ000310 39 0424 CI 4 7 




Gene No. 


121519 






+ 




Start 


18 




End 


948 




Name 


OJ000310 39.0424.C147.ol 


. OS 


Method 


GENSCAN 




Start 


158 ~~ 




End 


337 




GI 


none 




Score 


.67 




Exons 


158 . . 337 










Seq. No. 


58138 




Seq. ID 


OJ000310_39.0424 .C147 




Gene No. 


121520 




Strand 






■ Start 


611 • 




End 


^847 




Name 


OJ000310 39.0424 .C147.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


60 




End 


753 




GI 


none 




Score 


64 




Exons 


60. .128, 68. .130, 68. .130, 72 


. .131, 205. .267, 206. .268, , - 






213 269 ; 214 270 269 


. 3 4^6 , 


270 . .347 


?71 ^4fl 971 ^4fi 


W 




478 54 0- 480 563 480 


. 563 


654 . 752 


6S9 '7^1 697 7S^ 




Seq. No.. 


58138 




Seq. ID 


O t 7000 31fi 04 94 fl 47 


I y 


Gene No. 


12152 0 

X c.. J_ ~J \J 




oil ciim. 






Start 


611 




End 


847 


: • s 
t : = 


Name 


OJ000310 39.0424 .C147.ol 


.ts ■ 


Method 


TBLASTX: Soybean 




Start 


197 




End 


847 




GI 


none 




Score 


81 




Exons 


197. .268, 223. .264, 271. 


.348, 


315. .347 


, 480. .563, 480. .530, 


s 

f Jj 




482. .565, 642. .836, 659. 


.847, 


694 . .831 






Seq. No. 


58138 




Seq. ID 


OJ000310_39. 0.424 .C147 


'ff* 


Gene No. 


121520 




Strand 






Start 


611 




End 


847 


vJ 


Name 


OJ000310 39.0424.C147.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


271 




End 


829 




GI 


none 




Score 


83 




Exons 


271.. 348, 480.. 563, 482. 


.565, 


654. .722 


, 659. .829, 694. .828 




Seq. No. 


58138 




Seq. 'ID 


OJ000310_39.0424 .C147 




• Gene No.. . 


121520 ...... 




Strand 






Start 


611 




End 


847 




Name 


OJ000310 39.0424 .C147.o2 


.gs 


Method 


GENSCAN 




Start 


611 




End 


699 




GI 


none 




Score 


.57 




Exons 


611. .699 










Seq. No. 


58139 




Seq. ID 


OJ000310_39.04 24 .C150 




Gene No. 


121521 




Strand 


+ 




Start 


65 ^ J: 7 




End 


162 




Name 


OJ000310 39.0424.C150.ol, 


.gs 


Method 


GENSCAN 




Start 


65 




End 


162 




GI 


none 




Score 


.73 



58517 



Exons 



65. .162 



Seq. No. 


58140 


Seq. ID ,: 


: OJ000310 39, 


. 0424 .C153 


Gene No . 


121522 


Strand 


+ 




Start 


21 


End 


289 




Name 


OJ000310 39.0424 .C153.ol.gs 


Method 


GENSCAN 




Start 


21 


End 


289 




GI 


none 


Score 


. 57 




Exons 


21. -.164, 179. .289 








Seq. No. 


58140 


Seq. ID 


OJ000310_39. 


.0424. C153 


Gene No . 


121523 


Strand 






Start 


1 


End 


733 




Name 


OJ000310 39.0424.C153.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


733 




GI 


6456162 


Score 


95 




Exons 


1..54, 157. .297, 713. .733 








GI Descrip. 


(AC011622) putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


58140 


Seq. ID 


OJ000310_39< 


,0424 X153 


Gene No . 


121523 


Strand 






Start 


1 


End 


733 




Name 


OJ000310 39.0424.C153.o2.np 


Method 


AAT/NAP 




Start 


204 


End 


733 




GI 


7340909 


Score 


20*0 




Exons 


204. .360, 411. .733 








GI Descrip. 


(AP001550T hypothetical -protein [Oryza 


sativa] 




Seq. No. 


58141 


Seq. ID 


OJ000310_39. 


,0424. C155 


Gene No. 


121524 


Strand 






Start 


221 


End 


1404 




Name 


OJ000310 39.0424.C155.ol.np 


Method 


AAT/NAP 




Start 


221 


End 


1404 




GI 


4185133 


Score 


79 




Exons 


221. .405, 1366. .1404 








GI Descrip. 


(AC00572.4) putative RING zinc 


finger protein [Arabidopsis . 




thaliana] 








Seq. No. 


58141 


Seq. ID 


OJ000310_39. 


.0424 .C155 


Gene No . 


121524 


Strand 






Start 


221 


End 


1404 




Name 


OJ000310 39.0424.C155.ol.gs 


Method 


GENSCAN 




Start 


255 . 


End- 


!861 




GI ' 


none 


Score 


.89 - 




Exons 


255. .736,. 773. .861 , 








Seq. No. 


58142 


Seq. ID 


OJ000330_39. 


0420. C3 


Gene No . 


121525 


Strand 






Start 


193 


End 


251 




Name 


OJ000330 39.0420.C3.ol.gs 


Method 


GENSCAN 




Start 


193 


End 


251 




GI 


none 


Score 


.73 




Exons 


193. .251 








Seq. No. 


58143 


Seq. ID 


OJ000330_39. 


0420. C4 


Gene No. 


121526 


Strand 


+ 




Start 


2113 


End 


2377 





58518 



Name 


OJ000a30 39 


0420 


.C4.ol. 


gp 


Method 


AAT/GAP 




Start 


2113 








End 


2377 




GI 


5005057 








Score 


522 




Exons 


2113. .2377 














Seq. No. . 


58143 








Seq. ID 


OJ000330 


_39.0420.C4 


Gene No. 


121527 








Strand 


+ 




Start 


3599 








End 


4579 




Name 


OJ000330 39. 


0420 


.C4.ol. 


np 


Method ■ 


AAT/NAP 




Start 


3599 








End 


4579 




GI 


4544443 








Score 


1080 




Exons 


3599. .4579 












* 


GI Descrip. 


(AC006592) putative mitochondrial dicarboxylate 


carrier protein 




[Arabidopsis thaliana] 










Seq. No. 


58143 








Seq. ID 


OJ000330 


_39.0420.C4 


Gene No. 


121528 








Strand 






Start 


4078 








End 


4810 




Name 


OJ000330' 39. 


0420 


,C4.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1317 








End 


1989 




GI 


none 








Score 


62 




Exons 


1317. .1436, 


1335 


. . 1484, 


1336 . 


.1491, 1338. .1484, 


1339. . 1485, 




1342. .1497, 


1344 


.1490, 


1346. 


.1375, 1347.. 1499, 


1347 . . 1496, 




1353. . 1472, - 


1457 


. 1579, 


1488 . 


.1580, 1488.. 1580, 


1509.. .1670, 




1515n~ .1667, 


1515 


.1667, 


1523. 


.1681, 1527.. 1691, 


1529. .1672, 




1530. . 1682, 


1542 


. 1700, 


1553. 


.1693, 1565.. 1672, 


1609. .1647, 




1676. . 1789, 


1693 


. 1815, 


1708 . 


.1830, 1709. .1783, 


1715; ;i78 9, 




1717. .1845, 


1723 


.1836, 


1724. 


.1849, 1730. .1789, 


1787. . 1819, 




1838 . . 1963, 


1841 


. 1978, 


1844 . 


.1915, 1865. .1978, 


1871. .1972, 




1872. .1958, 


1874 


.1978, 


1882. 


.1989 






Seq. No. 


58143 








Seq. ID 


OJ000330 


_39.0420.C4 


Gene No. 


121528 








Strand 






Start 


4078 








End 


4810 




Name 


OJ000330 39. 


0420 


C4 .o4 . 


tm 


Method 


TBLASTX: 


Vlaize 


Start 


3376 








End 


3558 




GI 


none 








Score 


201 




Exons 


.3376. .3558, 


3377. 


,34 96" 










Seq. No. 


58143 








Seq. ID 


OJ000330 


_39.0420.C4 


Gene No. 


121528 








Strand 






Start 


4078 








End 


. 4810 




Name 


. OJ000330 39. 


0420, 


C4.ol. 


ts 


Method 


TBLASTX: 


Soybean , 


Start 


3378 








End : - 


4573 


GI 


. none 








Score 


144 ■ 




Exons 


3378. .3485, 


3383. 


.3487, 


3572. 


.3703, 3598.. 3699, 


3809. . 4267, 




3823. .4254, 


4262. 


.4561, 


4348. 


.4566, 4442. .4573 




Seq. No. 


58143 








Seq. ID 


OJ000330 


_39.0420.C4 


Gene No. 


121528 








Strand 






Start 


4078 








End 


4810 




Name 


OJ000330 39. 


0420. 


C4.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start . 


3586 








End 


3940 




GI 


none 








Score 


176 




Exons 


3586. .3699, 


3587. 


.3703, 


3794. 


.3940, 36 


00. .3940 




Seq. No. 


58143 








Seq. ID 


OJ000330 


_39.0420.C4 



5851-9 




Gene No. 


121528. 






Strand " 




Start 


4078 






End 


4810 


Name 


OJ000330 39 


. 0420 


.C4 .ol . tc 


Method 


TBLASTX: Cress - . 


Start 


3599 






End' 


4561 


GI 


none 






Score 


144 


Exons 


3599. . 3703, 


3616 


. .3681, 3818 . 


..4267, 3823. '.3981, 3902. .4099 




4066. .4245, 


4289 


. .'4396, 4348 . 


..4395, 4378. .4551, 4418. .4561 


Seq. No. 


• 58143 






Seq. ID 


OJ000330_39.0420.C4 


Gene No. 


121528 






Strand 




Start 


4078 






End 


4810 


Name 


OJ000330 39 


. 0420 


. C4 ,o2 . tm 


Method 


TBLASTX: Maize 


Start 


3773 






End 


4093 


GI- 


none 






Score 


35 


Exons 


3773. . 3796, 


3794 , 


. . 3979, 3794 . 


,.3979, 3805.. 3993, 3980.. 4003 




4004 . .4072, 


4044 , 


. . 4073, 4072 . 


,.4092, 4073. .4093 


Seq. No. 


58143 






Seq. ID ■ 


OJ000330_39.0420.C4 


Gene No . 


121528 






Strand 




Start 


4078 






End- 


4810 ' 


Name 


OJ000330 39, 


.0420, 


. C4 ,o2.gp 


Method 


AAT/GAP 


Start 


4078 






End 


4810 


GI 


4697 1.R1084 




Score 


1331 


Exons 


4078. .4810 










GI Descrip . 


'4544443/gb|AAD22351. 1IAC006592 8 3 . 0e- 


-36 (AC00659 rf 2) putat: 




mitochondrial, uncoupling protein [Arabidopsis thaliana] 1 


Seq. No. 


58143 






Seq. ID 


OJ000330_39.0420.C4 


Gene No. 


121528 






Strand 




Start 


4078 






End 


4810 


Name 


OJ000330 39, 


.0420. 


.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


4253 






End 


4582 


GI 


none 






Score 


446 


Exons 


4253. .4582, 


4300. 


, .4578 






Seq. No. 


58143 






Seq. ID 


OJ000330_39.0420.C4- 


Gene No. 


121528 






Strand 




Start 


4078 - 






End 


4810 " ' 


Name 


OJ000330 39. 


.0420. 


.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4351 






End 


4582 


GI 


none 






Score 


373 


Exons 


4351. .4581, 


4352. 


.4582 






Seq. No. 


58144 






Seq. ID 


OJ000330_39.0420.C5 


.Gene No. ■ 


121529 






Strand. . 


+7 


Start 


1209 






End 


3114' 


Name 


OJ000330 39. 


,0420. 


C5.ol.gs 


Method 


GENSCAN 


Start 


1209 






End 


3114 


GI 


none 






Score 


.7 


Exons 


1209. . 1266, 


2728. 


.2788, 2949. 


.3114 




Seq. No. 


58144 






Seq. ID 


OJ000330_39.0420.C5 


Gene No. 


121530 






Strand 


+ 


Start 


6805 






End 


13324 


Name 


OJ000330 39. 


0420. 


C5.o2.np 


Method 


AAT/NAP 


Start 


6805 






End 


13324 


GI 


7485969 






Score 


452 



58520 



Exons 6805.. 6899, 11678 11772, 12017 12102, 12 189 12351 , 

12807. .12927, 13043.. 13324 
GI Descrip. hypothetical protein F22K18.240 - Arabidopsis thaliana 

gi | 4220534 | emb | CAA23007 . 1 | (AL035356) putative protein 

[Arabidopsis thaliana] gi | 7269306 | emb | CAB79366 . 1 | (AL161561) 

putative protein [Arabidopsis" thaliana] 



Seq. No. 58144 Seq. ID 

Gene No. 121530 Strand 

Start 6805 End 

Name OJ000330_39 . 0420.C5.ol.np Method 

Start 7570 End 

GI 7485969 Score 
Exons 



OJ000330_39.0420.C5 
+ 

13324 
AAT/NAP 
13324 
454 



7570.. 7590, 11690 11772, 12017 .. 12102 , 12 189 12351 , 



GI Descrip. hypothetical protein F22K18.240 - Arabidopsis thaliana 
gi I 4220534 | emb | CAA23007.il (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269306 | emb | CAB79366 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



Seq. No. 58144 Seq. ID 

Gene No. 121530 Strand 

Start 6805 End 13324 

Name OJ000330_39 . 0420 . C5 . o3 . gs Method .GENSCAN 

Start' 8739 : ' End 13200 

GI none Score . 8 

Exons 8739.. 9166, 10755 .. 11616, 11690 . .11772, 12017.. 

12189. . 12351, 12807. .12927, 13043.. 13200 



OJ000330_39.0420.C5 
+ 



,12102, 



Seq. No. 58144 

Gene No. 121531 

Start 3394 

Name OJ000330_39 . 0420 . C5 . o2 . gs 

Start 3394 

GI none 

Exons 3394. .3639, -4041. .4063, 4412. 
7<603. .7729' 



Seq. ID OJ000330_39.0420.C5 
Strand 

End 7729 

Method GENSCAN 

End 7729 

Score . 64 

.4822, 6157.. 6253, 6259.. -6332, 



OJ000330 39. 0420. C5 



Seq. No. 58144 Seq. ID 

Gene No. 121532 Strand 

Start 11314 End 

Name OJ000330_39 . 0420 . C5 . o2 . tm Method 

Start . ' ■ 11314, End. ' 

GI none '. Score 

Exons . 11314 . .11478, 11314 114 66, ■ 11316 .. 11483, 114 63 .. 11552 , 
11464. .11553 



11553 

TBLASTX: Maize 

11553. ■ 

156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58144 

121533 

11585 

OJ000330_39.04 20.C5.ol . tm 

11585 

none 



Seq. ID OJ000330_39.0420.C5 
Strand 

End 13206 

Method TBLASTX : Mai ze 

End 13201 

Score 42 



11585. . 11611, 11587. .11613, 11587 .. 11610, 1 1686 .. 11769, 

11689. .11772, 11690. .11770, 12005 r. 12103, 12006 .. 12 107 , 

12013. . 12123, 12016. .12108, 12190 .. 12399, 12191 12352 , 

12801. . 12926, 12804. .12926, 12805 .. 12930, 12805 12930 , 



58521 



13041. .13190, 13042. .13188, 13043 .. 13198 , 13047 .. 13196, 
13061.. 13201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58144 
121533 
11585 . 

OJ000330_39.0420.C5.ol.ts 

12051 

none 



Seq. ID OJ000330_39.0420.C5 
Strand 

End 13206 

Method TBLASTX : Soybean 

End 13206 

Score 7 6 



12051. .12104, 12191. .12352, 12198 .. 12404 , 12202 .. 12351 , 
12801. .12923, 12805. .12930, 13042 .. 13206, 13043.. 13201 



58145 Seq. ID 

121534 Strand 

1 End 

OJ000330_39.0420.C6.ol .gp Method 

1 End 

none Score 
1. .281 



OJ000330_39.0420.C6 
+ 

281 

AAT/GAP 

281 

523 



Seq. No. 58145 Seq. ID OJ000330_39 . 0420 . C6 

Gene No. 121535 Strand + 

Start 3954 End 4262 

Name OJ000330_39 . 0420 . C6 . ol . np , Method AAT/NAP 

Start ' 3954 End 4262 

GI 7486025 Score 189 

Exons ^ 3954 . .4262 

GI Descrip. hypothetical protein F23E12.50 - Arabidopsis thaliana 
gi| 3080411 | emb | CAA18730.il (AL022604) putative protein 
[Arabidopsis thaliana] gi | 72704 91 | emb | CAB80256 . 1 | (AL161587) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


58145 


Seq. ID 


OJ000330_39.0420.C6 


Gene No. 


121536 


Strand 




Start 


392 


End 


724 


Name 


OJ000330 39.0420.C6.o2.gp 


Method 


AAT/GAP 


Start 


392 


End 


724 


GI 


none 


Score 


616 


Exons 


392.. 724 






Seq. No. 


58146 


Seq. ID 


OJ000330_39.0420.C7 


Gene No. 


121537 


Strand 


+ 


Start 


1239 


End ... 


.3849 


Name 


OJ000330 39.0420.C7.ol.np 


Method 


AAT/NAP • 


Start 


1239 - 


End * 


3849 


GI ' 


2335098 


Score 


100 


Exons 


1239. .1335, 1938. .2189, 3800. 


.3849 




GI Descrip. 


(AC002339) unknown protein [Arabidopsis thaliana] 


Seq. No. 


58146 


Seq. ID 


OJ000330_39.0420.C7 


Gene No. 


121538 


Strand 


+ 


Start 


4896 


End 


12939 


Name 


OJ000330 39.0420.C7.ol.tm 


Method . . 


TBLASTX: Maize 


Start 


1956 


End 


2239 


GI 


none 


Score 


167 


Exons 


1956. .2105, 1958. .2113, 2108. 


.2188, 2111. .2188, 2186. .2239, 



2200. .2238 



58522 



Seq. No. 58146 . 

Gene No; 121538 
Start 4896 

Name OJ000330^39 . 0420 . C7 . o2 . gs 

Start 4896* 
GI none 
Exons 4896., 

8753. . 

10765. 

12542. 



Seq. ID OJ000330_39. 0420.C7 
Strand + 
End 12939 
Method GENS CAN 
End 12697 
Score .49 

4911, 5014. .5081, 5859. .6032, 6227. .6455, 7835. .8094, 
8834, 9524. .9620, 9798. .9891, 9998. .10132, 10256 10306, 
.11172, 11673! .11714, 11806 .. 11921, 12146. . 12251, 
.12697 



Seq. No. 58146 

Gene No. 121538 

Start 4896 

Name OJ000330_39 . 0420 . C7 . ol . gp 

Start 7781 

GI none 
Exons 



Seq. ID OJ000330_39.0420.C7 

Strand + 

End 12939 

Method AAT/GAP 

End 10652 

Score 1787 



7781. .8094, 8753. .8834, 9827. .9891, 1004 6 .. 10132 , 10256. .10652 



Seq. No. 58146 

Gene No. 121538 

Start 4896 

Name OJ000330_39 . 0420 . C7 . o2 . tm 

Start 7922 

GI • none 

Exons 7922 



7954, 
8750. .8836, 
9802. .9906, 



7969. 
8750. 



.8040, 7977, 
.8833, -8751, 



Seq. ID 
Strand 
End 

Method 
End - 
Score 

.8090, 7978 
.8840, 8752 



OJ000330_39.0420.C7 
+ 

12939 

TBLASTX: Maize 
10485 
43 

8094, 7998.. 8096, 
8838, 9798.. 9890, 



10048. .10140, 10249. . 10335, 10250 .. 10360 , 
10256. .10360, 10257. .10361, 10455 .. 10481, 10456 .. 104 82 , 
10456. .10485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

-"Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



58146 

121538 

4896 

OJ000330_39.0420.C7.ol.tw 

7953- 

none 

7953.. 8090, 7954. .8094, 8750. 
8752. .8838, 9798. .9896, 9802. 



Seq. ID OJ000330_39. 0420.C7 

Strand + 

End 12939 

Method TBLASTX : Wheat 

End • 9906 • 

Score 220 

.8836, 8750. .8830, 8751. .8834, 
.9906 



OJ000330_39.0420,C7 



58146 _ Seq. ID 

121538 .... ' Strand 

4896 End - 12939 • 

OJ000330_39..0420.C7.o2.np.. Method AAT/NAP 
11038 End 12697 

7485851 Score 513 

11038. .11177, 11678. .11726, 
12357. .12410, 12542.. 12697 

hypothetical protein F20D10.210 - Arabidopsis thaliana 
git 4467115 | emb | CAB37549 . 1| (AL035538) putative protein 
[Arabidopsis thaliana] gi | 72707 92 | emb | CAB80474 . 1 | (AL161592) 
putative protein [Arabidopsis thaliana] 



11815. .11921, 1214 6. .12251, 



Seq. No. 
Gene No. 
Start 



58146 

121538 

4896 



Seq. ID OJ000330_39. 0420.C7 
Strand + 
End 12939 



58523 



Name 


OJ000330 39.0420.C7.o2.gp 


Method 


AAT /GAP 




Start 


1234 6 ~ 


End 


12939 




GI - 


none -. 


Score. 


820 




Exons 


12346: . 12773, 12904 12939 








Seq. No. 


58147 


Seq. ID 


OJ000330_39.0420 


.C8 


Gene No. 


121539 


Strand 






Start 


42 


End 


588 




Name 


OJ000330 39. 0420 . C8 . ol .gp 


Method 


AAT /GAP 




Start 


42 ~ 


End 


588 ' 




GI 


none 


Score 


1065 




Exons 


42 . . 588 








Seq. No. 


' 58147 


Seq. ID 


OJ000330_39.0420 


.C8 


Gene No. 


121540 


Strand 






Start 


2794 


End 


4751 




Name 


OJ000330 39.0420.C8.ol.np 


Method 


AAT /NAP 




Start 


2794 


End 


4751 




GI 


7487617 


Score 


159 




Exons 


2794.. 3085, 3128.. 3290, 3385 


..3484, 4731. .4751 




GI Descrip. 


hypothetical protein T3K9 . 10 


- Arabidopsis thaliana 






gi|3402704|gb|AAD11998.1| (AC004261) unknown protein 






[Arabiciopsis thaliana] 








Seq. No. 


58147-' 


Seq. ID 


OJ00033Q_39.0420 


.C8 


Gene- No. 


121540 


Strand 






Start 


2794 


End 


4751 




Name 


OJ000330 39.0420.C8.o2.gp 


Method 


AAT /GAP 




Start 


3103- 


End 


3578 




GI 


59186 1.R1084 


Score 


705 




Exons 


3103.. 3290, 3385.. 3578 








GI Descrip. 


' 4176420/dbj |BAA37167| 2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


58148 


Seq. ID 


OJ000330_39.0420 


.C9 


Gene No.. 


121541 


Strand 


+ 




Start "* - 


6 - 


End 


197 




Name 


OJ000330 39.0420.C9.ol.gs 


Method 


GENSCAN 




Start 


6 


End 


197 




GI 


none 


Score 


.61 




Exons 


6. .197 








Seq. No. 


.5814 9 


Seq. ID 


OJ000330_3.9.0420 


,C1( 


Gene No. 


121542 


Strand 


+ 




Start 


9883 


End 


14705 • 




Name 


OJ000330 39.0420. C10. o3.gs 


Method 


GENSCAN 




Start 


9883 


End 


14705 




GI 


none 


Score- 


.51 




Exons 


9883. .10210, 12016. . 12326, 13294 .. 13653, 14478. .14705 




Seq. No. 


58149 


Seq. ID 


OJ000330_39.0420, 


.Cl( 


Gene No. 


121542 


Strand 


+ 




Start 


9883 


End 


14705 




Name. 


OJ000330 39.0420.C10.o3.gp 


Method. 


AAT /GAP 




Start 


14224 


End 


14364 




GI 


LIB3477-003-P1-K1-A5 


Score 


282 





Exons 14224. . 14364 



58524 




GI Descrip. » 606964 3/dbj I AP00061 6 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 





Seq. No. 


58149 


Seq. ID 


OJ000330_ 


39.0420 


.C10 




Gene No. 


121543 


Strand 


+ 








Start 


17673 


End 


20397 








Name 


OJ000330 39 0420 CIO o4 an 


Method 


AAT/GAP 








Start 


17528 _ 


End 


20220 








GI 


15750 1 R1084 


Score 


2127 








1.J 1 1 U 


17528 - 17759. 17855 18033 


18204. .18393, 18851 


.19012, 








19407 19715, 20164 20220 












GI Descrin 


'2739381 1 0e-107 (AC002505) 


putative 


pat at in [Arabidopsis 






t ha 1 iana 1 1 












Seq. No. 


58149 


Seq. ID 


OJ000330_ 


_39.0420 


.C10 




Gene No . 


121543 


Strand 


+ 








Start 


17673 


End 


20397 








Name 


OJ000330 39.0420.C10.o3.np 


Method 


AAT/NAP 








Start 


17604 


End 


20397 








GI 


4539677 


Score 


969 








TTvnn q 


17604. .17759, 17855 .. 18036, 


18204. .18393, 18851. 


.19012, 








19407. .19715, 20164.. 20397 












" GI Descrip. 


(AF061282) patatin-like protein [Sorghum bicolor] 




W * 


Sea. No. 


58149 


Seq. ID 


OJ000330 


_39.0420 


. ^ ± u 


f \% 


V-J ^ 1 i V^- 1 * w . 


121543 


Strand 


+ 








Start 


,17673 


End 


20397 






\ .y 


Name 


'OJ000330 39.0420.C10.o4.gs 


Method 


GENSCAN 






r ^ 


Start 


17673 


End 


20397 






: : jj 


GI 


none 


Score 


.75 








J_l W 1 1 o 


17673. .17759, 17855 .. 18033, 


18204. .18393, 18851. 


.19012, 




r j | 




19407. . 19715, 20164. .20397 










a 


Sea. No. 


58149 


Seq. ID 


OJ000330_ 


_39.0420 


. LIU 




Gpnp No 


121544 


Strand 


+ 








Start 


23104 


End 


23987 






I .'- 


Name 


OJ000330 39.0420.C10.o4.np 


Method 


AAT/NAP 








Start 


23104 * 


End 


23987 






w 

!- H 


GI 


4680186 


Score 


176 








F.xnns 

■l—l W Ilk? 


23104. .23263, 23847.. 23987 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Sea. No 


58149 • 


Seq. ID 


OJ000330_ 


3.9.0.420 


.C10 






121545 


Strand 


+ 








Start 


24915 


End . 


. 27006 








Name 


OJ000330 39.0420.C10.o5.np 


Method 


AAT/NAP 








Start 


24915 


End 


27006 








GI 


6069653 


Score 


959 








Exons 


24915. .25116, 25151 .. 25910, 


25992. .27006 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 








Seq. No. 


58149 


Seq. ID 


OJ000330_ 


39.0420 


C10 




Gene No. 


121546 


Strand 










Start 


88 


End 


5407 








Name 


OJ000330 39.0420.C10.ol.gp 


Method 


AAT/GAP 








Start 


88 


End 


1017 








GI 


none 


Score 


1604 







58525 



Exons 



88. .291, 375. .1017 



Seq. No-.- 


58149 






Seq. ID 


OJ000330_ 


_39.0420 


.C10 




121546 






Strand 








O Lai L 


88 






End 


5407 






NT a mo 
LN clitic 


OJ000330 39 


.0420 


.C10.ol.gs 


Method 


GENSCAN 






Q-ha-rt 

OUai L. 


90 






End 


5407 








none 






Score 


.73 






P vnn q 


90. .203, 375. .1222, 2136. .2193, 2277.. 


2333, 3319.. 3361, 






3447 3S32 


384 9 


4008 S343 


. 5407 








c cif-r Mo 


S8 14 9 

«J O I *4 Zf 






Seq. ID 


OJ00.0330_ 


_39.0420 


ri n 


f^ono KFo 

UCllC . 


121546 






Strand 








O Lai L 


88 






End • 


5407 ■ 






IN diuc 


OJ000330 39 


.0420 


.C10.o2.gp 


Method 


AAT/GAP 






O Lai L 


3444 ~~ 






End 


4369 






CT 

■\j ± 


2312641 






Score 


615 








3444 3S32 


3849 


..4008, 4249. 


.4369 








Seq. No. 


SR 1 4 9 






Seq. ID 


OJ000330_ 


_39.0420 


.C10 


Gene No. 








Strand 








O Lai l_ 


5653 






End 


8867 






Name 


OJ000330 39 


.0420. 


.C10.ol.np . 


Method 


AAT/NAP 






uLdl L 


5653 






End 


8867 






O -L 


6063557 






Score 


124 






U 1 V /"IT"! O 


5653. .5853, 


6027. 


..6138, 6734. 


.6853, 7434.. 7766, 


7876. .8555, 




8770. .8867 














\j ± UcoLIipt 


(AP000615) 


similar to dJ522J7 


.2 (Z98885) LOryza 


sativa] 




Seq. No. 


58149 






Seq. ID 


OJ000330_ 


39.0420 


.C10 


UCllC LN L> . 


121547 






Strand 










5653 






End 


8867 






Name 


OJ000330 39 


.0420, 


,C10.o2.np 


Method 


AAT/NAP 






OLdl L 


6480 






End 


8673 








6691467 






Score 


551 








6480. .6519', 


7692. 


. .8673 










GI Descrip..- 


(AB030708) AHMP1 


[Triticum aestivum] * 








JC*^ • IN \J • 


58149 






Seq. ID 


OJ000330_ 


39.0420 


.C10 


UCUC iNW . 


121547 






Strand 








O Ldi L 


5653 






End 


8867 






Name 


OJ000330 39 


.0420, 


,C10.o2.gs .. 


Method 


GENSCAN . 






art 

u LCtI L . 


7483. 






End 


. 8673 .' 






\J -L 


none. . 






Score 


.69 






Exons 


7483. .8673 














uC^i LNL> • 


58149 






Seq. ID 


OJ000330_ 


39.0420, 


.C10 


belle LNO . 


121548 






Strand 








OLdlt 


11738 






End 


26734 






Name 


OJ000330 39 


.0420. 


C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


8248 






End 


8544 






GI 


. none 






Score 


103 






Exons 


8248. .8544, 


8273. 


.8479 










Seq. No. 


58149 






Seq. ID 


OJ000330_ 


39.0420, 


.C10 


Gene No. 


121548 






Strand 








Start 


11738 






End 


26734 







•58526 




Name 


OJ000330 39. 0420. CIO 


.06. np 


Method 


AAT/NAP 






Start 


11738 




End 


26734 






yj x 


SI ?^7R7 




Score 


107 






TT 1 v (^i t~i c 


1 1 7*3ft 117 6? 19064 


.12117, 


25000. .25140, 25284* 


■ £- sj \J \J O , 






?S77^ 9^90^ 966S1 


.26734 r 










OX LVCO^XXkJ. 


fA.T0fi7041l fri thnr^v 


homologue 2 [Homo sapiens] 






D fcs tJ . LNvJ . 


SR 1 4 Q 




Seq. ID 


OJ000330_ 


39.0420 


• \^ 1 \J 


f2 Q T"» o \1 ^ 


1 91 ^4ft 




Strand 








C -t- -J r-4- 


I 1 7^ft 

II / JO 




End 


26734 






Ma mo 
IN cULLC 




. ol . tm 


Method 


TBLASTX: Maize 




Start 


17657 




End 


20382 






GI 


none 




Score 


123 








176^7 17767 * 17670 


.17768,- 


17670. .17768, 17821. 


,18036, 






1 7RS9 1 P.0^7 1 7RS^ 


.18032, 


17855. . 18 


034, 18208. 


.18381, 






1 R91 1 1 ft 499 1 ft94 ^ 

X U X X • . X U T J , X (J T _) . 


. 18392, 


18836. . 18 


964, 18871. 


.18960, 






1 ft QS^ 1 901 9 1 ft 97 Q 


1 Qfll 7 


19430. . 19531, 19542. 


.19715, 






1 QS6R 1 97 1 7 1 9S71 

l^JUO • i 1? ' 1 ' ( X ^ «J / X ■ 


.19711, 


20158. .20382, 20175. 


.20375 




Con Mrs 


Sft 1 4 9 

JOX4 J 




Seq. ID 


OJ000330_ 


39.0420 


n n 

• 1 u 




1 91 Sdft 

1^.1 J40 




Strand 










1 1 7^ft 




End 


26734 






Name 


OJ000330 39. 0420. CIO 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


17673 




End 


20379 






yj x 


iiui it; 




Score 


115 






Exons 


1 767^ 1 776ft 1 767S 

l/O/J. .1/ / DO , 1 / O / J . 


.17755,' 


17679. .17768, 17852: 


.18016, 






1 7ft S ^ 1 ft D ^1 1 7 ft R7 
i / g JJ . • iou Ji/ 1/oj/. 


.18027, 


18211. .18 


396, 18253. 


.18384, 






1 ft ^Q6 1 ft 4 9ft 1 fift ^6 


.19048, 


18883. .19011, 19455. 


.19532, 






1 QS^D 19719 90167 

l^J JU • . X ,7 / X ^. / \J X \J f • 


.20379 










Seq. No. 


58149 




Seq. ID 


OJ000330_ 


39.0420 


.C10 


Gene No. 


121548 




Strand 








c+- a rt 


1 1 7^R 

X X / J o 




End 


26734 ■ 






Name 


o.Tnnn^^n 0490 n n 


. ol . ts 


Method 


TBLASTX: Soybean 






1 7 67^ ~~ 




End 


18039 






riT 
ox 






Score 


118 






Exons 


1767^ 177 6 ft 1767S 

X/D/J...1/ / "JO/, X/O/J. 


;17755/ 


17821. .18 


039, 1785.5. 


..18031 




cpn Mrs 


Rft 1 4 9 




Seq. ID 


OJ000330_ 


39.0420 


n n 

• LIU 


UC11C LN >w/ . 


121548 




Strand 








Start 


11738 




End 


26734 






Name 


OJ000330 39. 0420. CIO 


. o5 . gp 


Method 


- AAT/GAP 








20282 




, ' End 


■20638. 






ot 

ul 


■54401 1.R1084 




Score 


710 






I* 1 v/^n c 


20282. ;-20638 












ol UcoLI 1^-) . 


' 6069643/dbj | AP000616 . 1 | AP000616 l.Oe 


-152* Oryza 


sativa « 


y cinjiiLx 0 




DNA, chromosome 6, clone : P0514G12 1 








Oclji 1NU ■ 


58149 




Seq. ID 


OJ000330_ 


39.0420 


n n 




121548 




Strand 








Start 


11738 




End 


26734 






Name 


OJ000330 39. 0420. CIO, 


. o6.gp 


Method 


AAT/GAP 






Start 


23405 




End 


23831 






GI 


4878407 




Score 


676 






Exons 


23405. .23831 












GI Descrip. 


6069643/dbj IAP000616, 


. 1 IAP000 


616 l.Oe- 


152 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 









58527 






Seq. No. 


58150 




Seq. ID 


OJ000330_39.0420. 


, Cll 




Gene No. 


121549 




Strand 


+ 






Start • 


135 




End 


5477 






Name 


OJ000330 39. 


0420. Cll. ol.np 


Method 


AAT/NAP 






Start 


135 




End 


2137 






GI 


6907106 




Score 


435 






Exons 


135. .170, 1514. .1856, 1930. .2137 








GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


58150 




Seq. ID 


OJ000330_39.0420. 


.Cll 




Gene No. 


121549 




Strand 


+ 






Start 


135 




End 


5477 ■' 






Name 


OJ000330 39. 


0420.Cll.ol.gs 


Method 


GENSCAN 






Start 


1427 




End 


5477 






GI 


none 




Score 


.43 






Exons 

A*J V«/ 11m 


1427. .1614, 


1651. .1999, 2370. 


.2442, 5305.. 5477 






Seq. No. 


58150 




Seq. ID 


OJ00033'0_39.0420, 


.Cll 




Gene No. 


121550 




Strand 








Start 


8344 




End 


9975 






Name 


■ OJ000330 39. 


0420.Cll.ol. tm 


Method 


TBLASTX: Maize 




XL 
\ ~ 


Start T 


1668 




End 


2039 




r rs 


GI 


none 




Score 


132 






• Exons 


1668. .1904, 


1686.. 1892, 183,3. 


.1916, 1882. .1905, 1909. .1980, 


! y 


• 


1911. .1985, 


1912. .2025, 1992. 


.2039, 1994.. 2038 






Seq. No. 


58150 




Seq. ID 


OJ000330_39.0420. 


Cll 




Gene No . 


121550 




Strand 








Start 


8344 




End 


9975 






Name 


OJ000330 39. 


0420.Cll.o2.gs 


Method 


GENSCAN 






Start 


8344 




End 


9600 • 






GI 


none 




Score 


.86 






Exons 


8344. .8695, 


8818. .9350, 9508. 


.9600. 








Seq. No. 


58150 , 




Seq. ID' 


OJ000330_39. 0-420. 


Cll 




Gene No. 


121550 




Strand 








Start 


8344 




End 


9975 




f = 


Name 


OJ000330 39. 


0420.Cll.o2.np 


Method 


AAT/NAP 






Start 


8365 




End 


9975 






GI 


6907086 




Score 


562 






Exons 


8365. .8695,. 


88.01.. 8871, 8913. 


.9145,. 9204. . 9975 ..." 






GI Descrip. 


:(AP00112?) hypothetical protein [Oryza 


sativa] 






Seq. No. 


58151 




Seq. ID 


OJ000330_39.0420. 


C12 




Gene No. 


121551 




Strand 








Start 


1 




End 


686 






Name 


OJ000330 39. 


0420.C12.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


645 






GI 


7486321 




Score 


244 






Exons 


1..386, 561. 


. 645 










GI Descrip. 


hypothetical 


protein F28M20.140 - Arabidopsis thaliana 





gi I 32818-61 | emb | CAA19756.il (AL031004) putative protein 
[Arabidopsis thaliana] gi I 7270070 | emb | CAB7 9885 . 1 1 (AL161579) 
putative protein [Arabidopsis thaliana] 



58528 



Seq. No. 58151 

Gene No. 121551 

Start 1 

Name OJ000330_39\ 0420 . C12 . ol . tc 

Start 165_ 

GI none 

Exons 165.. 314, 178.. 315 



Seq. ID OJ000330_39.0420.C12 
Strand 

End 68 6 

■ Method TBLASTX : Cress 

End 315 

Score 78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58151 

121551 

1 

OJ000330_39.0420.C12.ol/tm 

166 

none 



Seq. ID OJ000330_39.0420.C12 
Strand 

End 68 6 

Method TBLASTX: Maize ' 

End 648 

Score 272 



166. .387, 168. .389, 170. .388, 561. .647, 561. .647, 562. .648, 
562. . 648 



Seq. No.. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



58151 

121551 

1 

OJ000330_39.0420.C12.ol. ts 

168 

none 



Seq. ID OJ000330_39.0420.C12 
Strand 

End 686 

Method TBLASTX: Soybean 

End 608 

Score 110 



168. .302,. 169. .303, 303. .389, 331. .387, 561.. 608 



Seq. No. 58151 

Gene No. 121551 

Start 1 

Name OJ000330_39 . 0420 . C12 . ol . gs 

Start .171 

GI none 

Exons 171.. 386, 561.. 686 



Seq. ID OJ000330_39.0420.C12 
Strand 

End 68 6 

Method GEN SCAN 

End' 686 

Score .91 



Seq. No. 58152 

Gene No. 121552 

Start 3 

Name OJ000310_38 . 04 25". C3'. ol . gs 

Start • 3 

GI none 

Exons 3.. 48, 107.. 127 



Seq. ID OJ000310_38. 04.25. C3 

Strand + 

End -127 

Method ;GENSCAN 

End ' 127 - • .' 

Score .72 



Seq. No. 58153 

Gene No. 121553. 

Start 82 

Name OJ000310__38 . 04 25 . C5 . ol . gs 

Start 82 

GI none 

Exons 82.. 329 



Seq. ID OJ000310_38.0425.C5 

Strand • +. 

End •■ 329 

Method GENSCAN 

End 32 9 

Score .69 



Seq. No. 58153 

Gene No. 121554 

Start 1077 

Name OJ000310_38 . 04 25 . C5 . ol . gp 

Start 869 

GI 2801103 

Exons 869.. 1136, 1300.. 1367 

GI Descrip. 52 62764 /emb | CAB4 5912 . 1 | 1.0e-13 (AL080283) putative protein 



Seq. ID OJ000310_38 . 0425 . C5 
Strand 

End 5099 

Method AAT/GAP 

End 1367 

Score 57 7 - : - 



58529 



[Arabidopsis thaliana] 



Seq. No. 58153 ^ - 

Gene No. 121554 

Start 1077 

Name OJ000310_38 . 0425 .C5 .ol . tm 

Start 1065 

GI none 

Exons 1065. .1145,- 1065. .1145, 1285. 

1300. .1410, 1484. .1570, 1484. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1410, 



OJ000310-38.0425.C5 



5099 

TBLASTX: Maize 
1589 
65 

1286. .1363, 1298. .1411, 



,1588, 1488. .1589 



Seq. No. 58153 . 

Gene No. 121554 

Start 1077 

Name OJ000310_38 . 0425 . C5 . ol . np 

Start 1074 

GI 7486379 

Exons 1074.. 1136, 1300.. 1409, 1489.. 

2616. .2700, 2809. .2862, -2944. . 

GI Descrip. hypothetical protein F3L17.100 



OJ000310 38'.0425.C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1586, 1646. .1747, 2082. .2187, 
3056, 3757.. 3800, 4763. .4974 
Arabidopsis thaliana 



5099 
AAT/NAP 
4974 
794 

1747, 2082, 



gi I 5262764 | emb | CAB45912.il (AL080283) putative protein 
[Arabidopsis thaliana] gi | 7270056 | emb | CAB79871 . 1 | (AL161579) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58153 

121554 

1077 . 

OJ000310_38. 

1077 

none 



0425.C5.o2.gs 



Seq. ID OJ000310_38.0425:C5 
Strand 

End 5099 

Method GENSCAN 

End 5099 

Score .65 



1077. .1136, 1300. .1409, 1489. .1586, 1661. .1747, 2082. .2187, 
2616. .2700, 2944. .3056, 3757. .4285, 4735. .4841, 4949. .5099 



: 

•1. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58153 

121554 

1077 

OJ000310_38,0425.C5.ol.ts 

1086 ' 

none 



Seq. ID OJ000310_38.0425.C5 
Strand 
End : 
Method 
End • 
Score 



5099 

TBLASTX : Soybean 

1576 • 

72 



1086. .1145, 1315. .1410, 1484. .1576, 1488. .1571 



Seq. No. . 58153 

Gene .No. , . . 121554 ■ 
Start 1077 

Name OJ000310_38 . 0425 . C'5 . ol . tc 

Start 2084 " 

GI none 

Exons 2084.. 2191, 2088.. 2189, 25£ 

2938.. 3057, 2957.. 3058 



Seq. ID OJ000310_38. 0.425. C5 
.Strand ...... 

End ' 5099 

Method . TBLASTX: Cress ... 

End 3058 

Score 75 

.2701, 2617. .2703, 2809. .2871, 



Seq. No. 58153 

Gene No. 121554 

Start 1077 * 

Name OJ000310_38 . 0425 . C5 . o2 . gp 

Start 3362 

GI uC-osflcypl77g01al 

Exons 3362.. 3512 



Seq. ID OJ000310_38.0425.C5 
Strand 

End 5099 

Method AAT/GAP 

End 3512 

Score 239 



58530 




GI Descrip. * 4884864/gb | AAD3184 6. 1 | AF133530_1 4.0e-12 (AF133530) water 
.-channel protein MipH [Mesembryanthemum crystallinum] ' 





Seq.. No. 


58154 


Seq. ID 


OJ000310 


_38 


.0425 


.C6 




Gene No. 


121555 " 


Strand 


+ 










Start 


319 


End 


2302 










Name 


OJ000310 38.0425.C6.ol.gs 


Method 


GEN SCAN 










Start 


319 


End 


2302 










GI 


none 


Score 


.83 










Exons 


319. .401, 592. .629, 1117. .1295, 1358.. 


2302 










Seq. No. 


58154 


Seq. ID 


OJ000310_ 


_38 


.0425 


.C6 




Gene No. 


121555 


Strand 


+ 










Start 


319 


End ■ 


2302 










Name 


OJ000310 38.0425.C6.ol.np 


Method 


AAT/NAP 










Start 


673 


End 


1171 










GI 


7523517 


Score 


338 










Exons 


673. .972,- 1117. .1171 














GI Descrip. 


(AP001633). hypothetical protein [Oryza 


sativa] 










Seq. No. 


58154 


Seq. ID 


OJ000310_ 


_38 


.0425 


.C6 




Gene No. 


121556 


Strand 


+ 










Start 


2451 


End 


5164 










Name 


OJ000310 38.0425.C6.o2.gs ' 


Method 


GEN SCAN 










Start ,„ 


2451- 


End' 


3996 








fh 


'GI " ... 


none 


Score 


.52 








f\i 


Exons 


2451.. 2700, 2894.. 3081, 3.106. 


.3600, '3664. .3996 










Seq. No. 


58154 


Seq. ID 


OJ000310 


38 


0425 


,C6 


: = a 


Gene No. 


121556 


Strand 


+ 










Start 


2451 


End 


5164 








fij 


Name 


OJ000310 38.0425.C6.o3.np 


Method 


AAT/NAP 










Start 


2646 


End 


5126 










GI 


7228457 


Score ■ 


1627 










Exons 


2646. .4188, 4242. .5126 














GI Descrip. 


. (AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 


type 








retrotransposon ' RetroSorl ,. : polyprotein 


. . (AF09880.6) 


[Oryza 






sativa] 














Seq. No. 


58154 


Seq. ID 


OJ000310_ 


38 


0425 


C6 




Gene No. 


121556 


Strand 


+ 










Start 


.2451 


End 


5164 










Name 


..OJ000310 38.0425.C6.-o3.gs 


.Method 


GENSCAN. . 










Start 


• 4374 


End 


5164 










GI 


none . 


Score 


.95 . ( . 










Exons 


4374. .5164 














Seq. No. 


58154 


Seq. ID 


OJ000310_ 


38. 


0425. 


C6 




Gene No. 


121557 


Strand 












Start 


1 


End 


3042 










Name 


OJ000310 38.0425.C6.o2.np 


Method 


AAT/NAP 










Start 


1 


End 


2760 










GI 


6721512 


Score 


115 










Exons 


1..32, 888. .1026, 1054. .1166, 


2729.. 2760 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 










Seq. No. 


58154 


Seq. ID 


OJ000310_ 


38. 


0425. 


C6 



58531 




Gene No. 121557 

Start 1 

Name OJ000310_38 . 0425 . C6 . o4 . 

Start ' 2645 

GI none 

Exons 2645.*;2695, 2693.. 2812, 
2866. .3042 

Seq. No. 58154 

Gene No. 121558 

Start 3673 

Name OJ000310_38 . 04 25 . C6 . o3 . 

Start 3673 

GI' noiie 

Exons 3673.. 3855, 3681.. 3854, 




Strand 

End 3042 
tw Method TBLASTX : Wheat 

End ' 3042 
Score 55 
2696. .2809, 2768. .2869, 2844. .2993, 



Seq. ID OJ000310_38.0425.C6 
Strand 

End 4128 

tw Method TBLASTX : Wheat 

End 4128 

Score 129 
3892. .4128, 3894. .3980, 3904. .4071 



Seq. No. 58154 Seq. ID 

Gene No. 121559 Strand 

Start 4319 End 

Name OJ000310_38 . 04 25 . C6 . ol . tw Method 

Start 4319 End 

GI none Score 

Exons 4319.. 4774, 4320.. 4775 



OJ000310_38.0425.C6 
4805 

TBLASTX: Wheat 

4775 

530 



Seq. No. '58154 Seq. ID 

Gene No. 121-559 Strand ' 

Start 4319 End 

Name OJ000310_38 . 0425 . C6 . o2 . ts Method 

Start 4359 ft End 

GI none Score 

Exons 4359.. 4583, 4590.. 4724 



OJ000310_38.0425.C6 
4805 

TBLASTX : Soybean 

4724 

106 



Seq. No. 58154 Seq. ID 

Gene No. 121559 Strand 

Start 4319 End 

Name OJ000310_38 . 0425'. C6 . ol . tm Method 

Start y 4 44 9 . End 

GI none ' ' ' "Score 

Exons 4449. .4805, 4511. .4804 



OJ000310__38.0425.C6 
4805 

TBLASTX: Maize 

4805 

408 



Seq. No. 58154 Seq. ID 

Gene No. 121560 Strand. 

Start 4833 ' . ' End 

Name OJ000310_38 . 0425 . C6 . o2 . tm . ■'- Method 

Start 4833 . - End 

GI none Score 

Exons 4833.. 5219, 4937.. 5215 



OJ000310_38.0425.C6 

5222. V . 
•TBLASTX: Maize ■ 
.'5219 

323 



Seq. No. 58154 

Gene No. 121560 

Start 4833 

Name OJ000310_38 . 0425 . C6 . ol . ts 

Start 4866 

GI : none 

Exons 4866.. 5102, 4946.. 5092 

Seq. No. 58154 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_38.0425.C6 
5222 

TBLASTX: Soybean 

5102 

221 



Seq. ID OJ000310_38.0425.C6 



58532 



Gene No. 


121560 




Strand 




Start 


4833 




End 


5222 


Name 


OJ000310 38.0425. 


C6 . o2 . tw 


Method 


TBLASTX : Wheat 


Start 


4890 




End 


5222 


GI 


none 




Score 


367 


Exbns 


4890. .5222, 4937. 


.5203 






Seq. No. 


58155 




Seq. ID 


OJ000310 38. 0425. C7 


Gene No. 


121561 




Strand 


+ 


Start 


4020 




End 


5505 


Name 


OJ000310 38.0425. 


C7 . o3 . np 


Method 


AAT/NAP 


Start 


4020 




End 


5505 


GI 


7523517 




Score 


340 


Exons 


4020-. .4330, 5465. 


.5505 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


58155 




Seq. ID 


OJ000310_38.0425.C7 


Gene No . 


121562 




Strand 




Start 


81 




End 


5505 


Name 


OJ000310 38.0425. 


C7 . ol . gs 


Method 


GENSCAN 


Start 


81 




End 


4866 


GI 


none 




Score 


.71 


Exons 


81. .173, 568. .701 


, 710.. 10.81, 


1192. .1337, 1474. .2214, 




2288. .2346, 2417. 


.2608, 2676. 


.2800, 2967. .3054, 3152. .3183 




3501.. 3685, 3847. 


.3961, 3988. 


.4112, 4266. .4351, 4750. .4866 


Seq. No. 


58155 




Seq. ID 


OJ000310_38.0425.C7 


Gene No. 


121562 




Strand 




Start 


81 




End 


5505 


Name 


OJ000310 .38.0425. 


C7.ol.np 


Method 


AAT/NAP 


Start 


1473 




End 


3641 


GI 


6721561 




Score 


1106 


Exons 


1473. .2214, 2288. 


.2346, 2417. 


.2635, 3600.. 3641 


GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI . . 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



the 



gi | 681508 6 | db j | BAA90372 . 1 1 
.corresponds to a region, of 
protein [Oryza sativa] 

58155 

121562 

.81 

OJ000310_38.0425.C7.o4.np 
2785 

672.15.12 - . . . 



(AP001081) EST AU082058 (C12976) 
the predicted gene.;' hypothetical 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_38.0425.C7 
5505 

AAT/NAP . . 

5505- 

110 .. . 



2785. .2833, 4233. .4373, 4401. .4492, 5476. .5505 
(AP001072) hypothetical protein [Oryza sativa] 



58155 
121562 
81 

OJ000310_38 . 0425 . C7 . o2 . np 
28 93 ■* 
6907089 
2893. .3478 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End ..... 
Score 



OJ000310 38. 0425. C7 



5505 
AAT/NAP 
3478 
235 



58533 




Seq. No. 


58156 


Seq. ID 


OJ000310_38.. 04 25 . C9 


Gene No. 


1 01 ceo 


Strand 




Start 


1 ■ "' 


End 


1160 


Name 


OJ000310_38.0425.C9.ol 


.gp Method 


AAT/GAP 


Start 


1 


End 


1130 


GI 


64853_1 . R1084 


Score 


635 


Exons 


1 . . 45, 822. , 1130 






GI Descrip. 


' 4190974/dbj | BAA74 44 8 | 


0.0e+00 (AB018442) phytochrome C [Oj 




sativa] ' 






Seq. No. 


58156 


^Seq. ID 


OJ000310_38.0425.C9 


Gene No . 




Strand 




Start 


1 


End 


1160 


Name 


OJ000310 38.0425.C9.ol 


,np Method 


AAT/NAP 


Start 


1 


- End 


1160 


GI 


2388578 


Score 


347 


Exons 


1..45, 822. .1160 






GI Descrip. 


(AC000098) Similar to 


Mycobacterium RlpF (gb|Z84395). ESTs 



gb|T75785,gb|R30580,gb|T04698 come from this gene. [Arabidopsis 
thaliana] 





Seq. No. 


.58156 




Seq. ID 


OJ000310_38 .0425. 


.C9 




Gene No. 


121563* 




Strand 


~~ 






Start 


1 




End 


1160 






Name 


, OJ000310 38. 0425. C9. 


ol.tc 


Method 


TBLASTX: Cress 




fh 


Start 


1 - 




End 


1123 






GI 


none 




Score 


69 






Exons 


1. .48, 3.'. 47, 813. .8 


48,- 817. 


.948, 821. 


. 1123, 933 . . 1079 






beq. no. 


CQ1 




beq. id 


vJJUUUjIU jo . j , 






Gene No. 


121563 




Strand 








Start 


1 




End 


1160 






Name 


OJ000310 38. 0425. C9. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


1 




End 


1130 






GI 


none 




Score 


76 






Exons 


1..48, 3. .47, 801. .8 


48, 821. 


.1129, 822 


..1130, 933.. 1130 






Seq. No. 


58156 




* Seq. ID 


OJ000310_38.0425. 


,C9 




Gene No. 


121563 




Strand 








Start 


1 




End 


1160 






Name 


OJ000310 38. 0425. C9. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


3 




End 


1136 






G.I 


none 




Score 


47 






Exons 


3..47, 821.. .874, 821 


. . 1135', 


933. .1136 








Seq. No. 


58156 




Seq. ID 


OJ000310_38.0425. 


.C9 




Gene No. 


121563 




Strand 








Start 


1 




End 


1160 






Name 


OJ000310 38. 0425. C9. 


ol .gs 


Method 


GENSCAN 






Start 


20 




End 


1130 






GI 


none 




Score 


.49 






Exons 


20. .45, 822. .1130 












Seq. No. 


58157 




-Seq. ID 


OJ000310_38.0425. 


Xll 




Gene No. 


121564 




Strand 


+ 






Start 


1 




End 


715 






Name 


OJ000310 38. 0425. C10 


.ol.gp 


Method 


AAT/GAP 





58-534 



Start 
GI 

Exons 



1 

none 
1. .525 



End 
Score 



525 
1003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58157 Seq. ID 

121564 Strand 

1 End 

OJ000310_38 . 0425.. CIO . ol . np Method 

1 End 

6911877 * Score 
1..158, 260. .712 

(AL138655) putative protein [Arabidopsis thaliana] 



OJ000310_38. 0425. CIO 
+ 

715 

AAT/NAP 
712 
399 



58157 ■ Seq. ID 

121564 Strand 

1 End 
OJ000310_38.04 25.C10.ol.gs Method 

65 End 

none Score. 
65. .715 



OJ000310_38. 0425. C10 
+ 

715 

GENSCAN 

715 

.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

GI -Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58157 Seq. ID 

121565 Strand. 

591 End 

OJ000310_38 . 0425 . C10 . ol . ts Method 

269 End 

none Score 
269. .421, 443. .709, 565. .714 

58157 Seq. ID 

121565 Strand 

591 End 

OJ000310_38.04 25.C10.ol. tc Method 

443 End 

none Score 
443. .724, 556. .714 

58157 Seq. ID 

121565 Strand 
591 End 
OJ000310_38 . 0425 . C10 . o2 . gp Method 

591 End 

uC-osrocyp005f 04al Score 
591. .993 

1 38.94191 l.Oe-0.8 (AC005662) 
thaliana] 1 

58158 Seq. ID 

121566 Strand 
1 End 
OJ000310_38 . 04 25 . C13 . ol . np Method 
1 End 
7450871 - Score 
1. .84, 306. .397, 621. .811 

probable methyltransf erase F28M20.20 - Arabidopsis thaliana 
gi|3281849|emb|CAA19744.1| (AL031004) methyltransf erase - like 
protein [Arabidopsis thaliana] gi | 7270082 | emb | CAB79897 . 1 | 



OJ000310_38. 0425. C10 
993 

TBLASTX : Soybean 

714 

128 



OJ000310__38. 0425. C10 
993 

TBLASTX: Cress 

724 

235 



OJ000310_38. 0425. C10: 
993 

AAT/GAP 

993 . . 

7'94 



unknown protein. [Arabidopsis 



OJ000310_38.0425.C13 
+ 

811 

AAT/NAP 
811 
.336 



58535 



(AL161579) methyltransferase-like protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



Seq. No. 58158 
Gene No. ' 121567 

Start 725 

Name OJ000310_38 . 0425 . C13 . ol . gp 

Start 725 

GI none 

Exons 725.. 827, 968.. 1200 

Seq. No. 58158 

Gene 'No. 121568 

Start 1504 

Name OJ000310_38 . 0425 . C13 . ol . ts 

Start 40 

GI none 

Exons 40. .81, 41. .82, 304. .375, 608. .808, 613. .786 



Seq. ID OJ000310_38.0425.C13 
Strand + 

1200. 
AAT/GAP 
1200 
621 



Seq. ID OJ000310_38 .0425.C13 
Strand 

End 3964 

Method TBLASTX: Soybean 

End 808 

Score 72 



Seq. No. 


58158 








Seq. ID 


OJ000310 


Gene No. 


■ 121568- 








Strand 




Start 


1504 








End 


3964 


Name 


OJ000310 38. 


. 0425 . 


C13 . ol 


. tc 


Method 


TBLASTX : - 


Start 


4 1 








End 


805 


GI 


none 








Score 


68 


ExonS . 


A 1 Q o Q n £ 
4 1.. oZ f oUo . 


one 

. . j y o , 


JU / . . 


j y d , 


602. .805, 


625. .801 


Seq.. No. 


58158 








Seq. ID 


OJ000310 


Gene No. 


121568 








Strand 




Start 


1504 








End 


3964 


Name 


OJ000310 38, 


,0425. 


C13.o2 


. gs 


Method 


GENSCAN 


Start 


1504 








End 


3964 


GI 


none 








Score 


.86 


Exons 


1504 . .2205, 


2331. 


.2462, 


2981 


..3244, 3440. .3763, 


Seq. No. 


58159 








Seq. ID 


OJ000310 


Gene No. 


121569 








Strand 


+ 


Start 


1227 








End 


1868 


Name 


OJ0003iO 38. 


.0425. 


C15.ol 


.gs 


Method 


■ GENSCAN 


Start 


1227 








End 


1313 


GI 


none 








Score 


.97 


Exons 


1227. .1313 












Seq. No. 


58159 








. Seq. ID 


OJ000310 


Gene No. 


121569 








' Strand 


■ + '■ 


Start; . 


1227 








End. 


. 1868. 


Name 


OJ000310 38. 


.0425. 


C15.ol 


.np 


Method 


AAT/NAP 


Start 


1227 








End 


1868 


GI 


7441349 








Score 


134 


Exons 


1227. .1318, 


1689. 


.1868 









GI Descrip. beta-adaptin homolog F8L21.170 - Arabidopsis thaliana 

gi|5596484 | emb | CAB51422 . 1 | (AL096882) beta-adaptin-like protein 
[Arabidopsis thaliana] gi | 7267837 | emb | CAB81239 . 1 | (AL161531) 
beta-adaptin-.like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



58160 

121570 

52 



Seq. ID OJ000310_38.0425.C16 
Strand + 
End 4990 



58536 



Name 

Start 

GI 

Exons 



OJ000310_38 . 04 25 . C16 . ol . gs Method GENSCAN 
52 End 4726 

none *" Score .82 

52. .102, 161.'. 358, 686. .936, 1059. .1158, 1552. .1731, 1*816 . . 1908, 
2180. .2391, 2516. .2579, 2651. .2854, 3128. .3220, 3310. .3701, 
3819. .4008, 4189. .4296, 4430. .4726 



Seq. No. 58160 

Gene No. 121570 

Start 52 

Name OJ000310_38 . 0425 . CI 6 . ol . np 

Start 88 

GI 7385055 
Exons 



Seq. ID OJ000310_38.0425.C16 

Strand + 

End 4 990 

Method AAT/NAP 

End 4 726 

Score 3258 



88. .358, 483. .596, 686. .936, 1024. .1158, 1552, .1731, 1816. .1908, 
2180. .2391, 2516. .2579, 2651. .2830, 3128. .3220, 3310. .3701, 
3819. .4008, 4093. .4296, 4430. .4726 
GI Descrip. (AF216387) beta-adaptin-like protein C [Arabidopsis thaliana] 



Seq. No. 58160 . Seq. ID 

Gene No. 121570 ^ Strand- 

Start 52 ' End 

Name OJ000310_38 . 0425 .CI 6 . ol . gp Method 

Start 2656 End 

GI 16044_1.R1084 Score. 

Exons - 2656. .2830, 3128. .3220, 3310. 
4430.. 4990 

GI Descrip. • 5596484 /emb | CAB51422 . 1 | 1.0e-151 (AL096882) beta-adaptin-like 
protein [Arabidopsis thaliana] 1 



OJ000310_38 .042 5. CI 6 

+ . 

4990 

AAT/GAP 

4990 

3059 



.3701, 3819. .4008, 4093. .42 96, 



Seq. No. 58160 Seq. ID 

Gene No. 121571 Strand 

Start 14602 End 

Name OJ000310_38 . 0425 . CI 6 . o3 . gs Method 

Start ■ 14602 End 

GI none Score 

Exons . 14 602.. 16020 



OJ000310_38.0425.C16 
+ 

16020 
GENSCAN . 
16020 
.54 



Seq. No. 58160 ■ Seq. ID 

Gene No. 121571 Strand 

Start 14 602 End 

Name OJ000310_38 . 0425 . CI 6 . o5 . gp Method 

Start . 14645 End 
GI . - none . Score. 

Exons - 14 64 5". . 15092 ■ 



OJ000310_38.0425:.C16 
+ 

16020 
AAT/GAP 
15092 
812. 



Seq. No. 58160 Seq. ID 

Gene No. 121572 Strand 

Start 5562 End 

Name OJ000310_38 . 0425 . C16 . ol . tc Method 

Start 158 End 

GI none Score 
Exons 



OJ000310_38.0425.C16 
11257 

TBLASTX: Cress 

574 

326 



158. .358, 158. .358, 160. .360, 160. .360, 474. .572, 477. .572, 
481. .573, 482. .574, 482. .574 



Seq. No. 
Gene No. 
Start 



58160 

121572 

5562 



Seq. ID 

Strand 
End 



OJ000310 38.0425.C16 



11257 



58537 



Name 

Start 

GI 

Exons 



OJ000310_38.04 25.C16.o6. ts Method 

158 End 

none Score 
15-8.. 307, 159.. 299, 160.. 306 



TBLASTX : Soybean 

307 

245 



Seq. No. 58160 Seq. ID 

Gene No. 121572 Strand 

Start 5562 End 

•Name OJ000310_38 . 0425 . CI 6 . ol . ts Method 

Start 308 End 

GI none Score 
Exons 



OJ000310_38.0425.C16 
11257 

TBLASTX : Soybean 

1042 

43 



308. .334', 335, 
482. .613, 668. 



,358, 472. .597, 477. .596, 481. .597, 482. .598, 
,952, 681. .950, 683. .967, 846. .959, 1025. .1042 



Seq. No. . 58160 Seq. ID 

Gene No. 121572 Strand 

Start 5562 . End 

Name OJ000310_38 . 0425 . CI 6 . o3 . tm Method 

Start 761 End 

GI none Score 

Exons 761.. 913, 761.. 913 



OJ000310_38.0425.C16 
11257 

TBLASTX: Maize 

913 

195 



OJ000310 38.0425.C16 



Seq. No.. , 58160 • Seq. ID 

Gene No. 121572 Strand 

Start '5562 End 

Name OJ000310_38 . 0425 . C16 . o'3 . tc Method 

Start 833 End- 

GI - none Score 

Exons 833. .952, 848. .952, 865. .966, 1021. .1161, 1026. .1124, 

1045. .1161, 1532. .1726, 1539. .1727, 1539. .1727, 1540. 

1550. .1729 



11257 

TBLASTX: Cress 

1729 

119 



1728, 



Seq. No. 58160 
Gene No. 121572 
Start 5562 

Name , OJ000310_38 . 0425 . C16 . ol 
Start 914 
GI none 

Exons 914.. 952, 918.. 950, 1021 

,1733, 1539. .1733, 



Seq. ID OJ000310_38.0425.C16 
Strand 

End 11257 

tm Method TBLASTX: Maize 

End 4915 ■.' 

Score' 49' 

1026. .1124, 1042. .1161,' 



1536. 
2177. 
2517, 
3127. 
3307. 
3819. 
4138. 
4429. 



.2392, 2179. 
.2579, 2648. 
.3222, .3128. 
.3597, 3601. 



,2397, 
,2839, 
,3226, 
,369.6, 
.4010, . 3839. .4009, 
,4296, 4405. .4725, 
.4734, 4784. .4915, 



1161 

1540. .174 0, 1813. .1911, 1813. .1911, 

2187. .2312, 2201. .2392, 2513. .2584, 

2648. .2833, 3122. .3220, 3126. .3221, 

3260.. 3583, 3293.. 353.5, 3304.. 3627, 

3630.. 3698, 3630.. 3701, 3631.. 3702, 

3850.. 4011, 4090.. .4296, 4092... 4295, 

4421. .4726; 4424. .4726, 4428. .4739, 

4786. .4902, 4841. .4915 



Seq. No. 58160 Seq. ID 

Gene No. 121572 Strand 

Start 5562 End 

Name OJ000310_38 . 0425 . CI 6 . o3 . ts Method 

Start 1536 End 

GI none Score 
•Exons 



OJ000310_38.0425.C16 
11257 

TBLASTX: Soybean 

2707 

297 



1536. .1733, 1540;.. 1740, 1543. .1734, 1813. .1911, 1813. .1908, 
1815. .1910, 2176. .2397, 2201. .2392, 2513. .2575, 2517. .2579, 
2644. .2703, 2648. .2707, 2648. .2707 



58538 



• 



Seq.. No. 58160 

Gene" No. 121572 

Start" 5562 - 

Name ■ OJ000310_38 . 0425 . C16 . o5 

Start 1813 

GI none' 

Exons 1813.. 1911, 1813.. 1908, 

Seq. No. 58160 
v. Gene No. 121572 
Start 5562 

Name OJ000310_38 . 0425 . C16 . o4 

Start 2708 
GI none 

Exons 2708.. 2839, 2710.. 2832, 

3176. .3226, 3299.. 3448, 
3489.-3545, 3547. .3702, 

Seq. No. 58160 
Gene No. 121572 
Start 5562 

Name OJ000310_38 . 0425 . C16 . o2 

Start 3463 
GI none 

Exons' 3463.. 3543, 3631.. 3672, 

3853. .4020, 4090.. 4296, 
4424. .4540 



Seq. ID OJ000310_38.0425.C16 
Strand 

End 11257 

,tc Method . TBLASTX : Cress 

End 2338 

Score 153 
1814. .1909, 2176. .2337, 2201. .2338 

Seq. ID OJ000310_38.0425.C16 
Strand 

End 11257 
.ts Method TBLASTX : Soybean 

End 3711 

Score 198 
3118. .3174, 3131. .3175, 3175. .3219, 
3303. .3449, 3307. .3531, 3309. .3527, 
3631. .3711 

Seq. ID OJ000310_38.0425/C16 
Strand 

End 11257 
.tc Method TBLASTX : Cress 

End - 4542 

Score -60 
3664. .3702, 3666. .3701, 3822. .4013, 
4092. .4295, 4138. .4296, 4402. .4542, 



Seq. No. 58160 

Gene No. 121572 

Start 5562 

Name OJ000310_38 . 0425 . CI 6 . o7 . ts 

Start 3819 

GI none 

Exons 3819.. 4013, 3822.. 4016, 3847, 



Seq. ID OJ000310_38.0425.C16 
Strand 

End 11257 

Method TBLASTX: Soybean 

End 4020 

Score 117 
.4020, 3850.. 4014. 



Seq. No. 58160 

Gene No. . 121572 

Start 5562 

Name OJ000310_38 . 0425 . C16 . ol . tw 

start 3891 

GI none 

Exons 3891. .4013, ■ 3892. . 4020, '. 4090 . 

. 4138; .-4.296, 4405.. 4623, 4424. 

Seq. No. 58160 

Gene No. 121572 

Start 5562 

Name OJ000310_38 . 0425 . C16 . o2 . ts 

Start 4090 

GI none 

_xons 4090.. 4296, 4101.. 4295, 4389. 

4424 .. 4720, 4643.. 4735 



Seq. No, 
Gene No. 



58160 
121572 



Seq. ID ' OJ000310_38.0425.C16 
Strand 

End 11257 
Method TBLASTX : Wheat 
End • 4624 
■ Score . 191 . 

.4296, 4092. .4298,- 4092.. 4295, 

..4 624 . 

Seq. ID OJ000310_3R 25.C16 
Strand 

End 11257 

Method TBLASTX : Soybean 

End 4735 

Score 275 

,4595, 4391. .4600, 4405. .4722, 



Seq. ID OJ000310_38.0425.C16 
Strand 



58539 




Start 


c c r o 

5562 








End 


11257 


Name 


OJ000310 io, 


f\ A O C 

,0425 


. CI b . 04 , 


. tc 


Method 


TBLASTX : Cress 


Start 


4543 








End 


4726 


GI 


none 








Score 


o o o 

222 


Exons 


4 543. . 4 722 , 


A C A A 

4 54 4 


A 1 O *3 




.4 726 




Seq. No. 


col cn 








Seq. ID 


OJ000310_38.0425.C16 


Gene No. 


121572 








Strand 




Start 


5562 








End 


11257 


Name 


OJ000310 38. 


,0425 


.C16.o2, 


. tw 


Method 


TBLASTX: Wheat 


Start 


4624 








End - 


4965 


GI . 


none 








Score- 


146 


Exons 


4624. .4725, 


4625 


. .4726, 


4811. 


.4846, 4841. .4888, 4841. .4957, 



4945. .4965 



Seq. No. 58160 

Gene No. 121572 

Start 5562 

Name OJ000310_38 . 0425 . C16 . o2 . gs 

Start .5562 

GI none 
Exons 



Seq. ID OJ000310_38.0425.C16 
Strand 

End 11257 

Method GENSCAN 

End , 11153 

Score .94 



5562, .6646, 8343. .8424, 8502. .8699, 8860. .8948, 9126. .9313, 
10450. . 11153 



Seq,-. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



58160 
121572 
5562 
OJ0003 
7351 
57088_ 
7351. . 
! 31231 
TRP-AS 
>gi_26 
Prp4p 
small 



OJ00Q310 38.0425.C16 



10 38-.0425.C16.o2.gp 



Seq. ID 

Strand • 
End 11257 
Method AAT/GAP 
End 8717' 
1.R1084 Score 1052 

7654, 8343. .8424, 8502. .8717 

30/sp | 022212 | YG62_ARATH 8.0e-48 HYPOTHETICAL 61.8 KD 
P REPEATS CONTAINING PROTEIN T32G6.2 IN CHROMOSOME II 
18685 (AC002510) putative small nuclear ribonucleoprotein 
[Arabidopsis thaliana] >gi_3241948 (AC004625) putative 
nuclear ribonucleoprotein Prp4p [Arabidopsrs thaliana] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



58160 ' * 

121572 " 

5562 

OJ000310_38. 0425.C16.o2.np 



OJ000310 38.0425.C16 



Seq. ID 
Strand 

End 11257 
Method AAT/NAP 
7548 End 11257 

.3123130 , . . ... Score 1398 

754 8. .7654, 834 3. .8424, 8502. .8 699, 88 60. .9313, 

HYPOTHETICAL .61.8' KD TRP-AS P. .REPEATS CONTAINING PROTEIN • T32G6 . 2 
IN CHROMOSOME II gi | 2618685 | gb I AAB84332 . 1 | (AC002510) putative 
U4/U6 small nuclear ribonucleoprotein [Arabidopsis thaliana] 



10450. .11257 



Seq. No. 58160 

Gene No. 121572 

Start 5562 

Name OJ000310_38 . 0425 . C16 . o5 . ts 
Start ' 8499 
GI . none 
Exons 



Seq. ID OJ000310_38.0425.C16 
Strand 
End 

Method 
End 
Score 



11257 

TBLASTX : Soybean 

9351 

155 



8499. .8699, 8500. .8700, 8512. .8703, 8550. .8699, 8854. .9150, 
8857. .9108, 8858. .8962, 8962. .9150, 9014. .9097, 9160. .9351, 
9160.. 9294, 9160.. 9225 



58540 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



58160 

121572 

5562 

OJ000310_38. 

8550 

none 

8550. .8699, 
8858. . 9316, 
10452. .10610 



0425.C16.o2.tm 



8550. .8690, 
8911. .9150, 



8623. 
9160. 



Seq. ID 
Strand . 
End' 
Method 
End 
Score 
.8700, 



OJ000310 38.-p425.C16 



11257 

TBLASTX: Maize 
10611 
102 

8625. .8699, 8857. 



9348, 



,9294, 10445. .10609, 10450 .. 10611, 



Seq. No. 58160 

Gene No. 121572 

Start 5562 • 

Name 0 JO 0031 0_3 8 . 0 4 2 5 . C 1 6 . o3 . gp 

Start 8951 

GI 37.63498 

Exons 8951.. 9049, 
GI Descrip. 



OJ000310 38.0425.C16' 



Seq. ID 
Strand 

End ' 11257 ' 

Method AAT/GAP 
End 10519 
Score 630 
. 10519 

3123130/ sp | 022212 | YG62_ARATH 8.0e-48 HYPOTHETICAL 61.8 KD 
TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 IN CHROMOSOME II 
>gi_2618685 (AC002510) putative small nuclear ribonucleoprotein 
Prp4p [Arabidopsis thaliana] >gi_3241948 (AC004625) putative 
small nuclear ribonucleoprotein Prp4p [Arabidopsis thaliana] 



9083. .9313, 10450, 



OJ000310_38:04 25.C16 

11257 
AAT/GAP 
11254 
890 



Seq. No. 58160 Seq. ID 

Gene No. 121572 * Strand - 

Start 5562 End 

Name OJ000310_38 . 0425 . C16 . o4 . gp Method 

Start 10804 End 

GI 43056_1.R1084 * Score 

Exons 10804 . .11254 

GI Descrip. 1 3123130/sp | 022212 | YG62_ARATH 9.0e-15 HYPOTHETICAL 61.8 KD 
TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 IN CHROMOSOME II 
>gi__2618 685 (AC002510) putative small nuclear ribonucleoprotein 
. Prp4p [Arabidopsis thaliana] >gi_3241948 (AC004625) putative 
. small nuclear ribonucleoprotein Prp4p [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 
Gene No. 
Start 



58161 

121573 

1 

OJ000310_38 .0425.C19.ol.np 
1 

4584255 ■ 
1 . .'£ 



Seq. ID OJ000310_38.0425.C19". 
Strand 

End 168 6 

Method AAT/NAP 

End. 1686." 

Score 667 . 



334. .723, 107 6. .1182, 1593. .168 6 



(Y18471) SINAlp [Vitis vinifera] 



58161 
121573 
1 

OJ000310_38.0425.C19.ol.tm 
289 
none 

289. .726, 335. .724, 1043. .1129 



Seq. ID OJ000310_38.0425.C19 
Strand 
End 

Method 
End 

Score . 



1686 

TBLASTX: Maize 

1129 

398 



58161 

121573 

1 



Seq. ID 

Strand 

End 



OJ000310 38.0425.C19 



1686 



58541 



ru 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Steirt 

Name 

Start' 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons* 

GI Descrip. 



Method 
End 

Score • 



OJ000310_38.0425.C19.ol.gs 
322 
none 

322.. 723, 1076.. 1299 

58161 
121573 
1 

OJ000310_38.0425.C19.ol. ts 
324 
none 

324. .503, 324..479, 334. .729, 335. .736 



GENSCAN 

1299 

.78 



Seq. ID OJ000310_38.0425.C19 
Strand 

End 168 6 

Method TBLASTX : Soybean 

End 736 

Score 96 



58161 

121573 

1 

OJ000310_38.0425.C19.ol.tc 

391 

none 

391. .675, 392. .676, 394. .675 



Seq. ID OJ000310_38.0425.C19 
Strand 

End 1686 

Method TBLASTX : Cress 

End 67 6 

Score . 83 



58162 
121574 
3127 

OJ000310_38-.0425.C20.ol.np 
3127 
4973022 
3127. .3560, .3674. .3737 
(AF141933) unknown [Oryza sativa] 



Seq. ID OJ000310_38.0425.C20 

Strand + 

End 3737 

Method AAT/NAP 

End 3737 

Score 755 



58162 
121575 
3819 

OJ000310_38.0425.C20.ol.gp 
3819 

61430_1.R1084 
3819. .3889 

1 143'94/emb | Z 1 4 0 60 | MISCREPU4 '0.0e+00 T.aestivum mitochondrion 
fMet, 18S, 5S repeat unit DNA 1 



Seq. ID OJ000310_38.0425.C20 

Strand + 

End 388 9 

Method AAT/GAP 

End 3889 

Score 97 



Seq. No. 58162 
Gene No. 121576 
Start . 6733 ... 

Name OJ000310_38 . 0425 . C20 . o3 . np 

Start - ... 6733 .. . , . . 

GI 2627238 
Exons 6733.. 6803, 8057.. 8128 

GI Descrip. (D50565) NADH dehydrogenase subunit 5 [Oryza sativa] 

gi I 2627.240 |dbj |BAA23492| (D50566) NADH dehydrogenase subunit 5 
[Oryza sativa] 



Seq. ID OJ000310_38.0425.C20 
Strand + 
End .8128 
Method • AAT/NAP 
.End . . 8128 
Score 66 



Seq. No. 58162 

Gene No. 121577 . 

Start 941 

Name V OJ000310_38 . 0425 . C20 . ol . gs 

Start 941 

GI none 



Seq. ID OJ000310_38.0425.C20 
Strand 

'End ■ 10320 

Method GENSCAN 

End 10320 

Score .54 



58542 



Exons 



941. .1044, 2891. .3151, 4299. .4531, 4584. .4755, 6109. .6205, 
7127. .7463, 8818. .8899, 8967. .9039, 9553. .9595, 10202. .10320 



Seq. No.- 58162 
Gene No. » ' 121577 
Start 941 

Name OJ000310_38 . 0425 . C20 . o2 . np 

Start 4291 
GI 7444451 
Exons 4291.. 4625 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi I 258 6082 | gb | AAB82754 . 1 1 (U72725) 
retrofit [Oryza longistaminata] 



Seq. ID OJ000310_38.0425.C20 
Strand 

End 10320 

Method AAT/NAP 

End 4 625 

Score 338 



Seq. No. 58162 Seq. ID 

Gene No. 121577 Strand 

Start 941 End 

Name OJ000310_38 . 0425 .C20 . o3 . tm Method 

Start 4310 . End 

GI none Score 

Exons 4310.. 4498, 4312.. 4569 



OJ000310_38.0425.C20 
10320 

TBLASTX: Maize 

4569 

82 



Seq. No. 58162 Seq. ID 

Gene No. 121577 Strand 

Start 941 . End 

Name *" OJ000310_38 . 0425 . C20 . o2 . tw Method 

Start 4330 End 

GI none Score 

Exons ■ 4330.. 4512, 4334.. 4486, 4528.. 4620 



OJ000310_38.0425.C20 
10320 

TBLASTX: Wheat 

4620 

73 



Seq. No. 58162 Seq. ID 

Gene No. 121577 Strand 

Start 941 End 

Name OJ000310_38 . 0425 . C20 . o2 . gp Method 

Start 5053 End 

GI none Score 

Exons • 5053. .5259 



OJ000310_38.0425.C20 

10320 
AAT/GAP 
5259 
284 



Seq. No. 58162 * Seq. ID 

Gene No. 121577 Strand 

Start 941 End 

Name OJ000310_38 . 0425 . C20 . o5 .np Method 

Start 5932 . End 

GI 1352027 Score 
Exons .. , 5932. .6031, ,7998. .8065, - 8093 ...8203, 
GI Descrip. 



OJ000310_38.0425.C20 

10320 
AAT/NAP 
.9725 . . 
108 •• • 
9695. . 9725 .. 



ATP SYNTHASE ALPHA CHAIN gi | 136144 9 | pir | | D6424 4 H+-transporting 
ATP synthase (EC 3.6.1.34) alpha chain - Mycoplasma genitalium 
gil 3844993|gb|AAC71629.1| (U39722) ATP synthase Fl, subunit 
alpha (atpA) [Mycoplasma genitalium] 



Seq. No. 58162 Seq. ID 

Gene No. 121577 Strand 

Start .941 End 

Name OJ000310_38 . 0425 . C20 . o3 . gp Method 

Start 7264 End 

GI 306_9.R1084 Score 

Exons 7264.. 7395 



OJ000310_38.0425.C20 

10320 
AAT/GAP 
7395 
176 



58543 



GI Descrip. 



f 287391/dbj | D13111 I RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58162 Seq. ID 

121577 " Strand 

941 End 
OJ000310_38 . 0425 . C20 . o2 . tm Method 

7282 End 

none- Score 

7282. .738 6, 7283. .7405/ 7283. .7405 



OJ000310_38.0425.C20 
10320 

TBLASTX: Maize 
7405 „ . 
192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. v " 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58162- Seq. ID OJ000310_38 . 0425 . C20 

121577 Strand 

941 End 10320 

OJ000310_38 . 0425 . C20 . o4 . np Method AAT/NAP 

7780 End 8024 

82538 Score 328 

7780. .8024 

hypothetical 9K protein {rpsl9-rpl2 in'tergenic region) - rice 
chloroplast gT| 12028 I emb | CAA33936 | (X15901) ORF82 [Oryza sativa] 
gi | 12074 | emb | CAA3392 6 | (X15901) ORF82 [Oryza sativa] 
gi I 226650 | prf | I1603356CA ORF 82 [Oryza sativa] 

58162 Seq. ID OJ000310_38 . 0425 . C20 

121577 Strand 

941 ' End 10320 

OJ000310_38 . 0425 . C20 . o4 . gp Method AAT/GAP 

7794 End 7880 

3073_1.R1084 Score 149 

7794. .7880 

1 133936/sp|P12146|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomaJL protein S3 

[Oryza sativa] 1 V- 



Seq. No. 

Gen'e No. 

Start 

Name 

Start 

GI 

Exons 



58162 * ' 

121577 

941 

OJ000310_J38.0425.C20.ol.tw 

9199 

none 

.9199.. 9231, 9200.. 9232, 9204, 
.9232. . 9318, 9233. .9307, 9242, 
9339.. 948.2 • 



Seq. ID. OJ000310_38.0425...<:20 
Strand 

End 10320 
Method TBLASTX : Wheat 
End 94 90 

Score 4 6 

.9233,. 9208. .9282, 9226. . 92 61, 
.9328/ 9294. . 94"82> 9302.. 94 90, - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000310_38.0425.C20 
Strand 
End 

Method 
End 
Score 

9226. .9288, 9232. .9261, 9251. .9313, 9259. .9282, 9294. .9317, 
9315. .9467, 9317. .9451, 9339.-9458, 9448 .. 9489, '9449. . 94 90 



58162 

121577 

941 

OJ000310_38.0425.C20.ol.tm 

9226 

none 



10320 

TBLASTX: Maize 

9490 

52 



Seq. No. 
Gene No. 



58163 
121578 



Seq. ID OJ000310_38.0425.C21 
Strand + 



58544 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 3253 

OJ000310_38 . 0425 . C21 . ol . np Method AAT/NAP 
.1 . End 3253 

133416 ' ■ . Score 298 

1..249, 1090.. 1164, 3195. .3253 

DNA-DIRECTED RNA POLYMERASE BETA CHAIN gi | 66970 | pir | | RNRZB 
DNA-directed RNA polymerase (EC 2.7.7.6) beta chain - rice 
chloroplast gi | 11971 | emb I CAA33986 | (X15901) RNA polymerase beta 
subunit [Oryza sativa] 



58163 Seq. ID 

121579 Strand 

136 End 
OJ000310_38 . 0425 . C21 . ol . gs Method 

136 End 

none Score 

136. .232, 917. .1027, 1316. .1421, 2607. 



OJ000310_38.0425.C21 

5720 
GENSCAN 
5720 
.8 

.2734, 3464. .3658, 



4376. .4549, 4646. .4774, 4917. .5120, 5237. .5351, 5538. .5720 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons v- - 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000310_38.0425.C22 
+ 

4284 
AAT/GAP 
4284 
558 



58164 Seq. ID 

121580 Strand 
4006 ' End 

OJ000310_38.0425.C22.ol.gp Method 
4006 End 
uC-osroM202017c07al Score 
4006. .4284 

, 3123130/sp|O22212|YG62_ARATH 8.0e-48 HYPOTHETICAL 61.8 KD 
TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 IN CHROMOSOME II 
>gi_2618685 (AC002510) putative small" nuclear ribonucleoprotein 
Prp4p [Arabidopsis thaliana] >gi_3241948 (AC004625) putative 
small nuclear ribonucleoprotein Prp4p [Arabidopsis thaliana] 1 



58164 
121581 
11394 

OJ000310_38.0425.C22.o2.np 
11382 
3894197 
11382 
13503 



Seq. ID OJ000310_38.0425.C22 

Strand + 

End 13702 

Method AAT/NAP 

End 13702 

Score 831 

11663, 11848. . 11954, 13010 13118 , 13202 .. 13363, 
13702 



GI Descrip. (AC005662) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 58164 
Gene- No. 121581 

Start . 11394 

Name OJ000310_38 . 04 25 . C22 . o3 . gs 

Start 11394 
GI none 

Exons 11394. .11497, 11537 11663, 

13202. .13363, 13503. . 13675 



Seq. ID OJ000310_38.0425.C22 

Strand + 

; End. . 13702 . 

Method GENSCAN ■ 

End 13675 

Score .77 
1184 8. . 11954, 13010. .13118, 



Seq. No. 58164 Seq. ID 

Gene No. 121582 - Strand 

Start 518 End 

Name OJ000310_38 . 0425 . C22 . ol . gs Method 

Start 518 End 

GI none Score 



OJ000310_38 . 04 25.C22 

2558 
GENSCAN 
2558 
.56 



58545 




Exons 


518.. 636, 667.. 813, 1922.. 2037, 2397.. 


2558 


Seq. No". 


58164 Seq. ID 


OJ000310_38.0425.C22 


Gene No. 


121583 Strand 




Start 


4204 End 


8180 


Name 


OJ000310 38.0425.C22.o2.gs Method 


GENSCAN 


Start 


4204 End 


8180 


GI 


none Score 


.55 


Exons 


4204. .4316, 4714. .4777, 5243. .5364, 6259. .6388, 6900. .7089, 




7786. .8180 





Seq. No. 


58164 








Seq. ID 


OJ000310_38.0425.C22 


Gene No. 


121583 








Strand 




Start 


4204 








End 


8180' • 


Name 


OJ000310_38 


.0425 


C22.ol 


. np 


Method 


AAT/NAP 


Start 


4225 








End 


6970 


GI 


6911879 








Score 


442 


Exons 


4225. .4316, 


4714 


.4777, 


5243. 


.5364, 6259. .6388, 6878. .6970 


GI Descrip. 


(AL138655) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


58164 








Seq. ID 


OJ000310_38.0425.C22 


Gene No. 


121583 








Strand 




Start 


4 204-- 








End 


8180 


Name 


OJ000310_38 


.0425 


C22.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4226 








End 


6977 


GI 


none 








Score 


84 


Exons 


4226. .4318, 


4255 


.4317, 


4715. 


.4783, 5224. .5367, 5240.-. 5371, 




5244. .5369, 


6254 


.6337, 


6259. 


.6387, 626 


4. .6389, 6878. .6973, 




* 6879.-6977 












Seq. No. 


58164 








Seq. ID 


OJ000310_38.0425.C22 


Gene No. 


121583 








Strand 




Start 


4204 








End 


8180 


Name 


OJ000310 38 


.0425 


C22.o2 


.gp 


Method 


AAT/GAP 


Start 


4714 








End 


7018 .„ . 


GI 


none . 








"Score 


811 . •-■ " ^ 


Exons 1 


4714. .4777, 


5243 


.5364, 


6259. 


.6388, 687 


8. .7018 


Seq. No. 


58164 








Seq. ID 


OJ000310_38.0425.C22 


Gene No. 


121584 








Strand 




Start 


11541 








End 


13686 


Name 


OJ000310 38 


.0425 


C22.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


11541 








End 


13366 ' 


GI 


none 








Score 


143 



Exons . 11541. ,11663, 1.1588 .. 11659, .11794 . .1194 0, 11835 . ,119.60., 

11836. . 11955, 13001. . 13069, 13005 .. 13118, 13007 .. 13120, 
13011. .13118, 13012. .13122, 13202 .. 13366, 13216. .13365 



Seq. No. 58164 

Gene No. 121584 

Start 11541 

Name OJ000310_38 . 0425 . C22 . ol . tc 

Start 11547. ■ 

GI none 

Exons 11547. 

13005. 



11663, 11576. 
13118, 13007. 



11659, 
13069, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11835 

13011 



OJ000310 38.0425.C22 



13686 

TBLASTX: Cress 
.-.13276 
156 

11960, 11836. . 11955, 
13118, 13201. .13272, 



13202. . 13276 



58546 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58164 

121584: 

11541 

OJ000310_38.0425.C22.ol.tm 

11875 

none 

11875. .1195.5, 11875. 
13005. .13118, 13007, 
13187. .13363, 13198. 
13500. .13601, 13502, 
13600. .13686, 13601. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000310 38.0425.C22 



,11955, 11877, 

,13120, 13008. 

,13365, 13200. 

,13618, 13502. 
,13678 



13686 

TBLASTX: Maize 
' 13686 
140 

11978, 13001. .13117, 
13118, 13009. .13119, 
13364, 13202. .13366, 
13600, 13600. .13677, 



Seq. No. 58164 Seq. ID 

Gene No. 121584 Strand 

Start 11541 - End 

Name OJ000310_38 . 0425 . C22 . o2 . ts Method 

Start .13500 End 

GI ■'none , Score 

Exons. 13500. .13601, 13502 .. 13600, 13584 

13601. .13678, 13601. .13678, 13602 



13676, 
13679 



OJ000310_38.0425.C22 
13686 

TBLASTX : Soybean 

13679 

150 

13600. .13677, 



•Sea;. No. 
Gene No. 
Start 
Name 
Start. 
GI 

Exons 

GI Descrip. 



58165 

121585 

1 

OJ000310_38 . 
1 

7340884 
1..149, 459. 



0425.C23.ol.np . 



,506, 1082. .1132 



Seq. ID OJ000310_38.0425.C23 

Strand + 

End 1132 

Method AAT/NAP 

End 1132 

Score 85 



(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



Seq. No. 58165 Seq. ID 

Gene No. 121586 -Strand 

Start 404 End 

Name OJ00.0310_38 . 0425 . C23 . ol . gs Method 

Start 404 End 

GI none , Score 

Exons 404.. 577 



OJ000310_38.0425.C23 
577 

GENS CAN 
■577 
.81 



Seq. No. 58166 

Gene No. 121587 

Start 2010. ..... 

Name OJ000310_38 . 0425 . C25 . ol . gs 

Start. 2010 

GI none 

Exons 2010.. 2809, 
4898. .4977 



2833.. 3174, 4138. 



Seq. ID 

Strand 
.End 

Method 

End 

Score 
.4297, 



OJ000310_ 
■f 

4986 , 
GENSCAN 
. . 4 977 
.48 ' 
4397 . .4513, 



38.0425.C25 



4609. .4802, 



Seq. No. 58166 
Gene No. 121587 
Start 2010 

Name . . OJ000310_38 . 0425 . C25 . ol . np 
Start 2103 
GI 6648208 
Exons 2103.. 2926, 2966.. 3174, 

4609. .4802, 4898. .4986 



Seq. ID OJ000310_38.0425.C25 

Strand + 

End 4 98 6 

Method AAT/NAP 

End 4986- 

Score 1715 
3875. .4039, 4138. .4303, 4397. .4513, 



58547- 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC013483) putative phosphatidylinositol-4-phosphate 5-kinase 
[Arabidopsis thaliana] 



58T66 Seq. ID 

121587 Strand 
2010 End 
OJ000310_38 . 0425 . C25 . o2 . tm Method 
2177 End 
none Score 

2177.. 2362, 2178. .2585, 2183. .2362, 2186 

2252.. 2365, 2385.. 2696, 2429.-2599, 2438 

2448. .2615, 2459. .2593, 2459. .2590 



OJ000310_38.0425.C25 
+ 

4986 

TBLASTX; Maize 
2696 
285 

2359, 2247.. 2618, 
2587, 2438.. 2515, 



Seq. No. ' 58166 Seq. ID 

Gene No. 121587 Strand 

Start 2010 End 

Name OJ000310_38 . 0425 . C25 . o2 . ts Method 

Start 2177 End 

GI none . Score 

Exons 2177.. 2311, 2178.. 2585, 2180.. 2359, 2183 

2325. .2690, 2426. .2590, 2438. .2584, 2444 

2583. .2717 



OJ000310_38.0425.C25 
+ 

4986 

TBLASTX : Soybean 
2717 
377 

2359, 2238.. 2615, 
2584, 2445. .2696',- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58166 

121587 

2010 

OJ000310_38.0425.C25.ol.tc 

2178 

none 

2178. .2282, 2180. .2230, 2181. 
2187. .2609, '2189. .2359, 2189. 
2358.-2696, 2417. .2596, 2435. 
3872.. 4036, 3873.. 4040, 3927. 
4150. .4311, 4357. .4497, 4364. 
4624. .4803, 4896. .4976, 4910. 

58166 

121587 

2010 

OJ000310_38 . 0425 . C25 . ol . tw 

2183 

none 

.2183.-2368, 2183 .. 2368, .2184 . 
2231.. 2365, 2232.. 2618, 2300. 
2435.-2584, 2435.-2578, 2438. 



Seq. No.. 58166 

Gene No. 121587 

Start 2010 

Name OJ000310_38 . 0425 . C25 . ol . ts 

Start 3876 

GI none 

Exons 3876.. 4040, 3881.. 4036, 4136. 
4394. .4435 



Seq. ID OJ000310_38.0425.C25 

Strand + : " • 

End 4 98 6 

Method TBLASTX : Cress 

End 4 97 6 

Score 96 .- 
.2231, 2183.'. 2344, 2184.. 255.8, 
.2356, 2216. .2359, 2232. .2696, 
.2596, 2438.-2599, 3101. .3175, 
.4037, 4136. .4327, 4142. .4306, 
.4513, 4394. .4507, 4611. .4769, 
.4972. 

Seq. ID OJ0003l.0_38. 042.5. C25- 

Strand + • ' ** 

End 4 98 6 

Method TBLASTX : Wheat 

End 2696 

Score 194 

.2372, 2187. .257 9, 2204. .2368, 
.2368, 2301. .2696, 2426. .2596, 
.2584, . 2505. .2696 . : - 

Seq. ID OJ000310_38 .0425.C25 

Strand + 

End 4986 

Method TBLASTX: Soybean 

End 4435 

Score 204 

.4327, 4150. .4308, 4172. .4309, 



Seq. No. 
Gene No. 



58166 
121587 



Seq. ID OJ000310_38.0425.C25 
Strand + 



58548 




Start 


2010 








End 


4986 


Name 


OJ000310_38 


. 0425 


.C25.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3909 








End 


4279 


GI 


none 








Score 


130 


Exons 


3909 . .404 0/ 


O A A C 

394 5 . 


. .4 040, 


3958 . 


.4041, 4136. .4279, 4144. .4278 


Seq. No. 


58166 








Seq. ID 


OJ000310_38.0425.C25 


Gene No. 


121587 








Strand 


+ 


Start 


2010 








End 


4986 


Name 


OJ000310_38 


.0425, 


.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4280 








End 


4976 


GI 


none 








Score • 


36 


Exons 


4280 . . 4312, 


4377 , 


. . 4 4 84, 


4394 . 


.4513, 4394. .4507, 4396. .4509, 




4 606 . .4 800, 


4 607 . 


. .4 801, 


4 608 . 


.4802, 4608.. 4802, 4624. ,4803> 




4895 . . 4 975 , 


4 896. 


. . 4 976 








Seq. No. 


58166 








Seq. ID 


OJ000310_38.0425.C25 


Gene No. 


121587 








Strand 


+ 


Start 


2010 








End 


4 98 6 


Name 


OJ000310_38 


. 0425 . 


,C25.o3 


. ts 


Method 


TBLASTX : Soybeari 


Start 


4597 








End 


4973 


GI 


none 








Score 


222 


Exons 


4597 . . 4803, 


4 624 . 


. . 4794, • 


4899. 


.4973, 4907. .4972 


Seg. No. 


58167 








Seq. ID 


OJ000310_38.0425.C26 


Gene No. 


. 121588 








Strand 


+ 


Start 


327 








End 


626 


Name 


OJ000310 38 


.042*5, 


X26.ol 


. np 


Method 


AAT/NAP 


Start 


327 








End 


614 


GI 


7488008 








Score 


306 


Exons 


327. . 614 













GI Descrip. phosphatidylinositol-4-phosphate 5-kinase homolog T3K9.2 - 
Arabidopsis thaliana gi | 6598479 |gb IAAC78530 . 2 | (AC005662) 
putative phosphatidylinositol-4-phosphate 5-kinase [Arabidopsis 
thaliana] 



Seq. No. 


58167 






*Seq. ID 


0 JO 0 0 3 1-0_3 8 ; .0 42 5, . C 2 6 


Gene No. 


121588 






Strand 


+ - v - ■ 


Start 


327 






End 


626 


Name 


OJ000310 


38.0425.C26.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


332 






End 


562 


GI 


none 






Score 


44 


Exons 


332. .400, 


333. .407, 399 


. .560, 


.405. .554 


, 412. .561, . 413. .562 


Seq. No. 


... 58167. ' 






Seq. ID 


.OJ000310_38 .04.25. C26 


Gene No. 


•121588 






Strand 


+ 


Start 


327 






End 


626 


Name 


OJ000310 


38.0425.C26.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


344 






End 


604 


GI 


none 






Score • 


- 204 


Exons 


344. .400, 


437. .601, 438 


. . 602, 


455. . 604 




Seq. No. 


58167 






Seq. ID 


OJ000310_38.0425.Q26 


Gene No. 


121588 






Strand 


+ 


Start 


327 






' End 


626 


Name 


OJ000310 


38.0425.C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start • 


354 






End 


610 



58549 



GI 


none 




Score 


62 




Exons 


354. .407, 408. .608, 


413.. 610, 


419. .610 






Seq. No. 


58167 




Seq. ID 


*OJ000310_38*. 


0425/t26 


Gene No. 


121588 




Strand 


+ 




Start 


O O T 

327 




End 


l? O £L 

626 




Name 


OJ000310_38 . 04 25 . C26 


. ol-rgs 


Method 


GENSCAN 




Start 


363 




End 


62 6 




GI 


none 




Score 


.91 




Exons 


363 . . 626 










Seq. No. " 


58167 




Seq. ID 


OJ000310__38. 


0425. C26 


Gene No. 


121588 




Strand 


+ 




Start 


327 




End 


626 




Name 


OJ000310_38 . 04 25 . C2 6 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


425 




End 


611 




GI 


none 




Score 


224 




Exons 


425 . . 610, 426 . .611 










Seq. No. 


■■' 58168 




Seq f ID 


rti t rt rt rt ^ ^ rt - *~\ rt 

OJ000310 38. 


rt- A f~\ f /^i rt rt 

0425 . C28 


Gene No. 


121589 




Strand 


+ 




Start 


373 




End 


527 




Name 


y*\ tA rt rt. 1 /*\ ^ rt rt a rt r- y-i rt 

OJ000310 38.0425.C28 


. ol .gs 


Method 


GENSCAN 




Start 


373 




End 


527' 




GI 


none 




Score 


.79 - 




Exons 


373 . . 527 










Seq. No. 


58168 




Seq. ID 


OJ000310_38 . 


0425. C28 


Gene No. 


121590 




Strand 






Start 


1178 




End 


1275 




Name 


y-\ *y rt rt rt ^ rt rt rt j| rt 1— rt rt 

OJ000310 38.0425.C28 


. o2 . gs 


Method 


GENSCAN 




Start 


1178 




End 


1275 




GI 


none 




Score 


.83 




Exons 


1178 . . 1275 










Seq. No. 


ooioy 




Seq. ID 


OJ000310_38. 


0425. C29 


Gene No. 


121591 




Strand ' 


+ 




Start 


1 ' • ' 




End" ■ ■; 


2391 • 




Name 


OJ000310 38.0425.C29 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


2379 




GI 


6911866 




Score 


1251 




Exons 


1..31, 434. .658, 756 


. .921, 1014. .1130, 


1251. .1444, 


1527. .1658, 



GI Descrip. 



1727. .1775, 2077. .2379 

(AL138655) phosphatidylinositol-4 -phosphate 5-kinase-like 
protein . [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58169 

121591 

1 

OJ000310_38.0425.C29.ol.gs 
69 

none 



Seq. ID OJ000310_38.0425.C29 

Strand + 

End : 2391 

Method GENSCAN 

End 2391 

Score .75 



69. .71, 820. .921, 1014. .1130, 1251. .1444, 2094. .2391 



Seq. No. 
Gene No. 
Start 



58169 

121592 

4180 



Seq. ID OJ000310_38.0425.C29 
Strand 

End 11268 



58550 





Name 


OJ000310 38 


.0425.C29.ol 


• tc 


Method 


TBLASTX: Cress 




Start 


476 






End 


2376 




GI* 


none 






Score 


71 




Exons 


476. .646, 484. .552, 542 


. .655, 


546. .659, 


546. .656, 754. .924, 






772. .924, 1014. .1130, 1019. .1114, 1247. 


.1411, 1248. .1436, 






1527. .1613, 


1528. .1608, 


.2081. 


.2137, 2190.. 2375, 2191.. 2376, 






2194 . .2376 












Seq. No. 


58169 






Seq. ID 


OJ000310_38.0425.C29 




Gene No. 


121592 






Strand 






Start 


4180 






End 


11268 




Name 


OJ000310 38 


.0425.C29.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


542 






End 


2387 




GI 


.none 






Score 


147 




Exons 


542. .655, 546. .659, 754 


. .924, 


754 . . 924, 


1014. .1106, 1019. .li 






1244. .1360, 


1254. .1349, 


1359. 


.1433, 1564. .1620, 2101. .2166, 






2179. .2382, 


2193. .2387, 


2194 . 


.2367, 2199. .2369 




Seq. No. 


58169 






Seq. ID 


OJ000310_38.0425.C29 




Gene No. 


1215-92 






Strand 






Start 


4180 






End 


11268 




Name 


OJ000310 38 


.0425.C29.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


542 






End 


924 




GI 


non« .- 






Score 


135 




Exons 


542. .^558, 552. .659, ■ 754 


. .924, 


772'. .921, 




Dl , 

r: H 


Seq. No. 


58169 






Seq. ID 


OJ000310_38.0425.C29 




Gene No. 


121592 






Strand 






Start 


4180 






End 


11268 




Name 


OJOOO310 '38 


.0425.C29.ol 


tm 


Method 


TBLASTX: Maize 




Start 


1009 






End 


1762 




GI 


none 






Score 


196 




Exons 


1009. .1122, 


1010. .1126, 


1014. 


.1130, 1245. .1415, 1247. .1450, 






1248. .1439, 


1249. .1440, 


1250. 


.1474, -1526. .1609, 1527. .1634, 


~*4 




1528. .1635, 


1691. .1762 










Seq. No. 


58169 






Seq. ID 


Oj000310_38.0425.C29 


.* : =i 

v«£ 


Gene No . 


121592 






Strand 




L:Jf 


Start 


4180 






End 


11268 




Name 


OJ000310 38 


.0425.C29.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1517 






End 


2326 




GI 


none 






Score 


109 




. Exons 


1517. ;i'618, 


1528.. .1623,. 


1530 . 


.1613, 16.96. .1749,. 1703. .1753, 






1739.'. 1780, 


1739. .1789, 


2089. 


.2325, 2089.. 2325, 2090.. 2326 




Seq. No. 


58169 






Seq. ID 


OJ000310_38 . 0425 . C29 




Gene No. 


121592 






Strand 






Start 


4180 






End 


11268 




Name 


OJ000310 38 


.0425.C29.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2113 






End 


2375 




GI 


none 






Score 


403 




Exons 


2113. .2373, 


2113. .2373, 


2118. 


.2375 






..Seq. No. 


58169 






Seq. ID 


OJ000310_38.0425.C29 




Gene No. 


121592 






Strand 






Start 


4180 






End 


11268 




Name 


OJ000310 38 


.0425.C29.o2 


.gs 


Method 


GENSCAN 



58551 



Start 
GI 

Exons 



4180 - End 10809 

none Score .49 

4.180.. 4333, 4946. .5156, 5699. .5940, 5945. .6081, 6166. . 6303, 

6431. .6559, 7636.'. 7824, 8185. .8251, 8588. .8757, 10003 .. 10063, 
10760.. 10809 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58169 Seq. ID 

121592 Strand 

4180 End 

OJ000310_38 . 0425 . C29 . o3 . np Method 

4 95.4 End 

7485968 Score 



OJ000310_38.0425.C29 

11268 
AAT/NAP 
10090 
132 



4954. .5012, 5769. .5851, 8580. .8757, 9851. .9934, 10003. .10090 
hypothetical protein F22K18.220 - Arabidopsis thaliana 
gi I 4220532 |emb| CAA23005.il (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269308 | emb | CAB79368 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



Seq. No. ' . 58169 

Gene No. 121592 

Start 4180 

Name OJ000310_38 . 0425 . C29 . o2 . np 

Start , 5604 

GI 7438344 

Exons 5604.. 5765, 5866.. 6313, 6774. 
GI Descrip. 



OJ000310 38.0425.C29 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 

End 11268 
Method AAT/NAP 
End 6889 
Score 209 
.6889 

myb-related protein 1 - rice gi | 2605617 | dbj | BAA23337 . 1 | (D88617) 
OSMYB1 [Oryza sativa] 



58169 
121592 
4180 

OJ000310_38. 0425.C2 9.o3. ts 
6010 
none 

6010. .6072, 6165. .6221, 6220. .6315 



Seq. ID OJ000310_38.0425.C29 
Strand 

End 11268 

Method TBLASTX : Soybean 

End 6315 

Score 111 



Seq. No. 58169- 

Gene No. 121592 

Start 4180 

Name OJ000310_38 . 0425 . C29 . o3 . tm 

Start 7257 

GI none 

Exons 7257. .7316, 7308. .7457, 7330. 

7628. .7783, 7636. .7797. 



Seq. ID OJ000310_38.0425.C29 
Strand 

End 11268 

Method TBLASTX : Mai ze 

End 7 7 97 

Score 75 

.7557, 7.332.. 7484, 7390.. 7557, 



Seq. No. 58169 

Gene No. 121592 

Start 4180 

Name OJ000310_38 ? 0425 . C29 . o2 . ts 

Start 7381 

GI none 

Exons 7381.. 7548, 7421.. 7540 



Seq. ID OJ000310_38.0425.C29 
Strand 

End 11268 

Method TBLASTX : Soybean 

End 7548 

Score 7 6 



Seq. No. 58169 

Gene No. 121592 

Start 4180 

Name OJ000310 38 . 0425 . C29 . o5 . tm 



Seq. ID OJ000310_38.0425.C29. 
Strand 

End 11268 

Method TBLASTX : Mai ze 



58552 



Start 
GI 

Exons 



8175 End 11268 

none Score 94 

8175. .8249, 8178.-. 8249, 8183. .8251, 8183. .8251, 8185. .8253, 
8584. .8718, 8587. .8763, 8815. .8937, 8830. .8937, 8831. .8944, 
9848., 9937, 9850.. 9936, 10002 .. 10064 , 10003 .. 10062, 
10754. .10810, 10759. .10812, 10996 .. 1 1073, 10997 .. 11074 , 
11075. . 11152, 11077. .11154, 11127 11258, 11 127 .. 11261 , 
11158. .11268,- 11174. .11260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



58169 

121592 

4180 

OJ000310_38.0425.C29.o4. 

8686 

5057448 

8686. .8760, 8687. .8779, 
8839. .8934, 9847. .9936, 
10003. . 10062 . 
4220532/emb_CAA23005_ 2. 
[Arabidopsis thaliana] 



Seq. ID OJ000310_38.0425.C29 
Strand 

End 11268 
ts Method TBLASTX : Soybean 

End 10062 ' 

Score 51 
8690. .8788, 8830. .8934, 8831. .8944, 
9848..9937, 9851.. 9937, 10003 .. 10062 , 

0e-ll (AL035356) putative protein 



f LI 



*3 ~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58170 

121593 

637 

OJ000310_38.0425.C30.ol, 

627 

none 

627.. 725, 635.. 691, 637. 



ts 



Seq. ID 
' Strand 
End 

Method 

End 

Score 



OJ000310_38.0425.C30 
1411 

TBLASTX : Soybean 

844 

86 



.729, 715. .843,' 717. .767, 761. .844 



58170 
121593 
637 

OJ000310_38.0425.C30.ol. tm 
631 

none * 
631. .861, 636. .764, . 804. .863, 1104. .1199, 1104. .1199, 
1105. .1200, ; 1108. .1200 



Seq. ID OJ000310_38.0425.C30 
Strand 

End 1411 

Method TBLASTX : Maize 

End 1200 

Score 217 



Seq. No. 58170 Seq. ID 

Gene No. 121593 Strand 

Start 637 End 

Name OJ000310_38 . 04 25 . C30 . ol . gs Method 

.Start 637 End 

GI none • Score 

Exons ,637. .864, 1105... 1348 ...... 



OJ000310_38.0425.C30 

1411 
GENSCAN 
1348 
.67 



OJ000310 38.0425.C30 



Seq. No. 58170 Seq. ID 

Gene No. 121593 Strand 

Start ..637 End 1411 

Name OJ000310_38 . 0425 . C30 . ol . np Method AAT/NAP 

Start 657 End 1411 

GI 7485968 Score 263 

Exons 657.. 864, 1079.. 1411 

GI Descrip. hypothetical protein F22K18.220 - Arabidopsis thaliana • 
gi|4220532|emb|CAA23005.1| (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269308 | emb | CAB7 9368 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



58553 



OJ000310_38.0425.C30 
1411 

TBLASTX: Cress 
1377 
56 

1215, 1222. .1377, 1241. .1348 
OJ000310 38.0425.C30 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. No. 58170 
Gene No. 121593 
Start 637'-. 

Name OJ000310_38 . 0425 . C30 . ol . tc 

Start 11.04 
GI none 

Exons 1104.. 1199, 1105.. 1221, 1132. 

Seq. '"'No. 58170 
Gene No. 121593 
Start 637 

Name OJ000310_38 . 0425 . C30 . o2 . tm 

Start 1201 
GI none 

Exons 1201.. 1377, 1203.. 1349, 1204. 

Seq. No. 58171 
Gene No. 121594 
Start 1 

Name OJ000310_38 . 0425 . C31 . ol . np 

Start - 1 

GI ,7485968 

Exons ' 1. .27, • 103. .145, 464. .541, 647. .766, 862. . 1000 ■ ■• 
GI Descrip. hypothetical protein F22K18.220 - Arabidopsis thaliana 
gi | 4220532 | emb | CAA2 3005 . 1| (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269308 | emb | CAB7 9368 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 

End 

Score 



1411 

TBLASTX: Maize 

1378 

161 



,1377, 1241. .1378 



Seq. ID 
Strand - 
End 

Method 

End 

Score 



OJ000310_38.0425.C31 

1000 
AAT/NAP 
1000 
287 



Seq. No. 58171 

Gene No. 121594 

Start 1 

Name OJ000310_38 . 04 25 . C31 . ol . tm 

Start 52 

GI none ; 

Exons 52.. 177, 105.. 182, 261.. 326, 
645.-. 764, 646. .765 



Seq. . ID 

Strand 

End 

Method 

End 

Score 



OJ000310_38.0425.C31 
1000 

TBLASTX: Maize 

765 

118 



262. .327, -456. .542, 457. .543,- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



58171 

121594 

1 

OJ000310_38 .0425.C31.ol.gs 

107 

none 



Seq. ID OJ000310_38.0425.C31 
Strand 

End 1000 
Method , GENSCAN 
End .766 
Score .95 



107. .176, 270... 325, 4 6.4 . . 54 1,, 64.7 . . 766 



58171 

121594 

1 

OJ000310_38.0425.C31.ol.ts 

660 

none 



Seq. ID OJ000310_38.0425.C31 
Strand 

End 1000 

Method TBLASTX : Soybean 

End 1000 

Score 100 



660. .764, 661. .765, 661. .765, 863. .1000, 869. .934, 925. .999 



58172 

121595 

719 



Seq. ID OJ000310_38.0425.C32 
Strand + 
End 1591 



58554 



Name 


OJ000310_38 . 0425 .C32 . ol . gs 


Method 


GENSCAN 




Start 


719 


-End 


1591 




GI ♦ .. . 


"none 


Score 


.48 




Exons 


719.. 865,, 1226,-1591 








Seq. No. 


58173 


Seq. ID 


OJ000310_38. 


0425 


Gene No. 


121596 


Strand 


+ 




Start 


4 31 


End 


1578 




Name 


OJ000310_38 .0425.C34.ol.gs 


Method 


GENSCAN 




Start 


4 31 


End 


1578 




GI 


none 


Score 


.86 




Exons 


431. .1064, 1418. .1578 








Seq. No . 


58173 


Seq. ID 


OJ000310_38 . 


0425 


Gene No. 


121597 


Strand 






o tar l 




End 


1902 ' 




Name 


OJ000310 38.0425.C34.ol.gp 


Method 


AAT/GAP 




Start 


1821 


End 


1902 




GI " 


38012 1.R1084 '• 


Score 


101 




Exons 


1821. .1902 ' 








GI Descrip. 


'4097947/gb|U72255|OSU72255 2 


. Oe-23 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds ' 





Seq. No. 


58174 








Seq. ID 


OJ000310_ 


_38 . 


0425 


.C35 




Gene No. 


121598 








Strand 












Start 


247 








End • 


450 








T ' \ 


Name 


OJ000310 38 


.0425 


.C35.ol 


. gs 


Method 


GENSCAN 










Start 


247 








End 


450 










GI 


none 








Score 


.76 










Exons 


247. .450 




















Seq. No. 


58175 








Seq. ID 


OJ000310_ 


_38. 


0425 


.C36 




Gene No. 


121599 








Strand 


+ 








2 

x : =. 


Start 


509 








End 


963 










Name 


OJ000310 38 


.0425 


.C36.ol 


. gs 


Method 


GENSCAN 










Start 


509 








End 


963 








h : ib 


GI 


none 








Score 


.49 > 








3. . £ 
,™ 


Exons 


509.. 555, 596.. 635, 805 


. .963 












k'4 


Seq. No. 


58176 








Seq. ID 


OJ000310_ 


_38. 


0425 


.C37 




Gene No. 


121600 








Strand 


+ 










Start 


92 








End 


535 










Name 


OJ000310 38 


.0425. 


.C37.ol 


.gs . 


Method 


GENSCAN. 










Start 


92 








End 


535 










,'Gi ' ' 


■^'none 








Score- ■ 


.86. 










Exons 


92. .535 




















Seq. No. 


58176 








Seq. ID 


OJ000310_ 


_38. 


0425 


.C37 




Gene No. 


121601 








Strand 












Start 


1412 








End 


1513 










Name 


OJ000310 38 


.0425 


C37.o2 


.gs 


Method 


GENSCAN 










Start 


1412. 








End 


1513 










GI 


none * 








Score 


.73 










Exons 


1412. . 1468, 


1473 


.1513 
















Seq. No. 


58177 








Seq. ID 


OJ000310_ 


38. 


0425 


.C38 




Gene No. 


121602 








Strand 











58555 






Start 


1294 




End 


14 01 








Name 


OJ000310 38 . 0425 . C38 . ol 


. gs 


Method 


GENSCAN 








Start 


1294 




End 


1401 








GI 


none 




Score 


.72 








Exons 


1294 . . 1401 














Seq. No. 


58177 




Seq. ID 


OJ000310 38, 


. 0425 . 


C38 




Gene No. - 


121603 




Strand 










Start 


1348 




End 


1403 








Name 


OJ000310 '38.0425.C38.ol 


.np 


Method 


AAT/NAP 








Start 


1348 




End 


14 03 








GI 


5042454 




Score 


73 








Exons 


1348. .1403 














GI Descrip . 


(AC007789) putative polyprotein [Oryza 


sat iva ] 








Seq. No. 


58178 




Seq. ID 


OJ000310_38, 


.0425. 


C39 




Gene No. 


121605 




Strand 


+ 








Start 


1108 




End 


4248 








Name 


OJ000310 38.0425.C39.ol 


.gs 


Method 


GENSCAN 


V 






Start 


1108 




End 


4248 








GI 


none 




Score 


.7 








Exons 


1108. .2172, 2259. .2368, 


2463. 


.3270, 3328.-4248 






4^ 


i: 

Seq. No. 


58178 




Seq. ID 


OJ000310_38, 


..0425 . 


C39 




Gene. No. 


121605 




Strand 


+ 






::=. 

: E 


Start 


1108 




End 


4248 








^ Name 


OJ000310 38.0425.C39.ol 


.np 


Method 


AAT/NAP 






y 

H 


Start 


1108 




End 


4245 






:1 


GI 


7228456 




Score 


4457 






's? 


Exons 


1108. .4245 












4 


GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 






'4 


Seq. No. 


58178 




Seq. ID 


OJ000310_38. 


. 0425 . 


C39 




Gene No. 


121606 




Strand 


+ 






"i 


Start 


11016 




End 


12288 






— 


Name 


OJ000310 38.0425.C39.o4, 


.np 


Method 


AAT/NAP 








Start t 


11016 




End 


12288 








- GI 


7523512 




Score 


170 








Exons 


11016. .11050, 12166.. 12288 












GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


58178 




Seq. ID 


OJP00310_38. 


,0425. 


C39 




Gene. No.. 


121607 




Strand 










Start - 


4869 




End 


12827- ■ 








Name 


OJ000.310 38.0425.C39.o7. 


. tw 


Method 


TBLASTX: Wheat . • , 






Start 


2123 




End 


5483 








GI 


none 




Score 


77 








Exons 


2123. .2224, 4881. .5006, 


4885. 


.5007, 5173. .5481, 5193. .54 


83, 






5200. .5478 














beq . no . 


58178 




Seq. ID 


OJ000310_38. 


0425. 






Gene No. 


121607 




Strand 










Start 


4869 




End 


12827 








Name 


OJ000310 38.0425.C39.o2. 


.gs 


Method 


GENSCAN 








Start 


4869 




End 


12827 








GI 


none - 




Score 


.4 








Exons 


4869. .6389, 6487. .8595, 


8659. 


.10909, 11615. .11739, 


11884 


. . i: 



58556 



12713. .12827 





Seq. No. 


C O 1 *7 O 

DO 1 / O 








beq. lu 


OJUUUolU 3o.U425 


. Coy 




Gene No. 


LZ LOU 1 








btrana 








Start 


a o n c\ 








End 








Name 


UJUUUJ1U Jo 


. U4 z D 


. boy . oo 


. tm 


Method 


I BLASTX : Mai ze 






Start 


A G C C\ 

4 o by 








End 


5U12 






GI 


none 








Score 


lz b 






Exons 


4ooy . . ouiz , 


4 o / J 














C £± f-t 

oeq. ln o . 


58178 








Seq. ID 


OJ000310_38.0425 


.C39 




Gene No. 


121607 








Strand 








Start 


4869 








End 


12827 






Name 


OJ000310 38 


.0425 


.C39.o2, 


.np 


Method 


AAT/NAP 






Start 


4872 








End 


11018 






GI 


7228457 








Score 


9594 






Exons 


4872. .6422, 


6487 


. .7638, 


7761. 


.8595, 8659. .10591, 10653. 


.11018 




GI Descrip. 


(AP001366) 


Similar t.o Sorghum bicolor 


Gypsy-Ty3 type 








retrotransposon 


RetroSorl, polyprotein 


. (AF098806) [Oryza 






sativa] 
















beq. no. 


58178 








Seq. ID 


OJ000310_38.0425 


.C39 




Gene No. 


121607 








Strand 






L-'Ji 


Start 


4869 








End 


12827 






Name 


OJ000310_38 


. 0425 


.C39 . o3 , 


. tw 


Method 


TBLASTX: Wheat 






Start 


5484 . 








End 


5865 




^ ' - 


GI 


none 








Score 


173 




FU 


Exons 


5484. .5864, 


5515 


. .5763, 


5523. 


.5861, 5809.. 5865 




Ss'dF 
^ 'a? 


beq. no. 


58178 








Seq. ID 


OJ000310_38.0425 


.C39 




Gene No. 


121607 








Strand 






FU 


Start 


4869 








End 


12827 






Name 


OJ000310 38 


.0425 


.C39.o2. 


. tm 


Method 


TBLASTX: Maize 




= 


btart 


5670 








End 


6002 






GI 


none 








Score 


97 




"si 


Exons 


5670. .5882, 


5679 


. .6002, 


5692. 


.5985 






L Li. 


Seq. No. 


58178 








Seq. ■ ID 


OJ000310_38.0425 


.C39 


w 


bene no . 


121607 








Strand 








Start 


4869 








End 


12827 






Name 


OJ000310 38 


.0425 


.C39.o4. 


,tw 


Method 


TBLASTX: Wheat 






Start 


6508 








End 


9965 






bl . 


none 








Score 


86 






Exons 


6508. .6657, 


*6509 


. .6646, 


6691. 


.6942, 6692. . 6877, 674 5'. .6966, 






. 9912... 9965 
















Seq. No. 


58178 








Seq. ID 


OJ000310_38.0425 


.C39 




Gene No . 


121607 








Strand 








Start 


4869 








End 


12827 






Name 


OJ000310 38 


.0425 


.C39.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


7567 








End 


7938 






GI 


none 








Score 


90 






Exons 


7567. .7938, 


7778 


. .7921 












Seq. No. 


58178 ' 








Seq. ID 


OJ000310_38.0425, 


.C39 




Gene No. 


121607 








Strand 








Start 


4869 








End 


12827 





58557 




Name 


OJUUU j IU jo . 


U4 ZD 


. Ljy . oz 


. tw 


Method 


l biiAo i a : wneat 




Start 


/ o y / 








bna 


oo bU 




GI 


none 








Score 


jU4 




Exons 


1 c; Q*7 Qf|1 ^ 


/.bu 4 


. . o U 1 / , 


QQA1 

oo U 1 . 


. o o bu 






Seq. No. 


58178 








Seq. ID 


OJ000310_38.0425 


.C39 


Gene No. 


121607 








Strand' 






Start 


h o by 










lzoz f 




Name- 


UJUUU jIU jo . 


UfiZD 


. Ljy . o j 


4- _ 

. tm 


Method 


i d LiAo i a : Ma i z e 




Start 


/ oyu 










O U / 4 




GI 


none 








Score 


Z JU 




Exons 


"7 can om ^ 
/ oyu . . ou / j , 


/ /uy 


. . 0 U / 4 










Seq. No. 


58178 " 








Seq. ID 


OJ000310_38.0425 


.C39 


Gene No. 


121607 








Strand 






Start 


A Q a Q 

h o by 










IzoZ / 




Name 


UJ UUU JlU jo . 


Ufl Z D 


. toy . oi 


. r.m 


Method 


i b itAo i a : Ma i z e 




Start 


o 1U1 








hna 


O 4 D / 




GI 


none 








Score 


Iz 4 




Exons 


o 1U1 . . o4Ub, 


q 1 n i 
o IU I 


Q / c: "7 
. . o4 D / , 


Q1 1 1 


Q/l AA 

. o 4 Z Z 






Seq. No. 


58178 








Seq. ID 


OJ000310_38.0425 


.C39 


Gene No. 


121607 








Strand 






Start 


4oby 








End 


12827 




Name 


(JJ UUU jIU jo . 


U4 ZD 


l jy . oi 


4- T T 

. tw 


Method 


TBLASTX: Wheat - 




Start 


oIzd 








End 


8588 




GI 


none 








Score 


202 




Exons 


o Izo . . oDo b, 


olol 


. odo b , 


Q1 OA 

o 1 JZ . 


.8587, 8145. .8588 




Seq. No. 


-58178 








Seq. ID 


OJ000310_38.0425 


.C39 


Gene No. 


121607 








Strand 






Start 


4 o by 








End 


12827 




Name 


UJUUU J1U jo . 


aji ot; 
U4 ZD 


Ljy . oz 


. t.s 


Method 


TBLASTX : Soybean 




Start 


Q1 QO 

o loz 








End 


8547 




GI 


none 








Score 


120 




Exons 


o loz . . ojlb, 


O JZ J 


. OD4 / 










Seq. No. 


58178 








Seq. ID 


OJ000310_38.0425 


.C39 


Gene No. 


121607 








Strand 






Start 


A Q 

h o by 








End 


12827 




Name 


UJUUU JlU jo . 


Ayi AC 

U4ZD 


Ljy . OD 


. tw 


Method 


TBLASTX: Wheat 




Start 


nor/; 

oobb 








End 


9238 




GI 


none 








. Score 


128. ..' 




Exons 


.oobb. . yzo /, 


oo / b 


QA / O 

. y u 4 j , 


A1 A1 

y i u i . 


;9238" 






Seq. No . . 


DO 1 / O 








Seq. ID 


' OJ000310_38.0425 


. c j y 


Gene No. 


121607 








Strand ■ 






Start 


4869 








End 


12827 




Name 


OJUUU jIU jo . 


0425 


C39.o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


y y / j 








End 


10525 




GI 


none 








Score 


95 




Exons 


9973. .10230, 


10007. .10246, 10213. . 10311, 102 14 .. 10306, 






10318. .10365 


, 10' 


190. .10525 








Seq. No. 


58178 








Seq. ID 


OJ000310_38.0425 


.C39 


Gene No. 


121607 








Strand 






Start 


4869 








End 


12827 





58558 



Name 

Start 

GI 

Exons 



OJ000310_38.0425.C39.o4 . tm 

10075 

none 

10075. .10323, 10076.. 10321 



Method TBLASTX: Maize 
End 10323 
Score 91v 



Seq. No. 58178 Seq. ID 

Gene No. 121607 Strand 

Start 4869 End 

Name OJ000310_38 . 0425 . C39 . o3 . np . Method 

Start 11247 End 

GI 5042454 Score 

Exons 11247. .11307, 11703. .11867 . 

GI Descrip. (AC007789) putative polyprotein [Or-yza sativa] 



OJ000310_38.0425.C39 

12827 
AAT/NAP 
11867 
170 



Seq. No. 58179 Seq. ID 

Gene No. 121608 Strand 

Start 435 End 

Name OJ000310_38 . 0425 . C40 . ol . gs Method. 

Start " 435' End 

GI none Score 

Exons 435.. 476, 2066.. 2215 



OJ000310_38.0425.C40 
+ 

2215 
GENSCAN 
2215 
.85 



Seq. No. 58179 Seq. ID 

Gene No. 121609 Strand 

Start 2673 ^: "■ End 

Name OJ000310_38 . 0425 . C40 . o2 . gs Method 

Start 2673 End 

GI none Score 
Exons 



OJ000310_38.0425.C40 
+ 

•5626 
GENSCAN 
5626 
.57 



2673. .3371, 3561. .3629, 4941. .5022, 5436. .5626 



Seq. No. 58180 

Gene No. 121610 

Start 131 

Name OJ000310_38 . 04 25 . C4 1 . ol . gs 

Start 131 

GI none 
Exons 



Seq. ID OJ000310_38.0425.C41 

Strand + 

End 2796 

Method GENSCAN 

End 2796 

Score . 45 . 



131.. 315, .630.. 763, 990 1061, 2 693 .. 2796 



Seq. No. ■ 58181 Seq. ID 

Gene No. ' 121611 Strand 

Start 285 End 

Name OJ000330_38 . 0420 . CI . ol, gs Method 

Start . 285 . End . 

GI none . "Score 

Exons 285... 378, .1325 ... 1.435, .2246. .2439 



OJ000330__38.0420.C1 
+ 

2439 
GENSCAN 
2-4 39 . . 
.53 



Seq. No. 58182 

Gene No. 121612 

Start 4691 

Name OJ000330_38 . 0420 . C2 . o2 . np 

Start 4691 

GI 188864 

Exons 4691. .4802, 5372. .6085, .6216. 
GI Descrip. (M74027) mucin [Homo sapiens] 

Seq. No. 58182 

Gene No. 121612 



Seq. ID OJ000330_38. 0420.C2 

Strand + 

End 8412 

Method AAT/NAP 

End 8412 

Score 219 

.6300, 6462. .6567, 8394. .8412 



Seq. ID OJ000330_38.0420.C2 
Strand + 



58559 



Start 
Name 

Start . . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4691 

OJ000330_38 . 0420 . C2 . o2 . gp 
5293 

uC-osroM202030f09al 
5293. .5819 

•3980397 9.0e-34 (AC004561) 
[Arabidopsis thaliana] 1 

58182 

121613 

4948 

OJ000330_38.0420.C2.ol.gp 
4687 

61499_1.R1084- 
4687. .5180 

'3980397 5.0e-17 (AC004561) 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



8412 
AAT/GAP 
5819 
954 



putative protein phosphatase 2C 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_38.0420.C2 

7802 
AAT/GAP 
5180 
913 



putative protein phosphatase 2C 



OJ000330 3.8. 0420. C2 



Seq. No. 58182 * Seq. ID 

Gene No. 121613 Strand 

Start 4948 End 

Name O,J000330_38 . 0420 . C2 . ol . tc Method 

Start 4816 End 

GI none * Score 

Exons 4816.. 4914, 4963.. 5052, 4970.. .5062, 5018.. 5296, 5071 

5116. .5313, 5363..S464, 5467. .5502, 5515. .5562, 5617 

5618.. 5692, 5734.. 5799, 5750.. 5800 



7802 

TBLASTX: Cress 

5800 

75 



5484, 
5691,- 



'Seq. No. 58182 ^ Seq. I'D 

Gene. No. 121613 ' Strand 

Start 4948 End 

Name OJ000330_38 . 0420 . C2 . o2 . gs Method 

Start 4948 • End 

GI none Score 

Exons 4948.. 5766 



OJ000330_38.0420.C2 

7802 
GENSCAN 
5766 
.92 



Seq. No. 58182 *' . 

Gene No. 121613 

Start 4948 

Name OJ000330_38 . 0420 . C2 . ol . np 

Start 4963 

GI 3980397 

Exons 4 963. .6039 ... . . , 

GI Descrip. (AC004561) putative protein phosphatase 2C [Arabidopsis 
thaliana] 



Seq. TD OJ000330_38- r 0420 . C2 
Strand 

End 7802 

Method AAT/NAP 

End 6039 

Score 800 



Seq. No. 58182 

Gene No. 121613 

Start 4 94 8 

Name OJ000330_38 . 04 20 . C2 . ol . ts 

Start 4963 

GI none 
Exons 



Seq. ID OJ000330_38.0420.C2 
Strand 

End . 7802 

Method ' TBLASTX : Soybean 

End 5493 

Score 60 



4963. .5067, 4970. .5068, 5071. .5493, 5075. .5293, 5119. .5304, 
5363.. 5455 



Seq. No. 
Gene No. 



58182 
121613 



Seq. ID OJ000330_38.0420.C2 
Strand 



58560 



Start 
Name 
Start 
GI 

Exons 



4 94 8 'End 
OJ000330_38 . 0420 . C2 . ol . tm Method 

5071 * . End ' . 
none Score 
5071. .5400, 5072."\5395 



7802 

TBLASTX: Maize 

5400 ■ 

270 



Seq. No. 58182 Seq. ID 

Gene No. 121613 Strand 

Start. 4948 End 

Name OJ000330_38 . 0420 . C2 . ol . tw Method 

Start 5071 End 

GI ' none Score 

Exons 5071.. 5400, 5072.. 5395 



OJ000330_38.0420.C2 
7802 

TBLASTX: Wheat 

■5400 

261- 



Seq. No. 58182 

Gene No. 121613 

Start 4948 

Name OJ000330_38 .04 20 . C2 . o2 . tm 

Start 5617 

GI l ' none 

Exons 5617 
7704 



OJ000330 38. 0420. C2 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

5724, 5618. .5767, 5713. .5829, 5714. .5830, 7519. .7602, 
7802 



7802 

TBLASTX : Maize 

7802 

133 



Seq. No. 58182 Seq. ID 

Gene No. 12161-3 Strand 

Start 4 94 8 End 

Name OJ000330_38 . 0420 . C2 . o3 . gp Method 

Start 5819 End 

GI none Score 

Exons 5819.. 6092 



OJ000330_38.0420.C2. 

7802' 
AAT/GAP 
6092 
548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



58183 Seq. ID 

121614 Strand - 

1 End 870 

OJ000330_38 . 0420 .C6 . ol .np Method AAT/NAP 

1 End 870 

4 680204 ' - Score 437 

1..870 

(AF114171) hypothetical protein [Sorghum bicolor] 



OJ000330 38. 0420. C6 



58183 Seq. ID 

121614 Strand 
1 . End 
OJ000330_38.0420.C6.ol.tw ' . Method 
5. . • . , End . 

none Score 

5. .244, 12. .245 



OJ000330_38.0420.C6 
870 

TBLASTX: Wheat 

245. 
103 



Seq. No. 58184 Seq. ID 

Gene No. 121615 ' ; Strand 

Start 1 End 

Name OJ000330_38 . 0420 . C7 . ol . np Method 

Start 1 End 

GI 6742729 ' ' Score 

Exons 1..34, 251. .1222 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



OJ000330_38.0420.C7 

1222 
AAT/NAP 
1222 
1481 



58561 



Seq. No. 58184 Seq. ID 

Gene No. 121615 Strand 

Start 1 End 

Name OJ000330_38 . 0420 . C7 . ol . gs " Method 

•Start . 280 * End 

GI none. Score 

Exons 280.. 1125 



OJ000330_38.0420.C7 

1222 
GENSCAN 
1125 
.7 - 



Seq. No. 58184 ' Seq. ID 

Gene No. 121615 Strand 

Start 1 End 

Name OJ000330_38 . 0420 . C7 . o2 . tw Method 

Start 283 End 

GI none Score 

Exons 283.. 564, 284.. 565 



OJ000330_38.0420.C7 
1222 

TBLASTX : Wheat 

565 

267 





O rt M y— v 

seq. no. 


C Q 1 O A 
JO 10 H 




Seq. ID 


UJUUUooU ocf.U^^U 


. C / 




Gene No. 


121615 




Strand 








Start 


1 - ' • . 




End 


1222 






Name 


OJUUUooU oo.U4z(J.C/. 


ol . tm 


Method 


TBLASTX : Maize 






Start 






End 


DDI 






GI 


none 




Score 


inn 

iuy 






Exons 


oqq cci OQH c; c; r\ 
ioy. . ODi, zyU , . DDL) 






< 




. % 


C rt 1S.7 rt 

Seq. No. 


c; Q 1 O A 

Do lo4 




Seq. ..ID 


OJUUUojU oo.U4zU, 


. C / 


rPI 


Gene No.. 


121615 - 




■ Strand • 








btart 


1 




End 


1222 




i*y 


Name 


OJ000330 38. 0420. C7. 


ol . tw 


Method 


TBLASTX: Wheat 




*s : == 


Start 


566 




End 


1015 




L La 




none 




Score 


108 






Exons 


566. .691, 568. .690, 


724. .966 


, 770. .946 


, 952.. 1014, 965., 


.1015 


i y 


O rt « M rt 

Seq. No. 


58185 




Seq. ID 


OJ000330_38.0420, 


.C10 


3 


Gene No . 


121616 




Strand 


+ 




fri 


Start 


1 




End 


3558 




i ; 5 


Name 


OJ000330 38. 0420. C10 


. ol . np 


Method 


AAT/NAP 




|_ ;S_" 


Start 


1 ' ' ' 




End " 


3558 




%3 


GI 


5852172 




Score* 


130 ' 






Exons 


1..110, 3382. .3429, 


3469.. 3558 






L 


GI Descrip. 


(AL117265) zhb0002.1 


[Oryza 


sativa] 








Seq. No. 


58185 




Seq. ID 


. OJ000330_38.0420, 


.C10 




Gene No . 


121617 




Strand 








Start 


3364 




End 


3667 






Name 


OJ000330 38. 0420. C10 


-ol.gp 


Method 


AAT/GAP . 






Start 


3364 




End 


3667 






GI 


427610 




Score 


412 






Exons 


3364. .3417, 3457. .3667 










GI Descrip. 


5852172/emb|CAB55410 


.11 4.0e 


-11 (AL117265) zhb0002.1 [Oryza 






sativa] 












Seq. No. 


58186 




Seq. ID 


OJ000330_38.0420. 


,C12 




Gene No. 


121618 




Strand 








Start 


186 




' End 


730 • 






Name 


OJ000330 38.0420.C12 


. ol . gs 


Method 


GENSCAN 






Start 


186 




End 


730 






GI 


none 




Score 


.88 





58562 



Exons 



186. .455, 527. .730 



Seq, f . No. 

Genei - No. 

Start 

Name 

Start 

GI 

Exons 



58187 „. Seq. ID 
121619 ■:. • Strand 
4 69 End 
OJ000330_38.0420.C15.ol.gs Method 
4 69 End 
none S.core 



OJ000330_38.0420.C15 
+ 

2756 
GENSCAN 
2756 
.9 



469. .602, 861. .884, 1059. .1295, 2324. .2756 



Seq, No. 58187 Seq. ID 

Gene No. 121619 Strand 

Start 469 End 

Name OJ000330_38 . 0420 . C15 . ol . np Method 

Start 1075 End 

GI 7438432 Score 

Exons 1075.. 1295, 2324.. 2753 

GI Descrip. GTP-binding protein - garden pea gi | 30374 2 | dbj | BAA021 12 . 1 1 
(D12544) GTP-binding protein [Pisum sativum] 
gi I 738936 | prf | I2001457D GTP-binding protein '[ Pisum sativum] 



OJ000330_38.0420.C15 
+ 

2756 
AAT/NAP 
2753 
983 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58187 

121.620 

4329 

OJ000330_38. 

1071 

none 

1071. .1298, 
2322. .2666, 



042.0. C15.ol.tc 



1072. 
2708. 



.1296, 
.2749, 



2315. 
2709. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2491, 
.2756 



OJ000330_38.0420.C15 
8075 

TBLASTX: Cress .. 
2756 ■ 
336 

2319.. 2645, 2321.. 2665, 



Seq. No. 58187 

Gene No. 121620 

Start 4329 

Name OJ000330_38 . 0420 . C15 . o2 . tm 

Start 1074 

GI . none 

Exons 1074. .1298, . 1075. .1296,' 1254, 



Seq. ID OJ000330_38.0420.C15 
Strand 

End 8075 

Method TBLASTX : Mai ze 

End 1298 

Score 371 
.1298 



Seq. No. 58187 

Gene No. 121620 

Start 4329 

Name OJ000330_38 . 0420 . C15 . o2 . tw 

Start ,1078 . 

GI * none 

Exons 1078.; 1242, 1110... 1229 



Seq. ID OJ000330_38 .0420.C15 
Strand 

End 8075 

Method TBLASTX : Wheat 

End .1242, 

Score 235 ' 



Seq. No. 58187 

Gene No. 121620 

Start 4329. 

Name OJ000330_38 . 0420 . C15 . ol . ts 

Start 1080 

GI none 

Exons 1080.. 1298, 1081.. 1296, 2318. 

2334.. -2786, 2440.. 2793 



Seq. No. 
Gene No. 



58187 
121620 



Seq. ID OJ000330_38.0420.C15 
Strand 

End 8075 

Method TBLASTX : Soybean 

End 2793 

Score 350 

.2497, 2321. .2749, 2322. .2762, 



Seq. ID OJ000330_38.0420.C15 
Strand 



58563 




Start 


4329 








End 


8075 




Name. 


OJO-00330 38 


. 0420 


. C15 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


124 3 








End 


2734 




GI 


none 








Score 


56 




Exons 


1243 . . 1296, 


2321 


. .2491, 


2321 . 


.2734, 2322.. '2732, 2323..2733 ; 


Seq. No. 


■ 58187 








Seq. ID 


OJ000330_38.0420 


-C15 


Gene No. 


121620 








Strand 


- 




Start 


4329 








End 


8075 




Name 


OJ000330_38 


. 0420 


. CI 5 :ol . 


tm 


Method 


TBLASTX: Maize 




Start 


2357 








End 


2708 




GI 


none 








Score 


588 




Exons 


2357 . . 2707 , 


2358 


. . 2708 , 


2361 . 


.2708 






Seq. No. 


58187 








Seq. ID 


OJ000330_38.0420 


.C15 


Gene No. 


121620 








Strand 






Start 


4329 








End 


8075 




Name 


OJ000330_38 


.0420 


. C15 . o2 . 


gs 


Method 


GENSCAN 




Start • 


4329 








End-- 


8075 




GI 


none 








Score 


. 69 




Exons 


4329 . .4 964, 


5048 


. .5200, 


677 9 . 


.6868, 7661. .7803, 7994. .8075 


Seq. No'. 


58187 








Seq. ID 


OJ000330_38.0420 


.C15 


Gene No. 


121620 








Strand 






Start 


4329 








End 


8075 




Name 


OJ000330_38 


.0420 


,C15.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


.4449 








End 


4598 




GI 


none 








Score 


108 




Exons 


4449. . 4598, 


4450 


. . 4563, 


4482 . 


.4568 






Seq. No. 


58187 








Seq. ID 


OJ000330_38.0420 


.C15 


Gene No. 


121620 








Strand 






Start 


4329 








End 


8075 




Name 


OJ000330_38 


. 0420 


,C15.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4491 








End 


5209 




GI 


none 








Score 


130 




Exons 


4491 . . 4628, 


4 677 


. . 4*8 02 > 


4842 . 


.4958, 5048. .5209 




Seq. No. 


58188 








Seq. ID 


OJ000330_38.0420 


,C1"6 


Gene No. 


121621 








Strand 


+ 




Start 


1 








End 


365 




Name 


OJ000330_38 


.0420 


.C16.pl. 


gp 


Method 


AAT/GAP . 




Start ... 


1 








End 


365 




GI 


none 








Score. 


694 




Exons 


1 . . 365 














Seq. No. 


58188 








Seq. ID 


OJ000330_38.0420 


.C16 


Gene No. 


121621 








Strand 


+ 




Start. : 


1 








End 


365 




Name 


OJ000330 38 


. 0420 


. C16 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


206 




GI 


none 








Score 


298 




Exons 


1..192, 2.. 


187, 


3. .206 










Seq. No. 


58188 








Seq. ID 


OJ000330_38.0420 


.C16 


Gene No. 


121621 








Strand 


+ 




Start 


1 








End 


365 





58564 




Name 


OJ000330 38.0420.C16, 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


187 


GI 


none 




Score 


82 


Exons 


1..60, 2. .61, 67. .183, 68. 


.187 




Seq. No. 


58189 




Seq. ID 


OJ000330 38.0420.C18 


Gene No. 


121622 




Strand 


- 


Start 


319 




End 


1539 


Name 


OJ000330 38.0420.C18. 


ol . gs 


Method 


GENSCAN 


Start 


319 




End 


1474 


GI 


none 




Score 


. 75 


Exons 


319. .403, 932. .1110, 


1197. 


.1305, 1389-- 


.1474 


Seq. No. 


58189 




• Seq. I'D 


OJ000330 38.0420.C18 




121622 




Strand 




Start 


319 




End 


1539 


Name 


OJ000330 38.0420.C18. 


ol.gp 


Method 


AAT/GAP 


Start 


629 




End 


1254 


GI 


21459 2.R1084 




Score 


.800 


Exons 


6.29. .852, 932. .1110, 


1197. 


.1254 




GI Descrip. 


M512653/gb|AAD21708. 


1| 5. 


0e-30 (AC007048) unknown protein 



[Arabidopsis thaliana] 1 



Seq. ID OJ000330_38.0420.C18 

Strand - ■ 

End 1539 

Method AAT/GAP 

End 1539 

Score 77 9 
, 1197. .1305, 1389. .1539 
100 (AC007048) unknown protein 



U Seq. No. 58189 

i3 Gene No. 121622 - 

fh Start v ' 319 

l\< Name OJ000330J38 . 0420 . C18 . o2 . gp 

12 Start 711 

H GI 21459_1.R1084 

l;j Exons 711.. 746, 780.. 852, 932.. 1110 

W GI Descrip. » 4 512 653/gb | AAD21708 . 1 | l.Oe- 

fll [Arabidopsis thaliana] ' 



|!= 5 


Seq. No. 


58189 






Seq. ID 


OJ000330_38.0420 




Gene No. 


121622 






Strand 




;: =l 


Start 


319 






End 


1539 




Name 


OJ000330 38 


.0420.C18.ol. 


tc 


Method 


TBLASTX: Cress 


: =, 


Start 


756 






End 


1501 




GI 


none 






Score 


125 




Exons 


756. .854, 910. .1137, 921 


...1112, 931.. 


1122, 1189.. 1305, 






1197. .1301, 


1388. .1501, 


1389. . 


,1481 






. Seq. No. 


. 5818 9 . 






Seq. ID 


OJ.000330_38.04 20 




Gene No. 


121622 






Strand 






. Start 


319. . 






■End . 


1539 .. 




Name 


OJ000330 38. 


.0420.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


780 






End 


1480 




GI 


none 






Score 


89 




Exons 


780. .854, 7E 


34. .861, 922. 


.1113, 


931. .1131, 1067. .1123, 






1177. .1305, 


1197. .1313, 


1197. . 


1313, 1369. .1455,' 1388. . 1- 






1389. . 1475 












Seq. No. 


58189 






Seq. ID 


OJ000330_38.0420 




Gene No. 


, 121622 






Strand 






Start 


319 






End 


1539 




Name 


OJ000330 38. 


.0420.C18.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


780 






End 


1501 



58565 



GI 

Exons 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score T 52. 

780. .854, 783. .836, 796. .861, 925 .. 1113, 926 .. 1111, 931. .1122, 
933. .1142, 1177. .1320, 1197. .1301, 1388. .1501, 1389. .1475 



58189 

121622 

319 

OJ000330_38.0420.C18 .ol.np 
783 

4512653 



Seq. ID OJ000330_38.0420.C18 
Strand 

End 1539 

Method AAT/NAP 

End 1539 

Score 560 



783. .852, 932. .1110, 1197. .1305, 1389. .1539 

(AC007048) 26S proteasome regulatory subunit S2 [Arabidopsis 
thaliana] 



Seq. No. 58190 

Gene No. 121623 

Start 1 

Name OJ000330_38 . 0420 . C19-. ol . gp 

-Start 1 

GI *12084_1.R1084 

Exons 1..100, 433.. 600, 692.. 794 

GI Descrip. 1 3786006 4.0e-51 (AC005499) hypothetical protein [Arabidopsis 
thaliana] • 



Seq. ID OJ000330_38.0420.C19 
Strand 

End 2613 

Method AAT/GAP - 

End 7 94 

Score 626 



Seq.. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58190 

121623 

1 

OJ000330_38.0420.C19.ol.np 
1 

3786006 



Seq. 'ID OJ000330_38.0420.C19 
Strand 

End 2613 
Method AAT/NAP 
End 2613 
Score 837 

1..100, 433. .600, 692. .928, 1235. .1554, 2451. .2613 

(AC0054 99) methylenetetrahydrof olate dehydrogenase [Arabidopsis 

thaliana] 



Seq. No. 

Gene -No . 

Start 

Name 

Start 

GI 

Exons 



58190 
121623 

1 * 

OJ000330_38.0420.C19.ol.tc 
14 



Seq. ID OJ000330_38.0420.C19 
Strand 

'End 2613 
Method TBLASTX : Cress 
End 1519 
none Score 62 

14 . .82, 15. .83, 457. . 603, 464. .613, 482. .610, 692. .937, 
693.. 881, 797.. 928,. 1238.. 1519, .1239.. 1514 



Seq. No. 

,Gene No. 

Start 

Name 

Start 

GI 

Exons 



58190 

12L623 

1 

OJ000330_38.0420.C19.ol.ts 
14 

none 



Seq. ID OJ000330_38.0420.C19 

.Strand - * 

End 2613 

Method TBLASTX : Soybean 

End 8 86 

Score 71 



14. .91, 15. .83, 431. .529, 433. .564, 433. .600, 443. .604, 
684. .884, 692. .886, 693. .881, 787. .885 



Seq. No. 58190 

Gene No. 121623 

Start 1 

Name OJ000330_38 . 0420 . C19 . ol . tm 

Start 14 



Seq. ID OJ000330_38.-0420.C19 
Strand 

End 2 613 ; • 

Method TBLASTX: Maize 

End 928 



58566 



GI 

Exons 



none Score 117 

14. .103, 14. .100, 431. .517, 433. .507, 475. .603, 488. .613, 

692.-928, 693.. 881, 778.. 915 



Seq. No. 58190 

Gene No. 121623 

Start 1 

Name OJ000330_38 . 0420 . CI 9 . ol . gs 

Start 17 

GI none 
Exons 



Seq. ID OJ000330_38.0420.C19 
Strand 

End 2613 

Method GENSCAN 

End 2488 

Score .87 



17. .100, 433. .600, 692. .928, 1235. .1554, 2215. .2488 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58190 
121623 
1 

OJ000330 38.0420.C19.o2.ts 



887 
none 

887. .937, 



Seq. ID OJ000330_38. 0420.C19 

Strand - 

End 2613 

Method TBLASTX : Soybean 

End 1546 

Score 116 
1235... 1474, 1235.. 1546, 1236.. 1541 



Seq. No. 58190 

Gene No. 121623 

Start 1 

Name .„ ' OJ000330_38. . 0420 . C19 . o2 . tm 

Start 1230 

GI none - :- . 

Exons 1230.. 1568, 1235.. 1555 



Seq. ID OJ000330_38. 0420.C19 
Strand 

End 2613 

Method TBLASTX: Maize". 

End 1568 

Score 197 



Seq. No. 58191 

Gene No. 121624 

Start 1 

Name OJ000330_38 . 0420 . C20 . ol . gs 

Start 1 

GI none 

Exons 1..901, 1088.. 1272 



Seq. ID- OJ000330_38 . 0420.C20 

Strand + ' 

End 1541 

Method GENSCAN 

End 1272 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



58191 
121624 *. 
1 

OJ000330_38 .0420.C20.ol. tm 

1 

none 



Seq. ID OJ000330__38.0420.C20 

Strand + 

End . 1541 

Method TBLASTX : Mai ze 

End 1236 

Score 85 



1..120, 25. .399, 106. .492, 159 . ..305, . 162 . . 5 00-, 199. .58.5, . 
243. .584, 291. .686, 292 .. 678, 385 .. 771, 429. .779, 478. .864, 
478. .840, 522. .872,. 537. .680, 571. .933, 623. .775, 736. .933, 
1066. .1236, 1066. .1236, 1078. .1236, 1132. .1179, 1158. .1235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



58191 
121624 
1 

OJ000330_38 .0420.C20.ol.np 
1 

4263522 
1..1282, 1503. .1541 

(AC004044) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000330_38.0420.C20 

Strand + 

End 1541 

Method AAT/NAP 

End 1541 

Score 1266 



58191 



Seq. ID OJ000330_38.0420.C20 



58567 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



121624 
1 

OJ000330_38 .0420.C20.ol.tc 

169 



+ 

1541 

TBLASTX: Cress 

1281 

116 



Strand 
End 

Method 
End 

none Score 
169. .390, 193. .381, 214.^483, 292. .576, 384. .632, 385.. 
385. .654, 402. .557, 474. .746, 478. .762, 499. .687, 565.. 
571. .852, 679. .933, 682. .858, 724. .840, .790 . . 933, 817 . . 
955. .1263, 955. .1236, 957. .1109, 967. .1044, 1021. .1236, 
1111. .1281, 1132. .1236 



555, 
747, 
933, 



Seq. No. 

Gene No. 

•Start 

Name 

Start 

GI 

Exons 



58191 
121624 

1 - 
OJ000330_38.0420.C20.ol.tw 
169 
none 

169. .273, 231. .392, 259. .381 
396. .500, 400. .501, 418. ,552, 493. .594, 511 
577. .687, 604. .747, 625. .747, 697. .840, 717 
719. .877, 790. .933, 844. .951, 970 



Seq. ID 

Strand 

End • 

Method 

End 

Score 



OJ000330_38.0420.C20 
+ 

1541 • 

TBLASTX: Wheat 
1281 



71 



307. .408, 324 



446, 325. .468, 
660, 516.. 632, 
830/ 718. .846, 
1176, 1093.. 1281 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



58191 

121624 

1 

OJ000330_38.0420.C20.ol.ts 

220 
none 



Seq. ID OJ000330__38.0420.C20 
Strand + 
End 1541 

Method TBLASTX: Soybean • 
End • 1283 

Score . 80 



220. .393, 291. .488, 292. .486, 385. .555, 499. .672, 571. .747, 
679. .858, 871. .1281, 1109. .1141, 1158. .1283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58192 

121625 

1 

OJ000330_38.0420.C23.o2.np 



OJ000330 38.0420.C23 



Seq. ID 
Strand 

End 5459 
Method AAT/NAP 
1 . _ End 5459 

5734709 Score 468 ■ 

1..74, 277. .560, 817. .1352, 2394. .2878, 3074 .'. 34 60, . 5234 .. 54 59 
(AC008075) Contains^PFI 00069 Eukaryotic protein kinase- domain. 
[Arabidopsis thaliaria] 



58192 
121625 

1 ■ 

OJ000330_38.0420.C23.'o3.tm 
137 
none 

137. .187, 257. .487, 268. .486 

58192 
121625 
1 

OJ000330_38.0420.C23.ol.np 
167 

6560764 
167. .560, 817. .3319 

(AC010155) F3M18.12 [Arabidopsis thaliana] 



Seq. ID OJ000330_38.0420.C23 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

•Method 
End 
Score 



5459 

TBLASTX: Maize 
487 
257 



OJ000330 38.0420.C23 



5459 
AAT/NAP 
3319 
2118 



58568 



Seq. No. 58192 Seq. ID 

Gene No. 121625 Strand 

Start 1 Efixi 

Name . OJ000330_38 . 0420 . C23 . ol . gs . Method 

Start 235 End 

GI none Score 

Exons 235. .560,. 817. .3364 



OJ000330_38.0420.C23 

5459 
•GENS CAN 
3364 
.99 



ry 

f'rk 

IU 
\4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



58192 
121625 - 
1 

OJ000330_38.0420.C23.ol 
271 - 
none 
271. . 
916. . 
1275. 
1628. 
1677. 
1824. 
1916. 
2063. 
2478. 
2918. 
2930. 



579, 281. .562, 818 
1044, 1049.. 1207, 
. 1385, 1562. . 1675, 
. 1852, 1628. .2323, 
. 1733, 1700. . 1855, 
. 1991, 1899. .2312, 
.2239, 1916. .2131, 
.2824, '2132. .2359, 
.2696, 2483. .2917, 
.3076, 2918. .3076, 
.3076, 2933.. 3076 



. tc 



. .865, 
1061. . 

1572. 

1649. 

1712. 

1913. 

1916. 

2219. 

2483.- 

2918. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000330 38.0420.C23 



5459 . 

TBLASTX: Cress 
3076 
188 

819.. 866, 881. .1048, 885.. 1040, 
1213, 1074.. 1286, 1274.. 1381, 
.1595, 1625. *.1855, 1628.. 1828, 
.1828, 1676.. 1855, 1676.. 1993, 
.1849, 1772. .1819, 1788. .2360, . 
.2122, 1916. .2380, 1916. .2371, 
.2371, 1917. .2243, 1970. .2371, 
.2380, 2430.. 2702, 2453. .2680, 
.2785, 2490.. 2651, 2703.. 2888, 
.3061, 2927.. 3076, 2930.. 3076, 



58192 

121625 

1 

OJ000330_38.0420.C23.ol.ts 

271 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_38.0420.C23 
5459 

TBLASTX : Soybean 

3076 

85 



271. .426, 469. .561, 473.-562, 491. .562, 819. .857, 821. .856, 
869. .1207, 870. .989, 1068. .1202, 1241. .1402, 1287. .1394, 
1619. .1855, 1628. .2035, 1628. .1855, 1628. .2083, 1628. .1855, 



1703. 
1845. 
1952, 
2201, 
2490, 



,1885,- 1718. 

,2084, 1914. 

,2050, 1988. 

,2371, 2421. 

,2720, 2645, 



, 18'49, 1769. 

,2078, 1916. 

,2371, 2063. 

,2651, 2438. 

,2719, 2699. 



.1849, 1833. 

.'2377, 1916. 

.2383, 2069. 

.2908, 2438. 

,2785, 2708. 



.2012, 1844', 

.2371,' 1916, 

.2380, 2091, 

.2902, 2483. 

,2824, 2777. 



2795... 2902, 2918.. 3076, 2918.. 3049, 2918.. 3076, 2930. 



.22-51, . \ 

,2323, 

.2360, 

.2788, 

.3076, 

.3076 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58192 Seq. ID 

121625 . ....... . Strand, 

1 End 

OJ000330_38. 0420.C23.ol. tm Method 

487 End 

none Score 



OJ000330_38.0420.C23 
5459 

TBLASTX: Maize 

1426 

73 



487. .561, 488. .562, 819. .857, 827. .1201, 879. .1196, 1277. .1426 
1287. .1412 



Seq. No. 58192 

Gene No. 121625 

Start r 

Name OJ000330_38 . 0420 . C23 . ol . tw 

Start 908 



Seq. ID OJ000330_38.0420.C23 
Strand 

End 5459 

Method TBLASTX : Wheat 

End 1215 



58569 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 226 

908.. 1207, 909.. 1205, 914.. 1207, 934.. 1215 



58192 

121625 

1 

OJ000330_38 . 
1583 
none 
1583, 
1908, 
1970, 
2115. 
2201, 
2438, 
2489, 
2795, 
2930, 



.2098, 
.2099, 
.2263, 
.2600, 
.2383, 
.2647, 
.2647, 
.2917, 
.3076, 



0420.C23.o2 . tm 



1628. 
1913. 
2062. 
2118. 
2201. 
2438. 
2501. 
2795. 
2930. 



,1741, 1682. 

,2164, 1916. 

,2145, 2063. 

,2315, 2124. 

,2374, 2337. 

,2602, 2441. 

,2773, 2646. 

,2902, 2915. 

,3076, 2943,. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1957, 1769 
.2155, 1916 
.2371/ 2063 
.2318, 2127 
.2360, 2436 
.2824, 2462 



OJ000330 38...0420.C23 



5459 

TBLASTX: Maize 
3076 
64 

2026, 1788. 

2101, 1916. 

2314, 2063. 

2264, 2140. 

2600, 2437. 

2740, 2483. 



.2723, 2708.. 2788, 2795, 
.3076/ 2918. .3046, 2918, 
.3014, 3000. .3026 • 



. 1883, 
.2320, 
.2380, 
.2214, 
.2502, 
.2755, 
.2905, 
.3040, 



^3 
C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58193 

121626 

187 

OJ000330_38 .0420.C25.o2.np 
187 

5922620 

187.-;228, 266.. 376, 647 
1633. .1808, 1845. .1929, 



OJ000330_38.0420';C25 
+ 



2337 
AAT/NAP 
2337 
371 



Seq. ID 
Strand 
End 

■ Method 
End 
Score 

1292. . 1362, 1461, 
.2337 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



. 671, 
2207. 



1586, 



Seq. 'ID 

Strand 

End ■ 

Method 

End 

Score 



OJ000330 38.0420.C25 



58193 
121627' 
49 

OJ000330_38 . 0420 . C25... ol . np 
49 

6630699 
49. .127, 1356. .1393 

(AP000969) hypothetical protein [Oryza sativa] 
gi I 6721536 | dbj IBAA89566.il (AP.001073) hypothetical protein 
. [Oryza sativa] 



1393 
AAT/NAP 
1393 
93 



OJ00033.0_38.0420.C26 
+ 

5583 
AAT/NAP 
5583. 
84 



Seq. No. . - 58194. . .. Seq. ID 

Gene No. 121628 Strand 

Start 3521 ■ End 

Name OJ000330_38 . 0420 . C26 . o3 . np Method 

Start 3521 End 

GI 6721561 Score 

Exons 3521.. 3627, 5552.. 5583 

GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



58570 



OcCJ . 1NU . 


•Rftl QA 

JOl J4 




- Can T n 

oeq . iu 


UuuUUj jU j O . U H Z. U • L/Z 0 


- Ucllc INU . 






Strand 


+ — 


OL.di.l_ 


* u j i 




End 


7135 


Name ^ . 


.OJ000330 38.0420.C26.ol 


■ gp 


Method 


AAT/GAP 


Start 


7031 




End 


7135 ,. 




T.TR?4 77-Dn^-P1 —PCI -FQ 




Score 


145 " 


Exons 


7071 71 7R 
/UjI . . / Ijj 








bl UcSCiip. 


1 94Qfl^fifi/qnl Od Ofi^fi 1 MPD1 
^4 30 jOD/ o J-> | UDOO | rJJrkJJ. 


ORYSA 


2.0e-24 MAJOR POLLEN ALLERGEN 






>gi 1173557 (U31771) Ory s 1 [Oryza 




o a "H "! Tra 1 ' 
oaC lva J 








Seq. No. 


58194 




Seq. ID 


OJ000330_38.0420.C26 


Gene No. 


121630 




Strand 




Of- a r f 


4 92 




End 


1 A A Q 
1 H H zf 


Name 


OJ000330 38.0420.C26.ol, 


.gs 


Method 


b£jINob/\lN 




492 




End 


A R 1 A 




none 




Score 


.DO 


Exons 


492. .658, 1821. .2090, 2128. .2717, 3443. 






58194 




Seq. ID 


UJUUUj JU JO . U4 Z U . 0 


Gene No. • 


121630 




Strand 




Start 


492 




End 


7449 


Name 


OJ000330 38.0420.C26.oL. 


.np 


Method 


AAT/NAP 




1623 




End 


4360 




6815109 




Score 


151 


Exons 


1623. .2546, '2615 ... 2717, 


4288. . 


.1360 * 




bi uescrip. 


(AP001081) .hypothetical 


protein [Oryza 


sativa] 


OCtj. IN O . 


58194 




Seq. ID 


OJ000330_38.~0420.C26 


Gene No. 


121630 




Strand 




Start 


492 




End 


7449 


Name 


OJ000330 38.0420.C26.o2. 


.np 


Method 


AAT/NAP 


O L.a JL l, 


3399 




End 


74 4 9 




4680183 




Score 


125 


Exons 


3399. .3548, 7358. .7449 










(AF111709) gag-pol protein [Oryza sativa subsp; indica] • 


jcq. LN o . 


58195 




Seq. ID 


OJ000330_38.0420.C27 


bene ino . 


121631 




Strand 


+ 




1672 




End 


6091 


Name 


OJ000330 38.0420.C27.ol. 


tm 


Method 


TBLASTX: Maize 




250 




End 


895 


bl 


none 




.Score 


35 


Exons 


250. .324, 251. .325, 251". 


.325, 


280. .372, 


292. .324, 344. .568, 




3.46. .486, . 378. .503, 379. 


.477,. 


380. .478, 


380. .478, . 381. .464,. 




387. .479, 390. .497, 395. 


.502, 


399. .518, 


485. .634, 494. .640, 




494. .634, 501. .635, 505. 


.633, 


512. . 640, 


513. .665, 519. .665, 




522. .677, 523. .633, 524. 


.661, 


527. . 670, 


531. .671, 53S..678, 




607. .705, 614. .706, 615. 


.707, 


657. .839, 


690. .755, 701. .847, 




701. .886, 703. .825, 704. 


.865, 


707. .760, 


740. .865, 744. .866, 




758. .895 








Seq. No. 


58195 




Seq. ID 


OJ000330_38.0420.C27 


Gene No. 


121631 




Strand 


-+ 


Start 


1672 




End 


6091 


Name 


OJ000330 38.0420.C27.ol. 


gs 


Method 


GENSCAN 


Start 


1672 




End 


3761 



58571 





CT 
o X 


none 


Score 


*7 G. 




Cj AULlO 


1 fi7S> TR91 ?^0n ^7£1 








Ofa/f ' Mo 


58195 


Seq. ID 


UuUUUjjU jo . U^zU.L^ / 




Gene No. 


" 121631 


Strand 


+ 




Start . 


1672 


End 


6091 




LN CL1UC 


OJ000330 38.0420.C27.ol.np 


Method 


7\ AT" /MAD 




Of => r +- 
uLdl L 


2959 


End 






CT 

O X 


5852093 


Score 


/ u 






2959. .2980, 4329. .4457, 5964. .6091 






OX L-^Go^XX^J. 




oa U 1 vd J 






Seq.- No. 


58195 


Seq. ID 


OJ000330_38.0420.C27 




Gene No. 


• 121631 • 


Strand 


+ 






1672 


End 


DU j1 




LN ClltlC 


OJ000330 38.0420.C27.o2.gs 


Method 


LrttLNoUAIN 




O L. d X u 


5783 


End 


DU DO 




ox 


none 


Score 






Exons 


5783.. 6068 








OC^ . LN * 


58196 


Seq. ID 






(?fino Kin 


121632 


Strand 






Start 


408 


End 


2992 




Name 


OJ000330 38.0420.C30.ol.np 


Method 


AAT/NAP 




Start 


408 


End - 


2442 


P\ 


GI 


7485895 


Score 


401 


f\i 


Exons 


408. .475, 1010. .1105, 1257 


..1366, 1452 


..1574, 2151.. 2249, 






2332.. 2442 






f:l 


OX UcoUI X LJ . 


hypothetical protein F20O9 


.150 - Arabidopsis thaliana 


":~ 




gi | 2842489 | emb | CAA16886 .1 | 


(AL021749) 


putative protein 






[Arabidopsis thaliana] gi | 72 69701 | emb | CAB7 964 9 . 1 | (AL161572) 


i y 




putative protein [Arabidopsis thaliana 


] 


5 


OC^ • LN KJ . 


58196 


Seq. ID' 


OJ000330_38.0420.C30 




Gene No. 


121632 


Strand 




~. : 5 


Start 


.408 


.End 


2992 




Name 


• OJ000330 -38.042Q.C30.ol.gs 


Method 


GENSCAN 




O LCIL L 


433 . 


End 


2992 




O X 


none 


Score 


.47 




Rynn q 

uAUllO 


433. .475, 1010. .1077, 1307 


..1366, 1452 


..1526, 2127. .2249, 






2332. .2427, 2921. .2992 








. Seq. No. . 


58196 


Seq.. ID 


. OJ000330_38.0420.C30 




Gene No. 


121632 


■ Strand 






Start 


408 . 


End 


2992. 




Name 


OJ000330 38.0420.C30.ol.ts 


Method 


TBLASTX: Soybean 




Start 


433 


End 


2249 




GI 


none 


Score 


42 



Exons 



433. .477, 1009. .1080, 1306. .1371, 1306. .1368, 1307. .1372, 
1311. .1373, 1447. .1527, 1452. .1574, 1452. .1574, 1453. .1578,- 
2142. .2249 



Seq. No. 58197 Seq. ID 

Gene No. 121633.. Strand 

Start 7 9 End 

Name OJ000330_38 . 0420 . C31 . ol . np Method 

Start 79 End 



OJ000330_38.0420.C31 

1400 

AAT/NAP 

1400 



58572 




bl 


6721516 


Score 


1 "3 "7 


Exons 


79. .249, 833. .1167, 1323. .1400 






(AP001072) hypothetical protein [Oryza 


sat i va J 


Seq. No. 


' 58197 


Seq. ID 


OJ000330_38.0420.C31 


Gene No. 


121633 


Strand 






79 


End 


1 A H Pi 
1 ft U U 


Name 


OJ000330 38.0420.C31.ol.gs 


Method 




OUaiC . - 


972 


End 


i n q i 
i u y l 




none 


Score 




IT 1 v ^"n r~i o 


972.. 1091 






Seq. No. 


58198 


Seq. ID 


OJ000330_38. 0420.C32 


Gene No. 


121634 


Strand 




^ +■ a v +- 
O Lai L 


275 


End 


/ DU 


Name 


OJ000330 38.0420.C32.ol.gs 


Method 




C +- r-f- 


275 


End • 


/ DU 




none 


Score 


ft A 
. O H 


DAUllO 


275. .394, 725'.. 760 






Seq. No. 


58199 


Seq. ID 


OJ000330_24.0419.C1 


Gene No. 


121635 


Strand 




O Lai L 


388 ' 


End 


oU / 


Name 


OJ000330 24.0419.Cl.ol.gs 


Method 




Of 2 >--h 
OLaiL 


388 


End 


oU / 


PT 

o-L 


none 


Score 


n a 


U 1 V /"\ t~> c* 


388. .560, 759. .807 








58200 


Seq. ID 


OJ000330_24 .0419.C4 


rZt^'no Nfp"> 


121-636 


Strand 


+ 


Start 


1 - 


End 


2888 


Name 


OJ000330 24.0419.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2888 


GI 


3850576 


Score 


1414 


Exons 


1. .363, 471. .874, • 977. .1170, 


1414. .1594, 1979. .2103, 27.35. .288 


GI Descrip. 


(AC005278) Strong similarity 


to gb|U04968 nucleotide excision 




repair protein (ERCC2) from i 


"ricetulus 


grisseus. [Arabidopsis , -f . 



thaliana] 



Seq. No. 58200 

Gene No. 121636 

Start 1 

..Name . . . OJ000330_24. 0419 . C4 . o2 . 

Start .237 

GI ... none. 

Exons 237.. 359, 250.. 360, 279 

Seq. No. . 58200 

Gene No. 121636 

Start 1 

Name OJ000330_24 . 0419 . C4 . ol . 

Start 275 

GI none 

Exons .275.. 355/ 279.. 362, 280 
472. .801, 653. .877, 713 



Seq. ID OJ000330_24.0419.C4 

Strand + 
. End . . 2888 
ts Method TBLASTX : Soybean . 

End ' 532 

Score .83 ... 
..365, 280. .360, 473. .532, 475. .531 

Seq. ID OJ000330_24.0419.C4 

Strand + 

End 2888 
tm Method TBLASTX : Maize 

End 991 

Score 97 
..363, 280.. 363, 4681V800, 470.. 823, 
..763, 714. .872, 734. .874, 968. .991 " 



Seq. No. 



58200 Seq. ID OJ000330_24 . 04 19 . C4 

58573 



Gene No, 

Start 

Name 

Start 

GI . 

Exons 



121636 Strand + 

1 End 2888 

OJ000330_24 . 04 1 9 . C4 . ol . gs Method GEN SCAN 

295 -? • End 282 1. 

none Score .86 

295.-363, 665. .874, 977. .1*170, 1414. . 1594, 1979. .2103, 

2735. .2824 



Seq. No. 58200 

Gene No. 121636 

Start 1 

Name OJ000330_24 . 04 19 . C4 . o2 . tm 

Start 1037 

GI none 
Exons 



Seq. ID OJ000330_24.0419.C4 

Strand + 

End 2888 

Method TBLASTX: Maize 

End 1495 

Score 228 



1037. .1168, 1039. .1170, 1042. .1170, 1043. .1174, 1394. .1492, 
1411. .14 94, 1411. .14 94, 1412. .14 95 



Seq. No. 58200 

Gene No. 121636 

Start 1 

Name OJ000330_24 . 04 19 . C4 . ol . ts 

Start 1090 

GI none 
Exons 



Seq. ID OJ000330_24.0419.C4 

Strand + 

End 2888 

Method TBLASTX : Soybean 

End 2770 

Score 137 



1090. .1170, 1091. .1168, 1091. .1174, 1411. .1599., 1412. .1594, 
1969. .2103, 1973. .2104, 1985 .. 2104 , '2721 .. 27 68 , 2732. .2770 



Seq. No. 58200 

Gene No. - 121636 

Start 1 

Name OJ000330_24 . 04 19 . C4 . o3 . tm 

Start 1508 

GI none 
Exons 



Seq. ID OJ000330_24.0419.C4 ' 

Strand + * 

End 2888 

Method TBLASTX : Maize 

End 2104 

Score 154 



1508. .1594, 1508. .1594, 1510. .1596, 1510. .1620, 1969. .2103, 
1973. .2104 



Seq. No. 58201 
Gene No. 121637 
Start 1 

Name OJ000330_24 . 04 19 . C5 . ol . np 

Start 1 
GI 6503086 
Exons . . 1. .336, . 601. .717 . 

GI Descrip. (AF188623) nucleotide excision repair protein. XP-D homolog 
[Arabidopsis thaliana] 



Seq. ID OJ000330_24.0419'.C5 

Strand ' + 

End 717 

Method AAT/NAP 

End 717 

Score 247 



Seq. No. 


58201 








Seq. ID 


OJ000330 


Gene No. 


121637 








Strand 


+ 


Start 


1 








s End 


717 


Name 


OJ000330 


24 .0419. C5 


.ol 


.gs 


Method 


GENSCAN 


Start 


228 








End 


711 


GI 


none 








Score 


. 95 


Exons 


228. .336, 


601. .711 










Seq. No. 


'58201 








Seq. ID 


OJ000330 


Gene No. 


121638 








Strand 


+ 


Start 


6099 








End 


6605 


Name 


OJ000330 


24 .0419. C5 


.o2 


,gp 


Method 


AAT/GAP 



58574 



Start 6099 End 6605 

GI LIB3434-038-P1-K1-F1 Score 673 

Exons 6099.. 6605 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8; clone : P0026F07 1 



Seq. No. 58201 

Gene No. 121639 

Start 599 

Name OJ000330_24 . 04 1 9 . C5 . ol . gp 

Start 599 

GI none 

Exons 599.. 1006 



Seq. ID OJ000330_24.0419.C5 
Strand 

End 1006 

Method AAT/GAP 

End 1006 

Score 812 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
■Start 
Name 
Start 
GI 

Exons 



58201 

121640 

1236 

OJ000330_24 . 04 19 . C5 . ol . tm 

204 

none " 



Seq. ID OJ000330_24.0419.C5 

Strand . - 

End 6001 

Method TBLASTX : Maize 

End 720 ' 

Score 210 



204. .350, 205. .336, 212. .340, 586. .720, 598. .708, 608. .718 



58201 

121640 

1236 

OJ000330_24 .0419.C5.o2.gs 

1236 

none 

1236. .1473, 3193. .3483, 5918. 



Seq. ID OJ000330_24. 0419.C5 
Strand 

6001 
GENS CAN 
6001 
.69 



End - 
Method 
End 
Score 
.6001 



58202 
121641 
1 

OJ000330_24.0419.C7.ol.np 
1 

130582 
1. .683 • 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
1 CONTAINS : PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 |pir | IS04273 hypothetical protein - common tobacco 
gi|20045jemb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. ID OJ000330_24.0419.C7 
Strand + 

1018 
AAT/NAP 
683 
592 



End 

Method 

End 

Score 



58202 
121641 

1 ...... 

OJ000330_24.0419.C7.ol.gs 
126 
none 

126. .320, 360... 567, 816. .1018 



Seq. ID OJ000330_2.4 . 0419..C7 

Strand + 

End . 1018 .... 

Method GENSCAN 

End 1018 

Score .62 



Seq. No. 58202 

Gene No. 121642 

Start 1770 

Name OJ000330_24 . 04 19 . C7 . ol . gp " 

Start 1770 

GI 2798400 

Exons 1770.. 2035 



Seq. ID OJ000330_24. 0419.C7 
Strand 

End 2035 

Method AAT/GAF'" 

End 2035' 

Score 419 



58575 



Seq. No. 58202 

.Gene No. 121643 

Start - 2126 

Name OJ00"0330_24.04 19 .C7 . o3 ;-tm '. 

Start 2 

GI none 

Exons 2.. 190, 3.. 200, 17.. 208 

Seq. No. 58202 

Gene No. 121643 

Start 2126 

Name OJ000330_24 . 0419. C7 . o2 . tc 

Start 93 

GI none 

Exons 93. .212, 207. .311, 321. .458, 



Seq.-.- ID OJ000330_24.0419.C7 
Strand 

End 4088 

Method TBLASTX : Mai ze 

End '208 

Score 221 



Seq. ID OJ000330_24.0419.C7 
Strand 

End 4088 

Method TBLASTX : Cress 

End • 677 

Score 63 
507. .677 



Seq. No. 58202 

Gene No. 121643 

Start 2126 

Name OJ000330_24 . 04 19 . C7 . o2 . tw 

Start 206 

GI none 

Exons 206.. 427, 237.. 440, 507.. 650 



Seq. ID OJ000330_24.0419.C7 

Strand - - 

End 4088 

Method TBLASTX : Wheat 

End 650 

Score 156 



Seq. No. 58202 

Gene No. 121643 

Start 2126 

Name OJ000330_24 . 04 19 . C7 . o2 . tm 

Start 264 

GI none 

Exons 264.. 521, 290.. 517, 509.. 631, 

Seq. No. 58202 

Gene No. 121643 

Start 2126' 

Name OJ000330_24 . 0419 . C7 . o3.. ts 

Start 285 

GI none 

Exons 285.. 506, 309.. 509, 506.. 538, 



Seq. ID OJ000330_24.0419.C7 
Strand 

End 4088 

Method TBLASTX: Maize 

End 677 

Score 307 

509. .673, 510. .677 

Seq. ID OJ000330_24.0419.C7 
Strand 

End 4088 

Method - • TBLASTX : Soybean 

End 674 

Score - 205 

507. .551, 561. .674, 569. .667 



Seq. No. . 58202 

Gene No. 121643. 

Start..... 2126 * 

Name. OJ000330_24 . 04 19 . C7 . o2 . gs v . 

Start 2126 

GI none 

Exons 2126.. 2244, 2282.. 2396, 2686. 

3348.'. 3547, 3817. .3901 

Seq. No. 58202 

Gene No. 121643 

Start 2126 

Name OJ000330_24 .0419.C7 .o2 .np 

S«*rt '2422 

GI 7488152 

Exons 2422.. 2502, 2686.. 2825, 2903., 



Seq. ID OJ00033CT24 .04.19, C7 
Strand 

End- 4088 

Method . GENSCAN. ... 

End 3901 

Score .76 

2738, 2903. .3038, 3194. .3269, 



Seq. ID OJ000330_24. 0.419. C7 
Strand 

End 4 088 

Method AAT/NAP 

End 4088 

Score 1149 

.3038, 3194. .3269, 3348. .3571, 



58576 



3622.. 3723, 3817.. 3901, 4062.. 4088 
GI Descrip. probable phosphoprotein phosphatase (EC 3.1.3.16) T4I9.4 - 
Arabidopsis thaliana gi | 3924596 | gb | AAC79097 . 1 | (AF069442) 
putatiVe phospho-ser/thr phosphatase [Arabidopsis thaliana] 
gi I 7270178 |emb| CAB77793.il (AL1614 96) putative phospho-ser/thr 
phosphatase [Arabidopsis thaliana] 



Seq. No. 58202 
Gene No. 121643 
Start 2126 

Name OJ000330_24 . 04 19 . C7 . ol . tm 

Start 2459 
GI none 

Exons 2459. .2509, 2684 .. 2827 , 2 686 , 

3194. .3268, 3195. .3269, 3346, 
3356.. 3547, 3623.. 3670, 3625. 
3815. .3898 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000330 24. 0419. C7 



4088 

TBLASTX: Maize 
3906 
62 

2826, 2899. .3054, 2901. 
3474, 3347.. 3547, 3348. 
3729, 3626.. 3721, 3814. 



,3053, 
,3569, 
,3906, 



Seq. No. ■ 58202 Seq. ID 

Gene No. 121643 Strand 

Start 2126 End' 

Name OJ000330_24 . 0419 . C7 . o2 . ts Method 

Start 2684 End 

GI none * Score 

Exons- 2684.. 2827, 2686.. 2826, 2899.;3048, 

2901. .3053,- 3194. .3268, 3195. .3269, 

3348. .3419, 3356. .3418 



OJ000330_24 .0419.C7 
4088 

TBLASTX : Soybean 
3419 
122 

2899. .3048, 2901. .3059, 
3204.. 3275, 3205.. 3276, 



Seq. No. 58202 

Gene No. 121643 

Start 2126 

Name OJ000330_24 . 04 19 . C7 . ol . tc 

Start 2901 

GI none 

Exons 2901.. 3047, 2902.. 3048, 3390. 

3620. .3724, 3812. .3892, 3814. 



Seq. ID OJ000330_24 .0419.C7 

Strand - 

End 4088 

Method TBLASTX : Cress 

End 3894 

Score 68 

.3527, 3392. .3523, 3619. .3726, 
.3894 



Seq. No. . 58202 

Gene No.- * 121643 
Start 2126 

Name OJ000330_24 . 04 19 . C7 . ol . tw 

Start \ 3378 
"GI none 
Exons 3378.. 34 94, 

3814. .3894 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.OJ000330_24 .0419.C7 
4088 

TBLASTX: Wheat 

3894 

69 ... 



338 9. .3523, 3619. .3726, 3620. .3724, 3812'. .38 92, 



Seq. No. 58202 Seq. ID 

Gene No. 121643 Strand 

Start 2126 End 

Name OJ000330_24 . 04 1 9 . C7 . o2 . gp Method 

Start 3409 End 

GI 425807 Score 

Exons 3409.. 3547, 3625.. 3723, 3817.. 3855 
GI Descrip. 



OJ000330_24.0419.C7 

4088 
AAT/GAP 
3855 
503 



3924596 3.0e-42 (AF069442) putative phospho-ser/thr phosphatase 
[Arabidopsis thaliana] 



Seq. No. 



58202 



Seq. ID OJ000330_24 .0419.C7 



58577 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



121643 Strand 

2126 End 

OJ000330_24 .0419.C7.ol.ts Method 

3503 End 

none ^ " . Score 



4088 - 

TBLASTX : Soybean 

3906 

60 



3503.. 3547, 3503.. 35^47, 3505.. 3597, 3624.. 3701, 3624.. 3701, 
3625.. 3729, 3626.. 3730, 3814.. 3906, 3818.. 3898, 3820.. 3900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58203 

121644 

1 

OJ000330_24.0419.C8.ol.np 
1 

7488152 
1..220, 7 
3211. .331 
4882. .502 
probable 
Arabidops 
putative 
gi|727017 
phosphata 

58203 

121644 

1 

OJ000330_24 .0419.C8.ol.tm 

52 ... 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1303 



OJ000330 24. 0419. C8 



5028 
AAT/NAP 
5028 
1153 
1404, 2343. 



4197, 4289. .4367, 



.2412, 
4682. 



4742, 



'57.. 932, 1004.. 1089, 
L0, 3918. .4012, 4118. 

>8 , 

phosphoprotein phosphatase (EC 3.1.3.16) T4I9.4 - 
is thaliana gi | 3924596 I g'b I AAC7909-7 . 1 1 .{AF069442) 
phospho-ser/thr phosphatase [Arabidopsis thaliana] 
8 | emb|CAB777 93. 1 1 (AL161496) putative phospho-ser/thr 
se [Arabidopsis thaliana] 



Seq. ID OJ000330_24.0419.C8 
Strand 
End 

Method 
End 
Score 



5028 

TBLASTX: Maize 

928 

55 



52. .87, 52. .93, 90. .149, 91. .150, 93. .221, 149. .223, 151. .222, 
754. .927, 756. .926, 758. .928 



Seq. No. 58203 

Gene No. 121644 

Start 1 

Name OJ000330_24 . 04 19 . C8 . ol . gs 

-Start .757 

GI none 
Exons 



Seq. ID OJ000330_24 .0419.C8 ' 
Strand 

End 5028 

Method GENSCAN 

End 4 367 

Score .51 



757. .924, 1008. .1089, 1303. .1404, 2343. .2412-, 3211. .3310, 
3918. .4012, 4118. .4197, 4289. .4367 



Seq. Np v 58203 

Gene No... 121644. 

Start 1 

Name OJ000330_24 . 04 19 . C8 . ol . ts 

Start 3225 

GI none 
Exons 



Seq. ID OJ000330_24 .0419.C8 

Strand : - ■. 

End 5028 

Method . TBLASTX: Soybean 

End 4167 

Score 107 



.3225. .3311, 3226. .3312, 3916. .4014, 3919. .4014, 4111. .4167, 
4117. .4164 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000330_24 .0419.C8 
Strand 
End 

Method 
End 
Score 

3931. .4014, 3931. .4014, 4111. .4200, 4117. .4197, 4277. .4357, 



58203 

121644 

1 

OJ000330_ 

3931 

none 



24.0419.C8.ol.tc 



50'28 

TBLASTX: Cress 

4740 

55 



58578 



4289. .4369, 4293. .4376, 4681. .4740 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



58204 
121645 
'5071 

OJ000330_24 .0419.C9.o2.gs 

5071 

none 



Seq-. ID OJ000330_24.0419.C9 

Strand + 

End 10264 

Method GENSCAN 

End 10255 

Score .83 



5071. .5409, 6438.-6573, 7951. .8054, 8836. .9030, 9097. .9276, 
9913. .10255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58204 

121645 

5071 

OJ000330_24.0419.C9.ol.np 

5116 

6671969 



Seq. ID OJ000330_24 . 0419 . C9 

Strand + 

End • 10264 

Method AAT/NAP 

End 10264 

Score 642 



5116. .5334, 6421. .6591, 7062. .7145, 8836. .9078, 9124. .9276, 
9913.. 10264 

(AC013454) putative transcriptional regulator [Arabidopsis 
thaliana] 



Seq. No. 58204 

Gene No. 121645 

Start 5071 

Name OJ000330_24 . 04 19 . C9 . ol : tm 

Start 9964 

GI none 

Exons r -' • 



Seq. ID OJ000330_24.0419.C9 
Strand + 
End 10264 
Method • TBLASTX : Mai ze 
End 10264 
- Score 165 



.9964. .10131, 9979. .10119, 10129 .. 10212, 10135 .. 10194 , 
10217. .10264 



Seq. No. 


58205 








Seq. ID 


OJ000330_24. 0419. C10 


Gene No. 


121646 








Strand 


+ 


Start 


324 








End 


1929 


Name 


OJ000330 


24 .0419. C10 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


316 








End 


1480 


GI 


none 








Score 


285 ' - 


Exons 


316. .402, 


317. .526, 


317. 


.526, 


324'. .527 


, 325. .528, ' 745. . 906, 




745. . 900, 


747. .902, 


1147 


. .147! 


3, 1148.. 


1480 


Seq. No. 


58205 








Seq. ID 


OJ000330_24 .0419. C10 


Gene No. 


121646 








Strand 


+ 


Start 


324 








End 


1929 , .. . 


Name 


OJ000330 


24 .0419. C10 


. ol . 


gs 


Method ■ 


GENSCAN 


Start 


.324 








End 


1748 . . 


GI 


none 








Score 


.45 


Exons 


324. .525, 


748. .885, 


1343 


. .174* 


3 





Seq. No. 58205 Seq. ID OJ000330_24 . 04 19 . C10. 

Gene No. 121646 Strand + 

Start 324 End 1929 

Name OJ000330_24 . 04 19 . C10 . ol . np Method AAT/NAP 

Start 324 End 1748 

GI •.. ' 6671969 Score 1208 

Exons 324. .525, 748. .904, 1149.. 1748 

GI Descrip. (AC013454) putative transcriptional regulator [Arabidopsis 
thaliana] 



58579 




Seq. No. 58205 
Gene No. * 121646 

Start 324 

Name OJ00033.0_24 . 04 19 . ClOvol . t 

Start 325 

GI none 

Exons 325.. 453, 339.. 452, 745.. 

1253. .1726, 1267. .1377, 1 

Seq. No. 58205 

Gene No. 121646 

Start 324 

Name OJ000330_24 . 04 19 . CIO . ol . t 

Start 1253 

GI none 

Exons 1253.. 1726, 1295.. 1363, 1 




Seq. ID OJ000330_24 .0419. CIO 

Strand — y+- 
■ End 1929 
s Method TBLASTX : Soybean 

End 1731 

Score 165 
861, 747. .860, 1138. .1215, 1139. .1219, 
396.. 1731 

Seq. ID OJ000330_24 .0419. C10 

Strand + 

End 1929 

c Method TBLASTX : Cress 

End 1732 

Score 458 
408. .1731, 1478. .1732 



Seq. No. 58205 
Gene No. 121646 
Start 324 

Name OJ000330_24 . 04 19 . C10 . ol . gp 

Start 1456 

GI LIB3432-006-P1-K1-H7 
Exons 1456. . 1757 

GI Descrip. '1439631 5.0e-36 (U64598) similar to helicases of the SNF2/RAD54 
family. Does not contain the bromodomain. [Caenorhabditis 
elegans] ' 



Seq. ID OJ000330_24 .0419. C10 

Strand + 

End 192 9 

Method AAT/GAP 

End 17*57 

Score 505 





Seq. No. 


58205 








Seq. ID 


OJ000330_24. 0419. C10 




Gene No. 


121646 








Strand 


+ 




Start 


324 








End 


1929 


y 


Name 


OJ000330 24 


.0419, 


.C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1481 








End 


1754 




GI 


none 








Score 


170 


: § 


Exons 


1481. .1600, 


1483, 


. .1611, 


1600. 


.1746, 1601.. 1747, 1602.. 1754 


:a. 
/I 


Seq. No. 


58205 








Seq. ID' 


OJ000330_24. 0419. C10 




Gene No. 


121646 








Strand 


+ 


~=" 


Start 


324 








End 


1929 


3. 


Name 


.OJ000330 24 


.0419, 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1613 








. End 


1929 




GI 


. none 








Score 


220. . 




Exons 


1613. . 1753, 


161 4". 


. .1766, 


1615. 


.1758, 1876.. 1929, 1881.. 1916 




Seq. No. 


58206 








Seq. ID 


OJ000330_24.0419.C11 




Gene No. 


121647 








Strand 


+ 




Start 


1 








End 


6099 




Name 


OJ000330 24 


.0419, 


.Cll.ol 


• gp 


Method 


AAT/GAP . 




Start 


1 








End 


457 




GI 


none 








Score 


871 




Exons 


1. .457 














Seq. No. 


• 58206 








Seq. ID 


OJ000330_24.0419.C11 




Gene No. 


121647 








Strand 


+ 




Start 


1 








End 


6099 




Name 


OJ000330 24 


.0419. 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 



58580 



Start 
GI 

Exons 



8 End ... 298 

none Score 172 

8. .148, 10. .117, 13. .153, 148. .258, 167. .298, 168. .287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



58206 

121647 

1 

OJ000330_24 . 0419.Cll.ol.gs 

71 ' 

none 



Seq. ID OJ000330_24.0419.C11 

Strand + 

End 6099 

Method GENSCAN 

End 6031 

Score .42 



71. .206, 1984. .2133, 3028. .3040, 3159. .3530, 3994. .4156, 
4211. .4312, 4513. .4593, 4717. .4827, 5145. .5230, 5700. .5819, 
5909. . 6031 



24.0419.C11 



Seq. No. 58206 Seq. ID OJ000330_ 

Gene No. 121647 Strand + 

Start 1 End 6099 

Name OJ000330_24 . 04 19 . CI 1 . o2 . gp Method AAT/GAP 

Start 3216 End . 4288 

GI 51156_1.R1084 Score * 984 

Exons 3216.. 3530, 3978.. 4156, 4241.. 4288 

GI Descrip. 1 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. No. 58206 Seq. ID 

Gene No. 121647 Strand 

Start 1 End 

Name OJ000330_24 . 04 19 . Cll . o2-; tw Method 

Start 3286 End 

GI none Score 

Exons 3286..3462, 3344.. 3463 



OJ000330_24 . 0419-.-C11 
+ 

6099 

TBLASTX: Wheat 

34 63 

189 



Seq. No. 58206 

Gene No. 121647 

Start . 1 

Name OJ000330_24 . 04 19. Cll. ol 

Start 3302 

GI 2651313 

Exons 3302.. 3466, 3971.. 4147, 
5145. .5243, 5393. .5617, 

GI Descrip. (AC002336) hypothetical 

Seq. No. . 58206 ' 
Gene No. ,,..121647' ■ 
Start * 1 

Name OJ000330_24 . 04 19 . CI 1 . o2 

Start 3322 
GI none 

Exons 3322.. 3468, 3344.. 3469, 

4202. .4312, 4209. .4310, 
4515. .4619, 4556. .4603, 

Seq. No. 58206 

Gene No. ' 121647 

Start 1 

Name OJ000330_24 . 0419.Cll.ol 

Start 4232 



Seq. ID OJ000330_24. 0419. Cll 

Strand + 

End 6099 
.np Method AAT/NAP 

End 60-99 * ; 

Score 508 
4241. .4323, 4515. .4593, 4717. .4827, 
5700.. 5819, 5909.. 6099 
protein [Arabidopsis thaliana] 

Seq. ID- OJ000330_24.0419.C11 

Strand + 

End. 6099 . . 

.tm Method TBLASTX : Maize 

End 5806 

Score 210 
3973. .4077, 3977. .4072, 4129. .4158, 
4231. .4311, 4510. .4593, 4510. .4602, 
4716. .4826, 4717. .4827, 5756. .5806 

Seq. ID OJ000330_24. 0419. Cll 

Strand + 

End 6099 

.tw Method TBLASTX : Wheat 

End 5215 



58581 






none 




Score 


55 


Exons 


4^jz. . 4 z y i , 4 z 4.y . . 4 z o y , 


4 0 1 J . 


.4620, 4516. .4602, 4714. .4857, 




41/1/.. 4 0<£ / , H 1 H £. . . 4 OZO , 


CI CQ ' 


• COI c 

. OZIj 




beq. wo. 






Seq. ID 


OJ000330_24.0419.C11 




121647 




Strand 


+ 


Start 


1 




End 


6099 


Name 


OJ000330 24.0419.Cll.o3. 


gp 


Method 


AAT/GAP 




5196 




End 


6031 A 




3107483 




Score 


485 


Exons 


5196.. 5230, 5700.. 5819, 


5909. 


.6031 




GI Descr ip . ( 


2651313 2.0e-16 (AC002336) hypothetical protein [Arabidopsi; 




thaliana] 








beq. no. 


58207 




Seq. ID 


OJ000330_24 .0419.C13 


Gene No. 


121648 




Strand 




Start 


1 




End 


974 


Name 


OJ000330 24.0419.C13.ol. 


np 


Method 


AAT/NAP * 


btart 


1 




End 


967 


GI 


2104949 




Score 


637 


Exons 


1..34, 558. .967 








GI Descrip. 


(U96716)- MAP kinase-like protein [Selaginella lepidophylla] 


Seq. No. 


58207 




Seq. ID 


OJ000330_24.0419.C13 


Gene No. 


121648 




Strand 


~ 


btart 


1 




End 


974 - 


Name 


OJ000330 24 .0419.C13.ol. 


tw 


Method 


TBLASTX .-Wheat 


btarc 


543 




End 


784 




none 




Score 


297 


Exons 


543. .755, 557. .754, 560. 


.784, 


.564. .782 




Seq. No. 


58207 




Seq. ID 


OJ000330__24.0419.C13 


Gene No. 


121648 




Strand 




b tart 


1 




End 


974 


Name 


OJO'00330 24 .0419.C13.ol. 


tc 


Method 


TBLASTX: Cress 


C -4- -> -v-4- 

btart 


551 




End ■ 


949 


LjI 


none 




Score 


303 


Exons 


551. .937, ..551: .949, 558. 


.947 






Seq. No. 


58207 




Seq. ID 


OJ000330_24.0419.C13 


Gene No. 


121648 




Strand 




bLarc 


1 




End 


974 


Name 


OJ000330 24. 04.19. C13.ol. 


tm \ 


Method 


TBLASTX : Maize 


btart 


'551 




End ' 


974 ■. 


bl 


none 




Score 


558 


Exons 


551. .967, 552. .968, 553. 


.969, 


562. . 972, 


564. .974 • 


Seq. No. 


58207 




Seq. ID 


OJ000330_24.0419.C13 


Gene No. 


121648 




Strand 




otart 


1 




End 


974 


Name 


OJ000330 24.0419.C13.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


557 




End 


973 


GI 


none 




Score 


395 


Exons 


557. .973, 570. .962 








Seq. No. 


58208 




Seq. ID 


OJ000330_24 .0419.C14 


Gene No. 


121649 




Strand 


+ 



58582 



Start 


84 57 




End" 


1x435 




Name 


OJ000330 24. 


0419. C 1 4 .ol.gp 


Method 


AAT/GAP 




Start 


8214 




End 


8761 




GI 


none 




•Score 


867 




Exons 


8214 . . 8528 , 


8 603 . .8761 








Seq. No. 


58208 




Seq. ID 


OJ000330_24 .0419, 


.C14 


Gene No. 


121649 




Strand 


+ 




Start 


. 8457 - 




End 


11435 




Name 


OJ000330_24 . 


0419. C14 . o2 . gs 


Method 


GEN SCAN 




Start 


84 57 




End 


11435 




GI 


none 




Score 


.55 




Exons 


84 57. . 8528 , 


8 603 . .8816, 9355 . 


.9856, 10489. .10563, 10934. 


. . 11435 


Seq. No. 


C O O A O 

58208 




Seq. ID 


OJ000330_24 .0419, 


■ C14 


bene lno . 


191 

X*£ X Dfl ¥ 




Strand 


+ 




Start 


8457 




End 


11435 




Name 


OJ000330 24. 


0419.C14 .o2.np 


Method 


AAT/NAP 




Start 


9248 




End 


11435 




GI 


7487649 




Score 


323 




Exons 


9248. .9702, 


10895. . 11435 








GI Descrip. 


hypothetical 


protein T4I9.20 


- Arabidopsis thaliana 





gi|3924613|gb|AAC79114.1| (AF069442) hypothetical protein 
[Arabidopsis thaliana] gi-| 4263512 l.gb | AAD15338 . 1 | (AC004044) 
hypothetical protein [Arabidopsis thaliana] 

gi I 7269777 | emb | CAB77777.il (AL161495) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58208 Seq. ID 

121649 Strand 

8457 End 
OJ000330_24 . 0419 . C14 . o2 . gp Method 

9441 End 

none Score 
9441. .9856,- 10489. .10536 



OJ000330_24 .0419. C14 
+ 

11435 
AAT/GAP 
10536 
873 ' 



58208 , . Seq. ID 

121649 Strand 
8457 End 
OJ000330_24 .0419.C14 .o3.gp Method 
10975 End 
LIB3432-034-P2-K1-D9 Score 
10975. .11416 

•3924613 3:0e-27 (AF069442) hypothetical protein [Arabidopsis 
thaliana] >gi_4 2 63512_gb_AAD15338_ (AC00.4044). hypothetical 
protein [Arabidopsis thaliana] 1 



OJ000330_24 . 0419. : C14 
+ 

11435 
AAT/GAP 
11416 
855 



58208 Seq. ID 

121650 , Strand 

2817 End 

OJ000330_24 .0419. C14 . ol . gs Method 

2817 End 

none Score 



OJ000330_24 .0419.C14 

5130 
GENSCAN 
5130 
.86 



2817.. 2916, 2999, 
4960. .5130 



:3074, 4289. .4422, 4532.'. 4614, 4720. .4842, 



Seq. No. 



58208 



Seq. ID OJ000330 24.0419.C14 



58583 



Gene No. 121651 . Strand 

Start 8009 End 9314 

Name OJ000330_24 . 04 19 . C14 . ol . np Method AAT/NAP 

Start 8009 " End • 9314 

GI 6815099 Score 82 

Exons 8009.. 8099, 9286.. 9314 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 


58208 




Seq. ID 


OJ000330_24.0419.C14 


Gene No. 


121652 




Strand 




Start 


\Z 1 3o 




End 


13293 


Name 


/-\ -r A O. A O O O o a 

OJ00U33U 24 . 


0419. C14 . ol . tc 


Method 


TBLASTX : Cress 


Start 


A C O 1 

4 531 




End 


5073 


GI 


none 




Score ■ 


72 


Exons 


>ICOT A f~ "\ A 

4531 . .4 614, 


4 / do . . 4 842 , 4 960 


..5073, 4970. .5047 


Seq. No. 


58208 




Seq. ID 


OJ000330_24.0419.C14 


Gene No. 


"I O 1 /"CO 

121 652 




Strand. 




Start 


12136 




End 


1329.3 


Name 


OJ000330 24. 


0419.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


4768 




End 


5073 


GI « 


none 




Score 


52 


Exons 


4768. .4842,. 


4789.. 4884, 4958 


..5053, 4960. .5073, 5002. .5067 


Seq. No. 


58208 . 




Seq. ID 


OJ000330_24 .0419.C14 


Gene No . 


121652 




Strand 




Start 


12136 




End 


13293 


Name 


OJ000330 24. 


0419. C14 .ol.tm 


Method 


TBLASTX: Maize 


Start 


9357 




End 


11443 


GI 


none 




Score 


157 


Exons 


9357. .9554, 


9365.. 9421, 9491 


..9553, 9557.. 9856, 9558. .9857, 




9563. .9859, 


9570.. 9866, 9778 


..9867, 104 


84. .10561, 10486. .10! 




1048 6. .10563, 10941. .11429, 


10951. .1118 


17, 10986. . 11441, 




10988. .11443 


, 10994. .11443 






Seq. No. 


58208 




Seq. ID 


OJ000330_24.0419.C14 


Gene No. 


121652 




Strand 




Start 


. 1*2136 




End 


13293 


Name 


OJ000330 24. 


0419.C14.ol.ts 


Method • 


TBLASTX : Soybean 


Start 


9360 




End 


11375 


GI 


none 




Score 


67 


Exons 


9360. .9449, 


10992. . 11081, 11049. .11375, 


11093. .11347. 


Seq. No . 


58208 




Seq. ID 


OJ000330_24.0419.CI4 


Gene No. 


121652. 




Strand 




Start 


12136 




End 


13293 


Name 


OJ000330 24. 


0419.C14 .o3.gs 


Method 


GENSCAN 


Start 


12136 




End 


13293 


GI 


none 




Score 


.55 


Exons 


12136.. 12427 


, 12844 . .12914, 


13171. .13293 



Seq. No. 58209 Seq. ID 

Gene No. 121653 Strand 

Start . 471 End 

Name ' OJ000'330_24 . 04 19 . C17 . ol . gp Method 

Start 471 End 

GI none Score 



OJ000330_24.0419.C17 
+ 

84 8 - 

AAT/GAP 

848 

695 



58584 




Exons 


/I *7 1 Q A Q 
4 / I . .OHO 














Seq. No. 


58209 




Seq. ID 


OJ000330_ 


_24 


.0419. 


C17 


Gene No. 


121654 




Strand 


+ 










T CO *7 




bna 


4 Uoj 








Name 


UJUUUoJU Z4 


. U4 i y . ci / . oi . gs 


Method 


GEN SCAN 








bt art 


icon 
obZ I 




T-> ^ _) 

End 


a r\ o c 
4 UoD 










none 




Score 


. yb 








Exons 


'icon a no cl 
Jbz / . . 4 Uo D 




- 










beq. jno. 






Seq. ID 


OJUUU J JU 


O A 

z4 


. U4 iy . 


CI / 


Gene No. 


121654 




Strand 


+ 








Start 


362.7 




End 


4085 








Name 


UJUUUjjU Z4 


n a i q rn ^ i 
. u 4 ± y . u ± / .01. np 


Method 


7\ 7\ m / XT 7V D 

AA1 / NAr 








Start 


OCOf\ 




hna 


a n o o 
4 UoZ 










"3 n O 1 11 *3 

oUZ 1 / I j 




Score 


jl / 








Exons 


jOjU . . 4 UoZ 














GI Descrip. 


( Acs U 1Z bUO J 


r r\ 

MRL [Oryza sativa 


J 










beq. no. 


ooz uy 




Seq. ID 


OJUUUooU 


Z4 , 


Ajfl 1 ft 

. U4 i y . 


CI / 


Gene No. 


121655 




Strand 


+ 








Start 


8715 




End 


10802 








Name 


UJUUUJjU z4 


.0419.C17.o3.np 


Method 


AAT/NAP 








Start 


OTIC 




End 


10802 








GI 


b 4 9 b 4 o o 




Score - 


o o r\ 

280 








Exons 


qti C QHQQ 


10782. .10802 












(al uescrip. 


(APUUUolb) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


58209 




Seq. ID 


OJ000330_: 


_24 . 


.0419. 


C17 


Gene No. 


121656 




. Strand 










otart 


/icon 

4 DO U 




End 


jDD / 








Name 


OJUUUooU z4 


.0419.C17.o2.gs 


Method 


GENSCAN 








Start 


^ ^ o n 
4 bo U 




End 


ODD / 










none 




Score 


. D / 








Exons 


/i (Ton cfiRyi 
4 bo U . . 0U04 , 


5122.. 5667 












Seq. No. 


58209 




Seq. ID 


OJ000330_ 


24, 


.0419, 


C17 


Gene No. 


121657 




Strand. 










Of -i v~ -t- 

otart 






End v 


/ yo4 








Name 


OJUUUJJU Z4 


.0419.C17.o3.gs 


Method 


Z"' T~> XT O /™t 7\ XT 

GENSCAN 








btart 


c n n c\ 

d y / U 


End 


n *d c 










none 




Score 


. y4 








Exons 


o y /u . . M4 / , 


7424.. 7531, 7614 


..7936 










beq . no . 


* c q o n Q 

oozuy . . 




r Seq. ID . 


OJUUU J JU. 


z4 , 


ft. ^ 1 fi 
. U4 1.9 . 


CI / 


Gene No . 


1Z ± DO / 




Strand 










Start 


5970 




End 


7954 








Name 


OJ000330 24 


.0419.C17.o2.np 


Method 


AAT/NAP 








O -i , v~ 4- 

otart 


5991 




End 


7954 










2829896 




Score 


536 








Exons 


5991. .7320, 


7488.. 7753, 7793 


. .7954 










GI Descrip. 


(AC002311) 


highly similar to 


auxin-regulated protein GH3, 




gp | X60033 | 18591 [Arabidopsis 


thaliana] 










Seq. No. 


58209 




Seq. ID 


OJ000330_ 


24 . 


,0419. 


C17 


Gene No. 


121658 




Strand 










Start 


12078 




End 


18886 









58585 



Name 

Start 

GI 

Exons 



OJ000330_24.0419.C17.o4.tm 
29 



Method 
End 
Score 



TBLASTX: Maize 
271 
45 



none 

^2*9. .88, 29. .91, 30. .89, 57. .98, 87.. 158, 88. .159, 104. .160, 
161. .247, 162. .248, 170 . . 271 , ' 192 . . 248 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58209 

121658 

12078 

OJ000330_24 .0419.C17.o3.tm 

3701 

none 



Seq. ID OJ000330_24 .0419. C17 
Strand 

End 18886 

Method TBLASTX : Maize 

End 4082 

Score 171 



3701. .3889, 3708. .3890, 3911. .3988, 3912. .3968, 4041. .4082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58209 

121658 

12078 

OJ000330_24 .0419.C17.ol.-tc 

6024 

none 



Seq. ID OJ000330_24 .0419.C17 
Strand 

End 18886 

Method TBLASTX : Cress 

End 7172,." 

Score 59 

6024. .6173, 6462. .6602, 6462. .6605, 6645. .6770, 6645.. 6773, 
6780.. 6896, 6780.. 6890, 7002.. 7172 



Seq. No. 58209 
Gene. No. ' 121658 

Start 12078 

Name OJ000330_24 . 04 19 . C17 . ol . ts 

Start 6453 

GI none 
Exons 



Seq. ID OJ000330_24 .0419.C17 

Strand " - 

End 18886 

Method TBLASTX: Soybean 

End 7319 

Score 92 



6453. .6605, 6466. .6585, 6634. .6777, 6645.-6773, 6775. .6885, 
6777. .6887, 6987. .7205, 7212. .7319 



Seq. No. 58209 

Gene No. 121658 

Start . 12078 

*Name OJ000330_24 . 04 19 .C17 . ol . tw 

Start 6507 

GI none 

Exons 6507.. 6788, 6511.. 6783 



Seq. ID OJ000330_24 .0419.C17 
Strand 

End 18886 

Method TBLASTX : Wheat 

End 6788 

Score 101 



Seq. No. 58209 

Gene No.. 121658 
Start . 12078 

Name " OJ000330_24 . 0419 . C17 . ol . tm 

Start ; 6520- 

GI none 
Exons 



Seq. ID OJ000330_24.0419.C17 
Strand 

End 18886 

Method' TBLASTX: Maize 

. End . 6887 

Score 71 



6520. .6606, 6522. .6605, 6639. .6773, 6640. .6771, 6780. .6887, 
6781. .6885 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58209 

121658 

12078 

OJ000330_24 . 0419.C17.o4 . np 

12078 

6321354 



Seq. ID OJ000330_24 .0419.C17 
Strand 

End 18886 

Method AAT/NAP 

End 18886' 

Score 328 



12078. .12181, 12349. .12495, 13167 .. 1324 1, 13339 .. 13431, 
13755. .13864, 14022 .. 14084 , 14484 .. 14 535, 14 612 .. 14708 , 



58586 



GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15845. .15969, 18855.. 18886 

Ygl084cp gi I 1J723878 | sp | P53154 | YGI4_YEAST HYPOTHETICAL 65.3 KD 
PROTEIN IN MAD1-SCY1 INTERGENIC REGION gi | 2132541 | pir( | S64091 
probable membrane protein YGL084c s ~ yeast (Saccharomyces . 
cerevisiae) gi | 1322607 | emb | CAA96789 . 1 | (Z72606) ORF YGL084c 
[Saccharomyces cerevisiae] 



58209 
121658 
12078 

OJ000330__24 .0419.C17.o2.ts 
13190 
none 

13190. .13240, 13194. .13241, 13297 
13750. .13857, 13755 .. 13859, 13763 
14019. .14084, 14481. . 14540, 14620 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ00033.0 24.0419.C17 



18886 

TBLASTX : Soybean 
14670 
75 

13434, 13338. . 13433, 
13864, 14005. . 14085, 
14670, 14620. . 14670 



- ?3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58209 

121658 

12078 

OJ000330_24.0419.C17.o2.tm 

14481 

none 

14481. .14537, 14481 .. 14537, 
14614.. 14724, 14616 .. 14723, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000330. 24.0419.C17 



18886 

TBLASTX: Maize 
14724 
55 

14 4 82. .14 541, 14612. .14722, 
14617. .14724 



58210 

121659 

1 

OJ000330_24.0419.C18.ol.np 
1 

7488426 

1..45, 810. .1099, 1233. .1352, 
2385. .2462, 2762.. 2940, 3062. 



OJ000330_24.0419.C18 
+ 



Seq, ID 
Strand 

End 3145 
Method AAT/NAP 
End 3145 
Score 912 
1811. .1888, 2024. .2200, 
.3145 

WD-repeat protein T4I9.10 - Arabidopsis thaliana 
gi.l 3924603 | gb | AAC79104.il (AF069442) putative WD-repeat protein 
[Arabidopsis thaliana] gi | 7269787 | emb | CAB77787 . 1 | (AL161495) 
putative WD-repeat protein [Arabidopsis thaliana] 



58210 Seq. ID 

121659 Strand 
1 End 
OJ00.0330_24 .0419.C18.ol.gs Method 
758 End 
none . ... Score 

758. .1099, 1233. .1352, 1811. .1888, 2024 
2762. .2934, 3062. .3126 



OJ000330_24 .0419.C18 
+ 

3145 

GENSCAN ... 

3126 

.88 . 

2200, 2385.. 2462, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



58210 

121659 

1 

OJ000330_24.0419.C18.o2. ts 

2024 

none 



Seq. ID OJ000330_24 .0419.C18 

Strand + 

End 3145 

Method TBLASTX : Soybean 

End 2465 

Score 205 



2024.. 2197, 2068.. 2196, 2388.. 2420, 2427. .2465 

58210 Seq. ID OJ000330_24 . 04 19 . C18 



58587 



Gene No . 


lz looy 




Strand 


+ 




Start 


1 




End 


3145 




Name 


OJ000330_24.0419 


■C18.ol.tm 


Method 


TBLASTX: 


Maize 


btart 


0 a C 




End 


314 5-. 




bl 


none 




Score 


92 




Exons 


O *Z C C O A A H OIQH 


. . Z 4 DO, ZooZ 


..2465, 2385.. 2465, 


OTCT OQ1Q 




O "7 Q OQ1 1 OTCn 


. . z y z 4 , z i oi 


..2931, 2762.. 2932, 






jU / l . ..3140 










Seq. No. 


58210 




Seq. ID 


OJ000330 


_24 .0419. C18 


Gene No. 


121659 




Strand 


+ 




otan 


i 




End 


3145. 




Name 


UJUUUjjU Z4.U4iy 


. bl o . Ol . IS 


Method 


TBLASTX: 


Soybean 


btart 


Z 1 1 Z 




End 


3143- 




bl 


none 




Score 


217 




Exons 


0110 OQ1Q 0"7Qfl 


. . z yz y , z loz 


..2919, 3072. .3143 




beq. no. 


JOZ 1 1 




Seq. ID 


OJ000330 


oa n/i 1 q r*iQ 

zq . u 4 1 y . b i y 


.bene lno . 


1 91 ££D 
1Z1DOU 




Strand 


+ 




Start 


1 




End 


264 




Name 


OJ000330 24.0419, 


.C19.ol.gp 


Method 


AAT/GAP 




btart 


1 




End 


264 




GI 


53349 1.R1084 




Score 


504 




Exons 


1. .264 










GI Descrip. 


'3924603 3.0e-16 


(AF069442). ] 


putative WD-repeat 


protein.. 




[Arabidopsis thaliana] ? 








Seq. ■ No . 


58211 




Seq. ID 


OJ000330 


_24.0419.C19 


Gene No. 


• 121661 




Strand 






otdit 


40 




End 


190 




Name 


OJ000330 24.0419, 


X19.ol.gs 


Method 


GENSCAN 




otart 


40 




End 


190 




bl 


none 




Score 


.78 




Exons 


40. .190 










beq. No. 


58212 




Seq. ID 


-OJ000310 


Z 4 . U 4 i y .-b 1 


Gene No~\, - 


.121662 




Strand 


+ 




Start 


1 




End 


.722 




Name 


OJ000310 24.0419. 


.Cl.ol.np 


Method 


AAT/NAP 




btart 


1 




End 


722 




bl 


6907086 




Score 


322 




Exons 


1..100, 369. .722 










GI Descrip. 


(AP001129) .'hypothetical protein [Oryza 


.sativa] 




Seq. No. 


58212 . 




Seq.. ID 


OJ000310 


_24.0419.."C1 


Gene No. 


121662 




Strand 


+ 




btart 


1 




End 


722 




Name 


OJ000310 24.0419. 


Cl.ol.gs 


Method 


GENSCAN 




btart 


403 




End 


707 




C T 
bl 


none 




Score 


.8 




Exons 


403. .707 










Seq. No. 


58213 




Seq. ID 


OJ'000310 


_24.0419.C2 


Gene No. 


121663 




Strand 


+ 




Start 


271 




End 


548 




Name 


OJ000310 24.0419. 


C2 .ol .gp 


Method 


AAT/GAP 




Start 


271 




End 


548 





58588 




GI 


Jlu / oUo 




Score 


C A A 

b4 4 




Exons 


Z / 1 . . 04 o 


** 








Seq. No. 


58213 




Seq. ID 


OJ00Q310_24 


.0419.C2 


Gene No. 


"121664 




Strand 






otart 


A 1 Q 
4 1 O 






i ni q 

lUlo 




Name 


(JJUUUJiu Z4.U4iy 


. C2 .ol.gs 


Method 


GhNbGAN 




btart 


/I 1 o 

4 lo 






y j o 




GI 


none 




Score 


. yo 




Exons 


4 i o . . yjb 










beq. no. 


DoZl j 




beq. lu 


UJUUUolU Z4 


. U4 1 y . GZ 


Gene No. 


121664 




Strand 






Start 


418 




End 


1018 




Name 


vJJUUUjIU Z4.U4iy 


. C2 . o 1 . np 


Method 


AAT/NAP 




otart 


4 0/ 




End 


1018 




GI 


4 1 lOOlD - 




Score 


432 




Exons 


4 0 / . . 1 U 1 0 . 










GI Descrip. 


(AbUl44/o) root 


cap-specif ic . 


glycine-rich protein 


[Zea mays] 


Seq. No. 


58213 




Seq. ID 


OJ000310_24 


.0419. C2 


Gene No. 


121664 




Strand 


_ 




Start 


4 lo 




End 


1018 




Name 


OJUUUolU z4.U4iy 


. Cz . oz . gp 


Method 


AAT/GAP 




Start - 


TOT 
/ Z / 




End 


1017 




r* x 
GI 


4 o / o yz I 




Score : 


538 




Exons 


TOT 1 

/ z / . . I U I / 










Seq. No. 


58214 




Seq. ID 


OJ000310_24 


.0419. C3 


Gene No. 


121665 




Strand 






Start 


II / / 




End 


1284 




Name 


UJUUUoIU Z4.U4iy 


. Go . ol . gs 


Method 


GENS CAN 




Start 


II// 




End 


1284 




r> x 
GI 


none 




Score 


.59 




Exons 


11T7 1 OQyl 
11//.. IZti 4 










Seq. No. 


58215 . • 




Seq. ID 


OJ000310_24 


.0419. C4 


Gene No. 


121666 




Strands 






b cart 


iii 
ill 




End 


668 




Name 


OJUUUolU z4.U4iy 


. C4 . ol . gs 


Method 


GENSCAN 




Start 


111 

111 




End 


668 




x 
GI 


none 




Score . 


.98 




Exons 


111.. boo 










beq. NO; 






Seq. ID 


OJ.000310__24 


. U 4 i y . C 4 


bene no . 


121667 




Strand 






Start 


3121 




End 


3930 




Name 


OJ000310. 24 .0419 


.C4.ol.np. . 


Method 


AAT/NAP 




btart 


3121 




End 


3930 




GI 


7442081 




Score 


733 




Exons 


3121.. 3550, 3578 


. .3930 








GI Descrip. 


glycine-rich protein grp3 - maize gi | 153207 1 | emb | CAA69104 . 1 | 




(Y07781) glycine- 


-rich protein 


[Zea mays] 




Seq. No. 


58215 




Seq. ID 


OJ000310__24 


.0419. C4 


Gene No. 


121668 




Strand 






Start 


9848 




End 


10426 





58589 



Name 

Start' 

GI 

Exons 



OJ000310_24.0419.C4 .o4.gs 
9848 



none 
9848. 



,10426 



Method GENSCAN 
End ,10426 
Score .73 ; 



Seq. No. 58215 
Gene No. ■ 121669 

Start 11591 

Name OJ000310_24 ..0419 . C4 . o2 . tm 

Start 7214 

GI none 

Exons 7214. .7312/ 7317. .7460, 7322, 

Seq. No.' ■ 58215 
Gene No. • 121669 

Start 11591 

Name OJ000310_24 . 04 1 9 . C4 . ol . tw 

Start 7391 

GI none 

Exons 7391.. 7702, 7551.. 7685, 7559. 

Seq. No. 58215 

Gene No. 121669 

■Start 11591 

Name OJ000310_24 . 04 1 9 . C4 . ol . gp 

Start 11389 

GI 3767838 

Exons 11389.. 11835 



Seq. ID OJ0003I0_24.0419.C4 
Strand 

End 13087 

Method TBLASTX : Maize 

End 7504 

Score 91 

.7504, 7328.-7462, 7392. .7499 



Seq. ID OJ000310_24.0419.C4- 
Strand 

13087 

TBLASTX: Wheat 
7741 
78 



End 

Method 
End 

Score - 
.7741 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_24 .0419.C4 

13087 
'AAT/GAP 
11835 
829 



Seq. No. 58215 

Gene No. 121669 

Start 11591 

Name OJ000310_24 . 04 1 9 . C4 . o5 . gs 

Start 11591 - 

GI none 

Exons 11591. .11735, 11791 .. 11906, 
' 12656. .12737, 12830. .12912. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_24.0419.C4 

13087 
GENSCAN 
12912 
.77 



12006. .12086, 12164. .12307, 



Seq. No. 58215 
Gene No. 121669 
Start 11591 

Name . OJ000310_24 . 04 19 . C4 . ol . tm 

Start 11764 
GI none 
Exons 11764. 

11988. 

12163. 



Seq. ID 
Strand 
End 

Method 
End 

Score' ' 



OJ000310 24. 0419. C4 



,11904,. 11764. .11907, 11780. 
,12089, 12006. .12089, 12162. 
,12309, 12266. .12310 



13087 • 

TBLASTX: Maize 
12310 . ■ 
82 

11908., 11823. .11915,, 
12308, 12163. . 12309, 



Seq. No. 58215 

Gene No. 121669 

Start 11591. 

Name OJ000310_24 . 04 19 . C4 . o3 . np 

Start 11808 

GI 7493283 ' 

Exons 11808. .11834, 12164 .. 12307 , 

13006. .13087 

GI Descrip. Rev interacting protein Rip- 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_24 . 0.419. C4 

13087 
AAT/NAP 
13087 
313 



12656. .12737, 12830. .12912, 
1 homolog - fission yeast 



58590 



(Schizosaccharomyces pombe) gi | 3738208 | emb | CAA212 63 . 1 | 

(AL031853) strong similarity to yeast cell division and spore 

germination protein Kr.rlp [Schizosaccharomyces pombe] 

gi 1.557.8-744 I db j I BAA82594 ;..l | (AB030208) Mis3 [Schizosaccharomyces 

pombe] 



Seq. No. 58215 Seq. ID 

Gene No. 121669 Strand 

Start 11591 End - 

Name OJ000310_24 . 04 19 . C4 . ol . tc Method 

Start 12186 End 

GI none Score 
Exons 



OJ000310_24 .0419.C4 
13087 

TBLASTX: Cress 

130'83 

94 



1218 6. .12287, 12218. .12307, 12657. .1274 6, 12658. .127 38, 
12696. .12758, 12827. .12850, 12829. .12-909, 1284 4 . . 12 915; 
13006. .13083, 13010.. 13078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58215 Seq. ID 

121669 Strand 

11591 End 

0 JO 0031 0_2 4 . 0 4 1 9 . C4 . o2 . gp Method 

12229 End 

LIB34 7 7-007-P1-K1-H1 Score 



OJ000310_24 .0419.C4 

13087 
AAT/GAP 
13087 
541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12229. .12307, 12656. .12737, 12830. .12912, 13006. .13087 
' 3738208/emb|CAA21263| 1.0e-46 (AL031853) strong similarity to 
human Rev interacting protein Rip-1 [Schizosaccharomyces pombe] 
>gi_5578744_dbj_BAA82594 ,'l_ (AB030208) Mis3 [Schizosaccharomyces 
pombe] ' 

58216 Seq. ID OJ000310_24 . 04 1 9 . C5 

121670 Strand 
1 End 1768 

OJ000310_24 .0419.C5.ol.np Method AAT/NAP 

1 End 17 68 

7493283 Score 281 

1..21, 106. .145, 242. .298, 938. .1006, 1196. .1306, 1407. .1483, 
1582.. 1768 

Rev interacting protein Rip-1 homolog - fission yeast ' 
(Schizosaccharomyces pombe ) gi 13738208 I emb | CAA212 63. 1 j 
(AL031853) strong similarity to yeast cell division and spore 
germination protein Krrlp [Schizosaccharomyces pombe] 
gi 15578744 | dbj | BAA82594 . 1 | (AB030208) Mis3 [Schizosaccharomyces 
. pombe] 

Seq. No. 58216 Seq. ID ' OJ000310_24 . 04 19 . C5" 

Gene No. 121670 Strand . - ... 

Start 1 End 17 68 

Name OJ000310_24 . 0419 . C5 . ol . gp Method AAT/GAP 

Start 74 End 1494 

GI 428462 Score 595 

Exons 74. .145, 242. .298, 938. .1006, 1196. .1306, 1407. .1494 

GI Descrip. 37 38 208 /emb | CAA21263 I 1.0e-46 (AL031853) strong similarity to 

human Rev interacting protein Rip-1 [Schizosaccharomyces pombe] 
>gi_5578744_dbj_BAA82594 . 1_ (AB030208) Mis3 [Schizosaccharomyces 
pombe] 



Seq. No. 
Gene No. 



58216 
121670 



Seq. ID 
Strand 



OJ000310 24. 0419. C5 



58591 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000310_24 .0419.C5."ol.tc 

104 

none 



End 

Method 

End 

Score 



1768 

TBLASTX: Cress 

1621 

59 



104. .151, 242. .301, 246. .299, 938. .1009, 1164. .1322, 1190. .1306, 
1404.. 1484, r«»^l*85, 1407.. 1490*, 1577.. 1621 



58216 

121670 

1 

OJ00.0310_24 .0419.C5.ol.tm 

104 

none 



Seq. ID OJ000310_24.0419.C5 
Strand 

End 1768 

Method TBLASTX : Maize 

End 1622 

Score 37 



104. .151,- 123. .152, 242.. 301, 243.. 299, 938.. 1012, 938. .1009, 
1170. .1307, 1190. .1306, 1195. .1308, 1404. .1484, 1405. .1485, 
1405. .1485, 1566. .1622, 1575. .1622 



58216 
121670 
1 

OJ000310_24 .0419.C5.ol.ts 
104 
none 

104. ■.151, 242.. 313, 938.. 1009, 1190.. 1306, 1200.. 1307, 
1404. .1484, 1405. .1485, 1572 . ..1622, ,1577 .. 1621 



Seq. ID OJ000310_24.0419.C5 
Strand 

End 17 68 

Method TBLASTX : Soybean 

End 1622 

Score 105 





Seq. No. 


58216 


"Seq. ID 


OJ000310_24.0419.C5 


r ; s 

: yp 

•='•=2. 


Gene No. 


121670 


Strand 




: . J 
5= 


Start. 


1 


End 


1768 


h '=? 


Name 


OJ000310 24.0419.C5.ol.gs 


Method 


GENSCAN 




Start 


242 


End 


1588 




GI 


none 


Score 


.94 


5 


Exons 


242.. 298, 938.. 1006, 1196. 


.1306, 1407. 


.1588 • 


*s't£ 


Seq. No. 


58217 


Seq'. ID 


OJ000310_24.0419.C6 


* : >J 


<3ene No. 


121671 


Strand 


+ 




Start 


1 


- End 


711- . 


: H 


Name 


OJ000310 24.0419.C6.ol.gp 


' Method 


AAT/GAP 


.r 


Start 


1 


End 


106 




GI 


27491 1.R1084 


Score 


181 


h ^ 


Exons 


1. .106 








GI Descrip. 


1 4 521193/dbj I ABO 134 50 . 1 1 ABO 134 50 3 . Oe- 


4 0 Oryza sativa DNA, 



Seq._ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.- 
Gene No. 
Start 
Name 



similar sequence to Pib gene 1 

58217 
121671 
1 

OJ000310_24 .0419.C6.ol.np 
1 

2245394 
1..201, 615. .711 

(U89771) ARFl-binding protein [Arabidopsis thaliana] 



Seq. ID OJ000310_24 .041.9. C6 

Strand + 

End 711 

Method AAT/NAP 

End 711 

Score 138 



58217 
"121671 
1 

OJ000310_24 .0419.C6.ol.gs 



Seq. -ID OJ000310_24.0419.C6 

Strand ' ' + 

End 711 

Method GENSCAN 



58592 



Start 
GI 

Exons 



116 
none 
116. .201 



End 
Score 



201 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 



58217 **• -Seq. ID 

121671 Strand 

1 " End 

0 JO 00 3 1 0_2 4.0419.C6.o2.gp Method 

124 . End 

3107788 Score 
124, .201, 615. .711 

2245394 1.0e-15 (U89771) ARFl-binding protein [Arabidopsis 
thaliana] 



OJ000310_24 .0419.C6 
+ 

711 

AAT/GAP 

711 

318 



58218 
121672 
2936 

OJ000310_24.0419.C7.o2.gp 
2936 
5816518 . 
2936. .3041 

4521193/dbj | AB013450 . 1 | AB013450 3 
similar sequence to Pib gene 



Seq. ID OJ000310_24 .0419.C7 
Strand + 
End 3041 
Method AAT/GAP 
End : "3041 
Score 156 



58218 
121673 
1 . 

OJ000310 
1 

7106512 
1..26, 2620 
(AP001278) 



, Oe-40 Oryza sativa DNA, 



OJ000310 24. 0419. C7 



Seq. ID- _ 
Strand 

End 2927 
Method AAT/NAP 
End * 2801 
Score 138 

2668, 2742.. 2801 
EST C98429 (E0138) corresponds to a region of the 



24.0419.C7.ol.np 



predicted gene.; hypothetical protein [Oryza sativa] 



OJ000310 24. 0419. C7 



.0419.C7.ol. 



gp 



58218 
121673 - 
1 

OJ000310_24 , 
2699 
3761181 
2699. .2927 

4521193/dbj, | AB013450.1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2927 
AAT/GAP 
2927 
345 



58218 . 
121674 
4671 

OJ000310_24 .0419.C7.o2.gs 

4671 
none 



Seq. ID OJ000310 24 ..04 19'. C7. 



Strand 
End 

Method 

End 

Score 



7940 
GEN SCAN 
7891 
.44 



4671. .5029, S333..5555, 5602. .6484, 7121. .7891 



58218 Seq. ID 

121674 Strand 

4 671 End 

OJ000310_24 .0419.C7.o2.np Method 

5182 End 



OJ0-00310_24.0419.C7 

7940 

AAT/NAP 

7940 



58593 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7106512 Score 2642 

5182. .5555, 5610. .6547, 7001. .7940 

(AP001278) EST C98429 (E0138 ) corresponds to ' a region 
predicted gene.; hypothetical protein [Oryza sativa] 



of the' 



58219 

121675 

6833 

OJ000310_24 .0419.C8.o3.gp 
6833 

265_1.R1084 
6833. .6969 

' 425800/dbj | D21281 | RICAD489 
protein (gene name AD4 8 9 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



OJ000310_ 
+ 

6969 
AAT/GAP 
6969 
228 



24. 0419. C8 



1.0e-158 Rice mRNA for glycine-rich 
partial cds 1 



•58219 Seq. ID OJ000310_24 . 04 19 . C8 

121676 Strand + 

6877 End 6969 

OJ000310_24 .0419.C8.o2.np Method AAT/NAP 

6877 End 6969 

232183 Score 149 

6877. .6969 

GLYCINE-RICH CELL WALL STRUCTURAL PROTEIN 2 PRECURSOR 
gi I 72322 |pir | | KNRZG2 glycine-rich cell wall structural protein 2 
precursor - rice gi | 20245 | emb | CAA38315 . 1 1 (X54448) Glycine-rich 
protein [Oryza sativa] gi | 1167557 | gb| AAA858 63 . 1 | (U40708) 
glycine-rich protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58219 
121677 
1 

OJ000310 
1 

7106512 
1..821, 941 
(AP001278 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1244, 1318.. 1377 
EST C98429 (E0138) corresponds 



OJ000310 24. 0419. C8 



24.0419.C8.ol.np 



1503 
AAT/NAP 
1377 
1314 

to a region of- the 



predicted gene.; hypothetical protein [Oryza sativa] 



OJ000310 24 .0419. C8 



Seq. No. 58219 Seq. ID _ 

Gene No. ' 121677 Strand 
Start 1 End 1503 

Name OJ000310_24 . 04 19 . C8 . ol . gp Method AAT/GAP 

Start 1275 End. . . 1503 . 

GI '37 61181 • Score • 337 

Exons . . 12.75. . 1503 

GI Descrip. 4 521193/dbj I ABO 134 50 . 1 1 ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58219 Seq. ID 

121678' Strand 

1511 End 

OJ000310_24 .0419.C8.o2.gp Method 

1511 End 

5816518 Score 
1511.. 1619, 2185.. 2212 

4521193/dbj | AB0134 50 . 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ000310_24.0419.C8 

2212 
AAT/GAP 
2212 
164 



58594 




Seq. No. 


58220 


Seq. ID 


OJ000310 


_24 


.0419.C9 


ijene ino . 


191 filQ 


otrana 


T 




>-:' 


otart 




bna 


1 £Q 
1 DO 






Name 


ujuuuoiu z4 . U4 iy . by . o± . gs 


Method 








OLdlL 


i n 
1 u 


tna 


1 DO 








none 


Score 








Exons 


in i £G 

1 u . . 1 DO 










o e q . IN o . 


c p oof* 


Seq. ID 


OJ000310 


9 A 


. u *± x zf . l. y 


Gene No. 


121680 


Strand 








Start 


1 


End 


375 






Name 


OJ000310 24.0419.C9.ol.gp 


Method 


AAT/GAP 






o tar u 


1 


End 


375 








265 1.R1084 


Score 


704 






Exons 


1. .375 










o± uescrip . 


1 425800/dbj | D21281 | RICAD4 8 9 1 


. Oe-158 Rice mRNA 


ior 


glycine - rich 




protein (gene "name AD489) , partial cds 


i 






Seq. No. 


58'221 


Seq. ID 


OJ000310 


_24 


.0419. CIO 


Gene No . 


121681 


Strand 


+ 






O +. — — 4- 

otart 


55 


End 


399 






Name 


OJ000310 24.0419.-C10.ol.gs 


Method 


/*** T~* XT O /~t 7\ XT 

GENSCAN 






otarc 


55 


End 


too 

399 








none 


Score ■ 


. 87 






Exons 


55 . . 399 ■ 










Seq. No. 


58221 


Seq. ID 


OJ000310 


_24 


.0419. CIO 


Gene No . *. 


121682 


Strand 








o tar l 


943 


End 


1054 






Name 


OJ000310 24.0419.C10.o2.gs 


Method 


GENSCAN 






btart 


943 


End 


1054 






C T 


none 


Score 


.98 






Exons 


943. .1054 










Seq. No. 


58222 


Seq. ID 


OJ000310 


_24 


.0419. Cll 


bene ino . 


121683 


Strand 


+ 






otart 


38 


End ' 


348 






Name 


OJ000310 24.0419.Cll.ol.gs 


Method 


GENSCAN 






o cart: 


38 


End 


348 






O T 


none 


Score 


.81 






Exons 


38. .152, 206. .348 










Seq. No. 


58222' ■ 


Seq. ID 


OJ000310_ 


_24- 


.0419.C11 ■ 


Gene No . 


121684. 


Strand 


+ 






btart 


2717 


End 


4663 






Name 


OJ000310 24.0419.Cll.o2.gs 


Method 


GENSCAN 






o car l 


2717 


End . 


4663 . 








none 


Score 


. 65 






Exons ■ 


2717.. 2736, 3696.-3834, 3996.. 


.4238, 4319. .4532, 


4647. .4663 


beq. no. 


58222 


Seq. ID 


OJ000310_ 


_24 


.0419. Cll 


Gene No. 


121685 


Strand 


+ 






Start 


5424 


End 


5627 






Name 


OJ000310 24.0419.Cll.o3.gs 


Method 


GENSCAN ■ 






Start 


5424 


End 


5627 






GI 


none 


Score 


.59 








58595 











Exons 



5424. .5627 



Seq. No. 58222 

Gene No. 121686 

Start ' 6106 

Name OJ000310_24 . 0419 . Cll . o4 ; gs 

Start 6106 

GI none 

Exons 6106.. 6182, 6259.-6722, 



Seg. ID 
Strand 
End 

Method 
End " 
Score 
6780... 7006 



OJ000310_24. 0419. Cll 

7212 
GEN SCAN 
7006 
.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58222 Seq. ID OJ000310_24 . 04 19 . Cll 

121686 Strand 

6106 End 7212 

OJ000310_24. 0419. Cll. ol.np Method AAT/NAP 

6423 End 7212 

7486726 Score 356 

6423. .7212 

hypothetical protein F9D12.2 - Arabidopsis thaliana 
gi|3319345|gb|AAC26234.1| (AF077407) contains similarity to 
maize transposon MuDR (GB:M76978) [Arabidopsis thaliana] 



OJ000310_24 .0419. Cll 
7212 

TBLASTX: Maize 

7093 

136 



OJ000310_24. 0419. Cll 
7212 

TBLASTX: Soybean 

7057 

71 



OJ000310_24.04L9-.C14 
+ 

227 

GENSCAN 
227 . 
.54 



+ ■ 

1180 

AAT/NAP 

1180 

41 



OJ000310_24.0419.C14 
+ 

1975 



beq. jno. 






oeq. lu 


Gene No. 


1 01 £ Q £ 




Strand 


otart 


DlUu 






Name 


UJUUU-51U z4 . Uftiy . Lll . Oi 


. tin 


Method 


Start' 


6614 




- End 


GI 


none 




Score 


Exons 


££1/1 £009 ICiQI 






Seq. No. 


a o o o o 




Seq. ID 


Gene No. 


121686 




Strand 


Start 


6106 




End 


Name 


OJ000310 24. 0419. Cll. ol 


. ts 


Method 


Start 


6620 




End 


GI 


none 




Score 


Exons 


6620. .7057, 6738. .6824 






Seq. No. 


58223 




Seq. ID 


Gene No. 


121687 




Strand 


Start 


103 




End 


Name 


OJ000310 24.0419.C14.ol 


. gs 


Method 


Start 


103 




End 


GI. 


none 




Score 


Exons 


103. .227 






Seq. No. 


58223 




Seq. ID 


Gene No. 


121688 




Strand 


Start 


507 




. End 


Name 


OJ000310 24.0419.C14.ol 


.np 


Method 


Start 


507 




End 


GI 


6539571 




Score 


Exons 


507. .616, 1075. .1180 






GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


Seq. No. 


58223 




Seq. ID 


Gene No. 


121689 




Strand 


Start 


1224 




End 



58596 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000310_24.0419.C14 .o2.gs 
1224 



none 
1224. 



1781 



58223 

121689 

1224 

OJ000310_24 . 0419.C14 .ol.gp 

1599 

3107215 

1599. . 1975 

58224 

121690 

837 

OJ000310_24.0419.C15.ol.gp 

837 

none 

837. .943 • 

58225 
121691 
9 

OJ000310_24 .0419.C16.ol.gs 

9 

none 



Method GENSCAN 
End 1781 ^ 

Score .74 



Seq. ID OJ000310_24.0419.C14 
Strand + 
End 1975 
Method ' AAT/ GAP .^it- 
End 1975 
Score 504 



Seq. ID ■ OJ000310_24 /0419.C15 

Strand + 

End 94 3 

Method AAT/GAP 

End 943 

Score ' .207 



Seq. ID OJ000310_24.0419.C16 

Strand + 

End 2257 

Method GENSCAN 

End 2257 

Score .51 

9.. 200, 218. .466, 1330. .1443, 1552. .1577, 2082. .2257 

58225 Seq. ID OJ000310_24 . 04 19 . C16 

121692 Strand 

2013 End 2312 

OJ000310_24 .0419.C16.ol.np Method AAT/NAP 

2013 End 2312 

5295967 Score 228 

2013. .2312 

(AB026295) Similar to Lycopefsicon esculentum pT53 mRNA for 

wound-repressed gene, partial cds.(X59883) [Oryza sativa] 



58226 Seq. ID 

121693 Strand 

1813 End 

OJ000310._24 .0419.C17 .ol.gs Method . 

1813 End 

none .Score 
1813.. 1962, 2170.. 2189 

58226 Seq. ID 

121693 Strand 

1813 End 

OJ000310__24 . 0419.C17 .ol.np Method 

1813 End 

585217.2 - Score 

1813.. 1968 

(AL117265) zhbO'002.1 [Oryza sativa] 



OJ000310_24.0419.C17 
+ 

2189 

GENSCAN ' 
2189 •• 
.96 



OJ000310_24 .0419.C17 
+ 

2189 
AAT/NAP 
1968 
89 



Seq. No. 



58226 



Seq. ID OJ000310_24. 0-419. C17 



58597 




Gene No. 


121694 




Strand 


+ 






97 09 




IjIIU 






Name 


n tooo o 9d 

UJUUU JJ.U c. H 


0 4 1 Q PI 7 n1 rro 
. UriXj.L/X/ .ox. y p 


\A /-\ 4- V'i /->, /H 


2\Z\T /rap 










LtlQ 












Score 


7 09 




Exons 












OcCJ. wo. 






oeq ■ x u 


DTOOO^IO OA 


0 4 1 Q P 1 7 


Gene No . 


121694 




Strand 


+ — 




Start 


2702 




End 


8089 




Name 


OJ000310 24 


.0419.C17.o2.np 


Method 


AAT/NAP 




Start 


2566 




End 


8011 




GI 


4115615 




Score 


461 




Exons 


2566. .2866, 


3203.. 3316, 7839. 


. .8011 






GI Descrip. 


(AB014475) 


root cap-specific 


glycine- 


rich protein 


[Zea mays 



Seq. No. 58226 Seq. ID 

Gene No. 121694 Strand 

Start 2702 End 

Name OJ000310_24 . 04 19 . C17 . o2 . gs Method 

Start 2702 End 

GI none Score 

Exons 2702.. 2934, 2986.. 3421 



OJ000310_24.0419.C17 
+ 

8089 
GENSCAN 
3421 
.87 



k.1 
ril 



13 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name * 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58226 

121694 

2702 

OJ000310_24 
3095 * 
3107722 
3095. .3289 



0419.C17.o2.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



58226 Seq. ID 

121694 Strand 
2702 ■ End 
OJ000310_24 .0419.C17.o4.gs Method 
7586 End 
none Score 
7586..76S7, 7755. .7958, 8003. .8089 

58226 Seq. ID 

121695 Strand 
4590 End 
OJ000310_24 .0419.C17.o3.gs ' Method 
4590 ...... End 

none Score 

4590. .4691, 5429.-5476, 6232. .6438 



OJ000310_24.0419.C17 
+ 

8089 
AAT/GAP 
3289 
390 



OJ000310_24.0419.C17 
+ 

8089 
GENSCAN 
8089 
.66 



OJ000310_24.0419.C17 

6438 . 
GENSCAN' 
6438 . . 
.56 



Seq. No. 58227 Seq. ID 

Gene No. 121696 Strand 

Start 2856 ■ End 

Name OJ000310_24 . 04 19 . C19 . ol . np Method 

Start- 2856 End- 

GI • 6907088 * Score 

Exons 2856.. 2993, 3169..3410-, 3907.. 4307 
GI Descrip. 



OJ000310_24.0419.C19 
+ 

4307 
AAT/NAP 
4307 
906 



(AP001129) hypothetical protein [Oryza sativa] 



58598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58227 
121697 
5173 

OJ000310_24 .0419.C19.o3.np 
5173 ■- 
4680183 
5173. .5262 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ000310_24.0419.C19 

Strand + 

End 5262- 

Method "AAT/NAP 

End- 5262 

Score 128 



58227 Seq. ID OJ0'00310_24 . 0419 . C19 

121698 Strand - 

1994 End" 2509' 

OJ000310_24 .0419.C19.ol.gp Method AAT/GAP 

1994 End 2509 

38782_1.R1084 Score 813 

1994. .2509 

1 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. -No. 58227,- . Seq. ID OJ000310_24 . 04 1 9 . C19 

Gene No. 121699 Strand 

Start 4435 End 4545 

Name OJ000310_24 . 0419 . C19 . o2 . gp Method AAT/GAP 

Start - 4435 End 4545 

GI uC-osflcyp088bl2bl . Score 155 

Exons 4435. .4545 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

• Exons 
GI Descrip. 



58227 Seq. ID OJ000310_24 . 0419 . C19 

121700 Strand 

5050 End 5140 

OJ000310_24 . 0419.C19.o2.np Method AAT/NAP 

5050 End -5140 

6721561 Score 133 

5050. .5140 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 58227 

Gene No. 121701 

Start 5976 

Name OJ000310_24 .'0419 . CI 9 . o2 . gs 

Start 5976 

GI none 

Exons 5976.. 6136, 6292.. 6527, 6575. 



Seq. ID 

Strand 

End 

Method 
End 

Score .. 



OJ000310_24.0419.C19 

9847 • :-. 

GENSCAN 

9847 

.56 



6650, 7199. .7273, 7841. .7988, 



8807. .8909, 9050. .9133, 9393. .9470, 9670. .984 7 



Seq. No. 58227 Seq. ID 

Gene No. 121701 Strand 

Start , 5976 End 

Name OJ000310_24 . 04 19 . C19 . o4 . np Method 

Start 6295 End 

GI 7508879 Score 



OJ000310_24.0419.C19 

9847 
AAT/NAP 
9083 
155 



58599 



Exons 629S..6869, 7061.. 7342, 9021.. 9083 

GI Descrip. hypothetical protein W03D2.1 - Caenorhabditis elegans 

gi|l_947160|gb|AAC48255.1| (AF000298) weak similarity to 







collagens; glycine- and proline-rich [Caenorhabditis elegans] 




Seq. No. . 


58227 * 


Seq. ID 


OJ000310_24.0419.C19 




Gene No. 


121702 


Strand 


- 




Start 


10165 


End 


10275 




Name 


OJ000310 24.0419.C19.o3.gp 


Method 


AAT/GAP 




Start 


10165 


End 


10275 




GI 


uC-osflcyp088bl2bl 


Score 


154 




Exons 


10165. .10275 








GI Descrip. 


•5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 






DNA, chromosome 8 , ■ clone : P0026F07 ' 






Seq. No. 


58228 


Seq. ID 


OJ000310_24.0419.C20 




Gene No. 


121703 


Strand 


+ 




Start 


260 


End . 


464 




Name 


OJ000310 24.0419.C20.ol.gs 


Method 


GENSCAN 




Start 


260 


End 


4 64 




GI 


none 


Score 


.92 




Exons 


260. .464 






V=s? 


Seq. No. 


58229 


Seq. ID 


.OJ000310_24.0419.C21 


■ti 


Gene No". 


121704 


Strand 


+ 


f n 


Start 


."430 


End 


648 


r ; s 


Name 


" "OJO'00310 24.0419.C21.ol.gs 


Method 


GENSCAN 


f h 


Start 


430 


End 


64 8 U 




GI 


none 


Score 


.84 




Exons 


430. .501, 517. .648 






ffl 


Seq. No. 


58229 


Seq. ID 


OJ000310_24.0419.C21 




Gene No . 


121705 


Strand 




= 


Start 


. 1 


End 


181 


~™ 


Name 


OJ000310 24.0419.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


181 




GI 


7340884 


Score 


96 




Exons. 


1. . 181 








GI Descrip. 


(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 






transposase. (AB013982) [Oryza sativa] 






Seq. No. 


58230 


Seq. ID 


OJ000310_24.0419.C23 




Gene No. 


121706 


Strand 


+ 




Start 


267 


End 


1761 " 




Name ■ . 


OJ000310 24.0419.C23.ol..gs .. 


Method 


GENSCAN . ' 




Start 


.267 


End 


1761 




GI 


none 


Score 


. 43 




Exons 


267. .889, 1230. .1315, 1590. .1761 . . 






Seq. No. 


58230 


Seq. ID 


OJ000310_24.0419.C23 




Gene No. 


121707 


Strand 


+ 




Start 


3011 


End 


8961 




Name 


OJ000310 24.0419.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


153 


End 


691 




GI 


none 


Score 


113 




Exons 


153. .335, 158. .337, 160. .333, 


161. .334 


, 333. .380, 334. .396, 






335. .397, 481. .678, 485. .691, 


500. .688 





58600 



Seq. No. 58230 Seq. ID OJ000310_24 . 04 19 . C23 

Gene No. 121707 Strand + 

Start 3011 End 8961 

Name OJ000310_24 . 0419 . C23 . o3 . np Method AAT/NAP 

Start 3011 End 8961 

GI 4522005 Score 89 

Exons 3011.. 3037, 8670.. 8961 

GI Descrip. (AC007069) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58230 

121707 

3011 

OJ000310_24.0419.C23.o2.np 

6231 

6907088 



Seq. ID OJ000310_24.0419.C23 

Strand + 

End 8961 

Method AAT/NAP 

End 7690 

Score 4 66 



6231. .6367, 6544. .6759, 7279. .7690 

(AP001129) hypothetical protein [Oryza sativa] 



OJ000310 24.0419.C24 



493 

AAT/NAP 
4 93- 
635 



Seq. No. 58231 Seq. ID 

Gene No. 121708 Strand 

Start 1 End 

Name - OJ000310_24 . 04 19 . C24 . ol . np Method 

Start 1 * End 

GI "* . 232183 Score 

Exons 1..4 93 

GI Descrip. GLYCINE-RICH CELL WALL STRUCTURAL PROTEIN 2 
gi | 72322 | pir | | KNRZG2 glycine-rich cell wall 
precursor - rice 'gi | 20245 | emb [ CAA38315 . 1 | (X54449) Glycine-rich 
protein [Oryza sativa] gi | 1167557 | gb | AAA85863 . 1 j (U40708) 
glycine-rich protein [Oryza sativa] 



PRECURSOR 

structural protein 



Seq. No. 58232 Seq. ID 

Gene No.. ' 121709 Strand 

Start 2213 End 

Name- OJ.000320_25 . 0419 . C2 . ol . gs Method 

Start 2213 * End 

GI none Score 

Exons 2213.. 2275, 2328.. 2630 



OJ000320_25.0419.C2 

+ ' 

2630 

GENSCAN- 

2630 

.49 



Seq. No. 


58232 






. Seq. ID 


OJ000320_ 


_25. 


0419. 


C2 


Gene No. 


121709 






Strand 


+. 








Start 


2213 






•' ' End • 


2630 








Name 


OJ000320.. 25 


.0419.C2.ol. 


np 


Method.. 


.AAT/NAP 








Start 


2213 






End 


2627 








GI 


6815064 






Score 


624 








Exons 


2213. .2275, 


2328. .2627 














GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


58232 






Seq. ID 


OJ000320_ 


_25. 


0419. 


C2 


Gene No. 


121710 






Strand 










Start 


3848 






End 


4271 








Name 


OJ000320 25 


.0419.C2.o2. 


gs 


Method 


GENSCAN 








Start 


3848 






End 


4264 








GI 


none 






Score 


.71 








Exons 


3848. .4011, 


4078. .4264 















58601 



Seq. No. 


58232 


Seq. ID 


OJ000320__25 


.0419. 


C2 


=Gene No. 


121710 


Strand 








Start 


3848 


End • 


4271 






Name 


OJ000320 25.0419.C2.o2.np 


Method 


AAT/NAP 






Start 


3942 


End 


4271 






GI 


6815065 


Score 


592 






Exons 


3942. .4271 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


58233 


Seq. ID 


OJ000320_25 


.0419. 


C3 


Gene No. 


121711 


Strand 








Start 


1654 


End 


3088 






Name 


OJ000320 25.0419wC3.o2.gs 


Method 


GEN SCAN 






Start 


1654 


End 


1983 






GI 


none 


Score 


.8 






Exons 


1654. .1983 










Seq. No. 


58233 


Seq. ID 


OJ000320_25 


.0419. 


C3 " 


Gene No. 


1Z 1 /ll 


Strand 








Start 


1654 


End 


3088 






Name 


OJ000320 25.0419.C3.ol.ts 


Method 


TBJLiASTX : Soybean 




Start 


1717 


End 


1984 






GI 


none 


Score 


157 






Exons 


1717.". 1983, 1718. .1984 










Seq. No. 


58233 


Seq. ID 


OJ000320_25 


.0419. 


C3 


Gene No. 


121711 


Strand 








Start 


1654 


End 


3088 






Name 


OJ000320 25.0419.C3.ol.np 


Method 


AAT/NAP 






Start 


1723 


End 


3088 






GI 


6815066 


Score 


247 






Exons 


1723. .1913, 3059. .3088 










GI Descrip. 


(AP001080) EST C26866(C50282) 


corresponds to a region of 


'. the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No.. 


- 58234 


Seq. ID 


OJ000320_25- 


.0419. 


C4 


Gene No . 


121712 


Strand 


+ 






Start 


956 


End 


3158 






Name 


OJ000320 25.0419.C4.ol.gs 


Method 


GEN SCAN 






Start 


956 


End 


3158 






GI 


none 


Score 


.77 






Exons 


956.. 11.05, 2839.. 2920, 2'971.. 


3158' 








Seq. No. 


58234 


Seq... ID. 


. OJ00.0320__25, 


.0419. 


C4 


Gene No. 


121713 


Strand 


+ 






Start 


15253 


End 


19168 






Name 


OJ000320 25.0419.C4.o3.gs * 


Method 


GENSCAN 






Start 


15253 


End 


18923 






GI 


none 


Score 


.53 






Exons 


15253. .15411, 16570. . 17128, 17218. .17371, 18070. . U 


3231, 






18605. . 18 695, 18852. . 18 923 










Seq. No. 


58234 


Seq. ID : 


; OJ000320_25. 


.0419. 


C4 


Gene No. 


121713 


Strand 


+ 






Start 


15253 


End 


19168 






Name 


OJ000320 25.0419.C4.o4.np 


Method 


AAT/NAP 







58602 



vi 





15253 




End 


19168 




6815069 




Score 


2297 


Exons 


15253. .15411, 16570... 17128, 17218 .. 17371 , 18070 .. 18231 , 




" 18-605. .18695, 18852 . .18923, 19009. .19168 


GI Descrip. 


/ a pnn i n p n \ 


Similar to KIAA0731 protein 


\hd\j 10 £. / h ) [uryza sac 


Seq." No. " 


0 0 ^1 Ofi 




Seq. ID 


nTnnmon or n/ii q ca 


Gene No. 


10171/ 
J. c. 1 / ±4 




Strand 




btar t 


1 
J. 




End 


I 1 "37 • 

II J / 


Name 


UJUUU jZU zo 


.0419.C4.ol.gp 


Method 


Pd\L 1 bHr 


O -4- -i -»"4- 

otart 


X 




End 


I 1 "37 

II j / 


Lrl 


none 




Score 


610 


Exons 


1..51, 852. 


. 1137 






beq . no . 


58234 




Seq. ID 


OJ000320_25.0419.C4 


Ljene no . 


121714 




Strand 




Start 


1 




End 


1137 


Name 


OJ000320 25 


.0419.C4-.ol.np 


Method 


AAT/NAP 




1 




End 


"1047 




6815066 




Score 


387 


Exons 


1..49, 851. 


.1047 






GI Descrip. 


(AP001080) 


EST C26866(C50282) 


corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. -No. 


58234 




Seq. ID 


OJCr00320_25.0419.C4 


Gene No. 


121715 




Strand- • 




C4- -i *«4- 

btart 


4123 




End 


13330 


Name 


OJ000320 25 


.0419.C4.o2.gp 


Method 


AAT/GAP 


Start 


4123 




End 


6849 




none 




Score 


1223 


Exons 


4123. .4414, 


5340.. 5653, 6819. 


.6849 




beq. no. 


58234 




Seq. ID 


OJ000320_25.0419.C4 


Gene No. 


121715 




Strand 




Start 


4123 




End 


13330 


Name 


OJ000320 25 


.0419.C4 .o3.tm 


Method 


TBLASTX: Maize 


otart 


4220 




End 


4468 




none 




Score 


129 


Exons 


4220. .4240, 


4235. .4381, 4240., 


.4383, 4261. .4383, • 428.0. .4396, 




4370. .4417, 


4385. .4468, 4386., 


.4460 




beq. no. 


58234 




Seq. ID 


OJ000320_25.0419.C4 


Gene No. 


121715 




Strand 




Start 


4123 




End 


13330 ■ ' 


Name 


OJ000320 25 


,0419.C4..o2.gs 


Method 


.GENSCAN ... . 


otart 


5340^ 




End 


13330 


r~> t 

bl 


none 




Score 


.7 


Exons 


'5340. . 6650, 


6720. . 6864, 6932. , 


.7055, 9098.. .9299, 9395.. 9544, 




9626. .9767, 


10394 . . 10473, 10974 . .11238, 


, 12329. .12427, 




12962. .13016, 13288.. 13330 






Seq. No. 


58234 




Seq. ID 


OJ000320_25.0419.C4 


Gene No , . 


121715 




Strand 




Start 


4123 




End 


13330 


Name 


OJ000320' 25 


.0419.C4.o2.np 


Method 


AAT/NAP 


Start 


5343 




End 


6812 


GI 


■6815067 




Score 


2487 



58603 



Exons 5343. .6812 

GI Descrip. (AP001080) ESTs AU082210.(C53655 ) , AU05654 6 (S2067 1 ) , 

AU056545 (S20671) correspond to a region of the predicted gene. 
Similar to putative RNA-binding protein (AC004261) [Oryza 
sativa] 



Seq. No. 58234 

Gene No. 121715 

Start 4123 

Name OJ000320_25 . 0419.C4 .ol . 

Start 5561 

GI none 

Exons 5561.. 5719, 5763.. 6029, 
5830. .6027,' 6102. .6482, 



Seq. ID OJ000320_25.0419.C4 
Strand 

End 13330 
ts Method TBLASTX : Soybean 

End 6482 

Score 42 
5764. .6033, 5769. .6014, 5780. .6034, 
6103. .6375, 6108. .6347 



Seq. No. 58234 
Gene No. 121715 
Start 4123 

Name OJ000320_25 . 04 19 . C4 . o2 . 

Start ;; "5617 

GI none 

Exons 5617. .5679, 5690. .6004,. 

6096. .6158, 6097. .6159, 

Seq. No; 58234 
Gene No. 121715 
Start 4123 

Name OJ000320__25 . 0419 . C4 . ol . 
Start 5763 

GI none 

Exons 5763.. 6026, 5764.. 6027, 

6105. .6374, 6106. .6375 



Seq. ID OJ000320_25.0419.C4 
Strand 

End 13330 

tm Method TBLASTX : Maize 

End 6347 

Score 35 
5743. .6012, 5763. .6029, 5764. .6033, 
6102. . 6347 

'seq. ID OJ000320j25.0419.C4 
Strand 

'End 13330 

tc Method TBLASTX : Cress 

End ■ 6375 

Score 300 
5775. .6026, 6102. .6347, 6103. .6276, 



Seq. No. 58234 Seq. ID 

Gene No. 121715 Strand 

Start 4123 . End 

Name ' OJ000320_25 . 0419 .C4 . o3 . gp Method 

Start 7794 &nd 

GI 2798499 ■ Score 

Exons 7794. .7950 



OJ000320_25.0419.C4 

13330 
AAT/GAP 
7950 
212 



Seq. No. 58234 . 

Gene No. 121715 

Start • ' -'4123 

Name O.J000320_25 . 0419 . C4 . o2 . tw . 

Start 7957 

GI none 

Exons . 7957.. 8064, 7958.. 8065, 7.959. 
9096. .9242 . 



Seq. ID 

Strand 

■End 

.Method 

End 

Score 



OJ000320_25.0419.C4 
13330 

TBLASTX: Wheat 

9242 

105 



,8066, 7960. .8088, 9057. .9242, 



Seq. No. 58234 

Gene No. 121715 

Start 4123 

Name OJ000320_25 . 04 1.9 . C4 . o3 . np 

Start 7965 

GI 6815068 
Exons 



Seq. ID OJ000320_25.0419.C4 



Strand 
End 

Method 

End 

Score 



13330 
AAT/NAP 
11484 
1467 



7965. .8065, 9098. .9299, 9395. .9544, 9626. .9767, 10394 .. 10473, 



58604 



11102. .11238, 11325. .11484 
GI Descrip. (AP001080) Similar to putative translin (AC006836) [Oryza 
sativa] 



Seq. No. 58234 

Gene No. 1217i5 

Start 4123 

Name OJ000320_25 . 04 19 . C4 . o3 . ts 

Start 9098 

GI none 

Exons 9098.. 9202, 
9252. .9299 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_25.0419.C4 
13330 

TBLASTX: Soybean 

9299 

65 



9099. .9200, 9100. .9234, 9193. .9255, 9195. .9254, 



Seq. ID OJ000320_25.0419.C4 
Strand 
End 

Method 
End 
Score 

9167. .,9298, 9168. .9299, 9169. .9300, 9392. .9550, 9394. .9543, 
9609. .9770, 9623. .9769, 10393 .. 10473, 10395 .. 10475, ' 
10396. .10485, 11102 .. 1114 6, 11103 .. 11147 , 11103. .11147 



Seq. No. 58234 

Gene No. 121715 

Start 4123 

Name OJ000320_25 . 04 19 . C4 . ol . tm 

Start 9167 

GI none 
Exons 



13330 

TBLASTX: Maize 

11147 

175 



Seq. No. ^-'58234. 

Gene No. . 121715 

Start 4123 

Name 0 JO 0 0 3 2 0_2 5.041.9.C4.o2.ts 

Start 9405 

GI none 
Exons 



Seq. ID OJ000320_25.0419.C4 
Strand 
End 

Method 
End 
Score 



13330 * 

TBLASTX: Soybean 

10473- 

83 



9405. .9542, 9407. .9544, 9407. .9544, 9609. .9770, 9623. .9769, 
10393. .10473, 10400. .10471 



Seq. No. 58234 

Gene No. 121716 

Start 16875 

Name OJ000320_25 .04 19 . C4 . ol . tw 

Start 16875 

GI none 

Exons 16875. 

16944. 



16946, 16876, 
17129, 16945, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 25. 0419. C4 



,16947, 16876. 
,17130, 17211. 



17271. . 17330, 17296. .17376, 17328. 



17376 

TBLASTX: Wheat 
17376 
110 

16947, 16944. .17129, 
17303, 17212. .17301, 
17366 



Seq. No. 
■Gene No. 
.Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start, . 
Name 
Start 
GI 



58235 . 
121717 • 

1 .... 
OJ000320_25.0419.C5.ol.np 
1 

6815069 
1..138, 729. .848 

(AP001080) Similar to KIAA0731 protein (AB018274) [Oryza sativa] 



Seq. ID. OJ000320_25.0419..C5 

Strand + • 

End 848 

Method AAT/NAP 

End 848 

Score 177 



58235 

121717 

1 

OJ000320_25.0419.C5.ol.gs 
69 

none 



Seq. ID OJ000320_25.0419.C5 

Strand + 

End 84 8 

Method GENSCAN 

End 7 94 

Score .76 



58605 




Exons 


69. .138/ 729. .794 








oeq . iNo . 


58236 








oeq. id- 


.ujuuu jzu ij.U4iy.Lo 


Gene No. 


121718 








. Strand 


+ 


Start 


1 








End 


1231 


Naine 


OJ000320 25 


.0419 


.C6.ol. 


np 


#-\ +- V* f~\ ^"i 




OLdlL • 


1 








tna 


1Z -3 1 




4416301 








Score 


1 j1 


Exons 


1..263, 1062. .1231 








tai uescrip . 


\t\c 1U J / 1 D ) 


gag protein 


[ £ea 


mays ] 




Seq. No. 


58236 








Seq. ID 


OJ000320_25.0419.C6 ■ 


Gene No. 


1 9 1 7 1 Q 








Strand 


+ 


otait 


i 7 








End 


2966 


Name 


UJUUUjZU zo 


.0419, 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 


otart 


11 jU 








End 


1490 




none 








Score 


96 


Exons 


IIjU . . 1Z^4, 


1151. 


. .1228, 


1Z *i O 


..1490, 1253.. 1489 


Seq. No. 










Seq. ID 


OJ000320_25.0419.C6 


Gene No. 


121719 








Strand 


+ 


oLalL 


1317 








End 


2966 


Name 


OJ000320 25 


.0419. 


,C6.o3. 


4- T T 

tw 


Method 


TBLASTX: Wheat 


Cf -. v~+- 

otart 


1269 








End - . 


1583 




none 








Score 


224 


Exons 


1269. .1583, 


1269. 


. .1310, 


1 "5 c; c 


. .1483 




oeq. in o . 


58236 








Seq. ID 


OJ000320_25.0419.C6 


UCllC IN (J. 


121719 








Strand 


+ 


Start 


1317 








End 


2966 


Name 


OJ000320 25 


.0419. 


,C6.o2. 


np 


Method 


AAT/NAP 


Of a y-+- 

O Lai L 


1317 








End 


2966 




6630685 








Score 


2342 


Exons 


1317. .1388, 


1679. 


. .2966 








GI Descrip . 


.(APQ00969) ; 


Similar to copia- 


type pol polyprotein. (AF105716) 




[Oryza sativa] 










oeq . no . 


58236 








Seq. -ID 


OJ000320_25.0419.C6 


Gene No. 


121719 








Strand 


+ 


Start 


1317 








End 


2966 


Name 


OJ000320 25 


.0419. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


C -t- -i -v~-h 

OLdi L 


14 91 








End 


1885 


C T 


no.ne . 








Score 


143 


Exons 


1491. .1610, 


14 99. 


.1606, 


1610 


..1735, 1617. . 1721, 1-618. .1737', . 




1718... 1885, 


1722. 


.1802, 


1726 


..1884 




oeq . wo . 


"58236 








Seq. ID 


OJ000320_25.0419.C6 


Gene No. 


121719 








Strand 


+ 


Start 


1317 








End 


2966 


Name 


OJ000320 25 


.0419. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat ■ 


Otdit 


1659 








End 


2221 


GI 


none 








Score 


90 


Exons 


1659. .1721, 


-1715. 


.1897, 


1715 


..1873,' 1726.. 1881, 1816.. 1926, 




1842. .1949, 


1908. 


.1952, 


1933 


..2220, 1937. .2221 


Seq. No. 


58236 








Seq. ID 


OJ000320_25.0419.C6 


Gene No. 


121719 








Strand 


+ 



58606 



Start 

Name 

Start 

.Gl" 

Exons 



1317 

OJ000320 

1886 

none 



25.0419.C6.ol.tm 



End 

Method 

End 

Score 



2966 

TBLASTX: Maize 

2758 

103 



1886. .1957, 1891. .2631V 1958. .2758, 2635. .2676 



Seq. No. 58236 Seq. ID 

Gene No. . 121719 Strand 

Start 1317 End 

Name OJ000320_25 . 0419 . C6 . ol . ts Method 

Start 2066 End 

GI none Score 

Exons 2066.. 2527, 2086.. 2376 



OJ000320_25.0419.C6 
+ 

2966 

TBLASTX : Soybean 

'2527 

303 



Seq. No. 58236 Seq. ID 

Gene No. 121719 Strand 

Start 1317 End 

Name OJ000320_25 . 04 19 . C6 . ol . tc Method 

Start 2102 ' End- 

GI none Score 
Exons ' 2102.. 2524 



OJ000320_25.0419.C6 
+ 

2966 

TBLASTX: Cress 

2524 

228 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



58236 
121719 
. 1317 

OJ000320_25. 

2309 

none 

2309.. 2398, 
2573. .2653, 



0419.C6.o2.tw 



2.311.. 2385, 2319. 
2573. .2653 



Seq. ID OJ000320_25.0419.C6 

Strand + 

End .2 96-6 

Method • TBLASTX: Wheat 

End 2653 

Score 133 

.2387, 2387. .2551, 2398. .2562, 



Seq. No. 


58236 








Seq. ID 


OJ000320_25.0419.C6 


Gene No, 


121719 








Strand 


+ 


Start 


1317 








End 


2966 


Name 


OJ000320 25. 


0419, 


.C6.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2765 








End 


2966 


GI 


none 








. Score 


297 


Exons 


2765. .2965, 


2767, 


. .2961, 


28321 


'.2966 




Seq. No. 


58236 








Seq. ID 


OJ000320_25.0419.C6 


Gene No. 


121719 








Strand 


+ 


Start 


1317 








. End 


2966 


Name 


OJ000320. 25. 


04.19. 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2792 








End 


2965 •' ' 


GI 


5509260 








Score 


188 . •• " 


Exons 


2792. .2965 












GI Descrip. 















Seq. No. 58237 Seq. ID OJ000320_25 . 04 19 . C7 

Gene No. 121720 Strand + 

Start 1 End 532 

Name OJ000320_25 . 0419 . C7 . ol . np Method AAT/NAP 

Start 1 " End 482 

GI 6630685 Score 822 ' 

Exons 1..4 82 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



58607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons,. 



58237 

121720 

1 

OJ000320_25.0419.C7 .ol.tm 
3 

none 



Seq. ID OJ000320_25.0419.C7- 

Strand + 

End 532 

Method TBLASTX : Maize 

End 532 

Score 704 



3. .479, 3. .107, 31. .264, 41. .505, 299. .532 



Seq. No. 58237 

Gene No. 121720 

Start 1 

Name OJ000320_25 . 04 19 . C7 . ol . tc 

Start 9 

GI none 
Exons 



Seq. ID OJ000320_25.0419.C7 

Strand + 

End 532 ' ' 

Method TBLASTX : Cress 

End 4 64 ' 

Score 65 



9. .95, 99. .233, 245. .412, 252. .464 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



58237 

121720 

1 

OJ000320_25.0419.C7.ol .ts 
9 

none 



Seq. ID OJ000320_25.0419..C7 

St-rand + 

End 532 

Method TBLASTX : So'ybean 

End 4 67 

Score 209 



9. .215, 15. .209, 50. .214, 227. .319, 234. .467 



Seq. No. 58237 

Gene No. 121720 

Start 1 

Name OJ000320_25 . 04 19 . C7 . ol . tw 

Start 15 

GI none 
Exons 



Seq. ID OJ000320__25. 0419.C7 

Strand + 

End 532 

Method TBLASTX : Wheat 

End 4 31 - 

Score 123 



15. .224, 119. .199, 243. .431, 302. .418 



Seq. No. : 58237 

Gene No.- 121720 

Start 1 

Name . OJ000320_25 . 04 19 . C7 . ol . gs . 

Start 19 

GI none 

Exons 19.. 87, 117.. 485 



Seq. ID OJ000320_25.0419.C7 

Strand + 

End 532 

Method GENSCAN 

End 485 

Score .88 



Seq. No. 58238 

Gene No. 121721 

Start 1" " 

Name .-. OJ000320_25 . 04 19 . C8 . ol . np 

Start 1 

GI 6815058 

Exons 1..237, 1086.. 1265 

GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ000320_25. 0419.C8 

Strand + 

End ■ 1265 • : 

Method AAT/NAP 

End 1265 

Score 274 



Seq. No. 58238 

Gene No. 121722 

Start 2435 

Name . OJ000320_25 . 04 19 . C8 . ol . gp 

Start 2435 

GI 54260 1.R1084 
Exons 



Seq. ID OJ000320_25. 0419.C8 

Strand + 

End 3121 

Method AAT/GAP 

End 3121 

Score 787 



2435. .2576, 2647. .2705, 2813. .3121 



58608 



GI Descrip. 1 58067/emb I X52325 | ARBLSKP 2.0e-13 pBluescript SK(+) vector DNA, 
phagemid excised from lambda ZAP ' 



Seq. No''. 


58238 




Seq. ID 


OJ000320_25.0419.C8 


Gene No . 


121723 




Strand 


+ 


btart 


4750 




End 


6105 


Name 


OJ000320 25. 


0419.C8.o3.np 


Method 


AAT/NAP 


otart 


4750 




End 


6105 




6815059 




Score 


2337 


Exons 


4750. .6105 








GI Descrip. 


(AP001080) Similar to geranylgeranyl . hydrogenase . (AF069318) 




[Oryza sativa] 






beq. no. 


58238 




Seq. ID 


OJ000320_25.0419.-C8 


Gene No . 


121724 




Strand 




C -4- -i vi- 

btart 


6658 




End 


15244 


Name 


OJ000320 25. 


0419.C8.o2.gp 


Method 


AAT/GAP 


btart 


6388 




End 


7139 


GI 


none 




Score 


656 


Exons 


6388. .'6663, 


7064.. 7139 






Seq. No. 


58238 




Seq. ID 


OJ000320_25.0419.C8 


Gene No. 


121724 




Strand 




Start 


6658 




End 


15244 


Name 


OJ000320 25. 


0419.C8.o2.gs 


Method 


GENS CAN 


Start 


6658 




End 


15001 


GI 


none 




Score 


. 62 


Exons 


6658. .6663, 


7064.. 7145, 7598 


..7716, 8516. .8635, 8852. .8922, 




v 9340. . 9508, 


10371. .10597, 12622. .12791 


, 12878. .12990, 




13057. .13125, 13406. .13483, 


14129. .14209, 14705. .14 7 61, 




14891. .15001 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58238 Seq. ID OJ000320_25 . 04 19 . C8 

121724 Strand 

6658 End 15244 

OJ000320_25 . 0419. C8 . o4 . np -Method AAT/NAP 

7061 . End 9487 

6815060 •■' Score . 815 

7061. .7145, 7598. .7716, 8516. .8635, 8852. .8922, 9340. .9487' 
(AP001080) EST C26994 (C50622) corresponds to a region of the 
predicted gene.; Similar to ADP-ribosylation factor. (D17760) 
[Oryza sativa] . 



58238 

121724 

6658 

OJ000320_25.0419.C8.o3.gp 
8445 

18316 1.R1084 



OJ000320 25. 0419. C8 



Seq. ID _ 
Strand 

End 15244 
Method AAT/GAP 
.End. . . .10640 
_ Score 692 

8445. .8635, 8852. .8922, 9340. .9508, 10544. .10640 
1 1351974/sp| P49076|ARF_MAIZE 3.0e-59 ADP-RIBOSYLATION FACTOR 

>gi_1076788_pir S49325 ADP-ribosylation factor - maize 

>gi_107678-9_pir S53486 ADP-ribosylation factor - maize 

>gi_556686_emb_CAA56351_ (X80042) ADP-ribosylation 'factor [Zea 
mays] 1 



Seq. No. 



58238 



Seq. ID OJ000320_25.0419.C8 



58609 




Gene No. 


121724 




Strand 






otart 


c c c: q 
DODO 






1 CO/I yl 
1D<i4 4 




Name 


UJUUUJzU zD.U4iy.Co. 


o4 . gp 


Metnoa 


AA1 /CjAr. 




Start 


1 1.4 y b 




17 « *-J 

bna 


1^^^ D 


- 




DUU J4 o 4 




Score 


14 Ub 




Exons 


114 y D . . Izzz b 










Seq. No. 


DoVJo 




Seq. ID 


OJ000320_ 


z D . U4 i y . Lb 


Gene No. 


T O 1 TO/I 

1 /z4 




Strand 






C f o r 4- 

otait 


DDjo 




End 


15244 




Name 


OJ000320 25. 0419. C8. 


o5 .np 


Method 


AAT/NAP 




Start 


12151 




End 


15244 




GI 


6815061 




Score 


1667 




Exons 


121-51. . 1224-7 12371. 


.12449, 


12622. .12791, 12878. 


.12990, 




13057. .13125, 13236. 


.13319, 


13406. . 13462, 13561. 


.13623, 




14705. . 14761, 14891. 


.15244 









GI Descrip. (AP001080) ESTs AU068633 (C30614 ) , AU068634 (C30614 ) correspond to 
a region of the predicted gene.; Similar to Arabidopsis thaliana 
unknown protein. (AF049236) [Oryza sativa] 



Seq. No. 


58238 








Seq. ID 


OJ000320 


_25.0419.C8 


Gene No. 


121725 








Strand 






Start 


1597 0 








End 


20912 




Name 


OJ000320_25 


.0419. 


C8 . o3 . 


ts 


Method 


TBLASTX: 


Soybean 


.(?*< ' ■ 
Start 


1077 








End 


. 2514 ■> 




GI 


none 








Score 


216 




Exons 


10 / / . . lZDO , 


108 U . 


"i o r o 
. 1Z bZ , 


lUbD . 


.1270, U 


378. .1964, 


18 / 9 . . 19 dd 




2288 . . 2365, 


2293 . 


. 2355 , 


2434 . 


.2514;; 2437. .2508 




beq. No. 


D 0<£ JO 








Seq. ID 


OJ000320 


_25.0419.C8 


Gene No. 


121725 








Strand 






Start 


15970 








End 


20912 




Name 


OJ000320 25 


.0419. 


C8.o5. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1079 








End 


2696 




GI 


none 








Score 


283 




Exons 


1079. .1270, 


1080. 


.1268, 


1080. 


.1271, IE 


J78, .1964, 


187.9. . 1965 




1.880. .1966, 


2261. 


.2365, 


2275. 


.2406,,/'2275. .2373, 


2434. .2577 




2434. .2586, 


2441 . 


.2587, 


2647. 


.2691, 2648. .2692, 


2649. .2696 


Seq. No. 


58238 








Seq. ID 


OJ000320 


_25.0419.C8 


Gene No. 


121725 








Strand 






Start 


15970 








.End,. 


20912. 




Name • 


OJ000320 25' 


.0419. 


C8.ol. 


tc 


.Method 


TBLASTX: 


Cress 


Start 


4 918 ■ 








End' 


6042 ■• 




. GI 


none 








Score 


274 ■, 




Exons 


4918. .5208, 


4926. 


.5087, 


5287. 


.5553, 5289. .5378, 


5436. .5552, 




5611. .6042, 


5788. 


.6012 










Seq. No. 


58238 








Seq. ID 


OJ000320 


_25.0419.C8 


Gene No. 


121725 








Strand 






Start 


15970 








End 


20912 




Name 


OJ000320 25 


.0419. 


C8.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4918 








End 


10287 




GI 


none 








Score 


2f5 




Exons 


4918. .5217, 


4932. 


.5105, 


5287. 


.5391, 5289.-5549, 


5290. .5760, 




5602. .5757, 


5815. 


.6042, 


5860. 


. 6012, 10153. . 10287 



58610 



Seq. No. 58238 
Gene No. 121725 
Start 15970 

Name OJ000320_25 . 04 19 . C8 . ol . ts 

Start 4918 
GI none 

Exons 4918.. 5214, 4923.. 5111, 5286. 

5602.. 5730, 5611.. 5766, 5788. 
15986. .16030 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5375, 5287 
.6042, 5788 



OJ000320 25. 0419. C8 



20912. 

TBLASTX : Soybean ... 
16030 
290 : 

5553, 5436.. 5552, 
6012, 15879. .15950, 



Seq. No. 58238 
Gene No. 121725 
Start 15970 

Name OJ000320_25 . 0419 .C8 . o4 . tc 

Start 7049 
GI none 

Exons 7049.. 7144, 7062.. 7145, 7065. 

7624. .7698, 7686. .7727, 7690. 
8516.'. 8638,- 8586. .8642, 8846. 



Seq. ID OJ000320_25.0419.C8 
Strand 

End • 20912 
Method TBLASTX: Cress 
End 8974 
Score 89 

.7145, 7597.. 7632, 7613.. 7699, 
.7719, 8507. .8638, 8514. .8636, 
.8974, 8852. .8923, 8853. .8924 



Seq. No. 58238 
Gene No. 121725 
Start 15970 

Name OJ000320_25 . 04 19 . C8 . o2 . ts 

Start - , 7064 
GI none 

Exons 7064.. 7144, 7065.. 7145, 7595. 

7597. .7719, 8501. .8638, 8515. 
8846. .8974, 8853. .8924, .9314. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 25. 0419. C8 



20912 

TBLASTX: Soybean - 
9527 
8 9 

7717, 7595. .7717, 7596. .7718, 
8625, 8516. .8638, 8586. .8642, 
9493, 9315. .9527, 9342. .9494 



Seq. No. 58238 

Gene No. 121725 

Start 15970 

Name -OJ000320_25 . 04 19 . C8 . 06 . tm 

Start 7064 

GI none 

Exons 7064.. 7144, 7065.. 7145., 7571. 

* ' 8498..8638, 85T6..8638, 8586. 
9314. .9499, 9315. .9500 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 25. 0419. C8 



20912 

TBLASTX: Maize 
9500 
133 

7717, 7595.. 7717, 7597.. 7719, 
8642, 8846. .8974, 8853. .8924, 



Seq. No. 58238 

Gene No. 121725 

Start 15970 

Name OJ000320_25 . 04 19 . C8 . o2 . 

Start . 7064 . . 

GI none * 

Exons 7064.. 7144, 7065.. 7145, 
7571. .7717., 7583. .7717, 
8516.. 8599 

Seq. No. 58238 

Gene No. 121725 

Start 15970 

Name OJ000320_25 . 0419 . C8 . ol . 

Start 8601 

GI none 

Exons 8601.. 8642, 8603.. 8638, 



Seq. ID OJ000320_25. 041,9. C8 
Strand 

End 20912 ' . 

tw • Method ' TBLASTX: Wheat" 

End . 8599 ... 

Score 112 
7065. .7145, 7066. .7146, 7075. .7146, 
7594. .7719, 7597. .7719, .8498. .8599, 



Seq. ID OJ000320_25.0419.C8 
Strand 

End 20912 

tw * Method TBLASTX : Wheat 

End 9490 

Score 64 
8842.. 8922, 8846.. 8974, 88.53.. 8924, 



58611 






9314. .9490, 9315.. 9488, 9344 










Seq. No. 


58238 




Seq. ID 


OJ000320 


_25.0419. 


,C8 


Gene No. 


121725 




- Strand 






■ - 


Start 


■ 15970 




End 


20912 






Name 


■ OJ000320 25. 0419. C8. 


o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


9322 




End 


9535 






GI 


none 




Score 


165 






Exons 


9322.. 9405, 9335.. 9532, 9339.. 9488, 9350.. 9535 






Seq. No. 


58238 




Seq. ID 


OJ000320 


ZD . U 4 1 9 . 


, Co 


Gene No. 


121725 




Strand 








Start 


15970 




End 


20912 






Name 


OJ000320 25.0419.C8. 


o2.tm 


Method 


TBLASTX: 


Maize 




Start 


12142 




End 


15049 






GI 


none 




Score 


66 






Exons 


12142. .12249, 12143. 


.12250, 


12177. .12251, 12180 


1 O A C T 
. . XZZDX , 






lziyy . . XZZdZ, XZolX. 


i o a ez a 
. 1^4 bU , 


12373. .12450, 12602 


. .12706, 






12620. .12790, 12621-. 


.12791, 


12622. . 12789, 12740 


. .12823, 






12871. .13044, 12877. 


. 13002, 


13002. . 13034, 13045 


. . lol^o , 






13046. .13126, 13228. 


. 13320, 


13228. . 13320, 13379 


. . lo4 DO., 






13400. . 13471, 13549. 


. 13629, 


13561. .13626-, 14700 


T A "7 f~ O 

. . 1 4 / 6 1 r 






14705. .14764, 14705. 


. 14761, 


14891. .14: 


914, 14891 


i n a a a 

. . 1504 9, 






14892.. 15038 












Seq. No. 


58238 




Seq. ID 


OJ000320 


O C A A 1 A 

25.0419. 


Co 


Gene No. 


1Z1 1 ZD 




Strand 








Start 


15970 




End 


20912 






Name 


OJ000320 25. 0419. C8 . 


o2.tc 


Method 


TBLASTX:' 


Cress 




Start 


12680 




End 


13469 






GI 


none 




Score 


84 






Exons 


12680. .12787, 12877. 


. 12894, 


12940. .12990, 13054 


. . x31ZD , 






13227. .13322, 13231. 


. 13320, 


13406. .13462, 13425 


. . 1 by 




Seq. No. 


58238 




Seq. ID 


OJ000320 


O C A A 1 A 

_2 5 . 0 4 1 9 . 


C8 


Gene No. 


121725 




Strand ■ 








Start 


T C A "7 A* 




End , . 


20912 ■. 






Name 


OJ000320 25. 0419. C8. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


12683 




End 


12993 






GI 


none 




Score 


66 






Exons 


12683. .12790, 12684. 


. 12788, 


12875. .12991, 12877 


1 O A A. A 

. . xz y yu , 






12880. .12993 












Seq. No. 


58238 ' 




Seq. ID 


OJ000320; 


25 '. 0419. 


Co 


Gene No . . . 


121.725 




Strand- 








Start 


15970 




End ■ 


20912 






Name 


OJ000320 25. 0419. C8 . 


o3 . gs 


Method 


GENSCAN 






Start 


15970 




End 


20912 






GI 


none 




Score 


.64 






Exons 


15970. .16226, 16525. 


.16864, 


16942. .17040, 17122 


. .174 67, 






17511. .17716, 17809. 


.18000, 


18077. .18474, 18569 


1 ft ft 






19111. .19183, 19402. 


.20912 










Seq. No. 


58238 




Seq. ID 


OJ000320 


_25. 0-419. 


C8 


Gene No. 


121725 




Strand 








Start 


15970 




End 


20912 






Name 


OJ000320 25. 0419. C8. 


06 . np 


Method 


AAT/NAP 







586i2 



Start 
GI 

Exons 



GI Descrip. 



15973 End 20912 

6815062 Score 6433 

15973. . 16226, 16525 .. 16864 , 16942 17040, 17122 .. 17467 , 

17511. , 17716,. 17809. .18000, 18077 . ..184-74 , 18569 18839, 

19111. . 19183, 19402.. 20912 \ ' 

(AP001080) Similar to Arabidopsls ' thaliana chromosome II BAG 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 58238 
Gene No. 121725 
Start •• 15970 

Name OJ000320_25 . 04 19 . C8 . o3 . tm 

Start 16781 

GI none 

Exons 16781. .16879, 17122 

17543. .17710, 17791 
18074. .18244, 18081. .18245 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 25. 0419. C8 



17418, 17510. 
17868, 17878. 



20912 

TBLASTX: Maize 
18245- 
67 

17536, 17543. .17710, 
17919, 17941. .18012, 



Seq. No. 58238 Seq. ID 

Gene No. 121725 Strand 

Start 15970 End 

Name OJ000320_25 . 04 19 . C8 . o7 . tm Method 

Start 18248 * End 

GI none w Score 

Exons 18248. . 18343, 18252 .. 18347 , : 18353 

18399. .18485, 18546 .. 18731, 18553 



18382, 
18729 



OJ000320_25.0419.C8 
20912 

TBLASTX: Maize 

18731 

57 

18377. .18484, ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58238 Seq. ID 

121725 Strand 

15970 End 

OJ000320_25 . 04 19 . C8 . o4 . tm Method 

20328 End 

none Score 



OJ000320_25.0419.C8 
20912 

TBLASTX: Maize 

20871 

39 



20328. .20693, 20348 .. 20371, 20404 .. 20694 , 207 12 .. 208 67 , 
20746. .20871 



Seq. No. .58239 Seq. ID 

Gene'No. 121726 ' Strand 

Start 120 End 

Name OJ000320_25 . 04 19 . C9 . ol . gs Method 

Start 120 End 

GI none Score . 

Exons 120. .230, 309. .464 ' 



OJ000320_25.0419.C9 
464 

GENSCAN 

464 

.48 



Seq. No. * 58240 Seq. ID 

Gene No. 121727 Strand 

Start 1919 End 

Name OJ000320_25 .0419. C14'. ol . gs.. Method 

Start 1919 End 

GI none Score 

Exons 1919.. 2533 



OJ000320_25.0419.C14 
+ 

2533 
GENSCAN 
2533 
1 



Seq.- No. 58240 

Gene No. 121727 

Start 1919 

Name OJ000320 25 . 04 19 . C14 . ol . np 



Seq. - ID OJ000320_25.0419.C14 

Strand + 

End 2533 

Method AAT/NAP 



58613 



Start 


1919 


End 


2530 






GI 


6815070 


Score 


1094 






Exons 


1919. .2530 










GI Descrip. 


(AP001080) EST AU070319,(S1078 


8) corresponds to a region 


of 




predicted gene.; Similar to RING-H2 finger protein 


RHA2b 




(AC0Q62QQ) [Oryza sativa] 










Seq. No. 


coo/in 
Oo 2 4 U 


Seq. ID 


OJU00320 25. 


0419. 


C14 


Gene No. 


T Ol TOO 

121728 


Strand 


+ 






Start 


2505 


End 


2895 






Name 


OJ000320 25 . 04 19 . C14 . ol . gp 


Method 


AAT/GAP 






Start 


25UO 


End 


2895 






GI 


5005157 


Score 


702 






Exons 


2505. .2895 










Seq. No. 


C O O A 1 

58241 


Seq. ID 


OJ000320_25. 


0419. 


C15 


Gene No. 


121729 


Strand 


+ 






Start 


o c /" n 

3569 


End 


3743 






Name 


OJ000320 25 . 04 19 . C15 . ol . gp 


Method 


AAT/GAP ■ 






Start 


3569 


End 


3743 






GI 


15870 2.R1084 


Score 


256 






Exons 


3569.-3743 










GI Descrip. 


'287403/dbj J D10838 IRICSBE1 8. 


Oe-69 Rice gene for starch 






branching enzyme 1 










Seq. No. 


"'58241 ' '* 


Seq. ID 


OJ000320' 25. 


0419 . 


CI 5 


Gene No. 


121730 


Strand 








Start 


850 


End 


2177 






Name 


OJ000320 25.0419.C15.ol.np 


Method 


AAT/NAP 






Start 


565 


End 


1415 






GI 


6815071 


Score 


269 






Exons 


565. .702, 1386. .1415 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


58241 


Seq. ID 


OJ000320_25. 


0419. 


C15 


Gene No. 


121730 


•Strand 








Start 


850 


End 


2177 






Name 


OJ000320 25.0419.C15.ol.gs 


Method 


GENS CAN 






Start 


850' 


End 


2177 






GI 


none 


Score 


.91 






Exons 


850. .905, 1386. .1487, 2118. .2177 








Seq. No. . 


. 58242 . . 


Seq. ID 


OJ000320_25. 


0419. 


C16 


Gene No. 


121731 


Strand ' 








Start - 


173 . . 


End 


1691 ... 






Name 


OJ000320 25.0419.C16.ol.gs 


Method 


GEN SCAN 






Start 


173 


End 


1652 






GI 


none 


Score 


.65 






Exons 


173.. 301, 506. .586, 687.. 836, 


912. .965, 


1285. .1397, 


1495 


- • 1' 


oeq . ino . 


58242 


Seq. ID 


OJ000320_25 . 


0419. 


C16 


Gene No. 


121731 


Strand 


+ 






Start 


173 


End 


1691 






Name' 


OJ000320 25.0419.C16.ol.np 


Method 


AAT/NAP 






Start 


707 


End 


1691 






GI 


6815072 


Score 


756 






Exons 


707. .836, 912. .965, 1285. .1397, 1495. .1691 







58614 




GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 





iiofzi; nypotneticai protein 


(ACUUoUo / ] 


i [Oryza sativa] . 




beq . no . 


58243 


Seq. ID 


OJ000320_25.0419. 


CI / 


Gene No.- 


121732 


Strand 


+ 




Start 


1 . - 


End 


776 




Name 


OJ0.00320 25.0419.C17.ol.np 


Method 


AAT/NAP 




O-l , v-4- 

otart 


1 


•■ End 


776 




C t 


6815072- 


Score 


1216 




Exons 


1..776 








bi uescrip . 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


nnp 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. 




Seq. ID 


^TAAAOOA O C A/11 A 

OJUU032U 25.0419. 


C17 


bene lmo . 


T 01 TOO 

IZ 1 / 


Strand 


+ 




Of -5 V*f 


1 




H H C 

1 f 0 




Name 


u j u uu ozu zd , U4iy.ui / .01. tm 


Method 


1 BiiAb 1 x : Mai z e 




Of -iyf 


LZ 


End 


oil 




Cjl 


none 


Score 


106 




Exons 


12. .155, 20. .151, 167. .331'. 








Seq. No. 


58243 


Seq. ID 


OJ000320_25.0419. 


C17 


Gene No . 


121732 


Strand 


+ 




Cf i-f 


1 


End 


776 




Name ,r \ 


OJ000320 '25.0419.C17.ol.gs 


Method 


GENSCAN . 




Of -,rf 

oil art 


245 - * ' : ' 


End 


608 






none 


Score 


.47 




Exons 


245. .608 








Seq. No. 


58244 


Seq. ID 


OJ000320_25.0419. 


C18 


bene ino. 


121733 


Strand 


+ 




bt art 


812 


End 


4410 




Name 


OJ000320 25.0419.C18.ol.gs . 


Method 


GENSCAN 




Of 2 v-f 

otart 


812 


End 


4410 




PT 


none 


Score 


.72 




Exons 


812.. 826, 1132.. 1225, 3575.. 3726, 3898.. 


.3955, 4319. .4410 


Seq. No. 


58244 


Seq. ID 


OJ000320_25.0419. 


C18 


Gene No. 


121734 ■■ 


Strand 


+ 




Of 3 v-f 


6814 


End 


6923 




Name 


OJ000320 25.0419.C18.ol.gp 


Method 


AAT/GAP 




O -1 1 -~-f 

btart 


6814 


End 


6923 




P T 


. 207 3.R1084 


Score , 


117 




Exons 


6814'. . 6923 








GI Descrip. 


, 1617206/emb|CAA96570| 3.0e-29 (Z72489) 


CP12 [Pisum sativum]' 




58244 


Seq. ID 


OJ000320_25.0419. 


C18 


Gene No. 


121735 


Strand 


+ 




Start 


8999 


End 


11975 




Name 


OJ000320 25.0419.C18.o2.np 


Method 


AAT/NAP 




Start 


8999 


End 


11809 




GI 


6630682 


Score 


1107 




Exons 


8999.. 9048, 9366.. 9592* 11415 


. .11809 . 






GI pescrip. 


(AP000969)' EST D227 16 (SlOlO ) 


corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815074 | dbj IBAA90361.il (AP001080) EST D22716 (C1010 ) 
corresponds to a region of the predicted gene.; hypothetical 



58615 





y~> r Af n i r*» f Pi r*\7*7a oat - ! tto 1 

pxrouein [_vjxryza sativaj 








Seq. No. 


58244 


Seq. ID 


OJ000320 


_25.0419. 


Gene No. 


121735. 


Strand 


+ 




O Lai U 


ft QQQ 
o .7 ? j 


Hi 11 CI 


1 1 Q7 R 
ill? / j 




Name 


uuuuujiU z o . u h i :? . \^ i o . oz.. yp 


\A r\ +» s~\ sA 

LYie IJlOU 


a 2\t /pa d 




Q-t- a y-+- 
otaiL 


ii/i on — 

1 1 H £. U 


CjliU 


1 1 am 




P T 


none 


Score 








114 90 11 Q7 s 








Seq. No. 


58244 


Seq. ID 


OJ000320_ 


_25.0419. 


Gene No. 


121736 


Strand 








5170 


End 


6409 




Name 


OJ000320 25.0419.C18.o2.gs 


Method 


GENSCAN 




. OLdiL 


5170 


End 


6409 




PT 


none 


Score 


.73 




Exons 


5170. .5444, 5790. .5841, 5917. .6262, 6390. .6409 




o e q . in o . 


58244 . 


Seq. ID 


OJ000320_ 


9 c n 4 1 Q i 


uCliC LNVJ • 


121736 


Strand 






OLai L 


5170 


End 


6409 




Name 


OJ000320 25.0419.C18.ol.np 


Method 


AAT/NAP 




Start 


517 3 


End 


6262 




p t 


6630681 


Score 


1104 




Exons 


. 5173. .5444, 5790. .5841, 5917. .6262 






ui uescrip. 


.... (AP000969) hypothetical protein [Oryza 


sativa] 






gi | 6815073 | dbj IBAA90360.il 


(AP001080) 


hypothetical prote 




[Oryza sativa] 








o e q . in o . 


58244 


Seq. ID 


OJ000320_ 


_25. 0419.' 


Gene No. 


121737 


Strand 






Start 


11411 


End 


14396 




Name 


OJ000320 25.0419.C18.o4.gs 


Method 


GENSCAN 




OLdlt 


11411 


End 


14376 




P T 


none 


Score 


.55 




EjXOIIo 


11411. .11830, 12101. . 12234, 


12511. .12594, 12924. 


, .12999, 




13390. .13551, 13679. .13783, 


14143. .14376 " 




Seq. No. 


58244 


Seq. ID 


OJ000320_ 


_25. 0419.1 


Gene No. 


121737 


Strand 






oLdlL 


11411 


End 


14396 




Name 


OJ000320 25.0419.C18.o3.gp 


Method 


AAT/GAP 






12136. 


, End • 


12524 




PT 


none 


Score 


725 ■ 




Exons 


12136. .12524" 








o e q . no. 


58244 


Seq. ID 


OJ000320_ 


_25. 0419.< 


P arm \7 /"\ 

bene ino . 


121737 


Strand 






oLdrL 


11411 


End 


14396 




ln aiuti 


OJ000320 25.0419.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


12281 


End 


14376 




GI 


none 


Score 


119 




Exons 


12281. .12397, 12282. .12398, 


12500. .12595, 12506. 


.12595, 




12507. .12596, 12511. .12597, 


12511. .12597, 13388. 


.13552', 




13388. .13549, 13390 .. 13551, 


14138. .14245, 14140. 


. 14298, 




14140. . 14298, 14 329. .14 37 6, 


14336. .14374 





C18 



58616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58244 

121737 

11411 

OJ000320_25.041 

12290 

6630683 

12290. .12394, 1 
(AP000969) EST 
predicted gene, 
hydroxylation o 
2-hydroxy-phena 
gil 6815075 | dbj 
corresponds to 
similar to PHZF 



9.C18.o3.np 



Seq. ID 

Strand 

End 

Method 

End. 

Score 



OJ000320_25:D419.C18 

14396 
AAT/NAP 
14396 
956 



2511. .12594, 13390. .13551, 14143. .14396 
C25991 (C11435) corresponds to a region of the 
; Similar to similar to PHZF, catalyzing the 
f phenazine-l-carboxylic acid to 
zine-l-carboxylic acid. (AC004044) [Oryza... 
BAA90362.il (AP001080) EST C25991 (C11435 ) 
a region of the predicted gene.; Similar to- 
catalyzing 



Seq. No. 


58245 


Seq. ID 


OJ000320_25 . 0419 .CI 9 


Gene No. 


121738 


Strand 


+ 


C +- a v-4- 


1 9,1 

xo / 


End 


548 


Name 


OJ000320 25.0419.C19.ol.gs 


Method 


GENSCAN - 


Start 


187 


End 


548 


GI 


none 


Score 


.88 


Exons 


187. .278, 407. .548 






Seq. No. 


58245 


Seq. ID 


OJ000320_25.0419.C19 


Gene No. 


121739 - 


Strand 




Start 


1 


End 


270 


Name 


OJ000320 25.0419.C19.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


270 


GI 


2309836 


Score 


291 


Exons 


1..75, 174. .270 






Seq. No. 


58245 


Seq. ID 


OJ000320_25.0419.C19 


Gene No. 


121739 


Strand 




Start 


1 : 


End 


270 


Name 


OJ000320 25.0419.'C19.ol.np 


Method 


AAT/NAP 


Start . ■ 


1 


End. 


203 


GI 


6630683 " ■ ' ~ 


Score 


147 


Exons 


1..75, 174. .203 






GI Descrip.' 


(AP000969) EST C25991 (C11435 ) 


corresponds to a region of the 



predicted gene.; Similar to similar to PHZF, catalyzing the 
hydroxylation of phenazine-l-carboxylic acid to 
2-hydroxy-phenazine-l-carboxylic acid. (AC004044) [Oryza... 
gil 6815075 | dbj I BAA90362.il ' (AP001080) EST C25991 (C11435 ) 
corresponds to a region of 'the predicted gene. ;' Similar to 
similar. to. PHZF, catalyzing / * 



Seq. No. 58245 

Gene No. 121740' 

Start 1092 

Name OJ000320_25 . 04 19 . C19 . o2 . gp 

Start 1092 

GI none 
Exons 



Seq. ID OJ000320_25.0419.C19 



Strand 
End 

Method 

End 

Score 



3932 
AAT/GAP 
3873 
934 



1092. .1355, 2285. .2379, 2942. .3100, 3827. .3873 



Seq. No. 
Gene No. 
Start 



58245 

121740 

1092 



Seq. ID 

Strand 

End 



OJ000320 25.0419.C19 



3932 



58617 



Name 


OJUU032U 2b 


. U4 i y . 


LI y . Ol 


. ts 




Method 


TBLASTX : Soybean 


Start 


1247 










End 


3101 


GI 


none 










Score 


120 


Exons, 


1247 . . 1357, 


1 O C 1 

1231 . 


. looo, 


22c 


5 4 . 


.2379, -2293. .2385, 2930.. 3100, 




2 943. .3101 














Seq. No.' 


58245 










Seq. ID 


OJ000320_25.0419.C19 


Gene No. 


121740 










Strand 




Start - 


1092 










End 


3932 


Name 


OJ000320_2b 


. U4 l y . 


ci y . oi 


.tc 




Method 


TBLASTX: Cress 


Start 


1250 










End 


3863 


GI 


none 










Score 


115 


Exons 


1250 . . 135 /, 


1254 . 


TOCO 


22E 


14 . 


.2379, 2301.. 2378, 2302,-2385, 




23U3 . . 2 oaU, 




•jinn 


2943. 


.3101, 2945.. 3106, 3828. 3863 


Seq. No. 


58245 










Seq. ID 


OJ000320_25.0419.C19 


Gene No. 


121740 










Strand 




Start 


1092 










End 


3932 


Name 


OJ000320 25 


. 0419 . 


CI 9 . o2 


. gs 




Method 


GENSCAN ■ 


Start 


i o c n 

1250 










End 


3856 '*• 


GI 


none 










Score 


.81 


Exons 


1250 . . 1355, 


2285 . 


. 2379, 


2942. 


.3100, 3355.. 3431, 3631.. 3856 


Seq. No. 


58245 










Seq. ID 


OJ000320_25.0419.C19 


bene ino . 


i 91 7 4 n 










Strand • 




Start 


1092 










End 


3932 


Name 


OJ000320 25 


.0419. 


C19.o2 


.np 




Method 


AAT/NAP 


Start 


1253 










End 


3932 


GI 


6630684 










Score 


557 


Exons 


1253. .1355, 


2285. 


.2379, 


2942. 


.3100, 3827.. 3932 


GI Descrip. 


(AP000969) : 


ESTs AU070430{S15424) , AU082086 (E11580) correspond 



to 



a region of the predicted gene.; Similar to MF1. (AB011804) 
[Oryza sativa] gi | 68 1507 6 | dbj | BAA90363 . 1 | (AP001080) ESTs 
AU070430(S15424) , AU08208 6 ( E11580 ) correspond to a region of the 
predicted gene.; Similar to MF1 . (AB011804) [Oryza sativa] 



Seq. No. ' 53246 " Seq. ID- 
Gene No. 121741 Strand 
Start 1152 End 
Name OJ000320_25 . 041 9 . C20 . ol . gs Method 
Start 1152 End 
GI none Score 
Exons. 1152.. 1218 



OJ000320_25. 0419. C20 

1218 
GENSCAN 
1218 
.56 



Seq. No, . . 5824 7 . 

Gene No. 121742 

Start 1 

Name OJ000320_25 . 0419. C23 . ol . np 

Start 1 

GI 6006359 

Exons 1..20, 474.. 595 

GI Descrip. (AP000559) hypothetical protein [Oryza sativa] 



Seq. ID. OJ00032p_25.0419.C23 
Strand 

End 598 

Method AAT/NAP 

End 5 95 

Score 59 



Seq. No. 58247 

Gene No. 121742 

Start 1 

Name OJ000320_25 . 04 19 . C23 . ol . gs 



Seq. ID OJ000320_25.0419.C23 
Strand 

End 598 

Method GENSCAN 



58618 




Start 


4 15 






End 


C A G 

598 








bl 


none 






Score 


. 1 b 








Exons 


A "7 o c no 

4 / o . . o yb 
















Seq . No . 


Dbz4 o 






Seq. ID. 


r\ TA A A O O A 

OJUUU JzU 


o c 
ZD . 


04 1 9 , 


. Czb 


Gene No. 


121743 






Strand 










Start 


4094 






End 


4945 








Name 


OJUUUozU zo 


. U4 i y . czo . oi , 


.np 


Method 


£AT/ NAP 








Start 


4 uy 4 






End 


4 y4 O 








GI 


ool jUdj 






Score 


64 4 








Exons 


4vjy4 . .414 1, 


44 / o . .4 /ll, 


4834. 


.4945 










GI Descrip. 


( ArUU lUoU ) 


hypothetical 


protein [Oryza 


sativa J 








Seq. No. 


a o o a n 

ooz4 y 






Seq. ID 


OJUUUozU 


o c 
ZD . 


A /I 1 A 


/■"» o o 

. Cz b 




19174 4 






Strand 


-(_ 








Start 


1 






End 


959 








Name 


OJ000320 25 


.0419.C28.ol, 


.np 


Method 


AAT/NAP 








Start 


1 






End 


959 








GI 


7340868 






Score 


54 








Exons 


1..71, 254. 


.419, 841. .959 












GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 









Seq. No. 


58250 


Seq. ID 


OJ000320_ 


_26, 


.0419. 


,C2 


Gene No. 


121745 


Strand 










Start 


1 v : 'r ' 


End 


.658 








Name 


OJ000320 26.0419.C2.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


658 








GI 


7229683 


Score 


■221 








Exons 


1..151, 248. .319, 466..6S8 












GI Descrip. 


(AF234170) DMC1 protein [Hordeum vulgare] 








Seq. No. 


58251 


Seq. ID 


OJ000320_ 


26. 


.0419. 


.C4 


Gene No. 


121746 


Strand 


+ 








Start 


790 


End 


1842 








Name 


OJ000320 26.0419.C4.ol.gs 


Method 


GENSCAN 








Start 


790 


End 


1539 








GI 


none 


Score * 


. 96' 








Exons 


790. .956, 1068. .1110, 1528. 


.1539 . 










Seq. No. 


58251 


Seq. ID 


OJ000320_ 


26. 


,0419. 


,C4 


Gene No. 


121746 


Strand 


+ 








Start 


790 


.. End 


1842 








Name 


OJ000320 26.0419.C4.o2.gp ' 


Method 


AAT/GAP 








Start ■• - 


1379 


End '" 


1-842 








GI 


none 


Score ■ 


873 ■ 








Exons 


1379. .1842 













Seq. No. 


58251 


Seq. ID ' 


OJ000320 


Gene No. 


121747 


Strand 




Start 


171 


End 


882 


Name 


OJ000320 26.0419.C4.ol.gp 


Method 


AAT/GAP 


Start 


171 


End 


.882 


QI 


none 


Score 


1173 


Exons' 


171.. 405, 500.. 882 - 






Seq. No. 


58251 


Seq. ID 


OJ000320 


Gene No. 


121748 


Strand 





58619 



Start 
Name 
Start 
GI 

Exons 



1746 

OJ000320_26.0419.C4 .ol.tm 
1628 

none ^ ■ 

1628. 
1788. 



,1744, 1664. .1708, 1701. 
1847, 1898.. 2002, 1912. 



End 

Method 

End 

Score 



2333 

TBLASTX: Maize 

2201 

42 



.1844, 1732. .1851, 1735. .1827, 
,2004, 1913.. 2002, 2109.. 2201, 



2110. .2199, 2127. .2201 



Seq. No. 58251 
Gene No. 121748 
Start 1746 

Name OJ000320_26 . 04 19 . C4 . ol . tw 

Start 1714 
GI none' 

Exons 4714.. 1827, 1715.. 1840, 1715. 

1898.. 2002, 1912.. 2004, 1913. 
2110. .2205 



OJ000320_26.0419.C4 
2333 

TBLASTX : Wheat ' 
2205 
109 

.1847, 
.2195, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1843, 1737. .1844, 1788. 
.2002, 1915.. 2004, 2109. 



Seq. No. 58251 

Gene No. 12174 8 

Start 1746 

Name OJ000320_26. 0419.C4 .ol . tc 

Start 1746 

GI none 

Exons 1746. .1844, '1788. .184.7-, 1898. 

2*109*. .2201, 2116. .2199 



Seq. ID OJ000320_26;0419,C4 

Strand - . - 

End 2333 ■ 

Method TBLASTX : Cress 

End • 2201 

Score 4 6 

.1999, 1912.. 2004, 1916.. 2002, 



Seq. ..No. 58251 

Gene No. 121748 

Start 1746 

Name OJ000320_26 . 04 19 . C4 . ol . ts 

Start 1746 

GI none 

Exons 1746.. 1844, 1768.. 1827, 1912. 
2116. .2199 



Seq. ID OJ000320_26.0419.C4 . 
Strand 

End 2333 

Method TBLASTX : Soybean 

End 2199 

Score 4 9 

.2004, 1913. .2002, 2109. .2198, 



Seq. No. 58251 Seq. ID 

Gene No. 121748 Strand 

Start 1746 *" End 

Name OJ000320_26 . 04 19 . C4 . o2 . qs Method 

Start 1746 End. 

GI none Score 

Exons 1746.. 1841, 1915.. 2001, 2112.. 2198 



OJ00032O_26.0419.C4 

2333 
GENS CAN 
2198 
.98 



Seq. No. . ,. 58251 . Seq.. .ID 

Gene No. 121748 Strand 

Start 1746 End 

Name OJ000320_26 . 04 19 . !C4 . ol . "np' f Method 

Start 1802 End 

GI 7437846 ■ Score 

Exons 1802.. 1841, 1915.. 2001, 2112.. 2333 
GI Descrip. 



OJ000320_26, 0419.C4 
2333 

AAT/NAP ■ . 

2333 

171 



probable long-chain-fatty-acid — CoA ligase (EC 6.2.1.3) - 
gi I 1617274 | emb | CAA96522 . 1 1 (Z72152) AMP-binding protein 
[Brassica napus] 



rape 



Seq. No. 
Gene No. 



58252 
121749 



Seq. ID 
Strand 



OJ000320 26. 0419. C5 



58620 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



835 End 1616 

OJ000320_26 . 0419 . C5 . ol . np Method AAT/NAP 

803 End 1616 

6671960 Score 227 

803.. 910, 1106.. 1192, 1280.. 1401, 157,9':. 1616 
(AC013454) putative long-chain-f atty-acid--CoA ligase 
[Arabidopsis thaliana] 



58252 Seq. ID 

121749 Strand 

835 End 

OJ000320_26.0419.C5.ol.gs Method 

835 End 

none , Score 
835. .888,' 1276. .1403 



OJ000320_26.0419.C5 

1616 
GENSCAN 
1403 
.'48 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58252 

121749 

835 

OJ000320_2 6. 0419.C5.ol-.tc 

1095 

none 

1095. .1196, 1100. .1192, 126r6. 
r 1319..1390, 1327. .1392, 1327. 

58252 

121749 

835 

OJ000320_26.0419.C5.ol.tm 
1100 
none 
1100. 
1276. 



1213, 1101. .1238, 1105. 
1326, 1278. .1328, . 1319. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 26. 0419. C5 



1616 

TBLASTX: Cress 
1408 
98 

1328, 1268. .1327, 1317. .1391, 
1404, 1328. .-1408 



Seq. ID 
Strand 
End 

Method 
End 
Score" 



.OJ000320 26. 0419. C5 



1616 

TBLASTX: Maize 
1393 
150 

1236, 1108. .1239, 1265. .1327, 
1390, 1320. .1391, 1327. .1392, 



1328. .1393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



-58252 

121749 

835 

OJ000320_26. 0419.C5.ol.ts 

1100 

none 

1100. .1192, 1101. .1196, 1280. 
1327.'. 1404, 1328. .1408 

58253 . 

121750 

1 

OJ0.00320_2 6.0419.C6.ol.gp . 
1 

none 

1..126, 612. .655 
58253 

121750 . * 

1 

OJ000320_26. 0419.C6.ol.gs 
17 



Seq. ID OJ000320_26. 0419.C5 

Strand - v " 

End 1616 

Method TBLASTX: Soybean ■ 

End 1408 

Score 109 

.1327, 1281. .1328, 1324.. 1389, 



Seq. ID OJ000320_2.6.'0419.C6 
Strand 

End 1657 

Method AAT/GAP 

End 655 

Score 320 



Seq. ID OJ000320_26.0419.C6 
Strand 

End 1657 

Method GENSCAN 

End 1652 



58621 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .54 

17. .126, 612. .773, 1027. .1098, 1383. .1652 



58253 

121750 

1 

OJ000320_26.0419.C6.ol.tw 

1221 

none 

1221.. 1292, 1222.. 1293, 1222. 
1380. .1580, 1385.. 1573, 1437. 
1598. .1657 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 26. 0419. C6 



1657 

TBLASTX: Wheat 
1657 
77 

1290, 1319.. 1570, 1378. 
1580, 1581.. 1655, 1581. 



1572, 
1655, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58254 

121751 

7953 

OJ000320_26.0419.C7.o3.np 

7953 

6016691 



Seq. ID- OJ000320 26.0419.C7 



Strand 
End 

Method 

End 

Score 



+ 

12665 
AAT/NAP 
12665 
56 



7953. .8011, 9440. .9493, 9686. .9745, 12643. .12665 
(AC009991) unknown protein [Arabidopsis thaliana] 



58254 

121752 

1006 

OJ000320_26.0419.C7.ol.gs 
1006 
none 
1006. 
3579. 



.1332, 1677. 
.3758, 4546. 
7650.. 8045, 9282. 



,1829, 1901. 
,4689, 5865. 
,9640 



Seq. ID 

Strand 

End - 

Method 

End 

Score 
.2023, 2184. .2368, 
.6088, 6508.. 6900, 



OJ000320_26.0419.C7 

9640 
GEN SCAN 
9640 
.78 



2828. 
7311. 



.2917, 
.7469, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58254 
121752 
1006 

OJ000320 26 
1081 
3023751 
1081. .1332, 



_26.0419.C7.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_26.0419.C7 

9640 
AAT/NAP 
2409 
247 



1677.. 1829, 1901.. 2023, 2193.. 2409 



70 KD PEPTIDYL PROLYL ISOMERASE ( PEPTIDYLPROLYL CIS-TRANS 
ISOMERASE) (CYCLOPHILIN) (PPIASE) gi | 107 6772 | pir | IS55383 
peptidylprolyl isomerase (EC 5.2.1.8) - wheat 
gi| 854626|emb|CAA60505| (X86903) . peptidylprolyl isomerase 
[Triticum aestivum] ■ 

Seq. No. 58254 Seq. ID OJ000320_26 . 04 19 . C7 

Gene No. 121752 Strand 

Start 1006 . End 9640 

Name OJ000320_26 . 04 19 . C7 . ol . gp Method AAT/GAP 

Start 3367 End 4817 

GI 28763JL.R1084 Score 1224 

Exons 3367.. 3758, 4546.. 4817 

GI Descrip. 1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
. [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



58254 
121752 



Seq. ID 
Strand 



OJ000320 26. 0419. C7 



5.8622 




Start 1006 End 9640 

Name OJ000320_26 . 0419 . C7 . o2 . np Method AAT/NAP 

Start 6519 ., . End 9463 

GI 6862912 . ^* Score -1099 

Exons 6519. .6900, 7311. .7469, 7650. .8045, 9282. .9463 



GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 





58254 










OJ000390 96 041 Q CI 




121752. 








Strand 


— '-'* ~ 


u Lai L 


1006 








End 


9640 


INcUUC 


OJ000320 9 6 


041 Q 

. \J *i X z> . 


P7 r»9 


yp 


Method 


AAT/GAP 


Start 


6697 






End 


7432 


GI 


3090570 








Score 


414 




6697 6900. 


7311 . 


. .7432 








Qcirr Mo 


58254 








Seq. ID 


OJ000320_26.0419.C7 


(^pnp Mo 


121753 








Strand 




Cfarf 


11675 








End 


12400 , 


Name 


o.to 00^90 9 6 


04 1-Q 


P7 o1 




Method 


TBLASTX: Maize 


Start 


1006 








. End 


3762 


GI 


none 








Score 


357 




1 006 1 ^39 


1 007 


1331 


1 651 

1 U J 1 . 


.1830, 1674. .1829, 1675. .1830 




1 ft Q 6 9094 


1 R QQ 

X O Z3 _7 < 


901 5 


1 Q00 

X 22 yj \J ■ 


.2043, 1901. .2026, 2184. .2369 




91 ft 4 9^QQ 


99?1 


9 371 


9R05 

O U sj . 


.2918, 2E 


S06. .2919, 3580. .3762 




3581 37 60 














5R9 54 








Seq. ID 


OJ000320_26.0419.C7 


flono Mo 


1917 5^ 

X ^. X / J J 








Strand^ 




Start 


11675 








End 


12400 


Name 


OJ000320 26, 


.0419. 


.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1021 








End 


1770 


\J X 










Score 


272 


DAUilO 


1091 1 ^^9 


1059 
j. \j ~j £. , 


1 333 


1 651 

X U J X • 


.1770, 1674. .1769 


Seq. No. 


58254 








Seq. ID 


OJ000320_26.0419.C7 


f^^TSia Mo 


121753 

X ^. X / «J J 








Strand 




'Start 


11675 " 








End 


12400 


Name 


OJ000320 26. 


.0419. 


,C7.o2. 


ts 


Method 


TBLASTX : Soybean 


O LCti. U 


1785 








End 


2375 


o J. 


none 








Score 


69 




1 7ft 5 1 ft 96 


1 7R 5 


1 R9Q 
. ■ x o y , 


1 7ft 6 
X / o o . 


.1830, 1910. .2026, 1911. .1940, 




i Qfii 9096 


9179 


9 37 5 


9179 


.2366, 2179. .2367 


Qnn Mo 


5R 9 54 








Seq.' ID 


OJ000-320_26-.0419.C7 


Gene .No . * 


12.1753 .. . 








.Strand 




Start 


11675 








End 


12400 


Name 


OJ000320 26. 


,0419. 


,C7 .o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2799 








End 


3751 


GI 


none 








Score 


93 


Exons 


2799. .2918, 


2830. 


, .2916, 


3578. 


.3751, 3580. .3750 


Seq. No. 


58254 








Seq. ID 


OJ000320_26.0419.C7 


Gene No. 


121753 








Strand 




Start 


11675 








End ■ 


12400 


Name 


OJ000320 26. 


0419. 


C7.ol. 


tw 


Method " 


. TBLASTX: Wheat 


Start 


3602 








End 


3772 


GI 


none 








Score 


157 



58623 



Exons 



3602.. 3772, 3602.. 3745, 3607.. 3771 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58254 

121753 

11675 

OJ000320_26< 

6576 

none 

6576. . 6695, 



0419.C7.ol.tc 



6586.-6687, 6693. 



Seq. ID OJ000320_26.0419.C7 
Strand 

End 12400 

Method TBLASTX: Cress 

End 6791 

Score 104 
.6791 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58254 

121753 

11675 

OJ000320_26< 

6579 

none 

6579. .6695, 



0419.C7 .o4 .ts 



Seq. ID OJ000320_26.0419.C7 
Strand 

End 12400 

Method TBLASTX : Soybean 

End 6884 

Score 84 



6610. .6660, 6693.. 6773, 6846.-6884 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58254 

121753 

11675 

OJ000320_26. 

6654 

none 

6654 . .6902, 
7311. .7469, 



0419.C7.o2.tm 



6654. .6902, 6655. 
7649. .7807, 7652. 



Seq. ID OJ000320_26.0419.C7 

Strand - *. 

End 12400 

Method TBLASTX : Maize 

End 7814 

Score 134 

,6903, 6661. .6903, 7262.. 7468, 
,7807, 7653. .7814 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58254 

121753 

11675 

OJ000320_26. 

6846 

none 

6846. .6902, 
7695. .7886, 



0419.C7.o2.tc 



7262. .7471, 7311. 
7697.. 7885, 7736. 



Seq. ID OJ000320_26.0419.C7 
Strand 

End 12400 
Method TBLASTX : Cress 
End 7888 
Score 96 

,7475, 7650. .7718, 7652.. 7720, 
.7888, 7776. .7886 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58254 

121753 

11675 

OJ000320_26, 

7579 

none 

7579. .7653, 
9272. .9412 



0419.C7 .o3.ts 



7658.. 7720, 7799. 



Seq. ID OJ000320_26.0419.C7 
Strand 

End 12400 

Method TBLASTX : Soybean 

End 9412 

Score 102 

.786.4, .7.896. .8048, 7898.. 8041, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58254 

121753 

11675 

OJ000320_26. 

7943 

none 

7943. .8026, 



0419.C7.o4 .tc 



9266. .9445, 9273. 



Seq. ID OJ000320_26.0419.C7 
Strand 

End 12400 . 

Method TBLASTX : Cress 

End 94 4 5 

Score 88 
.9380 



Seq. No, 
Gene No, 
Start 
Name 



58254 

121753 

11675 

OJ000320 26. 



0419.C7.o3.tm 

58624 



Seq. ID OJ000320_26.0419.C7 
Strand 

End 12400 

Method TBLASTX : Mai ze 




Cf a v- f- 


y z / d 


End 


9551 




oX 


none 


Score 


131 




Exons 


QOTC Q/in^i qoqi Q/int; Q/liC 

* - 


.9445, 9500.. 9529, 9501.. 9551 


Seq. No. 


58254 r 


Seq. ID 


OJ000320_26.0419 


.C7 


Gene No. 


121753 


Strand 


- 




olaiL 


1 X 0 / 0 


End 


12400 




Name 


ujuuuozu z o . Uft x y • u / . oz . gs 


Method 


GENSCAN 




O 4- -j y~ 4- 

otaru 


X X 0 / 0 


End 


12400 




VjX 


none 


Score 


.78 




bxons 


1 1 £;tc i 1 ion 1 oooi: 1 0 AC\C\ 
X X 0 / 0 . . X X / o U , li jjd. . IZ^UU 








oeq . no . 




Seq. ID 


OJ000320_26.0419, 


.C8 


OcJlc INO • 


121754 


Strand 


+ 




Start 


543 


End 


4362 




Name 


OJ000320 26.0419.C8.ol.np 


Method 


AAT/NAP 




Otait 


543 


End 


3413 




<aX 


1922938 


Score 


1340 




Exons 


•543.. 1343, 1809.. 1910, 2652.. 


3413 






tji uescrip . 


(AC000106) Similar to Caenorhabditis hypothetical protein 




C07A9.11 (gb|Z29094). [Arabidopsis thaliana] 




Seq. No. 


58255 


Seq. ID 


OJ000320_26.0419, 


.C8 


Gene No. 


121754 


Strand 


+ 




oL.arc. 


543 


End 


4362 ' 




Nam£ ■* 


OJ000320 26.0419.C8.ol.gs 


Method 


GENSCAN 




o tart 


735 


End 


4362 






none 


Score 


.79 




Exons 


735. .1439, 2577. .2651, 4252.. 


4362 






Seq. No. 


58255 


Seq. ID 


OJ000320_26.0419. 


.C8 


Gene No. 


121754 


Strand 


+ 






543 


End 


4362 




Name 


OJ000320 26.0419.C8.ol.tm 


Method 


TBLASTX: Maize 




Of a v<f 

otart 


2645 


End 


3004 : 




LrX 


none 


Score 


496 . 




Exons 


2645. .3004, 2646. .3002, 2849. 


.3004 






Cart NT /~\ 

oeq . jno . 


58255 


Seq. ID 


OJ000320_26.0419, 


,C8 


bene ino . 


121754 


Strand 


+ 




oLdl I. 


543 


End 


4362 




Name 


OJ000320 26.0419.C8.ol.gp 


Method 


AAT/GAP 




Start . 


2672 


End 


3456 






■ 45103 1.R1084 


Score 


1473 




Exons 


2672. .3456. 








GI Descrip. 


f 1922938 1.0e-77 (AC000106) Similar to 


Caenorhabditis 






hypothetical protein C07A9.11 


(gb Z29094). [Arabidopsis 






thaliana] * 








OCl^^ IN (J . 


58255 


Seq. ID 


OJ000320_26.0419. 


C8 


Gene No. 


121754 


Strand 


+ 




Start 


543 


End 


4362 




Name 


OJ000320 26.0419.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2942 


End 


3185 




GI 


none 


Score 


85 




Exons 


2942. .3103, 2946. .3185, 2954. 


.3181 







58625 




Seq. No. 


58255 




Seq. ID 


OJ000320_26.0419.C8 


Gene No. 


121754 




Strand 


+ 


btart 






End 


4362 


Name 


UJUUUo^U Zb.U4iy 


. Lo . Oj . tm 


Method 


TBLASTX: Maize 


btart 


jUUd 




End 


3185 




none 




Score 


118 


Exons 


onn£ *3im 'JfiT} 




..3184, 3108. .3185 


Seq. No. 


58255 




Seq. ID 


OJ000320_26.0419.C8 


Gene No. 


121754 




Strand 


+ 


btart 


D 4 J 




End 


4362 


Name 


ujuuujzu ZD.U4iy, 


. bo . o£ . tm 


Method 


\'TBLASTX: Maize 


btart 






End 


3431 


bl 


none 




Score 


244 


Exons 


jlob. . J4 jl, oloD. 




. .3418 




beq . no . 






Seq. ID 


OJ000320_26.0419.C9 


Gene No . 


121755 




- Strand 


+ 


Start , 


156 




End ,.• 


398 . 


Name 


OJ000320 26.0419- 


,C9.ol .gp 


Method 


AAT/GAP 


btart 


156 




End 


398 


bl 


15870 2.R1084 




Score 


298 


Exons 


156. .398 








GI Descrip. 


'287403/dbj ID10838 IRICSBE1 "8 


.Oe-69 Rice gene for starch 




branching enzyme 1 








Seq. No. 






Seq. ID 


OJ000320_26.0419.C9 


Gene' No. 


121756 




Strand 


+ 


otart 


2081 




End 


3022 


Name 


OJ000320 2-6.0419, 


,C9.ol.gs 


Method 


GENSCAN 


Start 


2081 




End 


3022 


bl 


none 




Score 


.43 


Exons 


2081. .2230, 2664. 


..2830, 2866 


. .3022 




beq. jno . 


58256- 




Seq. ID 


OJ000320_26.0419.C9 


Gene No . 


121757 




Strand 


+ 


Start 


4810 




End 


8554 ' 


Name 


OJ000320 26V0419; 


,C9.o2.gp 


Method 


AAT/GAP 


Of -1 vf 

btart 


4580 




End 


8150 


r* t 
bl 


1648 1.R1084 




Score 


1863 


Exons 


4580. .5012, 6899. 


.7139, 7273 


..7393, 7558.-7667, 7829. .8150 


GI. Descrip. 


'451193 1.0e-117 


(L28008) wali7 [Triticum aestivum] 




>gi_109084 5_prf_ 


_2019486B wali7 gene . 


[Triticum aestivum] ' 


Seq. No. 


58256 




.Seq. ID. 


OJ0.00320_26v0419..C9 


Gene No. 


121757 




Strand 


+ 


Of 

btart 


4810 




End 


8554 


Name 


OJ000320. 26.0419.. 


C9.o2.gs 


Method 


. GENSCAN. 


Start 


4810 




End 


8554 


bl 


none 




Score 


.77 


Exons 


4810.. 5012, 6962. 


.7217, 7273. 


..7393, 7558. .7667, 8441. .8554 


Seq. No. 


58256 




Seq. ID 


OJ000320_26.0419.C9 


Gene No. 


121757 




Strand 


+ 


Start, 


4810 




End 


8554 


Name 


OJ000320 26.0419. 


C9.ol .np 


Method 


AAT/NAP 


Start 


4813 




End , 


7945 



58626 



GI 7489671 Score 943 

Exons 4813.. 5012, 6899.. 7139, 7273.. 7393, 7558... . 7687, 7829.. 7945 

GI-. Descrip. hypothetical protein wali7 - wheat (fragment)* 

.gi|451193|gb|AAC37416. : l| (L28008) wali7 [Triticum -aestivum] 
gi 1 1090845 Iprf | I2019486B wali7 gene .[Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



58256 Seq. ID 

121757 Strand 

4810 End 

OJ000320_26.0419.C9.o2.np Method 

8338 End 

6907084 Score 
8338. .8457, 8489. .8528 

(AP001129) hypothetical protein [Oryza sativa] 



OJ000320_26.0419.C9 
.+ 

8554 
AAT/NAP 
8528 
141 



58256 

121758 

8928 

OJ000320_26.0419.C9.ol.ts 

4770 

none 



Seq. ID OJ000320_26.0419.C9 

Strand + 

End • 11878 

Method TBLASTX : Soybean 

End 7673 

Score 144 



4770. .5012, 4801. .5013, 6875. .7054, 6896. .7021, 6897. .7112, 
6898-.. 7059, 7002.. 7139, 7079.. ,7141, 7264.. 7395, 7281.. 7394, 
7350.. 7433, 7556.. 7669, 7557.. 7673 



Seq. No. 58256 

Gene No. 121758 

Start 8928 

Name OJ000320_2 6 . 04 1 9 . C9 . ol . tc 

Start 4807 

GI none 
Exons 



Seq. ID OJ000320_26.0419.C9 

Strand + 

End 11878,... 

Method TBLASTX : Cress 

End 7673 

Score 166 



4807;. 5013, 4809. .5012, 6896. .7030, 6897. .7112, 7002. .7139, 
7079. .7141, 7264. .7395, 7272. .7394, 7556. .7669, 7557. .7673 



Seq. No. 58256 Seq. ID 

Gene No. 121758 Strand 

Start . 8928* End 

Name * OJ000320_26. 04 19 . C9 . o5 . tm Method 

Start 4807 ' ' End 

GI none Score 
Exons 



OJ000320_26.0419.C9 
+ 

11878 

TBLASTX: Maize 

7670 

244 



4807. .5013, 4809. .5012, 6884. .6988, 6897. .7016, 6984. .7112, 
7002. .7118, 7261. .7395, 7272. .7394, 7278. .7415, 7556. .7669,. 
7557.. 7670, 756.0.. 7670 



Seq. No'. .58256 
Gene No. 121758 
Start ' 8928 

Name OJ000320_2 6 . 04 1 9 . C9 . o3 . np 

Start 8928 
GI 6016874 

Exons 8928.. 9006, 9090.. 9227, 9292. 

10759. .11098, 11603.. 11878 
GI Descrip. (AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 

region of the predicted gene.; Similar to putative AC 9 

transposase. (P03010) [Oryza sativa] 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



OJ000320_26.0419..C9 
+ 

11878 
AAT/NAP 
11878 
2183 



,9524, 9915. .10074, 104 68 1064 7 , 



Seq. No. 



58256 



Seq. ID OJ000320_26.0419.C9 



58627 




Gene No, 


121758 


Strand 


+ 




fi Q9 ft 


End 


11878 


Name 


nTnnn79n 9fi 04iQ pq +-m 

UuUUUjlU Z D ■ U4 J. j . * 0± . LIU 


Method 


TBLASTX: Maize 


OLaLL 


Q97 £ _ 


End 


9722 




none 


Score 


69 


IT 1 \r f \ /-i 

Lxons 


Q97£ Q"3£9 0^47 QRRf; Q^/lP 


.9596, 9633.. 9689, 9684.. 9722 


Can K1 e>i 

o e q * in o . 




Seq. ID 


OJ000320_26.0419.C9 


Gene No . 


121758 


Strand 


+ 


Start 


8928 


End 


11878 


Name 


OJ000320 26.0419.C9.o3.gp 


Method 


AAT/GAP " 


Start 


9617 


End 


10125 


GI 


uC-osflcypll0c07bl 


Score 


962 


Exons 


9617.. 10125 ■ 






GI Descrip. 


M680178/gb|AF111709. 1IAF111709 5.0e-81 


Oryza sativa subsp 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



oeq . iNO . 


58256 




Seq. ID 




. i»y 


Gene No . 


121758 




Strand 






o tart 


8928 




End 


1 1 Q "7 Q 




Name 


OJ000320 26. 


0419.C9.o3.tm 


Method 


J. rJJL)/\b 1 A . Ma x z e 




Q+- a >-+- 


9816 




End 


1 m 




H T 


none 




Score 


DO 




Exons 


9816.. 9890, 


9903. .10130, 9911. .10129 






oeq . ino . 


58256 




Seq. ID 






Gene No. 


121758 




Strand 


+ 




O J > v- +- 

otart 


8928 




' End 


1 lo / o 




Name 


OJ000320 26. 


0419.C9.o4 .tm 


Method 


i dLiAo i a : Mai z e 






10335 




End 


1 07 1 7 
1U 111 






none 




Score 








10335. . 10616, 1034 6. .10717 








Seq. No. 


58256 




Seq. ID 


OJ000320_26.0419 


,C9 


Gene No. 


121758 




' Strand 


+ 




Start 


8928 • 




End 


11878 




Name 


OJ000320 26. 


0419.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


10793 




End 


11036 




GI 


none 




Score 


282 




Exons 


10793. .10951 


, 10803. .11036 








Seq. No. 


. 58257 




Seq. ID 


OJ0'00320_2 6.0419 


.Cll 


Gene No. 


• 121759. 




Strand' 


+ •' • 




Start 


.598. 




End ■ 


- 673 




Name 


OJ000320 26. 


0419.Cll.ol.tw 


Method 


TBLASTX: Wheat . 




Start 


16 




End 


383 




GI 


none 




Score 


133. 




Exons 


16. .204, 150 


..194, 193. .381, 


195. .383 






Seq. No. 


58257 




Seq. ID 


OJ000320_26.0419 


.Cll 


Gene No. 


121759 




Strand 


+ 




Start 


598 




End 


673 




Name 


OJ000320 26. 


0419.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


25 




End 


288 




GI 


none 




Score 


131 




Exons 


25. .195, 25. 


.192, 219.. 287, 


220. .288 







58628 



Seq. No. 


58257 




Seq. ID 


OJ000320_26.0419.C11 


Gene No. 


121759 




Strand 


+ 


Start 


598 




End 


673 


Name 


OJ000320 26. 0419.C11 . ol 


. gs 


Method -4. 


GENSCAN 


Start 


598 




End 


673 


GI 


none 




Score 


. 93 


Exons 


598 . . 673 








Seq. No. 


58258 




Seq. ID 


OJ000320_26.0419.C13 


Gene No. 


1217 60 




Strand 




Start 


1350 




End 


1475 


Name 


OJ000320 26 . 0419 . C13 . ol 


.gs 


Method 


GENSCAN 


Start 


1350 




End 


1475 


GI 


none 




Score 


. 75 


Exons 


1350 . .1475 








Seq. No. 


58259 




Seq. ID 


OJ000320 26.0419.C16 


Gene No. 


121761 




Strand 




Start 


110 




End 


1969 


Name 


OJ000320 26.0419.C16.ol 


. np 


Method 


AAT/NAP 


Start 


110 




End 


1969 


GI 


7529723 




Score 


873 


Exons 


110. .319, 448. .547, 635 


. .702, 


"852. .947, 


1086. .1174, 1245. .1389, 




1583. .1672, 1754. .1828, 


1919. 


.1969 




GI Descrip. 


(AL132969) pyruvate kinase-like protein.- [Arabidopsis thaliana] 


Seq. No. 


58259 




.Seq. ID 


OJ000320_26.0419.C16 


Gene No. 


121761 




Strand 




Start 


110 




End 


1969 


Name 


OJ000320 26.0419.C16.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


251 




End 


1813 


GI 


none 




Score 


89 


Exons 


251. .325, 261. .338, 448 


. .549, 


449. .559, 


620. .709, 634. .702, 




849. .950, 849. .959, 850 


. .954, 


1072. .1173, 1085. .1171, 




1086. .1175, 1087. .1182, 


110.6. 


.1189, 1243. .1377, 1255. .1368, 




1283.. 1396, 1283..1390> 


.1580. 


.1675, 1581.. 1673, 1754.. 1813, 




1755. .1802 








Seq. No. 


58259 




Seq. ID 


OJ000320_26.0419.C16 


Gene No. 


121761 




Strand 




Start 


. 110 




End 


1969 


Name 


OJ000320. 26.0419.C16.ol 


. tw 


Method 


TBLASTX: Wheat . 


Start ' 


251 ■ 




End ■ 


891 ' '• ■ ■ " • " 


GI 


none. 




Score 


90 .. . ,• 


Exons 


251. .325, 261. .320, 263 


. .325, 


439. .546, 


448. .549, 449. .550, 




617. .709, 634. .702, 828 


. .887, 


849. .890, 


850. .891 


Seq. No. 


58259 




Seq. ID 


OJ000320_26.0419.C16 


Gene No. 


121761 




Strand 




Start 


110 




End 


1969 


Name 


OJ000320 26.0419.C16.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


251 




End 


1828 


GI 


none 




Score 


94 


Exons 


251. .325, 261. .338, 439 


. .537, 


448. .549, 


449. .559, 602. .709, 




634. .702, 849. .959, 850 


. .954, 


872. . 979, 


1072. .1173, 1079. .1171, 




1086. .1175, 1087. .1182, 


1097. 


.1210, 1243. .1377, 1255. .1371, 



58 629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No-. 
Start : 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. . No. 
Gene No. 
Start 
Name 



1283. .1396, 1283. .1390, 1299. .1403, 1572. .1673; 1580. .1678, 
1581. .1673, 1749. .1826, 1749. .1826, 1754. .1828 



58259 * „. . . 

121761 

110 

OJ000320_26.0419.C16.ol.tm 
251 
none 
251. . 
634 . . 
1084. 
1246. 
1580, 
1754 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 26.0419.C16 



325, 261.. 338, 439. 
702, 636. .710, 849. 
.1173, 1086.'. 1175, 
.1371, 1283. .1396, 
.1678, ■ 1581. .1673, 
.1828, 1755. .1826 



.543, 
.959, 
1087. 
1283. 
1582. 



1969 

TBLASTX : Maize 
1828 
99 

448..S49, 449. .550, 602. .709, 
850. .948, 857. .949, 1079. .1174, 
,1197, 1097. .1183, 1243.'. 1377, 
,1390, 1284.. 1403, 1353.. 1415, 
,1683, 1582.. 1704, 1749.. 1826, 



58259 Seq. ID OJ000320J26 . 04 19 . C16 

121761 . Strand 

110 End 1969 

OJ000320_2 6 . 04 1 9 . CI 6 . ol ,gp Method AAT/GAP 

260 End 1829 

7253_1.R1084 Score 1240 

260. .319, 448. .547, 635. .,702, 852.-947, 1086. .1174, 1245. .1389, 
1583. .1672, 1754. .1829 

'4581156/gb|AAD24640.1 |AC006919_18 0.0e+00 (AC006919) putative 

pyruvate kinase [Arabidopsis thaliana] 1 

58259 Seq. ID OJ000320_26 . 04 19 . C16 

121761 Strand - . 

110 End 1969 

OJ000320_2 6.0419.C16.ol.gs Method GENSCAN 

260 End 1825 

none Score . 96 

260. .319, 448. .547, .635. .702, 852. .947, 1086. .1174, 1245. .1389, 
1583. .1672, 1754. .1825 

58259 ". Seq-. ID OJ000320_2 6 . 04*9 . CI 6 

121761 Strand 

110 End 1969 

O J000320_2 6 . 04 19 . CI 6 . o2 . tw Method TBLASTX : Wheat 

1349 End 1829 

none Score 81 

1349. .1396, 1349. .1390, 1353. .1391, 1580. .1678, 158 1 . . 1 673 ,. . 
1749. . 1823, 1753. . 1824, 1753 .. 1827> • 1754 . .1828 / 1755 .. 1829 ■ 



58260 

121762 

178 

OJ000320_26.0419.C17 .ol .tw 

178 

none 



Seq. ID OJ000320_26.0419.C17 
Strand 

.End . 526 

Method TBLASTX: Wheat 

End 526 

Score 82 



178. .399, 302. .397, 400. .525, 401. .526 

58261 Seq. ID OJ000320_26 . 0419 . C18 

121763 ' Strand + 

1228 End 2449 

OJ000320_26 . 0419 .C18 .ol . gs Method GENSCAN 



58630 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1228 
none 

1228. .1380,. 2321. 



End 
Score 



2449 
.69 



.2449 



OJ000320_26.0419.C18 
+ 

3586 
AAT/GAP 
3586 
734 



58261 Seq. ID 

121764 Strand 
3218 End 
OJ000320_26. 0419.C18 .ol.gp Method 
3218 End 
46068_1.R1084 Score 
3218. .3586 

' 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 

Seq. ID OJ000320_26.0419.C18 
Strand 

. End 11797 

Method GENSCAN 

End 11797 

Score .4 





Seq. No. 


58261 






Gene No. 


121765 






Start 


2676 






Name 


OJ000320 26.0419. 


C18.o2. 




Start 


2676 






GI 


none 






Exons 


2676.. 2742, 3671. 


.5108, 






7686.. 7857, 10602 


!. .10630 






11662. .11797 




■'sr 

4 


. Seq. No. 


58261 






Gene No. 


'121765 






Start 


2676 




i 


Name 


OJ000320 26.0419. 


C18.ol.; 




Start v ' 


3670 




4 


GI 


6862917 




4 


Exons 


3670.. 4089, 4165. 


.5108, 


y 


GI Descrip. 


(AC018907) hypothetical ] 




Seq. No. 


58261 






Gene No. 


121765 






Start 


2676 






Name 


OJ000320 26.0419. 


C18.o2.< 




Start 


4267 






GI 


none 




; sr 


Exons 


4267. .4666 






Seq. No. 


58261 






Gene No. 


121765 






Start 


2676 






Name 


OJ000320 26.0.419, 


C18.o3.< 




Start 


4676 






GI 


26615 1.R1084 






Exons 


.4676. .5108, 5234. 


.5309, 1 




GI Descrip. 


'4097573 2.0e-10 


(U64917 




Seq. No. 


58261 






Gene No. 


121765 






Start 


2676 






Name 


OJ000320 26.0419. 


CI8.0I.1 




Start 


4884 






GI 


none 






Exons 


4884. .4904, 4899. 


.4931, - 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method. 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_26.0419.C18 

11797 
AAT/NAP 
5575 
602 



OJ000320_26.0419.C18 

11797 
AAT/GAP 
4666 
796 



OJ000320_26.0419.C18 

11797 . 
AAT/GAP. 
6016 
1594 



OJ000320_26.0419.C18 
11797 

TBLASTX: Maize 

5312 

36 



58631 



4976. .5113, 5214. .5312, 5233. .5310 





Seq.. No. 


58261 








Seq. ID 


OJ000320_26.04r9:C18 




bene [MO.. 


i once; 
X £ X /,D D 








Strand 






Of -i yf 


9 £7 £ 








End 


11797 




Name 


UJUUUj^U ZD. 


u h x y 


PI fi r\1 
. bX 0 .ox 




Method 


TBLASTX : Wheat 




Start 


4 0 O 4 








End 


5264 




bX 


none 








Score 


88 




Exons 


4 o o 4 . . 4 y 4 y , 


A Q Q Q 

4 o y y 


. . 4 y o4 , 


4 y o y . 


.4974, 4943.-4963, 4972. .5109, 






4973. .5113, 


5214 


. .5264, 


5224 . 


.5262 






oeq . ino . 










Seq. ID 


OJ000320_26.0419.C18 




Gene No . 


1 9 1 7 A ^ 
X <L X / DO 








Strand 








9 £7 £ 
ZD / D 








End • 


11797 




Name 


oTnno^9n 9£ 


f)A 1 Q 

u 4 x y 


* bX 0 .OX 


f- r> 


Method 


TBLASTX: Cress 




o tar l 


A Q7P ~~ 

ft y / o 








End 


5319 




bX 


none 








Score 


94 




Exons 


4978. .5109, 


4979 


. -5113, 


5229. 


.5312, 5233.. 5319 




oeq . no . 


CO 9 fT 1 

J,t3 ZD1 








Seq. ID 


OJ000320_26.0419.C18 




Gene No . 


1 91 ICR 
IZl / DO 








Strand 






Of -1V.-I- 

otart 


9 £7 £ 
ZD / D 








End 


11797 




Name 


n in n ri ^ o n 9 £ 

UJUUU jZU ZD. 


n/i q 

u 4 x y 


pi Q ~1 

.Lit) . OX 


. L S 


Method 


TBLASTX : Soybean 




OZ3.XZ 


A Qfi 7 

^ y o / 








End . 


5312 


; =. 


C T 

bX 


none 








Score 


- 116 


h 


Exons 


4987. .5109,' 


4991 


. .5113, 


5214 . 


.5312, 5215. ,5304 . 




oeq . ino . 


jOZDZ 








Seq. ID 


OJ000320_26.0419.C19 


ff 


Gene No . 


1 9 1 

lzl / o o 








Strand 






btart 


X 1 3 4 








End 


1986 


: =. 

'3? 


Name 


pi Tfi nn *3 on 9 £ 
UJUUUjZU ZD. 


u 4 x y 


PI Q 

. bx y . ox 


. gs 


Method 


GENSCAN 


y 


Of ivf 

b rare 


1 1 C>| 

1X04 








End 


1986 




bX 


none 








Score 


.44 






1154. .1529, 


1742 


1 pi q 


1 

J. .7 -J *i ■ 


.1986 






Seq. No. 


58263 








Seq. ID 


OJ000320_26.0419.C20 




Gene No. 


121767 








■ Strand 


+ 




Start 


762 








End 


■ 1367 




Name 


OJ000320 26. 


0419 


.C20.ol 


.np 


Method 


AAT/NAP 




Start 


762 








End 


1367 




GI 


120537 








Score 


57 




Exons 


762. .926, 1343..: 


1367 









GI Descrip. NADH-PLASTOQUINONE . OXIDOREDUCTASE SUBUNIT I (FRXB PROTEIN) 

■ gi | 65735 Ipir | | FERZB f erredoxin 2 [ 4 Fe-4S] frxB - rice chloroplast 
gi| 12054 | emb | CAA33 9 0 9 | (X15901) .18 kDa .protein related to a 
subunit of NADH dehydroghenase [Oryza sativa] 

gi I 226675 |prf | | 1603356DC NADH dehydrogenase-like 18kD protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58263 

121768 

464 

OJ000320 
464 
none 
464 . .754 



26.0419.C20.ol.gs 



Seq. ID 

Strand 

End 

Method. 

End 

Score 



OJ000320_26.0419.C20 
754 

GENSCAN 

754 

.58 



58632 



Seq. No. 
Gene No. 
Start 
Name 
..Start 
GI 

Exons 



58264 Seq. ID 

121769 Strand 

173 End 

•OJ000320_2 6 . 04 19 . C2 1 . ol . gs Method 

173 ,. End 

none . Score 



173.. 351, 808, 
1808. .1902 



,893, 993.. 1135, 1209. 



OJ000320_26.0419.C21 
+ 

1966 
GENSCAN 
1902 
.76 

1334, 1410.. 1679, 



Seq. No. 58264 

Gene No. 121769 

Start 173 - 

Name OJ000320_2 6 . 04 19 . C21 . ol . tm 

Start 182 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

182. .259, 989. .1162, 993. .1124, 1202. 
1222. .1338, 1239. .1346, 1239. .1349, 1404. .1520, 1404. .1520, 
1409. .1525, 1444. .1530, 1545. .1679, 1559. .1681, 1559. .1702, 
1802. .1879, 1838. .1879, 1881. .1937, 1883. .1948 



OJ000320_26.0419.C21 
+ 

1966 

TBLASTX: Maize 
1948 *■ 
58 

1243, 1214. .1333, 



Seq. No. 58264 

Gene No. 121769 

Start 173 

Name OJ000320_26 . 04 19 . C2 1 . ol . np 

Start • 822 

GI - 5803253 

Exons 822.. 899, 993.. 1126, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1239.. 1334, 1410. 



OJ000320_26.0419.C21 
+ 

1966 
AAT/NAP 
1966 
380 

.1679, 1808;, 



1966 

(AP000399) ESTs AU068856 (C50756) , AU07797 9 (C61370 ) correspond to 
a region of the predicted gene; similar to 'serine protease 
(AF097709) [Oryza sativa] 





Seq. No. 


58265 




Seq. ID 


OJ000320_ 


_26.0419. 


C22 




Gene No. 


121770 




Strand 


+ 








Start 


2815 




End 


3121 








Name 


OJ000320 26.0419.C22.ol. 


gp 


Method 


AAT/GAP 








Start 


2815 




End 


3121 








GI 


none-. 




Score 1 


551. 








Exons 


• 2815... 3121 














Seq. No. 


58265 




Seq. ID 


OJ000320_ 


_26.0419. 


C22 




Gene No. 


121771 




Strand 










Start 


2692 




End 


4761 








Name 


OJ000320 26.0419.C22.o2. 


gs 


Method 


GENSCAN 








Start 


2692 




End ■ 


4761 








GI 


none 




Score 


.57. . 








Exons 


2692. .2967, 3055. .3157, 


3699. . 


3873, 4284. .4350, 


4690. .4761 




Seq. No. 


58266 




Seq. ID 


OJ000320_ 


_26.0419. 


C23 




Gene No. 


121772 




Strand 


+ 








Start 


131 




End 


1294 








Name 


OJ000320 26.0419.C23.ol. 


gs 


Method 


GENSCAN 








Start 


131 




End 


1294 








GI 


none • 




Score 


.72 








Exons 


131.. 241, 696... 831, 1161 


. .1294 










Seq. No. 


58266 




Seq. ID 


OJ000320_ 


_26.0419. 


C23 




Gene No. 


121772 




Strand 


+ 







58633 



Start 
Name 
Start 
GI 

Exons 



131 End 1294 

OJ000320_2 6 . 04 1 9 . C23 . ol . gp Method AAT/GAP 

811 End 1067 

none „ Score 4 90 
811. .10*67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI .Descrip. 



Seq. ID OJ000320_26.0419.C23 



58266 
121773 
2889 

OJ000320_2 6.0419.C23.o2.np 
2889 
6630739 
2889. .2981, 4356. .4739 

(AL132958) pectate- lyase-like protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

4739 
AAT/NAP 
4739 
481 



58266 

121774 

7838 

OJ000320_2 : £..0419.C23.o3 

7805 

6671960 

7805. .7952, 8474. .8534, 
9587. .9692, 9766. .9842, 



np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8682, 



OJ000320_ 
+ 

12250 
AAT/NAP 
12250 
813 
9188. .9259, 



26.0419.C23 



10494, 11237. .11326, 



8605. 
10408 

11423. .11502, 11611. . 11704,. 12186.. 12250 

.(AC013454 )'- putative long-chain-fatty-acid — CoA ligase 

[Arabidopsis thaliana] 



9350. .9431, 



Seq. No. 58266 
Gene No. 121774 
Start ■ 7838 

Name OJ000320_26 . 0419 . C23 . o3 . gs 

Start 7838 
GI none 
Exons 7838.. 7952, 8 

10408. .10494, 

11958. .12074 



465.. 8534, 8605 
11237. . 11326, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8682, 



OJ000320_ 
+ 

12250 
GENSCAN 
12074 
. 67 

9350. .9431,. 



26..0419.C23 



11423. .11502, 11611 



10264. . 10308, 
.11704, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58266 Seq. ID 

121774 Strand 

7838 • End 

OJ000320_2 6.0419.C23.o3.gp Method 

10409 End 

LIB3432-052-P1-K1-A12 Score 



OJ000320_26.0419.C23 
+ 

12250 
AAT/GAP 
11705 
593 



10409. .10494, • 11237". . 11326,- 11423. . 11502, 11611.' . 11705 

' 1617274/emb|CAA96522 )• 3.0e-67 (Z72152) AMP-binding protein 

[Brassica napus] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58266 

121775 

1 

OJ000320_2 6.0419.C23.ol.np 
1 

3850581 



Seq. ID OJ000320_26.0419.C23 
Strand 

End 4941 

Method AAT/NAP 

End 3580 

Score 406 



1..33, 1175. .1282, 2198. .2356, 2469. .2551, 3015. .3123, 
3352.. 3425, 3526.. 3580 

(AC005278) EST gb|N96383 comes from this gene. [Arabidopsis 
thaliana] 



58634 



Seq. No. 58266 Seq. ID 

Gene No. 121775 Strand 

Start 1 End 

Name " OJ000320_26 . 04 19 . C23 . o3 . tm ' Method 

Start 955 End 

GI none Score 
Exons 



OJ000320_26.0419.C23 
4941 

TBLASTX: Maize 
'1323 
112 



955. .1095, 958. .1056, 960. .1097, 966. .1097, 1181.. 1288, 
1181.. 1300, 1182.. 1301, 1186.. 1320, 1189.. 1323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58266 

121775 

1 

OJ000320_2 6.0419.C23.o4 . tc 

1023 

none 



Seq. ID OJ000320_26.0419.C23 
Strand 

End 4 941 

Method TBLASTX: Cress 

End 3423 

Score 69 



1023. .1106, 1181. .1267, 1181. .1267, 1182. .1268, 2186. .2356, 



2199.. 2336, 2469.-2552, 2470. 
.3349/. 3423 



.2553, 3010.. 3141, 3013.. 3126, 



Seq. No. 58266 

Gene No. 121775 

Start 1 

Name OJ00032'0_26 . 0419. C23 . o3 . ts 

Start .2198 

GI none 

Exons 2198. .2392,. 2466. .2552, 2467. 
3212. ..3244 



Seq. ID OJ000320_26.0419.C23 
Strand 

End 4 941 

Method TBLASTX : Soybean 

End 324 4 

Score 81 

.2553, 3013.. 3147, 3014.. 3124, 



VI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58266 

121775 

1 

OJ000320_26.0419.C23.o5.tm 

2325 

none 



OJ000320. 26.0419.C23 



Seq. ID 
Strand 
End 

Method 
End 
Score 

232S..2357, 2465.. 2569, 2468.. 2551, 2469.-2552, 2993.. 3112, 
3006.. 3125, 3010.. .3126, 3010.. 3126, 3012.. 3137.,. 3014 .. 314 2/ 
3347. .3424, 3347. .3421, 3349. .3438, 3512. .3583' 



4941 

TBLASTX : Maize 

3583 

37 



Seq. No. 58266 

Gene No. 121775 

Start 1 

Name . OJ000320_26 . 0419 . C23 . o2 . gs 

Start , 2460 

GI none 

Exons . 2460.. 2551, 3015.. 3123, 3352. 

4345. .4765, 4883. .4941 



Seq. ID OJ000320_26.0419.C23 
Strand 

End 4941 ' 

Method GENSCAN .. .. 

End . ■ 4941 • 
" Score .54 

.3425, 3514. .3667, 4016. .4249, 



Seq. No. 58266 

Gene No. 121775 

Start 1 

Name OJ000320_26 . 04 19 . C23 . o2 . gp 

Start 3013 

GI LIB34 31-04 0-P1-K2-F8 

Exons 3013.. 3123, 3352.. 3425, 3514 
GI Descrip. 



OJ000320 26.0419.C23 



Seq. ID _ 
Strand 

End 4 941 

Method AAT/GAP 

End 3699 

Score 656 
3699 

'3850581 1.0e-21 (AC005278) EST gb_N96383 comes from this gene . 
[Arabidopsis thaliana] ? 



58635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58266 Seq. ID 

121775 Strand 

1 ""' End 
OJ000320_2 6 . 04 1 9 . C23 . ol . tm Method 

4366 End 

none Score 

4366. .4737, 4380. .4712, 4447. .4737 



OJ000320_26.0419.C23 
4941 

TBLASTX: Maize 

4737 ' 

533 



58266 



Seq. ID OJ000320_26.0419.C23 



121775 Strand 
1 End 
OJ000320_26.0419.C23.ol.tw Method 
4369 End 
none Score 
4369. .4659, 4371. .4658, 4561. .4665 



4941 

TBLASTX: Wheat 

4665 

293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58266 



121775 Strand 
1 " End 
OJ000320_26 . 04 19 . C23 . ol . ts Method 
•4371 End 
none . Score 

4371. .4736," 4372. .4737, 4561. .4737 



Seq. ID OJ000320_26.0419.C23 



4941 

TBLASTX : Soybean 

4737 

476 



Seq. No. ' 58266 

Gene No. 121775 

Start 1 

Name OJ000320_26 . 0419 . C23 . ol . tc 

Start 4377 

GI none 
Exons 



Seq. ID OJ000320_26.0419.C23 
Strand,, 
End 

Method 
End 
Score 



4 941 

TBLASTX: Cress 

4737 

301 



4377. .4505, 4381. .4617, 4545. .4613, 4615. .4737, 4617. .4712 



Seq. No. 
Gene No. 
Start 
Name 
Start 
,GI 
Exons 



58266 
121776 
8447 

OJ000320_26.0419.C23.o2.tm 
8447 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 26.0419.C23 



10499 

TBLASTX: Maize 
10499 

none Score 60 

8447. .8533, 8468.-8533, 8475. .8534, 8476. .8535, 8603. .8680, 
8610. .8702, 8617. .8688, 9182. .9259, 9189. .9260, 9189. .9263, 
9345. .9431, 9350. .9448, 9351. .9431, 9584. .9694, 95.87. .9700, 
9761.. 9841, 9765. .9875, 9768.. 9.842, 10263 .. 10316, . 10264 10311, 
10403. .10495, 10407. .10499,' 10407. .10499 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58266 

121776 

8447 

OJ000320_26.0419.C23.o3.tc 
8478 
none 
8478. 
9191. 
9586. 



.8528, 8479. .8535, 8602. 
,9259, 9345.. 9422, 9347. 
.9693, 9586.. 9693, 9587. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 26.0419.C23 



10499 

TBLASTX: Cress 
10494 
90 

,8682, 8603. .8680, 9189. 
,9406, 9350.. 9427, 9351. 
,9694, 9596. .9700, 9764. 



,9260, 
,9446, 
,9823, 



9765..984S, 9765.. 9830, 10270 .. 10311 , 10408.. 10494 



Seq. No. 



58266 



Seq. ID OJ000320_26.0419.C23 



58636 



Gene No. 121777 
Start - 11230 

Name OJ000320_2 6 . 04 19 . C23 . o2 .-tc 

Start 11230 

GI none 

Exons 11230. .11325, 11231 11326, 
11420. .11503, 11422. .11505, 

Seq. No. 58266 

Gene No. . 121777 

Start 11230 

Name OJ000320_26 . 0419 . C23 . o2 . ts 

Start 11230 

GI ■ none 

Exons 11230. .11325, 11234 .. 11326, 
11612. .11704, 11623. .11706 



Strand 
End 

Method 
.End 
Score 

11263 

11612 



11328, 
11704, 



11706 

TBLASTX: Cress 

11706 

144 

11419. .11502, 
11614 . .11706 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_26. 0419.C23 
11706 

TBLASTX: Soybean 

11706 

136 



11420. .11503, 114 4 3. .11502, 



Seq. No. 58266 
Gene No. . 121777 
Start ' 11230 

Name OJ000320_26 . 0419 . C23 . o4 . tm 

Start 11284 
GI none 
Exons 11284. 

. 11419. 
11612. 



,11325, 11285. 
,11505, 11420. 
.11704 



,11326, 
,11566, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11286 

11574 



OJ000320 26.0419.C23 



11706 

TBLASTX: Maize 
11706 
77 

11330, 11287. .11328, 
11705, 11611. .11706, 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58267 Seq. ID 

121778 _ Strand 

545 End 
OJ000320_26 . 04 19 . C24 . ol . np Method 

545 End 

6063557 Score 
545. .805 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza "sativa] 



OJ000320_26.0419.C24 
+ 

"805 

AAT/NAP 
805 
199 



58267 Seq. ID 

121779 ■ -Strand 

459 'End 
OJ000320_26 . 04 19 . C24 . ol . gs Method 

459 End 

none. Score 
459. .767 



: 'OJ000320_26.0419.C24 
767 

GEN SCAN 

767 

.97 



Seq. No. 58268 ... . Seq. ID OJQ00330__26 . 0419 . CI, 

Gene No. 121780 - Strand 

Start 146 End 429 

Name OJ000330_26 . 04 19 . CI . ol . gp Method AAT/GAP 

Start 146 End 429 

Gl" LIB3477-003-P1-K1-E9 Score 90 

Exons 146. .209, 393. .429 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 
Gene No. 



58269 
121781 



Seq. ID OJ000330_26.0419.C2 
Strand + 



58637 




Start 


408 


End 


1314 






Name 


OJ000330_26.0419.C2.ol.gp 


Method 


AAT/GAP 






Start 


408 


End 


995 






GI 


2310235 . 


Score 


308 






Exons' 


408 .. 445, 856 . . 995 










GI Descrip. 


5852182/emb | CAB55420 . 1 | 9, 


,0e-13 (AL117265) zhb0012 


. 1 [Oryz, 




sativa] 










Seq. No. 


58269 


Seq. ID 


OJ000330 26 


. 0419 


.C2 


Gene No. 


121781 


Strand 


+ 






Start 


408 


End 


1314 






Name 


OJ000330_26. 04 19 . C2 . ol . gs 


Method 


GEN SCAN 






Start 


856 


End 


1314 






GI 


none 


Score 


. 8 






Exons 


856 . . 1314 










Seq. No. 


58269 


Seq. ID 


OJ000330__26 


. 0419 


.C2 


Gene No. 


121781 


Strand 


+ 






Start 


'408 


End 


1314 






Name 


OJ000330 26.0419.C2.ol.np 


Method 


AAT/NAP 






Start 


856 


End 


1185 






GI 


5852182 


Score 


440 






Exons 


856. .1185 










GI Descrip. 


(■AL117265) zhb0012.1 [Oryza sativa] - 








Seq. No. 


58270 


Seq. ID 


OJ000330_26 


.0419 


. C3 


Gene No . 


121782 


Strand 


+ 






Start 


1 


End 


1653 






Name 


OJ000330 26.0419.C3.ol.gp 


Method 


AAT/GAP 






Start 


1 * 


End 


1653 






GI 


342 1.R1084 


Score 


2992 






Exons 


1. .1653 










GI Descrip. 


1 4574406/gb|AAD24042.1 1 0. 


0e+00 (AF121139) RIM2 protein 


[0; 




sativa] 1 










Seq. No. 


58270 


Seq. ID 


OJ000330_26 


.0419 


.C3 


Gene No. 


J21782 


Strand 


+ 






Start 


1 


End 


1653 






Name 


OJ000330 26.0419.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1424 






GI 


6742729 


Score 


2293 






Exons 


1..1424 










GI . Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 








Seq. No. 


.58270 


Seq.- ID 


OJ000330_26 


.0419 


:C3. 


Gene No. 


121782 


Strand 


+ 






Start 


1 


End 


1653 






Name 


OJ000330 26.0419.C3.ol.gs 


Method 


GENSCAN 






Start 


70 


End 


1647 






GI 


none 


Score 


.86 






Exons 


70. .1647 










Seq. No. 


58270 


Seq. ID 


OJ000330_26 


.0419 


.C3 


Gene No. 


121782 


Strand 


+ 






Start 


1 


End 


1653 






Name 


OJ000330 26.0419.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


180 


End 


590 







58638 



GI 

Exons 



none Score 87 

180. .230, 181. .243, 249. .431, 253. .471, 499. .588, 504. .590, 
505.. 588 



Seq. No. 58270 

Gene No. 121782 

Start 1 

Name OJ000330_26 . 0419 . C3 . ol . tw 

Start 591 

GI none 
Exons 



Seq. ID . OJ000330_26.0419.C3 

Strand + 

End 1653 

Method TBLASTX : Wheat 

End . 1650 

Score 339 



591. .1316, 591. .1493, 592".. 1509, 1504. .1548, 1508. .1543, 
1551. .1646, 1555. .1614, 1594. .1650 



Seq. No. ' 58270 ' ■ 

Gene No. 121782 

Start 1 

Name OJ000330_26 . 04 1 9 . C3 . ol . tm 

Start 634 

GI none 

Exons 634. .948, 645. .920, 718. .948 



Seq. ID OJ000330_26.0419.C3 

Strand + 

End 1653 

Method TBLASTX: Maize 

End 948 

Score 322 



Seq. No. 58270 

Gene No. 121782 

Start 1 

-Name. OJ0Q0330_26 . 04 19 . C3 . ol . tc 

Start 875'- 

GI none 
Exons 



Seq. ID OJ000330_26.0419.C3 

Strand + 

End ■ 1653 

"Method TBLASTX : Cress 

End ' 1326 

Score 167 



575. .1057, 879. .1316, 879. .1322, 883. .1326, 889. .1326 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58271 

121783 

91 

OJ000330__26.0419.C4 .ol.gs 
91 

none 



Seq. ID OJ000330_26.0419.C4 

Strand + 

End 4247 

Method GENSCAN 

End 4224 

Score . 5 



91. .183>. 570. .1991, 2066. .2207, 2257. .3163, 3272,.. 3445, 
,3542. .3652, 3738. .3810, - 4081. .4224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58271 

121783 

91 

OJ000330_26.0419.C4 .ol.np 
555' 

4680204 



Seq. ID OJ000330_26.0419.C4 

Strand + 

End 4247 

. Method AAT./NAP . 

End 4247 

' Score 1030 



555. .1991, 2066. .3163, 3272. .3445, 3542 . . 3672 , : 4 026.. . .424 7 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000330_26.0419.C4 

Strand + 

End 4 694 

Method AAT/GAP 

End 4 694 

Score - 195 



58271 
121784 
4516 

OJ000330_26. 0419.C4 .ol.gp 
4516 

21474_1.R1084 " 
4516. .4546, 4579. .4694 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



58639 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58271 

121785 

4692 

OJ000330J2 6. 

1198 

none 

1198. .1338, 
1431. .1601 



0419.C4.ol.tw 



1198. .1314, 1200. 



Seq. ID OJ000330_26.0419.C4 

Strand + 

End 4964 

Method TBLASTX : Wheat 

End 1601 

Score 62 

.1436, 1200. .1379, 1301. .1468, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58271 

121785 

4692 

OJ000330_ 
'3090 
none 



26.0419.C4.o2.tw 



Seq. ID OJ000330_26.0419.C4 

Strand + 

End 4 964 

Method TBLASTX: Wheat 

End 3611 

Score 60 



3090. .3170, 3261. .3440, 3308. .3433, 3540. .3611 



Seq. No. 58271 Seq. ID 

Gene No. 121785 7 * Strand 

Start 4692 End 

Name 0 J000330_2 6 . 04 1 9 . C4 . o2 . gp Method 

Start 4692 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons . 4692V. 4805, 4938.. 4964 

GI Descrip. ' 24 9858-6/sp | Q40638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 

S 1 PRECURSOR (ORY S .1) >gi_1173557 (U31771) Ory s 1 [Oryza 

sativa] 1 



OJ000330_26. 0419. C4 
+ 

4964 
AAT/GAP 
4964 
143 



Seq. No. 


58272 


Seq. ID 


OJ000330_26.0419.C5 


Gene No. 


121786 


Strand 


+ 


Start 


92 


End 


146 


Name 


OJ000330 26.0419.C5.ol.gp 


Method 


AAT/GAP 


Start 


92 


End 


146 


GI 


77434 1.R1084 


Score 


87 


Exons 


92. .146 






GI Descrip. 


, 2827528/emb|CAA16536.1 1 2.0e- 


-10 (AL021633) predicted protein 




[Arabidopsis ' thaliana] 1 






Seq. No. » 


58272 


Seq. ID 


OJ000330_26. 0-419. C5 


Gene No. 


121787 


Strand 




Start 


1975 


End 


3036 


Name 


OJ000330 26.0419.C5.ol.gs 


Method 


GENSCAN 


Start 


1975 


End 


3036 


GI 


none 


Score 


.66 • ' • 


Exons 


1975. .2071, 2164. .2265, .2939. 


.3036 




Seq. No. 


58273 


Seq. ID 


OJ000330_26.0419.C6 


Gene No. 


121788 


Strand 




Start 


1581 


End 


1886 


Name 


OJ000330 26.0419.C6.ol.gs 


Method 


GENSCAN 


Start 


1581 


End 


1886 


GI 


none 


Score 


.89 


Exons 


1581. . 1886 






Seq. No. 


58274 


Seq. ID 


OJ000330_26.0419.C7 


Gene No. 


121789 


Strand 


+ 


Start 


1 


End 


3040 



58640 



Name OJ000330_26. 0419 .C7 . ol . np Method AAT/NAP 

Start 1" End 3001 

GI 7452041 Score 1440 

Exons 1..117, 1074.. 1412, 2252.. 3001 

GI Descrip. hypothetical protein F23K16.80 - Arabidopsis thaliana 

gi|5042161|emb|CAB44680.1| (AL078620) hypothetical protein 
[Arabidopsis thaliana] gi | 7270929 | emb | CAB80608 . 1J (AL161595) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58274 

121789 

1 

OJ000330_26.0419.C7.ol.tm 
1 

none 



Seq. ID OJ000330_26.0419.C7 
Strand + 
End 304 0 

Method TBLASTX : Maize 
End 3040- 
Score 216 

1..120, 3. .122, 1035. .1403, 1045. .1422, 1073. .1402, 2251. .2460, 
2252. .2518, 2252. .2524, 2490. .2645, 2492. .3010, 2518. .3018, 
2519. .3040 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58274 * ' Seq. ID 

121789 Strand 

1 End 

OJ000330_26.0419.G7.ol.ts Method 1 

1 End 

none * Score 



OJ000330_26.0419.C7 
+ 

3040 

TBLASTX: Soybean 

3024 

201 



1..120, 3. .122, 1035. .1307, 1045 .. 1311, : 1048 '.. 1140, 1073. .1312, 
1284. .1403, 1304. .1402, 2251. .2313, 2252. .2368, 2255. .2347,,. 
2325. .2522, 2342. .3001, 2343. .2639, 2354. .2827, 2509. .3003, 
2736. .3014, 2737. .2895, 2876. .3004, 2956. .3024 



Seq. No. 58274 

Gene No. 121789 

Start 1 

Name OJ000330_26 . 04 19 . C7 . ol . gp 

Start 2340 

GI LIB3474-003-P1-K1-D3 

Exons 2340.. 264-7- • 

GI Descrip. T 50421 61 /emb | CAB4 4 680.11 2. 

[Arabidopsis thaliana] ' 



Seq. ID OJ000330_26.0419.C7 

Strand + 

End 3040 

Method AAT/GAP 

End 2647 

Score 604 

Oe-30 (AL078620) hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58275 

121790 . . 

993 . • 

OJ000330_2 6 .0419 . C8 . ol . gs 

993 

none 

993.. 1283, 1307.. 1402, 1530.. 
2388. .2435, 2580. .2680, 2782. 

58275 

121790 

993 

OJ000330_2 6.0419.C8 .ol.np 

1029 
7488653 

1029. .1402, 1530. .1651, 1751. 
2580.. 2680, 2782.. 2933 



Seq. ID OJ000330_26.0419JC8 

Strand + 

'.End 2933 

Method ■ GEN SCAN 

End . 2 8'8 9 

Score .87 
1651, 1751. .1946, 2164. .2281, 
.2889 

Seq. ID OJ000330_26.0419.C8 

Strand + 

End 2933 

Method AAT/NAP 

End 2933 

Score 864 
.1946, 2164. .2281, 2388. .2435, 



58641 



GI Descrip. choline kinase (EC 2.7.1.32) CK2 - soybean 

gi|14388-8 : l|gb|AAC49375.1| (U43839) GmCK2p [Glycine max] 



Seq. No. 58275 

Gene No. 121791 

Start 3287 

Name OJ000330_26 . 04 19 . C8 . o4 . tm 

Start 918 

GI none 

Exons '*' 918.. 968, 943.. 972, 1044.. 1205, 1046. 
1245. .1301 



■Seq. ID OJ000330 26. 0419. C8 



Strand 
End 

Method 

End 

Score 



+ 

7622 

TBLASTX: Maize 

1301 

40 

1204, 1244. .1300, 



Seq. No. 58275 

Gene No. 121791 

Start 3287 

Name OJ000330_26 . 0419 . C8 . ol . tc 

Start 1074 

GI none 

Exons • 1074. .1205, 1242. .1280, 1301.. 1402 



Seq. ID OJ000330 26. 0419. C8 



Strand 
End 

Method 
End 
Score 



+ 

7622 

TBLASTX : Cress 

1402 

92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58275 

121791 

3287 

OJ000330 26.0419.C8.ol.ts" 
1077 
none 
1077. 



,1295, 1301. 
,1946, 2115. 
2387. .2443, 2566. .2679, 2579. 



,1205, 1245. 
1745. .1948, 1746. 



Seq. ID OJ000330_26.0419.C8 

Strand + 

End 7622 

Method TBLASTX : Soybean 

End ' 2883 

Score 87 

.1402, 1524. .1652, 1592. .1654, 
.2282, 2158. .2283, 2164. .229a, 
.2680, 2794. .2850, 2800.. 2883 



Seq. No. 58275 
Gene No. 121791 
Start 3287 

Name O J000330_2 6 . 04 19 . C8 . o2 . tm 

Start 1301 
GI none 

Exons 1301. .1402, 1381. .14 07-, 1521. 

1746. . 1946, 1747. .1977,- 1747. 
2154. .2279, 2158. .2280, 2165. 
2576. .2650, 2578. .2649, 2585. 



Seq. ID OJ000330_26.0419.C8 

Strand + 

End 7 622 

Method TBLASTX: Maize 

End 2686 

Score. 175 

,1652, 1533'. .1649, 1580.. 1651,. 
,1782, -1748. .1948, 1958. .1996, 
.2281, 2395'.. 2472, 2396.. 2443, 
.2668, 2630. .2686, 2651. .2686 



Seq. No. 58275 

Gene No. . 121791 

Start 3287 

Name . . * OJ00033.0_2.6 . 04 19 . C8 . o2 . tc . 

Start 2164 

GI none 

Exons 2164.. 2283, 2164.. 2298, 2171, 
2584. .2682, 2585. .2680, 2794. 



Seq. ID . .OJ00033p_26.0419.C8 
Strand . + , 
End' ; 7622- • 
Method. TBLASTX : Cress . 
End 2886 
Score 191 

,2296, 2184. ,2318, 2186. .2308, 
.2856, 2799.. 2858, 280.0.. 2886 



Seq. No. 58275 

Gene No. 121791 

Start 3287 

Name OJ000330_26 . 04 19 . C8 . o2 . tw 

Start 2230 

GI none 

Exons 2230.. 2280, 2390.. 2443, 2576. 



Seq. ID OJ000330_26. 0419.C8 

Strand + 

End 7 622 

Method TBLASTX : Wheat 

End 2877 

Score 75 

.2680, 2581. .2682, 2793. .2858, 



58642 






01 OA OQC"! 


Ziyi 


OQ71 

. . Zo I 1, 


OH QQ 

z i y o . 


OQC/1 

. ZoDH 






Seq. No. 


C O O H C 

doZ / b 








Seq. ID 


OJ000330 


26 . 04 19 .Co 


Gene No. 


121791 . 








Strand 


+ . 




Start 


3287 








End 


7622 




Name 


UJUUUooU Z D 


C\ A 1 Q 

. u4 1 y 


r*Q 
. bo . OZ . 


gs 


Method 


GENSCAN 




Start 


O O O "7 








End 


7618 




GI. 


none 








Score 


.72 




Exons 


oZo 1 . . Jj4 D / 


ovZV 


. . j /by, 


jyu o . 


.3918, 3933.. 4042, 


4 loo . . 4 ZZZ , 




i1*DOO A A 1 f\ 

4 JJZ . .44 / U , 


oU IZ 


ci on 
. . OloU , 


0 3 lo . 


.5445, 6295. .6343, 


oo99 . . 7 olo 


Seq. No. 


c o o n c 
ooZ 1 0 








Seq. ID 


OJ000330 


26 . 04 19 . Co 


Gene No . 


1 O 1 7Q1 

i / y i 








Strand 


+ 




Start 


3287 








End 


7622 




Name 


OJ000330 26 


.0419, 


.C8.o2. 


np 


Method 


AAT/NAP 




Start 


3736 








End 


7612 




GI 


6119544 








Score 


1418 




Exons 


3736. .3828, 


3974, 


. .4042, 


4133. 


.4222, 4332. .4470, 


5012. .5130, 




5378. .5445, 


6295, 


. .6343, 


6599. 


.7612 






GI Descrip. 


(AC011560) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


58275 








Seq. ID 


OJ000330 


_26.0419.C8 


Gene No . 


121791 








Strand 


+ 




Start 


3287 








End 


7622 




Name 


-..OJ000330. 26 


.0419, 


,C8.ol. 


tm 


-Method 


TBLASTX: 


Maize 


Start 


'4398 








End 


7105. ■■ . 




GI 


none 








Score 


65 




Exons 


4398. .4469, 


4403. 


. .4468, 


4422. 


.4469, 5010.. 5135, 


5011. .5133, 




5377. .5448, 


5378. 


. .5446, 


6293. 


.6343, 6585.. 6731, 


6588. .7085, 




6590. .7105, 


6598. 


. .7104 










Seq. No. 


58275 








Seq. ID 


OJ000330 


_26.0419.C8 


Gene No. 


121791 








Strand 


+ 




Start 


3287 








End 


7622 . 




Name 


OJ000330 26 


.0419. 


X8.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6592 








End 


■6.7 93 




bl 


rione 








Score 


68 




Exons „-.- 


6592 .-.6681, 


6596. 


, .6793, 


6596.- 


-.■6775, 6598.. 6792 




Seq. No. 


58275 








Seq. ID 


OJ000330 


_26.0419.C8 


Gene- No. 


121791 








Strand 


+ 




Start . 


3287 








End 


7622 




Name. 


OJ0.00330 26, 


.0419, 


.C8.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6793 








End 


7186 




bl 


none 








Score 


321 ..... 




Exons 


67 93. .6957, 


6794. 


, .7063, 


6800. 


.7081, 7055. .7186, 


7057. .7185, 




7064 . .7186 














Seq. No. 


58275 








Seq. ID 


OJ000330 


_26.0419.C8 


Gene No . 


121791 








Strand 


+ 




Start 


3287 








End 


7622 




Name 


OJ000330 26, 


,0419. 


C8.o3. 


tm 


Method 


TBLASTX:! 


Maize 


Start 


7106 








End 


7615 




GI 


none 








Score 


353 




Exons 


7106. .7339, 


7113. 


.7271, 


7114. 


.7335, 7416.. 7556, 


7486. .7569, 




7487. .7567, 


7573. 


.7614, 


7574 . 


.7615 







58643 




Seq. No. 


58275 








Seq. ID 


OJ000330_26.0419 


.C8 


Gene No. 


121791 








Strand 


+ 




Start 


J2b / 








hna 


"7 C O O 
/ 622 




Name 


OJUUU 33V 2o . 


U4 ly - 


. Co . Ol . 


tw 


Method 


TBLASTX : Wheat 




Start . 


7 43'4 








End 


7 622 




GI 


none 








Score 


142 




Exons 


7434 . .7 622 , 


/ 4 o 7 , 


. .7 615, 


7512 . 


.7 616 






beq. wo. 


JOZ / D 








beq. lu 


UJUUUjoU 2b.U4iy 


. cy 


Gene No. 


121792 








Strand 






Start 


1 








End - 


530 




Name 


OJ000330 26. 


0419, 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


530 




GI 


4204695 








Score 


123 




Exons 


1..36, 380.. 


530 













GI Descrip. (AF117062) putative inositol polyphosphate 5-phosphatase At5Pl 
[Arabidopsis thaliana] 



Seq. No. 58276 

Gene No. 121792 

Start 1 

Name OJ000330_2 6 . 04 19 . C9 . ol . tm 

Start . 354 

GI none 

Exons 354.. 530, 373.. 525 

Seq. No. 58276 

Gene No. 121792 

Start ' 1 

Name OJ000330_2 6 . 04 1 9 . C9 . ol . tc 

Start 373 

GI none 

Exons 373.. 516, 381. .530 



Seq. TD OJ000330_26 . 04 19 . C9 
Strand 

End 530 

Method TBLASTX : Maize 

End 530 

Score 162 



Seq. ; ID OJ000330_26.-0419.C9 
Strand 

End 530 

Method TBLASTX : Cress 

End 530 

Score 123 



Seq. No. 58276 

Gene No. 121792 
Start .1 

Name OJ000330_26 . 0419 . C9 . ol . gs 

Start 382 

GI none 

Exons 382.. 524 



Seq. ID- GJ000330_26.0419.C9 
Strand 

End 530' ' 

Method GENSCAN 

End 524 

Score . 68 



.Seq. No. 58277 

Gene No. 121793 

Start 606. 

Name OJ000330_2 6.0419 . Cll . ol . gs 

Start 606 

GI none 

Exons 606. . 824 



Seq. ID OJ000330_26. 0419. Cll 

Strand + . 

End 824 

Method GENSCAN 

End 824 

Score . 68 



Seq. No. 58277 

Gene No. 121794 

Start 1364 

Name ■ OJ000330_26 . 0419 . Cll . o2 . gs 

Start 1364 

GI none 

Exons 1364.. 1492, 1780.. 2048, 2306. 



Seq. ID OJ000330_26. 0419. Cll 
Strand 

End.. 2713 

Method GENSCAN 

End 2713 

Score .69 
.2357, 2624.. 2713 



58644 




Seq. No. 


58278 


Seq. ID 


OJ000330 


_26.0419 


.C14 


'Gene No. 


121795 . 


Strand 


+ 






Start ' 


4 98 


End 


1382 






Name 


OJ000330 26.0419.C14.ol.np 


Method * 


AAT/NAP 






Start 


498 . . 


End 


1382 






GI 


1272347 


Score 


223 






Exons 


498. .563, 599. .728, 897. .1382 










GI Descrip. 


(U51739) secreted glycoprotein 2 [Ipomoea trifida] 




Seq. No. 


58278 


Seq. ID 


OJ000330 


_26.0419, 


.C14 


Gene No. 


121795 


Strand 


+ 






Start 


498 ' 


End 


1382 






Name 


OJ000330 26.0419.C14 .ol.gs 


Method 


GENSCAN 






Start 


546 


End 


1164 






GI 


none 


Score 


.77 






Exons 


546. .681, 920. .1164 










Seq. No. 


58279 


Seq. ID 


OJ000330_ 


_26.0419. 


.C15 


Gene No. 


121796 


Strand 


+ 






Start 


123 


End 


2264 






Name 


OJ000330 26. 0419. C15. ol.gs 


Method 


GENSCAN 






Start 


123 * 


End 


2264 






GI 


none 


Score 


.72 






Exons - 


' 123. .476,^ 623. .868, 2196.. 226.4 








Seq. No. 


,58279 


Seq. ID 


■ OJ000330- 


_26. 0419. 


.C15 


Gene No. 


121797 


Strand 








Start- 


2195 


End 


2530 






Name 


OJ000330 26.0419.C15.ol.gp 


Method 


AAT/GAP 






Start 


2195 


End 


2530 






GI 


1631515 


Score 


585 






Exons 


2195. .2530 










Seq. No. 


58279 


Seq. ID 


OJ000330_ 


_26.0419. 


.C15 


Gene No. 


121798 


Strand 








Start 


2484 


End 


2975 






Name 


OJ000330 26.0419.C15.o2.gp 


Method 


AAT/GAP 






Start 


2484 


End 


2706 






GI 


3273 1.R1084 


Score 


375 






Exons 


2484 . .2706 










GI Descrip. 


f 2199574 3.0e-09 (AF004293) aquaporin 


[Brassica 


rapa] 1 




Seq. No. 


58279 


Seq. ID 


OJ000330_ 


_26.0419. 


.CIS 


Gene No. 


121798 


Strand . 








Start 


2484 


End 


-2975 






Name 


OJ000330 26.0419.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


2551 


End 


2706 . 






GI 


none .. 


Score 


69 






Exons 


2551.. 2610, 2576. .2635, 2591.. 


2638, 2634.. 2702, 


2636. .2704, 




2638. .2703, 2638. .2706 










Seq. No. 


58279 


Seq. ID 


OJ000330_ 


_26.0419. 


C15 


Gene No. 


121798 


Strand 








Start 


2484 


End 


2975 






Name 


OJ000330 26.0419.C15.ol.np 


Method 


AAT/NAP 






Start . 


2552 


End 


2975 







58645 






6721176 


Score 


132 


Exons 


2552.. 2706, 2956.-2975 






GI Descrip. 


(AC016829) hypothetical protein [Arabidopsis- thaliana] 


Seq. No. 


58280 


Seq. ID 


OJ000330_26.041 


Gene No. 


121799 


. Strand 


+ ' 


ot art 


200 


End 


1767 


Name 


OJ000330 26.0419.C16.ol.gs 


Method 


GEN SCAN 


Start 


200 


End 


1767 • 




none 


Score 


.46 


Exons 


200. .236, 1640. . 1767 






beq . NO . 


58280 


Seq. ID 


OJ000330_26.041! 




121800 


Strand 




Start 


3585 


End 


3764 


Name 


OJ000330 26.0419.C16.ol.gp 


Method 


AAT/GAP 


Start 


3585 


End 


3764 


GI 


3273 1.R1084 


Score 


333 


Exons 


3585.. 3764 






GI Descrip. 


'2199574 ' 3.0e-09 (AF004293) 


aquaporin 


[Brassica rapa] 1 



15 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



58281 
121801 
1 . 

OJ000330_2'6. 04-19. C19.ol.gp 

1 \ ' : 

963 1.R1084 



Seq. ID OJ000330_26.0419.C19 
Strand + 
End 4033 
Method AAT/GAP 
End 4033 

_ Score 5221 

1..158, 957.. 2453, 2557.. 2623, 2824.. 3042, 31'60. .3252, 
3345. .4033 

, 5912299/emb|CAB56058. 1| 0.0e+00 (AJ133787) gigantea homologue 
[Oryza sativa] 1 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58281 
121801 ■ 
1 

OJ000330_2 6.0419.C19.ol.np 
1 

5912299 



Seq. ID OJ000330_26.0419.C19 

Strand + 

End 4033 

Method AAT/NAP 

End 3647 

Score 3695 



1..158, 957.. 2453, 2557.. 2623, 2824.. 3042, 3160' 1 . . 3252 , 
3345. .3647 

(AJ133787) gigantea homologue [Oryza sativa] 



58281 . 

121801 

1 

OJ000330_26. 0419.C19.ol.gs 

6 

none 



Seq.' ID OJ000330_26.0419.C19 

Strand + 

End . 4033 

Method GENSCAN 

End 3650 

Score .84 



6. .158, 909. .2453, 2824. .3042, 3345. .3650 



Seq. No. 58281 

Gene No. 121802 

Start 4 980 

Name OJ000330_26 . 04 1 9 . CI 9 . o3 . tm 

Start 1 

GI none 

Exons 1..144, 3. .161, 46. .162 



Seq. ID OJ000330_26.0419.C19 
Strand 

End 6105 

: Method TBLASTX : Mai ze 

End 162 

Score 257 



58646 



Seq. No. 58281 

Gene No. 121802 

Start 4980 

Name OJ000330_26 . 0419 . C19. o2 . ts' 

Start 2 

GI none 

Exons 2. .94, 3. .161, 6. .161, 954... 1307, 959. .1285 



Seq. ID OJ000330_26.0419.C19 
Strand 

End 6105 

Method TBLASTX : Soybean 

End 1307 

Score 225 



Seq. No. 58281 Seq. ID 

Gene No. 121802 Strand 

Start 4 980 End 

Name OJ000330_26 . 0419. C19 . o2 . tm Method 

Start 948 End 

GI none Score 

Exons 948.. 1403, 953.. 1402 



OJ000330_26.0419.C19 
6105 

TBLASTX: Maize ■ 
"1403 
742 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58281 

121802 

4980 

OJ000330_26. 

1152 

none 

1152. .1298, 
1461. .1595, 



0419.C19.ol.tc 



1152. 
1553. 



,1277, 
,1594 



1154 



Seq. ID OJ000330_26.0419.C19 
Strand 

End 6105 

Method TBLASTX : Cress 

End 1595 

Score 208 
.1291-, 1311. .1550, 1322. .1474, 



Seq. No. 58281 

Gene No. 121802 

Start 4980 

Name OJ000330_26 :.04 19 . C19 . ol . ts 

Start 1314 

GI none 

Exons 1314.. 1514, 1319.. 1516, 1327. 

1553.. 2056, 2220.. 2291 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 1545, 



OJ000330 26.0419.C19 



6105 

TBLASTX: Soybean 
2291 
236 

1533. .2069, 1548. .1760, 



Seq. No. 5828 
Gene No.. 1218 
Start 4980 

Name OJ000330_26. 0419.C19. ol . tm 

Start 1655 
GI none 
Exons 1655 

2068 

2580 

3153 
■ 3344 



11 
302 



.2059, 1656. .2105, 

.2454, 2082.. 2456, 

l. .2624, 2581.. 263L/ 

1..3251, 3157.. 3252, 

..3475, 3460. .3567, 



Seq. ID 
• Strand 
End 

Method 
End 
Score 
1.656. .2069, 
2096'. .2455, 
2816. .3037, 
3159. .3290, 
3471. .3662, 



OJ000330_26.0419.C19 
6105 

TBLASTX: Maize 
3667 
647 

1657.. 2070, 2064.. 2453, 
2578. .2619,' 2580. .2630', 
2821.. 3045, 2823.. 3044, 
3163.. 3258, 3339.. 3479, 
3473. .3667, 3479. .3667 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58281 
121802 
4980 

QJ000330_26.0419.C19.o3.ts 

2403 



OJ000330 26.0419.C19 



none 

2403. 

2823. 



Seq. ID 
Strand 
End 

Method 
End 

^ - Score 
2456, 2579.. 2629, 2820.. 2930, 2821 .. 2955/ 2821 .. 294 6, 
2966, 2955.. 3038, 2956.. 3045, 3153.. 3251, 3157.. 3252, 



6105 

TBLASTX : Soybean 

3634 

64 



3339.. 3455, 3344.. 3430, 3504.. 3632, 3506.. 3634 



58647 



# 



Seq. No. 


58281 




Seq. ID 


OJ000330 


_26.0419 


.C19 


Gene No. 


121802 




Strand 








Start 


4980 




End' 


6105 






Name 


OJ000330_2 6 . 0_4 19 . CI 9 . o2 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


2872 




End . 


3434 






GI 


none 




Score 


264 






Exons 


2872. .3069, 2874. .3044, 


3150 . 


.3251, 3157.. 3252, 


3339. .3434, 




3344 . .3433 












Seq. No. 


58281 




Seq. ID 


OJ00U33U 


Z 6 . 04 1 9 , 


. ciy 


Gene No. 


121802 




Strand 








Start 


A f\ O f\ 

4 980 




End 


6105 






Name 


OJ000330 26 . 04 19 . C19 . o2 . 


gs 


Method 


GENSCAN 






Start 


4980 




End ■ 


61Uo 






GI 


none 




Score 


. o 1 






Exons 


4 98 0 . .5089, .6039. .6105 












Seq. No. 


58282 




Seq. ID 


r\ t a n a o o a 

• OJ000330 


Zo . 04 1 9 , 


. C20 


Gene No. . 


121803 




Strand 


+ 






Start 


201 




End 


o o o o 
ZZZZ 






Name 


OJ000330 26 . 04 19 . C20 . ol . 


gs 


Method 


GENSCAN 






Start 


201 




End 


2222 






GI 


none 


* 


Score 


.9 






Exons 


201. .368, 673. .878, 976. 


. 1214 


, 1316.. 


1511, 1592 


. .1975, 






2031 . . 2222 












Seq. No. 


58282 




Seq. ID 


OJ000330 


_26.0419. 


. CzU 


Gene No. 


121803 




Strand' 


+ 






Start 


201 




End 


. 2222 






Name • 


OJ000330 26.0419.C20.ol. 


np 


Method 


AAT/NAP 






Start 


814 




End 


1891 






GI 


4883612 




Score 


185 






Exons 


814. .878, 976. .1139, 1316. .1891 








GI Descrip. 


(AC006922) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. . 


58282 




Seq. ID 


OJ000330 


_26.0419, 


, CZi) 


Gene No. * 


121803- •• 




. Strand 


+ 






Start 


201 




End v " 


2222 






Name 


OJ000330 26.0419.C20.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


822 




End 


1221 






GI 


none 




Score 


54 






Exons 


822. .875, 979. .1215, 982 


..1221, 984..: 


1220 






Seq. No. 


58282" 




Seq. ID' 


OJ000330 


_26.0419, 


.'C20 


Gene No. ' 


121803 




Strand 


+ 






Start 


' 201 ■ 




End 


2222 






Name 


OJ000330 26.0419.C20.ol. 


tm 


Method 


TBLASTX : 1 


Maize 




Start 


1087 




End 


16.64 






GI 


none 




Score 


180 






Exons 


1087. .1227, 1089. .1211, 


1301. 


.1498, 1305. .1484, 


1316. .U 


192, 




1589. .1663, 1589. .1663, 


1596. 


.1664 








Seq. No. 


58283 




Seq. ID 


OJ000330 


_26.0419. 


,C21 


Gene No. 


121804 




Strand 


+ 






Start 


159 




End 


487 






Name 


OJ000330 26.0419.C21.ol. 


gs 


Method 


GENSCAN 






Start 


159 




End 


487 







58648 




GI 


none 




Score 


. 68 








Exons 


159. .487 














Seq. No. 


58284 




Seq. ID 


JOJ0003"30 


26 


. 0419 


.C23 


Gene No. 


121805 




Strand 


+ 








Start 


99 




End 


188 








Name 


OJ000330_26. 0419 .C23 .ol . 


,gs 


Method 


GENSCAN 








Start 


99 




End 


188 








GI 


none 




Score 


. 96 








Exons 


99. . 188 














Seq. No. 


58285 




Seq. ID 


OJ000330 


26 


. 0419 


.C25 


Gene No. 


121806 




Strand 










Start 


124 




End 


230 








Name 


OJ000330_26 . 0419.C25.ol. 


gp 


Method 


AAT/GAP 








Start 


124 




End 


230 








GI 


none 




Score 


184 








Exons 


124 . .230 














Seq. No. 


58285 




Seq. ID 


OJ000330 


26 


.0419, 


.C25 


Gene No. 


121807 




Strand 










Start 


4 59 ... 




End 


650 








Name 


OJ000330_26. 0419.C25.ol. 


gs 


Method 


GENSCAN 








Start 


459 




.-•-End 


650 








GI 


none 




-Score 


. 64 








Exons 


459. . 650 














Seq. No. 


58286 




Seq. ID 


OJ000330_ 


_26 


.0419, 


.C26 


Gene No. 


121808 




Strand 


+ 








Start 


911 




End 


1283 








Name 


OJ000330 26.0419.C26.o2. 


gp 


Method 


AAT/GAP 








Start 


911 




End 


1283 








GI 


LIB34 31-028-P1-N1-A10 




Score 


655 








Exons 


911. .981, 1009. .1283 














GI Descrip. 


'4680203/gb|AAD27566.1|AF114171 7 3.0e- 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 












Seq. No. * 


'58286 




Seq. ID 


OJ000330_ 


26 


.0419, 


X26' 


Gene No. 


121809 




Strand 










Start 


42 




End 


1283 








Name 


OJ000330 26.0419.C26.ol. 


gp 


Method 


AAT/GAP 








Start 


42 




End 


128.3 








GI 


342, 1.R1084 .: 




Score 


17 67 








Exons 


42.. -557, 667.. '764, 847.. : 


8 66; 


902. .1283 










GI Descrip. 


' 4 57 4406/gb|AAD24042. 1 | 


0.0e+00 (AF121139) ... RIM2 


protein 


[Oryza 




sativa] 1 














Seq. No. 


58286 




Seq. ID 


OJ000330_ 


_26 


.0419, 


,C26 


Gene No. 


121809 




Strand 










Start 


42 




End 


1283 








Name 


OJ000330 26.0419.C26.ol. 


gs 


Method 


GENSCAN 








Start 


97 4 




End 


1242 








GI 


none 




Score 


.91 








Exons 


• 974. .1046, 1103. .1242 














Seq. No. 


58286 




Seq. ID 


OJ000330_ 


26 


.0419. 


C26 


Gene No. 


121809 




Strand 














58649 










i Mi,' 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42 End 1283 

QJ000330_2 6 . 04 19 . C2 6 . ol . np Method AAT/NAP 

995 End 1283 

4680203 Score 226 
995.. 1283 

(AF114171) TNP2-like protein [Sorghum bicolor] 



58287 Seq. ID 

121810 Strand 
31 End 
OJ000330_26 . 04 19 . C2 9 . ol . gs Method 
31 End 
none Score 

31. .91, 114. .281 



OJ000330_26.0419.C29 
281 

GENSCAN 

281 

.99 



OJ000330 26.0419.C29 



58287 Seq. ID 

121810 Strand 
31 End 281 

OJ000330_2 6 . 04 1 9 . C2 9 . ol . np Method AAT/NAP 
113 End 281 

7486052 Score 171 

113. .281 • 

hypothetical protein F23K16.40 - Arabidopsis thaliana 
gi| 5042157 | emb | CAB44676.il (AL078620) putative WRKY DNA-binding 
protein [Arabidopsis thaliana] _qi | 72709251 emb | CAB80604 . 1 | 
(AL161595) putative WRKY DNA-binding protein [Arabidopsis 
thaliana] 



Seq. No. 58288 " Seq. ID 

Gene No. . 121811 Strand 

Start 804 End 

Name OJ000330_2 6 . 04 1 9 . C31 . ol . gs Method 

Start 804 End 

GI none Score 

Exons 804.. 1137 



OJ000330_2 6/0419.C31 ' 
+ 

1185 
GENSCAN 
1137 
. 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI .Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 58288 -. . .' Seq. ID 

121811 Strand 
804 End 
OJ000330_26.0419.C31.ol.np Method 
804 End 
7239498 . . Score 

804 . .1185 . 

(AC012654) Contains similarity to the 

inositol-1, 4 , 5-trisphosphate 5-Phosphatase from Arabidopsis 
thaliana gi | 6117853 



OJ000330_26.0419.C31 
+ 

1185 
AAT/NAP 
1185 
323 . 



58288 

121812 

1120 

OJ000330_26.0419.C31.ol.tw 

806 

none 



Seq. ID OJ000330 26.0419.C31 



Strand 
End 

Method 

End 

Score 



+ 

1185 

TBLASTX: Wheat 

1009 

53 



J06..925, 817-..894, 823. .936, B24..952, 926. .1009 



Seq. No. 
Gene No. 



58288 
121812 



Seq. ID OJ000330_26.0419.C31 
Strand + 



58650 




Start 


1120 




End 


1185 


Name 


OJ000330_26.0419.C31.ol . 


tm 


Method 


TBLASTX: Maize 


Start 


820 




End - 


117 9 


GI - 


none 




Score 


24 5 * 


Exons 


,820.. 936, 821.. 973, 821. 


-973,. 


965. .1048, 971. .1090, 1006. .107' 




1131. .1172, 1138 . .117 9, 


il39. 


.1174 




Seq. No. 


58288 




Seq. ID 


OJ000330_2 6. 0419.C31 


Gene No. 


121812 




Strand 


+ 


Start 


1120 




End 


1185 


Name 


OJ000330 26.0419.C31.ol. 


tCvi, • 


-Method 


TBLASTX: Cress 


Start 


832 




End 


1174 


GI 


none 




Score 


164 


Exons 


832.. 933/ 833.. 964, 980. 


. 1090 


, 1142 . . 


117 4 


Seq. No. 


58288 




Seq. ID 


OJ000330_2 6. 0419 .C31 


Gene No. 


121812 




Strand 


+ 


Start 


1120 




End 


1185 


Name 


OJ000330_26.0419.C31.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


839 




End 


1042 


GI 


none 




Score 


161 


Exons 


839. .964, 847. .933, 980. 


. 1042 


, 1009.. 


1041 


Seq. No. 


58288 




Seq. ID 


OJ000330_26.,0419.C31 . 


Gene No; 


121812 




Strand 


+ 


Start 


1120. 




End 


1185 


Name 


OJ000330 26.0419.C31.ol. 


gp 


Method 


AAT/GAP 


Start * 


1120 




End 


1185 


GI 


uC-osrocyp003b08al 




Score 


132 


Exons 


1120. .1185 








GI Descrip. 


1 50914 96/dbj | AB023482 . 2 | AB023482 6.0e 


-4 6 Oryza sativa genomic 




DNA, chromosome 6, clone 


! P0680A03, complete sequence 1 


Seq. No. 


58289 




. Seq. ID 


OJ000330_26.0419.C32 


Gene No. 


121813 




Strand 




Start 


1 




End 


7 64 


Name 


OJ000330 26.0419.C32.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


7 64 


GI 


6523547 




Score 


352 


Exons 


1..141, 249. .764 








GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


58289 ■ ■ 




Seq. ID 


OJ000330_26. 0419.C32 " 


Gene No. 


121813 




■ Strand 




Start 


1 




End 


764 


Name 


OJ000330 26.0419.C32.ol. 


gs 


Method 


GENSCAN 


Start 


162 




End 


745 


GI 


none 




Score 


. 98 


Exons 


162. .745 








Seq. No. 


58290 




Seq. ID 


OJ000330_26.0419.C35 


Gene No. 


121814 




Strand 




Start 


1145 




End 


132 6 ^. '* 


Name 


OJ000330 26.0419.C35.oi: 


gs 


Method 


GENSCAN 


Start 


1145 




End 


1326 


GI 


none 




Score 


.83 



58651 



Exons 



1145. .1326 



Seq. No-. 


• 58291 • 




Seq. ID 


OJ000320_27.0419.C2 


Gene No. 


121815 




Strand 




Start 


105 




End 


447 


Name - 


OJ000320 27.0419.C2.ol.np 




Method 


AAT/NAP 


Start 


105 




End 


447 


GI 


1076442 




Score 


86 


Exons 


105.:171, 258.-339, 375.. 447 






GI Descrip. 


peta-g±ucosiaase (ll j.z.i 


.21) - rape 


gi | 757740 |emb|CAA57 913. 1 | 




(Xozo//) Deta-glucosidase 


[Brassica napus] 


Seq. No. 


58292 




Seq. ID 


OJ000320_27.0419.C3 


Gene No. 


121816 




Strand 


+ • 


Start 


689 




End 


1218 


Name 


OJ000320 27.0419.C3.ol.gs 




Method 


GENSCAN 


Start 


689 




End 


1218 


GI 


none 




Score 


.86 


Exons 


689.. 1132, 1189. .12 IS 








beq. no. 


58292 




Seq. ID 


OJ000320_27.0419.C3 


Gene No. 


121817 




Strand 


+ 


Start 


1818 




End 


3622 


Name 


OJ000320 27.0419.C3.ol.gp 




Method 


AAT/GAP 


Start 


1747' 




End 


3622 


GI 


4464 1.R1084 




Score 


1091 • 


Exons 


1747. .1940, 3050. .3088, 3164. 


..3391, 3505.. 3622 : , 


GI Descrip. 


'400989/sp|Q02764 IRK24 TOBAC 


2.0e-54 50S RIBOSOMAL PROTEIN L24, 




CHLOROPLAST PRECURSOR (CL24) 


>gi 322771 pir A45113 ribosomal 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



protein L24 precursor'- common tobacco >gi_170273 (M87838) 
ribosomal protein L24 [Nicotiana tabacum] >gi_170324 (M87839) 
ribosomal protein L24 [Nicotiana tabacum] 1 



58292 

121817 

1818 

OJ000320'^27, 
1815 
none 
1815. 
3056. 
3504. 



0419.C3.ol-. tm 



,1895, 
,3085, 
,3620, 



1817. .1894, 
3134. .3394, 
3505. .3621 . 



1873, 
3147. 



Seq. ID OJ000320_27 .0419.C3 
Strand + 
End 3622 

Method TBLASTX: Maize ' , • 
End 3622 
Score 95 

.1941, 1874. .1942, 3049. .3078, 
,3269, 3157.. 3390, 3503.. 3622, 



58292 ' Seq. ID 

121817- Strand ■ 

1818 End 

OJ000320_27.0419.C3.o2.gs Method 

1818 End 

none Score 

1818. .1940, 3050. .3088, 3164. .3391 



OJ000320_27'.0419.C3 
.+ • 
3622 
GENSCAN 
3391 
.83 



Seq. No. 58292 Seq. ID 

Gene No. 121817 Strand 

Start 1818 End 

Name OJ000320_27 . 04 19 . C3 . ol . tc Method 

Start 3150 End 

GI none Score 



OJ000320_27.0419.C3 
+ 

3622 

TBLASTX: Cress 

3621 

86 



58652 



Exons 



3150. .3245, 3153. .3368, 3161. .3370, 3163. .3369, 3497. .3604, 
3502.. 3621, 3502.. 3618 



Seq. No. - 58292 

Gene No. 121817 

Start 1818 

Name OJ000320_27 . 04 19 . C3 . ol . ts 

Start ;3151 

GI none 

Exons 3151.. 3357, 3153.. 3254, 3157, 
3502. .3615 



Seq. ID " OJ000320_27.0419.C3 

Strand + 

End 3622 

Method TBLASTX : Soybean 

End 3621 

Score 14 4 

.3369, 3158. .3370, " 3502. .3621, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58292 

121817 

1818 

OJ000320_27.0419.C3.ol.np 

3164 

3914658 

3164.. 3391, 3505. .3622 
50S RIBOSOMAL PROTEIN ' L24 , 
gi | 1694 974 | emb | CAA70851 . 1 | 
[Arabidopsis thaliana] 

58293 
121818 
-348 ' 

OJ000320_27.0419.C4 .ol.gs 

348 

none 

348. .670, 776. .1056, 1179. 
2127. .2298 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_ 
+ 

3622 
AAT/NAP 
3622 
414 . 



27. 0419. C3 



CHLOROPLAST PRECURSOR 

(Y09635) plastid ribosomal protein 



Seq. ID OJ000320 27. 0419. C4 



Strand 
End 

Method 
End 
Score 
,1405, 1507. 



+ 

2298 
GENSCAN 
2298 
.68 

.1690, 1780. 



1906, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



58293 Seq. ID 

121818 Strand 
348 End 
OJ000320_27.0419.C4 .ol.np - Method 
64 3 '■' End' 

7486807 Score 
643. .1052, 1184. .1405, 1507. .1716, 1780 
hypothetical protein M4I22.60 - Arabidopsis thaliana 
gi|3269286|emb|CAA19719.1| (AL030978) putative protein 
[Arabidopsis thaliana] gi | 72 69578 | emb | CAB79580 . 1 | (AL161566) 
putative protein [Arabidopsis. thaliana] ...... 



OJ000320_27.0419;C4 
+ 

2298 
AAT/NAP 
2294 
558 

2003, 2139 : . .2294 



58293 
121819 
6449 

OJ000320_27. 0419.C4 .o2.gp 
6389 

38125_1.R1084 
6389. .6610, 7236. .7427, 
1 34 02751/emb|CAA20197 . 1 
[Arabidopsis thaliana] 1 

58293 
121819 
6449 . 



OJ000320J_27.0419.C4 
+ 

8514 
AAT/GAP 
7622. 
909 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7540. .7622 
8.0e-32 (AL031187) putative protein 



Seq. ID OJ000320_27.0419.C4 
Strand + 
End 8514 



58653 



Name 

Start 

GI 

Exons 



OJ000320_27.0419.C4 .o3.gs 

6449 

none 

6449.. 6610, 7236. .7358, 7540. 
8395. .8514 



Method GENSCAN 
End 8514 
Score . 69 

.7750, 7792.. 7815, 8071... . 8237, ■ 



Seq. No. 58293 

Gene No. 121819 

Start 6449 

Name OJ000320_27 . 04 19 . C4 . o3 . np 

Start 64 7 9 

GI 7487784 

Exons 6479..6582, 7211.. 7427, 7540., 
GI Descrip. hypothetical protein T6K22.50 



Seq. ID OJ000320_27 .0419.C4 

Strand + 

End 8514 

Method AAT/NAP 

End 8458 

Score 74 8 

7750, 8014. .8258, 8324. .8458 
- Arabidopsis thaliana 



gi I 3402751 1 emb | CAA20197.il (AL031187) putative protein 
[Arabidopsis thaliana] gi | 7268928 | emb | CAB79131 . 1 | (AL161554) 
putative . protein [Arabidopsis thaliana] 





Seq. No. . A 


58293 






Seq. ID 


OJ000320_27 


.0419 


.C4 




Gene No. 


121820 






Strand 


+ 








Start 


9559 






End 


10116 








Name 


OJ000320_27 . 


0419. C4 .o4 . 


gp 


Method 


AAT/GAP 








Start 


9559 






End 


.10116 








GI 


none 






Score 


1088 








Exons 


9559. . 10116 
















Seq. No. 


58293 






Seq. ID 


OJ000320_27 


.0419 


.C4 




Gene No. 


121821 






Strand 


+ 








Start 


10475 






End 


10724 








Name 


OJ000320 27. 


0419. C4 .o5. 


gp 


Method 


AAT/GAP 








Start 


10475 






End 


10724 








GI 


none 






Score 


473 








Exons 


10475. .10724 
















Seq. No. 


58293 






- Seq. ID 


OJ000320_27 


.0419 


.C4 




Gene No. 


121822 






Strand 










Start. 


2797 






End 


5424 








Name 


OJ000320 27. 


0419. C4 .o2. 


gs 


Method 


GENSCAN 








Start 


2797 






End 


4177 






'■4 


GI 


none 






Score 


.81 






"3 


Exons 


2797. .3443, 


3535. .4177 














Seq. No. 


58293 






Seq. ID 


OJ000320_27 


.041.9 


.C4 




Gene No . 


121822 






Strand 










Start • 


2797 






End 


54 24 








Name 


OJ000320 27. 


0419.C4 ,o2. 


np. 


Method 


AAT/NAP 








Start 


2800 






End 


5424 








GI 


7486806 






Score 


921 








Exons 


2800. .3443, 


3535. .3916, 


3959. 


.4216, 5377. .5424 








GI Descrip. 


hypothetical 


protein M4I22.50 


- Arabidopsis thaliana 





gi|3269285|emb|CAA19718.1| (AL030978) hypothetical protein 
[Arabidopsis thaliana] gi | 7269577 | emb I CAB79579 . 1 | (AL161566) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



58293 

121822 

2797 



Seq. ID 

Strand 

End 



OJ000320 27. 0419. C4 



5424 



58654 




Name 


OJUUUozU z / . U4 1 y . C4 . ol . gp 


Method 


AAT/GAP 


Start 


o z y 5 , 


End 




GI 


none 


Score 


Tin 

/ 1 y 


Exons 


-JOQQ T/I^Q OCOC OOTC 






beq. NO. 




oeq. iu 


UJUUUoZU //.u^iy 


Gene No. 


121823 


Strand 




Start 


8550 


End 


8709 


Name 


OJ000320 27.0419.C4.o4.ts 


Method 


TBLASTX: Soybean 


Start 


667 


End 


1276 


GI 


none 


Score 


132 


Exons 


667. .783, 900. .1007, 1190. 


.1276 





Seq. No. 58293 

Gene No. 121823 

Start 8550 

Name OJ000320_27 . 04 19 . C4 . o3 . tm 

Start 670 

GI none 
Exons 



Seq. ID OJ000320_27.0419.'C4 
Strand 
End 

Method 
End 
Score 



8709 

TBLASTX : Maize' 

1255 

125 



670. .783, 894. .1007, 1190. .1255 



Seq. No. 
. Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



58293 Seq. ID 

121823 • Strand 

8550 End 

OJ000320_27.0419.C4 ,o2.tc Method 

682 End 

none Score 



682. .771, 891. .1043, 911. .1015, 930. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



58293 Seq. ID 

121823 Strand 

8550 End 

OJ000320_27.0419.C4 .o3.ts Method 

2794 End 

none Score 
2794. .2967, 2797. .2967 

58293 
121823 
8550 

OJ000320_27 .0419.C4 .ol.tc 
2803 
none 

2803. .2904, 2944 . .2991, 3109'. 

58293 • Seq. ID 

121823 Strand 

8550 End 

OJ000320_27 .0419.C4 .o2 .ts Method 

3100 ' End 

none Score 
3100.. 3174, 3148.. 3423, 3149.. 3415 

58293 Seq. ID 

121823 Strand ■ 

8550 End 

OJ000320 27.0419.C4.o2.tm Method 



OJ000320_27.0419.C4 
8709 

TBLASTX: Cress 
1043 
131 
1025 

OJ000320_27.0419.C4 
8709 

TBLASTX: Soybean 
2967 
99 



OJ000320_27.0419.-C4 
8709 

TBLASTX: Cress 
3400 
134 

3174, 3148. .3399/ 3155V.3400 
OJ000320 27. 0419. C4 



8709 

TBLASTX: Soybean 

3423 

166 



OJ000320_27.0419.C4 
8709 

TBLASTX: Maize 



58655 




Start 


one 
ol Id 






T7 _ -J 

End 


T A 1 C 

Id 


GI 


none 






Score 


ZZo 


Exons 


OL ID . . Oft 11, 


ji / y 


. . 04 10 , DDDD . 






Seq. No. 


c o o o o 






Seq. ID 


OJ000320_27.0419.C4" 


Gene No. 


1 O 1 o o o 
12 loZ D 






Strand 




Start 


8550 






End 


8709 


Name 


OJ000320_27 


.0419 


.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


c a n A 






End 


8463 


GI 


none 






Score 


172 


Exons 


a A f\ A f\ 
D4l UH . . OOlU, 




. . bblz , / Z JU . 


. : 7433, 7233.. 7436, 7234.. 7434, 




*7 O O C H A A "\ 

1 Zdd . . / 4 4 1 , 


n C "3 H 


. . / /4 (J , IddI. 


.7734, 7539. .7745, 8013. .8243, 




oUIj . . OZQDf 


oU 14 




.8459, 8395. .8460, 8395. .8463 


Seq. No. 








Seq. ID 


OJ000320_27.0419.C4 


Gene No. 








Strand 




Start 


8550 






End 


8709 


Name 


OJ000320_27 


.0419 


.C4 .ol.ts 


Method. . 


TBLASTX: Soybean 


Start ■ 


/•COT 






End 


•84 63 


GI 


none v 






Score 


64 


Exons 


ODZ / . . OD /4 , 


"1 1 1 <T 

1 ZZb 


T /I TO TOOT 

. . / 4 jo , 1 ZZ 1 . 


.7436,- 7262. .7438, 7537. .7746, 




/ DO / . . / I ZD f 


H C O O. 

/ ojy 


H H ^ C OHIO 

../Mb, o(J lz . 


.8242, 8013. .8243, 8047. .8250, 




o jyz . . 84 bo, 


y jyo 








Seq. No. 


58293 






Seq. ID 


OJ000320_27.0419.C4 


Gene No. 


121823 






Strand 




Start 


o c c rt 






End 


O ^7 A rt 

87 09 


Name 


OJUUUozU z / 


. U4 1 y 


. C4 . o3 . gp 


Method 


AAT/GAP 


Start 


oobU 






' End 


8709 


GI 


ouuou y y 


• 




Score 


289 


Exons 


o c c n n t a n 

oobu . . y /oy 










Seq. No. 


ooz y4 






Seq. ID 


OJ000320_27.0419.C6 


Gene No. 


1 o "i QO A 

LZxoZQ 






Strand 




Start 


224 






End 


18'5'2 


Name 


OJ000320 27 


.0419 


. C 6 ; o 1 . np 


Method 


AAT/NAP 


otart 


215 






End 


1852 


GI 


6069646" 






Score 


319 


Exons 


215. .1048, 


1828.' 


. 1852 






GI Descrip. 


(AP000616) 


similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis 


thaliana chromosome II. BAC 


F9013 genomic sequence, 




putative non-LTR 


retroelement 


. reverse 


transcriptase. (AC006248) 




[Oryza sativa] 








Seq. No. 


58294 






Seq. ID 


OJ000320_27.0"419.C6 


Gene No. 


121824 






Strand 




Start 


224 






End 


1852 


Name 


OJ000320 .27 


.0419.C6.ol.gs 


Method 


GENSCAN 


Start 


224 






End 


1682 


GI 


none 






Score 


.74 


Exons 


224. .874, 1354..: 


L448, 1468.. 1498, 1653 


. .1682 


Seq. No. 


58294 






Seq. ID ■ 


OJ000320_27.0419.C6 


Gene No. 


121824 






Strand 




Start 


224 






End 


1852 


Name 


OJ000320 27 


.0419, 


.C6.ol. tm 


Method 


TBLASTX: Maize 



58656 



Start 
GI 

Exons" 



248 End 1784 

none Score 63 

248. .829, 293. .451, 519. .782, 1249. .1563, 1309. .1560, 

1533.. 1784, 1534.. 1752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58294 

121824 

2.24 

OJ000320 

503 

none 



27.0419.C6.ol.tw 



Seq. ID OJ000320_27.0419.C6 
Strand 
End 

Method 
End 
Score 



1852 

TBLASTX: Wheat 

1694 

52 



503. .706, 1333. .1365, 1492. .1563, 1533. .1694, 1561. .1680 

58295 Seq. ID OJ0'00320_27 . 04 1 9 . C7 

121825 Strand + 

671 End 6105 

OJ000320_27.0419.C7.o2.np Method AAT/NAP ' 

671 End 6105 

6069646 .. Score 506 

671. .710, 3650. .4425, 5974. .6105' 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. ' (AC006248) 
[Oryza sativa] ; 



Seq.. No. 58295 Seq. ID 

Gene No. 121825 Strand 

Start - 671 End' 

Name OJ000320_27 . 04 1 9 . C7 . o2 . gs Method 

Start 3733 End 

GI none Score 
Exons 



QJ000320_27.0419.C7 
+ 

6105 
GENSCAN 
6053 
.89 



3733. .4460, 4486. .4582, 5097. .5234, 5480. .5609, 5920. .6053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58295 



Seq. ID OJ000320 27. 0419. C7 



121826 Strand 
1 , * End 
OJ000320_27 . 04 19 . C7 . ol . np Method 
1 End ■ 

6069646 Score 
1..23, 208. .1009, 3912. .3971 
(AP000616) similar to putative reverse 
[Oryza sativa] gi 1.6907 1 12 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative .non-LTR retroelement reverse 
[Oryza sativa] 



4425 
AAT/NAP 
3971 
579 

transcriptase 
11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315). 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58295 
121826 
1 

OJ000320_27.0419.C7.ol.tm 
13 

none 



4425 

TBLASTX: Maize 
4425 
259 

13. .435, 505. .918, 3715. .4140, 3783. .4115, 4141. .4425 



Seq. ID OJ000320_27.0419.C7 
Strand 
End 

Method 
End 
Score 



Seq. No. 
Gene No. 



58295 
J21826 



Seq. ID 
Strand 



OJ000320 27. 0419. C7 



58657 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000320_27.0419.C7.ol.tw 
.449 
none 



End 

Method 

End 

Score 



4425 

TBLASTX: Wheat 

4179 

94 



449. .763, 463. .768, 3862. .4179, 3885. .4178 



58295 

121826 

1 

OJ000320_27.0419.C7.o2.tw 

778 

none ' 

778. .984, 973;. 1113, 3661. 

58295 

121826 

1 

OJ000320_27.0419.C7.o3.tm 
919 • - 

none 

919. .1194, 920. .1168 



Seq. ID OJ000320_27.0419.C7 
Strand 

4425 

TBLASTX: Wheat 
3855 
122. 



• End 
Method 
End 
Score 
.3855 



Seq. ID OJ000320_27.0419.C7 
Strand 

End 4425 

Method TBLASTX : Maize 

End 1194 • 

Score 116 



Seq.- No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58295 

121826 

1 

OJ000320_27.0419.C7.o2.tm 

1825 

none 



Seq. ID OJ000320_27.0419.C7 
Strand 

End 4 425 

Method TBLASTX: Maize 

End 2104 

Score 56 



1825. .1965, 1850. .1912, 1942. .2103, 1943. .2104 



58296 
121827 
319 

OJQ00320_27.0419.C8.ol.gs 

319 
none 

319. .326, 566. .707, 1968. .2215, 2335. .2473, 5623.. 5740, 
5878. .5987 



Seq. ID OJ000320_27.0419.C8 

Strand + 

End 6230 

Method GENSCAN 

End 5987 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



58296 

121827 

319 

OJ000320_27.0419.C8.ol.gp 
2132 ' * 
24447. 1..R1084. 



Seq. ID OJ000320_27.0419.C8 

Strand + 

End 6230 

Method AAT/GAP 

End - 5168 

Score 1030 ' 



2132. .2226, 2335. .2473, 3750. .3829, 4938. .5168 
'4835797/gb|AAD30263.1|AC007296_24 5.0e-2'3 (AC007296) Strong 
similarity to gb_U61231 cytochrome P450 from Arabidopsis 
thaliana and is a member of the PF_00067 Cytochrome P450 family. 
ESTs gb_Z30775 and gb_Z30776 come from this gene 1 



58296 

121827 

319 

OJ000320_27 . 0419 . C8 . o2 . gp. 

5849 

3061035 



Seq. ID OJ000320__27.0419.C8 

Strand + 

End .6230 

Method AAT/GAP 

End 6230 

Score 718 



58658 



Exons 



5849. .6230 



Seq. No. , 58296 
Gene No. - 12 18.2 8 

Start 6133 

Name OJ000320_27 . 0419 . C8 . ol . tm 

Start 2351 

GI none 
Exons 



Seq. ID OJ000320_27.0419.C8 

Strand +. 

End 10028 

Method TBLASTX: Maize 

End 504 6 

Score 209 



2351. .2473, 2398. .2472, 3741. .3830, 3748. .3831, 3749.-3829, 
4939. .5046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58296 

121828 

6133 

OJ000320_27. 0419.C8.o2.gs 

6133 

none 



Seq. ID OJ000320_27.0419.C8 

Strand ■ + 

End 10028 

Method GENSCAN 

End 10028 

Score .89 



6133. .6372, 6600. .6745, 8196. .8562, 9348. .10028 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI. 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58296 

121828 

6133 

OJ000320_27.0419.C8.ol.ts 

8193 

none - 



Seq. ID OJ000320_27.0419.C8 

Strand + 

End 10028 

Method TBLASTX : Soybean 

End 9449 

Score 94 



8193. .8270, 8194. .8280, 8364. .8447, 8383. .8448, 8455. .8562, 
8493. .8555, 9351. .9449 



58296 
121828 
6133 

OJ000320_27.0419.C8.ol.np 
8212 
6735291 
8212. .8562, 9348. .10025 

(AL137079) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000320_27.0419:C8 

Strand + 

End 10028 

Method AAT/NAP 

End 10025 

Score 650 



58297 
121829 
1 

OJ000320_27.0419.C9.ol.np 
1 

5852084 ... 
1. .28, 1080. .1170 - - 

(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ000320_27.0419.C9 
Strand + 
End 2183 
Method AAT/NAP 
End ,. 11.70 

Score 70 



58297 

121829 

1 

OJ000320_27 .0419.C9.ol . gs 

948 
none 

948. .986, 2154. ..2183 



Seq: ID OJ000320_27 . 04 19 . C9 

Strand + . . 

End 2183 

Method GENSCAN 

End 2183 

Score . 5 



Seq. No. 
Gene No 
Start 



58297 

121830 

5062 



Seq. ID OJ000320_27.0419.C9 
Strand 

End 9217 



58659 




Name 


OJUUUJ^U I 1 


.0419. C9 . . gs 


Method 


GENSCAN 


Start 


C A /f* O 

5062 




End 


9217 


GI 


none 




Score 


.48 


Exons 


5062 . . 5559, 


6850 . . 8136, 8557 . 


..8616, 8906. .9217 


Seq. No. 


c o o rt i 

58297 




Seq. -ID 


OJ000320_27.0419.C9 


i^ene ino . 






Strand 




Start 


5062 




End 


9217 


Name 


OJ000320 27 


.0419.C9.o2.np 


Method 


AAT/NAP 


Start 


5116 




End 


7956 


GI 


4835797 




Score 


1601 


Exons 


5116. .5559, 


6850:. 7125, 7153, 


. .7956 




GI Descrip. 


(AC007296) 


Strong similarity 


to gb|U61231 cytochrome P450 from 



Arabidopsis thaliana and is a member of the PF 100067 Cytochrome 
P450 family. ESTs gb|Z30775 and gb|Z30776 come from this gene 



Seq. No. 


58297 






Seq. ID 


OJ000320_27.0419. 


C9 


Gene No. 


121830 






Strand 






Start 


5062 






End 


9217 




Name 


OJ000320 27 


.0419 


. C9.ol. t'c 


Method 


TBLASTX: Cress 




Start 


5119 






End 


5565 




GI 


none 






Score 


72 




Exons 


5119. . 5349, 


5222 


. . 5350, 5345 . 


.5548, 5347. .5565 




Seq;-. No. 


58297 






Seq'. ID 


OJ000320_27.0419. 


C9 


Gene No. 


121830 . . 






Strand 






Start 


5062 






End 


9217 




Name 


OJ000320_27 


.0419 


. C9 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


5119 






End 


5380 




GI 


none 






Score 


251 




Exons 


5119. . 5376, 


5144 


. . 5380 








Seq. No. 


58297 






Seq. ID 


OJ000320_27.0419. 


C9 


Gene No. 


121830 






Strand 






Otail. 


. 5062 






End 


9217 




Name 


OJ000320 -27 


.0419 


.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


5119 






End 


7863' 




GI 


none 






Score 


65 




Exons 


5119. .5355, 


5222 


. .5356, r 5345. 


.5551, 5347. .5568, 6829. .6921, 




6901. .7104, 


7459 


..7836, 7484. 


.7834, 7735. .7863 




Seq. No. 


58297 






Seq. ID 


OJ00.0320_27. 0419. 


C9 


Gene No. 


.. 121830 






Strand 






Start 


5062 






End 


■9217 




Name 


..0 JO 00320 27 


.0419, 


.C9.ol.tw 


Method 


.TBLASTX.: Wheat . 




Start 


5125 






End 


5487 




GI 


none 






Score 


156 




Exons 


5125. .5187, 


5150, 


..5476, 5197. 


.5487 






Seq. No. 


58297 






Seq. ID 


OJ000320_27 .0419. 


C9 


Gene No. 


121830 






Strand 






Start 


5062 






End 


9217 




Name 


OJ000320 27 


.0419. 


.C9.ol .gp 


Method 


AAT/GAP 




Start 


5371 






End 


5850 




GI 


2800702 






Score 


857 




Exons 


5371. .5850 












GI Descrip. 


4835797/gb|AAD30263.1 |AC007296_24 5 . Oe 


-23 (AC007296) Strong 



58660 




similarity to gb_U61231 cytochrome P4 50 from Arabidopsis 
thaliana and is a member of the PF_00067 Cytochrome P450 family. 
ESTs gb_Z30775 and gb_Z30776 come from this gene 



Seq. No. ■ 


58297 






Seq. ID 


OJ000320_27 .0419. 


C9 


Gene No. 


121830 






Strand 






Start 


5062 






End 


9217 




Name 


OJ000320_27 . 


0419.C9.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


6838 






End 


7587 




GI 


none 






Score 


96 




Exons 


6838. .7107, . 


6860. .7012, 


7465. 


.7587 






Seq. No. 


58297 






Seq. ID 


OJ000320_27.0419. 


C9 


Gene No. 


121830 






Strand 






Start 


5062 






End 


9217 




Name 


OJ000320 27. 


0419.C9.o2. 


gp 


Method 


AAT/GAP 




Start 


7105 






End 


7436 




GI 


5003550 






Score 


618 




Exons 


7105. .7436 













Seq. No. 58297 Seq. ID OJ000320_27 . 04 19 . C9 

Gene No. 121830 Strand 

Start . 5062 End 9217 

Name OJ000320_27 . 04 19 .C9 . o3 . gp Method AAT/GAP 

Start 7534. End 8032 

GI . uC-osflm202107fl0bl Score 982 

Exons ' 7534. .8032 

GI Descrip. 1 4835797/gb | AAD30263 . 1 | AC007296_2it 9 . Oe-38 (AC007296) Strong 
similarity to gb_U61231 cytochrome P4 50 from Arabidopsis 
thaliana and is a member of the PF_00067 Cytochrome P450 family. 
ESTs gb_Z30775 and gb_Z30776 come from this gene 1 



^3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58297 
121830 
.5062 

OJ000320_27. 

7537 

none 

7537. .7836, 
7880. .7978, 



0419.C9.ol.tm 



7538. 
8069. 



,7837, 
,8107, 



7726. 
8108. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7887, 
.8146 



OJ000320_27.0419.C9 
9217 

TBLASTX: Maize 
8146 
442 

7731. .7886, 7879. .7977, 



Seq. No. . 58297 Seq. ID 

Gene No. 121830 Strand 

Start ' " 5062 ' End ' 

Name . OJ000320_27 . 0419 . C9 . o2 . tc . Method 

Start 7592 End 

GI none Score 

Exons 7592.. 7837, 7594.. 7836 



OJ000320_27.0419.C9 

9217 ■ / ] 
TBLASTX :"'Cress 
7837 
240 



Seq. No. 58298 Seq. ID 

Gene No. 121831 , Strand 

Start 1851 * End 

Name OJ000320_27 . 0419 . C10 . ol . gp Method 

Start 1851 End 

GI 4714750 Score 

Exons 1851.. 2332 



OJ00032-0_27. 0419. C10 

2332 
AAT/GAP 
2332 
930 



58661 




Seq. No. 


58298 








Seq. ID 


OJ000320_27.0419 


,C10 


Gene No. 


121831 








Strand 






Start 


1851 








End 


O O "D O 

2332 




Name 


OJ000320_27 . 


0419 . 


CIO . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2125 




- 




End 


.2285 




GI 


none 








Score 


134 




Exons 


2125 . .2271, 


2133 . 


. 2285, 


2163 . 


. . 2276 






Seq. No. 


coo q'g 








beq. ID 


U J UUUOZL) z/.U 4-i y 


pi i 


Gene No. 


121832 








Strand 






Start 


1 








End 


2216 




Name 


OJ000320 27. 


0419. 


Cll.ol 


. np 


Method 


AAT/NAP * 




Start 


1 








End 


2214 




GI 


3831457 








Score 


1881 




Exons 


1..119, 212. 


.243, 


514 . . 


787, E 


565. .2214 







GI Descrip. (AC005700) putative ligand-gated ion channel subunit 
[Arabidopsis thaliana] 



Seq. No. . 58299 

Gene No. 121832 

Start 1 

Name ' OJ000320_27 . 04 19 . Cll . ol 

Start • 1 

GI none ( „, 

Exons 1..99, 1..126, 2.. 112, 



884. .1024, 1007. .1315, 
1382. .1546, 1434. .1565, 
1686. .1853, 1868. .2041, 
2013. .2216 



Seq. No. 58299 

Gene No. 121832 

Start 1 

Name OJ000320_27 . 0419 .Cll . ol 

Start 2 

GI none 

Exons 2, .115, 2.. 115, 194.. 24 

Seq. No. 58299 

Gene No. 121832 

Start 1 

Name OJ000320_27 . 04 .19 . Cll . ol 

Start 109 
GI " none ' 

Exons 1.09.. 210, 212.. .243., 514 

Seq. No. 58299 

Gene No. 121832 

Start 1 

Name • OJ000320_27 . 0419 . Cll . o3 

Start 483 

GI none 

Exons 483. .683/ 508. .684, 513 

Seq. No. 58299 

Gene No. 121832 

Start 1 



Seq. ID OJ000320_27. 0419. Cll . 
Strand 

End 2216 
.tc Method TBLASTX : Cress 
End 2216 
Score 59 
510. .785, 514. .789, 866. .1012, 867. .1010, 
1017. .1142, 1037. .1282, 1197. .1349, 
1554.. 1619, 1562.. 1651, 1655,. 1852, 
1873.. 2025,. 1955.. 2215, 1974.. 2216, 



Seq. ID OJ000320_27. 0419. Cll 
Strand 

End 2216 

.tm Method TBLASTX : Maize 

End 804 

Score 170 
4, 212. .244, 503. .733, ^510. .785, 517. .804 

Seq. ID OJ000320_27.0419.C11 ' 
Strand 

End 2216 

,gs Method GENSCAN 

End 2214' 

Score'-' .69 
. .791, 869. .2214 ' 

Seq. ID OJ000320_27 .0419. Cll 
Strand 

End 2216 

.ts • • Method TBLASTX : Soybean 

End 804 

Score 111 

..683, 544. .684, 651. .785, 652. .804- - 

Seq. ID OJ000320_27. 0419. Cll 
Strand 

End 2216 



58662 



Name 

Start 

GI 

Exons 



OJ000320_27.0419.Cll.o2.ts Method 
872 - ... End 
none Score 

872. .1243, 903. .1241 ; . 



Seq. No. 58299 

Gene No. 121832 

Start • 1 

Name OJ000320_27 . 04 19 . Cll . o4 . ts 

Start 1256 

GI none 
Exons 



TBLASTX: Soybean 

1243 

183 



Seq. ID OJ000320_27. 0419. Cll 
Strand 

End 2216' 

Method TBLASTX: Soybean 

End 1651 

Score 66 



1256.. 1315, 1260.vl346, 1385. .1543, 1544.. 1651 



Seq. No. 58299 

Gene No. 121832 

Start 1 

Name OJ000320_27 . 04 19 . Cll . o2 . tm 

Start 1298 
GI - none 
Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000320_27.0419.C11 
Strand 

End 2216 

Method TBLASTX : Mai ze 

End 1649 

Score 276 



1298. .1636, 1299. .1478, 1382. .1636, 1527. .1649 



58299 

,121832 

1 

OJ000320_27.0419.'Cll.ol.ts 

1688 - ' 

none 



Seq. ID OJ000320_27 .0419. Cll 
Strand 

End 2216 

Method TBLASTX : Soybean 

End 2212 

Score 56 



1688. .1891, 1718. .1819, 1880. .2041, 1942. .2004, 1944. .2159, 
1949.. 2212, 1974.. 2210 



Seq. No. 58299 

Gene No. 121832 

Start 1 

Name OJ000320_27 . 0419 . Cll . o3 . tm 

Start 1722 

GI none 

Exons 1722.. 1898, 1724.. 1933, 1724 
1949.. 2017 



Seq. ID OJ000320_27. 0419. Cll 
Strand 

End 2216 

Method TBLASTX : Maize 

End 2017 

Score 210 

.1891, 1929. .2015, 1930. .2016, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58300 
121833 
493 

OJ000320_27.0419.Cl"2.ol.gs 
'4 93 
none 

493.. 664, 755.. 862, 952.. 2526 

58300 
121833 
493 

OJ000320_27.0419.C12.ol.np 
1752 
7487504 

1752. .2105, 2265. .2363, 5438 .. 5640, . 5703 . .5927 , 6037. .6159, 
7720. .7789 

hypothetical protein T29A15.10 - Arabidopsis thaliana 
gi|4469003|emb|CAB38264.1| (AL035602) putative protein 



Seq. ID OJ000320_27.0419.C12 
Strand 

End 12632 
Method' GENSCAN, 
End : 2526' • - 
Score. . 98 . 



Seq. ID OJ000320_27.0419.C12 
Strand 

End 12632 

Method AAT/NAP 

End 7789 

Score 287 



58663 




[Arabidopsis thaliana] gi | 7269606 | emb | CAB81402 . 1 | (AL161571) 
putative protein [Arabidopsis thaliana] 



peq. no. 


OojUU 




Seq. ID 


OJ000320_27.0419.C12 


Gene No . 


1Z loo J 




Strand 




btarc 


A Q "5 

^ y j 




End 


12632 


Name 


ujuuujzu z / . u ft x y . Ll z . oz . 


gs 


Method 


GENSCAN 


oti arc 


coin . 




End 


6217 




none 




Score 


.77 


Exons 


5270. .5370, 5438. .5565, 


5570. 


.5927, 6037. .6217 


Seq. No. 


58300 




Seq. ID 


OJ000320_27.0419.C12 


bene no . 


• 121833 




Strand 




otart 


493 




End 


12632 


Naine 


OJ000320 27.0419.C12.ol. 


gp 


Method 


AAT/GAP 


C+- n vt- 

btarL 


5837 




End 


6315 


C T 


LIB3474-008-P1-K1-C12 




Score 


583 


Exons 


5837.. 5927, 6037.. 6315 








GI De scrip. 


1 344 9320/dbj |AB01 687 9. 1 |AB01 6879 5.0e- 


10 Arabidopsis thaliai 




genomic DNA, chromosome 


5, PI 


clone: MRB17, complete sequem 


beq. jno. 


58300 




Seq. ID 


OJ000320_27.0419.C12 


Gene No. 


121833 




Strand 




b tar l 


493 . . 




End. 


12632.,. 


Name 


OJ000320 27.0419.C12.o3. 


gs 


Method 


GENSCAN 


btart 


7355 




End ■ 


•1 : 2585 




none 




Score 


.77 


Exons 


7355. .7587, 7977. .8126, 


8694. 


.8737, 8882.. 8957, 10795 : v . 1091: 




1218 9. .12232, 12500. .12585 






o e CJ . LN O . 


58300 




Seq. ID 


OJ000320_27.0419.C12 


Gene No . 


121833 




Strand 




b car l 


493 




End 


12632 


Name 


OJ000320 27.0419.C12.o2. 


np 


Method 


AAT/NAP 


b car c 


7364 




End 


8939 




7267249 




Score 


123 


Exons 


.7364. .7566, 8421. .8529, 


8640. 


.8740, 88 J : 


82. .8939 


GI Descrip. 


(AL1 61502) hypothetical 


protein [Arabidopsis thaliana]. 


oeq. NO. 


58300 




Seq. ID 


OJ000320_27.0419.C12 


Gene No . 


121833 




Strand 




otart 


493 




End 


12632 


Name 


O.J000320 27.0419.C12.o2. 


gp 


Method 


AAT/GAP 


O 4- -v v>4- 

btart 


• 11168 • 




End 


12632 


GI 


1632667 . . ■ : • 




Score 


.789. .... 


Exons 


11168. .11529, 1218 9. .12232, 12601. .12632 


beq. wo. 


58.300 




Seq. ID 


OJ000320_27. 04.19. C12 


Gene No. 


• 121834 




Strand 




Start 


■ 13887 




End 


14 350 


Name 


OJ000320 27.0419.C12.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3243 




End 


11397 


GI 


none 




Score 




Exons 


3243. .3308/ 11166. .11396 


, 11173. .11397 




Seq. No. 


58300 




Seq. ID 


OJ000320_27.0419.C12 


Gene No. 


121834 




Strand 





58664 




otart 


loot? / 








End 


14350 


Name 


Uu UUUoZU z / . 


. U4 ly 


. biz . Ol 


. tc 


Method 


TBLASTX: Cress 


Start 


c C Q Q 

o byo 








End 


6127 




none 








Score 


77 


Exons 




o by y 


. . Douy , 


Oo4z 


..5928, 6038.. 6127 


Seq. No. 


58300 








Seq. ID 


OJ000320 27.0419.C12 


Gene No. 


121834 








Strand 


- 


otart 


1 Q o o n 








End 


14350 


Name 


ATfinmon 0*7 
UJ UuuoZ U ^ / . 


U4 xy 


. LlZ . Ol 


. tm 


Method 


l d-LAo ix : Maize 


Start 


CQC7 








End 


6239 




none 








Score 


128 


Exons 


joj / . . o y 3 y , 


bUoo 


. . b 1 4 0 , 


bU4 o 


. .6239 




Seq. No. 


58300 








Seq. ID 


OJ000320_27.0419.C12 


Gene No. 


121834 








Strand 


- 




13887 








End 


14350 


Name 


OJ000320 27,. 


0419 


.C12.o4 


.gs 


Method 


GENSCAN 


Start' 


13887 








End 


14350 


GI 


none 








Score 


. 97 


Exons 


13887. .13956, 14187. .14350 






Seq. No. 


58301 








Seq. ID 


OJ000320 27.0419.C13 


Gene No. 


v 121835 , 








Strand 


+ 


otart 


1219 








,End 


1386 ' 


Name 


OJ000320 27. 


0419" 


:C13.ol 


. gp 


Method 


AAT/GAP 


Start 


1219 








End 


1386 


GI 


none 








Score 


DO 


Exons 


1219. .1269, 


1354 


. .1386 








Seq. No. 


58301 








Seq. ID 


OJ000320_27.0419.C13 


Gene No . 


121836 








Strand 


+ 


Start 


1977 








End 


3374 


Name 


OJ000320 27. 


0419, 


.C13.o2 


• gp 


Method 


AAT/GAP 


btart 


1977 








■ End 


3374 


GI 


294 8.RI084 








Score 


1076 


Exons 


1977. .2023, 


2800, 


. .3374 








GI Descrip. 


'1332579/emfc 


>|CAA66667| 


3-O.e-' 


75 (X98063) 


polyubiquitin [Pifrui 




sylvestris] 1 












Seq. No. 


58301 








Seq. ID 


OJ000320_27.0419.C13 


Gene No. 


121836 








Strand 


+ 


btar z 


1977 








End 


3374 


Name 


OJ000320 27. 


0419. 


,C13.ol 


.tc ■ 


Method 


TBLASTX : Cress 


Start 


2778 








End 


337*4 


C T 

bl 


none 








Score 


956 


Exons 


2778. .3320, 


2794, 


. .3372, 


2798 


..3016, 2799. .3374, 2800. .3255 


Seq. No. 


58301 








Seq. ID 


OJ000320_27.0419.C13 


Gene No . 


121836 








Strand 


+ 


Start 


1977 








End 


3374 


Name . 


OJ000320 27. 


0419. 


,C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2788 








End 


3374 


GI 


none . ^ 








Score 


953 


Exons 


2788. .2859^ 


2797. 


, .3372, 


2799 


..3374, 2799. .3308, 2799. .2858, 




2800. .3312, 


2801. 


. .3313 









58665 




Seq. No. 58301 

Gene No. 121836 

Start 1977 

Name OJ000320_27 . 04 19 . C13 . ol 

Start 2788 

GI none 

Exons 2788.. 2859, 2788.. 2859, 
2797.. 2859, 2,799.. 3374, 




Seq. ID OJ000320_27.0419.C13 

Strand + 

End 3374 
.tw Method TBLASTX: Wheat 

End 3374 

Score 953 
2792. .3028, 2792. .2887, 2797. .3372, 
2799.. 3257, 2800. .3258 



Seq. No. 58301 

Gene No. 121836 

Start 1977 

Name OJ000320_27 . 04 1 9 . C13 . ol . ts 

Start ■ 2794 

GI none 
Exons 



Seq. ID OJ000320_27.0419.C13 

Strand + 

'End 337 4 

Method TBLASTX : Soybean 

End 337 4 

Score 954 



2794. .3372, 2797. .2856, 2799. .3374, 2799. .3371, 2799.-3374, 
2799.. 3254, 2800.. 3372, 2800.. 3372, 2800.. 3255 



Seq. No. 58301 

Gene No. 121836 

Start 1977 

Name OJ000320_27 . 04 1 9 . CI 3 . ol . np 

Start 2800 

GI ■ * 7413601 

Exons 2800.. 3374 

GI Descrip. (AL163002) polyubiquitin f (ubq3) [Arabidopsis thaliana] 



Seq. ID OJ000320_27.0419.C13 
Strand + 
End 3374 
Method AAT/NAP 
End . • 3374 
Score 953 



Seq. No. -58302 

Gene No. 121837 

Start' 1 ' 

Name OJ000320_27 . 04 19 . C14 . ol . np 

Start 1 

GI 82734 

Exons 1..600 

GI Descrip. ubiquitin precursor - maize (fragment) gi | 226763 | prf | | 1604470A 
poly-ubiquitin [Zea mays] • 



Seq. ID OJ00032i3_27.0419.C14 

Strand + 

End 600 

Method AAT/NAP 

End 600 

Score 1003 



Seq. No. 58302 

Gene No. 121837 

Start- 1 

Name OJ000320_27 . 04 19 . C14 . ol . gs 

Start 58 

GI none 

Exons 58.. 599 



Seq. ID OJ000320_27..0419.C14 

Strand + ' 

End 600 

Method GENSCAN 

End 599 

Score .5 



Seq. No. 58302 

Gene No. 121838 

Start 1 

Name OJ000320_27 .0419. C14 . ol . gp 

Start 1 

GI 294_8.R1084 

Exons 1..838 

GI Descrip. 1332579/emb | CAA66667 | 3.0e-75 (X98063) polyubiquitin [Pinus 
sylvestris] 1 



Seq. ID OJ000320_27.0419.C14 

Strand 

End 838 

Method AAT/GAP 

End 838 

Score 1459 



Seq. No. 
Gene No. 



58302 
121838 



Seq. ID OJ000320_27.0419.C14 
Strand 



58666 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000320_27.0419.C14.ol. tc- 
1 

none 



End 

Method 

End 

Score 



838 

TBLASTX: Cress 

627 

948 



1..567, 1..-567, 1..567, 1..567, 1..195, 1..195, 1..195, 1..369, 
1..60, 1..186, 3. .596, 3. .596, 3.-596, 3. .596, 33.-569, 33. .569, 
33. .152, 63. .380, 141. .596, 142. .567, 265. .627, 265.-627, 
268. .627, 268. .624, 268. .606, 273. .569, 349. .609, 521. .577, 
521. .577, 521. .580 



58302 

121838 

1 

OJ000320_27.0419.C14 .ol.tm 
1 

none 



Seq. ID OJ000320_27.0419.C14 
Strand 

End 838 

Method TBLASTX: Maize 

End 627 

Score 948 

1..567, 1..480, 1..195, 1..198, 1..195, 3. .596, 3. .482, 51. .596, 

52. .567, 268. .627, 268. .627, 292. .627, 521. .580, 521. .580, 
521. .580 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No-. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58302 

121833. 

1 

OJ000320_27.0419.C14.ol.ts 
1 

none 



Seq. ID OJ000320_27.0419.C14 
Strand 

End 838- 

Method TBLASTX : Soybean 

End 627 

Score 945 



1..567, 1..567, 1..567, 1..195, 1..147, 1..195, 1..195, 1..369, 
3. .596, 3. .392, 6. .596, 6. .596, 180. .596, 181. .567, 268. .624, 
268. .603, 268. .618, 268. .624, 409. .627, 489. .569, 521. .577, 
521.. 580, 521.. 580 



58302 

121838 

1 

OJ000320_27.0419.C14.ol.tw 

1 ' 
none 

1..567, 1...372, 1..198, 1.. 



Seq. ID OJ000320_27.0419.C14 
Strand 

End 838 

Method TBLASTX : Wheat 

End 627 

Score 94 8 
198, 1..132, 3. .596, 3. .371, 



141. .596, 142. .567, 268. .627, 370. .627, 521. .580, 521. .574 



58303 

121839 

648 

OJ000320_27.0419.C15.ol.gs 

648 • 

none 



Seq. ID OJ000320_27. 0419.C15 

Strand + 

End 4561 . 

Method / GENSCAN " 

.End 3.002 

Score .76 



648. .752, 2193. .2470, 2476. .2549, 2567. .2758, 2764. .3002 



58303 

121839 

648 

OJ000320_27.0419.C15.ol.np 
1389 

4204761 . ' 



Seq. ID OJ000320_27.0419.C15 

Strand + 

End 4561 

Method AAT/NAP 

End 4561 

Score 444 



1389. .1549, 2342. .2470, 2567. .2758, 2840. .3018, 4486. .4561 
(U51192) peroxidase precursor [Glycine max] 



58667 




Seq. No. 


58303 








Seq. ID 


OJ000320 


o "7 a a i a 

27.0419 


. C15 


Gene No. 


121839 








Strand 


+ 






Start 


648 








End 


4561 






Name 


OJ000320 27 


.0419 


,C15.ol 


.gp 


Method 


AAT/GAP 






Start • 


2206 








End 


2995 






GI 


20679 1.R1084 






Score 


1046 






Exons 


2206. .2470, 


2567 


. .2758, 


2840. 


.2995 








GI Descrip. 


'4204761 7. 


Oe-65 


(U51192) peroxidase precursor 


[Glycine 


max 


Seq. No. 


58303 








Seq. ID 


OJ000320 


AT A A 1 A 

27.0419, 


. C15 


Gene No. 


121839 








Strand 


+ 






Start 


648 








End 


4561 






Name 


OJ000320 27 


.0419, 


.C15.o2 


• gp • 


Method 


AAT/GAP 






Start 


2263 








End ' 


3002 






GI 


20679 1.R1084 






Score 


971 






Exons 


OO^O A /I "7 A 


O C C "7 

Zoo 1 , 


. .2758, 


2840. 


.3002 




- 




GI Descrip. 


4 2U4 / ol / . 


Ug~d j 


(U51192) peroxidase precursor 


[Glycine 


max 


Seq. 'No. 


c o o a t 

JO jU J 








Seq. ID 


•OJ000320 


_27.0419. 


.CIS 


Gene No. 


121839 








Strand 


+ 






Start 


64 8 








End 


4561 






Name 


OJ000320 27 


.0419, 


.CIS.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2332 








. End 


3016 '** 






GI 


none 








Score 


188 






Exons 


2332 . . 24 69, 


2 £ 3 6 , 


. .2470,. 


2566. 


v2757, 2567.. 2758, 


2839. .2919, 




O O /I A a a o a 

2840 . . 2920, 


O A 1 X 

2914 , 


. .3015, 


2915. 


.3016 








Seq. No. 










Seq: ID 


OJ000320 


_27.0419, 


. CIS 


Gene No. 


. 121839 








Strand 


+ 






Start 


648 








End 


4561 






Name 


OJ000320 27 


.0419. 


.CIS.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


2332 








End 


2749 






GI 


none 








Score 


130 






Exons 


2332 . .24 69, 


2336 . 


. .2470, 


2567. 


.2749 








Seq. No. 


JO JU J 








Seq. ID 


OJ000320 


_27.0419. 


.CIS 


Gene No. 


121839 








Strand 


+ 






Start 


648 








End 


4561 






Name 


OJ000320 27 


.0419. 


.CIS.ol 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


2342 








End 


3016 






GI 


none 








Score 


153 






Exons 


2342. .2470, 


2413. 


, .2469, 


2566. 


.2583, 2567.. 259.9, 


2609. .2749, 




. 2647.. .2712, 


2821. 


, .3015, 


2840.. 


.3016. 








Seq. No . . 


.58303 








Seq.. ID. 


OJ000320 


_27.0419. 


CIS. 


Gene No. 


121839 








Strand 


+ 






Start 


648 








End 


4561 






Name 


OJ000320 27 


.0419. 


CIS.ol. 


. tc 


Method 


TBLASTX:' 


Cress 




Start 


2345 








End 


3016 






GI 


none 








Score 


149 






R v o n q 


2345. .2470, 


2413. 


.2466, 


2585. 


.2749, 2647. .2712, 


2818. . 3015, 




2840. .3016 
















Seq. No. 


58304 








Seq. .ID 


OJ000320 


_27 . 0419. 


C16 


Gene No. 


121840 








Strand 


+ 






Start 


132 








End 


233 






Name 


OJ000320 27 


.0419. 


C16.ol. 


.gs 


Method 


GENSCAN 







58668 




Pi. . y>4- 

otart 








O *3 *3 

Zoo 








none 




Score 


. o / 






Exons 


1 OZ . . Z j J 












beq. no. 


58304 




beq. iu 


r UJ.UUU JzU 


on n a i q 
z / . u h i y , 


.Lib 


Gene No. 


12184L 




Strand 


+ 






Start 


5842 ■ 




End 


8025 






Name 


OJ000320 27.0419.C16 


. o2 . np 


Method 


AAT/NAP 






0 4- -> -V+- 

btart 


5842 




. End 


7842 






C T 


678547 




Score 


414 






Exons 


5842. .5871, 7408. .7842 










Lii uescrip. 


(L13654 ) peroxidase 


[Lycopersicon esculentum] 






beq. jno . 


• 58304 • 




Seq. ID 


OJ000320_ 


on fl A 1 Q 




Gene No. 


121841 




Strand 


+ 






Start 


5842 




End 


8025 






Name 


OJ000320 27.0419.C16 


.ol.gp 


Method 


AAT/GAP 






btart 


7418 




End 


8025 








19497 1.R1084 




■ Score 


1165 






Exons 


7418. .8025 












GI Descrip. 


1 678547 2.0e-42 (L13654) peroxidase [Lycopersicon esculentum] 


Seq. No. 


58304 




Seq. ID 


OJ000320_ 


_27.0419, 


.C16 


Gene No. 


121842 




Strand 


+ 






btart 


9602 




End 


12579 






Name 


OJ000320 27.0419.C16 


.o2.gp 


Method 


AAT/GAP 






b tart 


9602 




End 


11141 






C T 


none 




Score 


938 






Exons 


9602. .9912, 10943. .11141 










beq. no. 


58304 




Seq. ID 


OJ000320_ 


_27.0419. 


.C16 


Gene No. 


121842 




Strand 


+ 






Start 


9602 




End 


12579 






Name 


OJ000320 27.0419.C16 


. o5^gs 


Method 


GENSCAN 






btart 


.10948 




End 


12579 








none 




Score 


.63 






Exons 


10948. .10981, 11168. 


.11520, 


11611. .11755, 11819, 


. . 12031, 






12221.. 12579 












beq. no. 


58304 




Seq. ID 


OJ000320_ 


_27.0419. 


.C16 


uene lno . 


121842 




Strand 


+ 






Start 


9602 




End 


. 12579 






Name 


QJ000320 27.0419.C16 


. o3.np 


Method * 


AAT/NAP 






b t art 


10999- 




End 


12534 ■/ 






C T 


6642657 




Score 


1134 






Exons 


10999. .11520, 11611. 


.12031, 


12221. .12534 






GI Descrip. 


(AC012395) putative integral 


membrane 


protein [Arabidopsis 




thaliana] 












oeq. in o . 


58304 




Seq. ID 


OJ000320_ 


27.0419. 


,016 


Gene No. 


121843 




Strand 


+ 






Start 


13852 




End 


17073 






Name 


OJ000320 27.0419.C16, 


. o4 . np 


Method 


AAT/NAP 






Start 


13852. 




v ' End 


17070 






GI 


7248403 




Score 


842 






Exons 


13852. .13886, 16472., 


.17070 











GI Descrip. (AP001389) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 



58669 



clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



beq. no. 


coon/I 
JO 






beq.. ±u 


UJUUUozU z/.U4iy.Glb 


Gene. No . 


1 O 1 O A O 






Strand 


+ 


Start 








Lnd 


1 /U / J 


Name 


ujuuujzu z/.u4iy 


. Gib . o / 


.gs 


Method 


GhNbGAN 


Start 


1 £ CO A 






t-> _ 

_na 


1 n n n *3 
L IK) 1 3 


GI 


none 






Score 


a q 
. oo 


Exons 


1 OOo4 . . 1 / U / o 










beq. no. 


58304 






Seq. ID 


OJ000320_27.0419.C16 


Gene no. 


121844 






Strand 




Start 


1336 






End 


5241 


Name 


OJ000320 '27.0419 


,C16.ol, 


.np 


Method 


AAT/NAP 


Start 


1336 






End 


5241 


GI 


6539553 






Score 


6778 


Exons 


1336. .5241 










GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIR 




(D85597) [Oryza 


sativa] 


gi | 6539590 | db j IBAA88206.1 | (AP000837) 




Similar to Oryza 


australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 










Seq. No. 


58304 






Seq. ID 


OJ000320_27 . 0419 . CI 6 


Gene No . 


121845 






Strand 




Start 


85li v 






End 


9888 


Name 


OJ000320 27.0419 


.C16.o4, 


.gs- 


Method 


GENSCAN 


Start 


8511 






End 


9888 


GI 


none 






Score 


.65 


Exons 


8511.. 8533, 9631 


. .9810', 


9822 


.'.9888 




beq. No. 


58304 






Seq. ID 


OJ000320_27.0419.C16 


Gene No . 


121846 






Strand 




Start 


13406 






End 


15840 


Name 


OJ000320 27.0419 


.CI6.06, 


.gs 


Method , 


GENSCAN 


Start 


13406 






End 


15840 


GI . 


none 






Score 


.61 


Exons 


13406. .14059, 15724. .15840 






Seq. No. 


" 58304 






Seq. ID 


OJ000320_27.0419.C16 


Gene No. 


121847 






Strand 




Start 


17255 






End 


17720 


Name 


OJ000320 27.0419 


.C16.o2. 


, tw 


Method 


TBLASTX: Wheat 


Start 


1472 






End 


1948 


GI 


hone '■ 






Score 


376 • - 


.'Exons 


1472... 1858, 1510 


. . 1857, 


18.73 


..194.7., IE 


3.75. .1946, . 1877. .1948 


Seq. No. 


58304 






Seq. ID 


OJ000320_27.0419.C16 


Gene No. 


121847 






Strand 




Start 


17255 






End 


17720 


Name 


OJ000320 27.0419 


.C16.o7. 


■ ts • 


Method 


TBLASTX: Soybean 


Start 


1600 






End 


1941 


GI 


. none 






Score 


79 


Exons 


1600.. 1809, 1679 


. .1804, 


1.828 


. .1941, 1835. . 1915 


Seq. No. 


58304 






Seq. ID 


OJ000320__27.0419.C16 


Gene No. 


121847 






Strand 




Start 


17255 






End 


17720 



58670 



Name 


OJ000320_27 


. 0419 


.CI6.06 


. tm 


Method 


TBLASTX: Maize 




Start 


1804 








End 


2143 




GI 


none 








Score 


190 




Exons 


: 1804 . .2142, 


, 1805 


. .2143 










Seq. No. 


58304 








Seq, ID 


OJ000320_27.0419, 


.C16 


Gene No. 


121847 








Strand 






Start 


17255, 








End 


17720 




Name 


OJ000*320_27 


.0419 


,C16.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1954 








End 


2299 




GI 


none 








Score 


129 




Exons 


1954 . .2298/ 


2099 


. . 2299 










Seq. No". 


58304 " 








Seq. ID 


OJ000320_27.0419', 


.C16 


Gene No. 


121847 








Strand 






Start 


17255 








End 


17720 




Name 


OJ000320_27 


.0419, 


,C16.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2152 








End 


2697 




.GI 


none 








Score 


48 




Exons 


2152 . . 2358, 


2162 , 


. . 2284 , 


2353 , 


,.2697, 2377. .2550 




Seq. No. 


58304 








Seq. ID 


OJ000320_27.0419. 


.C16 


Gene No. 


121847 








Strand 






Start 


17255 




- 




End 


17720 




Name 


OJ000320 27. 


; 0419, 


.C16.o5 


. tm ■ 


Method 


■ TBLASTX: Mai z€> 




Start 


2233 ^ . 








End • 


2698 




GI 


none 








Score 


55 




Exons 


2233 . .2697, 


2336. 


. .2446, 


2380 . 


.2562, 2516. .2698 




Seq. No. 


58304 








Seq. ID 


OJ000320J27 .0419. 


. C16 


Gene No. 


121847 








Strand 






Start 


17255 








End 


17720 




Name 


OJ000320 27, 


.0419. 


. C16 . ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2368 








End 


2832- 




GI 


5509260 








Score 


58 




Exons 


2368 . . 2832, 


2387 . 


. .2446, 


2519. 


.2614, 2663. .2731 




GI Descrip. 
















Seq. No. 


58304 








Seq. ID 


OJ000320_27.0419, 


,C16 


Gene No. 


121847 








' Strand 






Start 


17255 








End 


17720 




Name 


OJ000320 27. 


.0419. 


,C16.o3 


. tc 


Method 


TBLASTX: Cress 




Start 


2479 








End 


2739 




GI 


none 








Score ■ 


62 ■ - • " ■ ■ - 




Exons" 


2479. .2739, 


2660 . 


. .2737 










Seq. No. 


58304 








Seq. ID 


OJ000320_27.0419. 


C16 


Gene No. 


121847 








. Strand 






Start 


17255 








End 


17720 




Name 


OJ000320 27. 


,0419. 


CI6.0I, 


. tw 


Method 


TBLASTX: Wheat 




Start 


2752 








End 


3507 




GI 


none 








Score 


200 




Exons 


2752. .2991, 


2753. 


.2911, 


2769. 


.2999, 2772.. 2969, 3020.. 3^ 


199, 




3043. .3507 














Seq. No. 


58304 








Seq. ID 


OJ000320_27.0419. 


C16 


Gene No. 


121847 








Strand 







58671 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
•Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



17255 

OJ000320_27.0419.C16.o5.tc 

3133 

none 

3133. .3327, 3340.. 3522 



58304 

121847 

17255 

OJ000320_27. 

3157 

none 

3157. .3330, 



0419.C16.o4 .ts 



End 17720 

Method TBLASTX : Cress 

End 3522 

Score. • 112 . 



Seq. ID OJ000320_27.0419.C16 
Strand 

End 17720 

Method TBLASTX : Soybean 

End 3555 

Score '38 



3284.. 3322, 3331.. 3555, 3377.. 354-7 



58304 

121847 

17255 

OJ000320_27. 

3343 

none 

3343. .3777, 

58304 

121847 

17255 

OJ0O0320_27. 

3508 

none 

3508. .3699, 

58304 

121847 

17255 

OJ000320_27. 

3565 

none 

3565. .3813, 



0419.C16.o7.tm 
3368.-3568 

0419.C16.o5.tw 
3508.. 3699, 3509. 

0419.C16.o8.ts 
3796.. 3951 



Seq. ID 

Strand 

End 

Method 
End ■ 
Score 



Seq. ID 

Strand 

End 

Method "'' 
End 
Score 
.3700 

Seq. ID 

Strand 

End 

Method 

End 

Score 



58304 Seq. ID 

121847 Strand 

17255 End 

OJ000320_27.0419.C16.o3.tm Method. 

.3978 End 
none " ■ Score 
3978. .4145, . 397 9-.V4293, .3980. .4.273, 4 04*6. . 4 300 



OJ000320_27.0419.C16 
17720 

TBLASTX: Maize 

3777 - 

84 



OJ000320_27.0419.C16 
17720 

TBLASTX: Wheat 

3700 

186 



OJ000320_27.0419.C16 
17720 

TBLASTX: Soybean . 

3951 

88 



OJ000320 27.0419.C16 



17720 

TBLASTX: Maize 
4300 
395 • 



58304 
121847 
17255 ■ 
OJ000320_27, 
4799 . 
none 

4799. .5104, 

58304 

121847 

17255 



0419.C16.o4 .tm 



4801. .5112 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000320_27.0419.C16 
17720 

TBLASTX: Maize 

5112 

297 



OJ000320 27:0419. C16 



17720 



58672 



Name 


OJ000320 27 . 0419 .C16 . o4 . tw 


Method 


TBLASTX : 


Wheat 


Start 


4861 


End 


5247 




GI 


none 


Score 


258 




Exons 


4861.-5247, 4862. .5236 








Seq. No. 


58304 


Seq. ID 


OJ000320 


_27.0419 


Gene No. 


121847 


' Strand 






Start 


17255 


End 


17720 




Name 


OJ000320 27.0419.C16.o2.tc 


Method 


TBLASTX: 


Cress 


Start 


7417 


End 


7839 




GI 


none 


Score 


121 




Exons 


7417. .7506, 7492. .7839, 7539.. 7619, 7743. .7823 




Seq. No. 


58304' 


Seq. ID 


OJ000320 


27.0419 


Gene No. 


121847 


Strand 






Start 


17255 


End 


17720 




Name 


OJ000320 27.0419.C16.o3.ts 


Method 


TBLASTX: 


Soybean 


Start 


7417 


End 


7839 




GI 


none 


. Score 


114 




•Exons 


7417.. 7491, 7419... 7481, 7492 


..7557, 7569. .7619, 


7573 . . 7' 




7734 . .7829 








Seq. No. 


58304 


Seq. ID 


QJ000320 


27.0419 


Gene No. 


121847 ^. 


Strand 






Start 


17255 • " 


End 


177,20. * 




Name 


OJ000320 27.0419.C16.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


7417 


End 


7839 




GI 


none 


Score 


185 




Exons 


7417. .7545, 7419. .7481, 7545 


..7592, 7545. .7619, 


7546. .7! 




7662 . . 7838 








Seq. No. 


58304 


Seq. ID 


OJ000320 


_27 . 04 19 


Gene No. 


121847 


Strand 






Start 


17255 


End 


17720 




Name 


OJ000320 27.0419.C16.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


10942 


End 


11712 




GI 


none 


Score ■ 


' 304, 




Exons 


10942. . 11310, 10959. .11279, 


10960. .11313, 11088 


. . 11312, 




11307. . 11525, 11312. .11374, 


11316. .11501, 11414 


. . 11524 , 




11547. . 11711, 11610. .11708, 


11611. . 11712 




Seq. No. 


58304 


. Seq. ID 


OJ000320 


_27.0419 


Gene No. . 


121847 


Strand 






Start 


" . '17255 ' - 


\ End ■ ■' 


17720 




Name 


OJ000320 27.0419. C16.o9.ts . 


Method . 


. TBLASTX: 


Soybean 


Start 


10956 


End 


11211 




GI 


none 


Score 


190 




Exons 


. 10956. . 11207, 10990. .11211 








Seq. No. 


58304 


Seq. ID 


OJ000320 


27 . 0419 


Gene No. 


121847 


Strand 






Start 


17255 


End 


17720 




Name 


OJ000320 27.0419.C16.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


11283 


End 


11820 




GI 


none v * 


Score 


199 




Exons 


11283. .11501, 11392. .11520, 


11550. .11819, 11610 


. .11738, 




11611. . 11820 









58673 




Seq. No. 


58304 




Seq. ID 


OJ000320_27.0419 


.C16 


Gene No. 


121847 




.Strand 


~v. 




Start 


17255 




End : 


17720 




Name 


OJ000320 27.0419X16 


. olO . ts 


Method 


TBLASTX : Soybean 




Start 


11391 




End 


11523 




GI 


none 




Score 


183 




Exons 


11391.. 114 98, 11392. 


. 11523 








Seq. No. 


58304 




Seq. ID 


OJ000320_27.0419, 


.C16 


Gene No. 


121847 




Strand 






Start 


17255 




End 


17720 




Name 


OJ000320_27 . 0419 . CI 6 


. 06 . ts 


• ■ Method 


TBLASTX: Soybean 




Start 


11616 




End 


11886 ' 




GI 


none 




Score 


113 




Exons 


11616.. 11816, 11616. 


. 11819, 


11617. .11820, 11824. .11886 




Seq. No. 


58304 




Seq. ID 


OJ000320_27.0419. 


.C16 


Gene No'. 


121847 




Strand 






Start 


17255 




' End 


17720 ' 




Name 


OJ000320_27 . 0419. CI 6 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


11791 




End 


12048 






none 




Score' 


176 




Exons 


11791 .. 11904 , 11791. 


. 12048, 


11795. .12040, 11796. .12047, 






11974 . .'12048 










Seq. No. 


58304 




Seq. ID 


OJ000320_27.0419. 


,C16 


Gene No. 


121847 




Strand 






Start 


17255 




End 


17720 




Name 


OJ000320_27 . 0419. CI 6 


. o4 . tc 


♦'Method 


TBLASTX: Cress 




Start 


16504 




End • 


16839 




GI 


none 




Score 


142 




Exons 


16504. .16662, 16509. 


. 16646, 


16687. .16839 




Seq. No. 


58304 




Seq. ID 


OJ000320_27.0419, 


.C16 


Gene No. 


121847-^ 




Strand 






Start 


* 17255 




End 


17720 * 




Name 


OJ000320 27.0419.C16 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


16543 




End 


16827 




GI 


none 




Score 


126 




Exons 


16543 . . 16683, 16690 . 


. 16827 








Seq. No. 


58304 




Seq. ID. 


OJ000320_27.0419. 


,C16 


Gene No . ; 


12184 7 • 




Strand' 






Start 


17255 




End . 


17720 




Name 


OJ000320_27 .0419. CI 6 


. o9.tm 


Method 


TBLASTX: Maize 




Start 


16690 




End 


- 17049 




GI 


none - 




Score 


276 




Exons 


16690; . 17049, ■ 16699. 


. 16845, ' 


1-6914 .. 17021 . 




Seq. No. 


58304 




Seq. ID 


OJ000320_27.0419. 


C16 


Gene No. 


121847 




Strand 






Start 


17255 




End 


17720 




Name 


OJ000320 27.0419.C16 


. 08 . gs 


Method 


GENSCAN 




Start 


17255 




End 


17627 




GI 


none 




Score 


.94 




Exons 


17255. .17429, 17449. 


. 17627 









58674 






Seq. No. 


58304 


• Seq. ~ID 


OJ000320_ 


_27. 


0419. C16 




Gene No. 


121847 


' Strand 










Start 


1-7255 


End 


17720 








Name - 


OJ000320 27.0419.C16:o5.np 


Method 


AAT/NAP 








Start 


17258 


End 


17720 : 








GI 


7248404 ' 


Score 


414 - • 








Exons 


17258. .17720 












GI Descrip. 


(AP001389) ESTs AU082409 (E30736) , C74252 (E30736) 


correspond ■ 






region of the predicted gene 


. -hypothetical protein 


[Oryza 






sativa] 












Seq. No. 


58305 


Seq. ID 


OJ000320_ 


_27. 


0419. C17 




Gene No. 


121848 


Strand 


+ 








Start 


622 


End 


2397 








Name 


OJ000320 27.0419.C17.ol.gs 


Method 


GENSCAN 








Start 


622 


End 


2397 








GI 


none 


Score 


. 59 








Exons 


622.. 696, 1047.. 1217, 1842.. 


1920, 2369, 


. . 2397 








Seq. No. 


58305 


Seq. ID 


OJ000320_ 


_27. 


0419. C17 




Gene No. 


121848 


Strand 


+ 








Start 


622 


End 


2397 






% "IT 


Name 


OJ000320 27.0419.C17.ol.np 


Method 


AAT/NAP 






v4 


Start 


1047 


End 


1100 






V s 


GI 


5042454 


Score 


69 






; U 


Exons 


1047. .1100 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa ] 








Seq. No. 


58305 


- Seq. ID 


OJ000320_ 


_27 . 


0419. C17 




Gene No. 


121849 


Strand 


+ 






fy 


Start 


3316 


End 


3654 








Name 


OJ000320 27.0419.C17.o2.gs 


Method 


GENSCAN 








Start 


3316 


End 


3654 








GI 


none 


Score 


.89 








Exons 


3316. .3654 












Seq. No. 


58305 


Seq. ID 


OJ000320_ 


_27 . 


0419.C17 




Gene No. 


121850 


Strand 


+ 








Start 


4292 


End 


4551 






~'~ 


Name 


OJ000320 27.0419.C17.o3.gs 


Method 


GENSCAN 








Start 


4292 


End 


4551 








GI 


none 


Score 


.82 








Exons 


4292. .4395, 4401. .4551 ' ' 












Seq. No. 


58305 


Seq. ID 


OJ000320_ 


_27. 


0419. C17 




Gene No. 


121851 


Strand 










Start 


4114 


End. 


4731 








Name 


OJ000320 27.0419.C17.ol.gp 


Method 


AAT/GAP 








• Start 


4114 


End 


4731 








GI 


55573 1.R1084 


Score 


1151 








Exons 


4114. .4731 












GI Descrip. 


' 4176420/dbj |BAA37167| 2 . Oe- 


11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 












Seq. No. 


58306 


Seq. ID 


OJ000320_ 


_27. 


0419. C19 




Gene No. 


121852 


Strand 


+ 







58675 



Start 716 End 

Name OJ000320_27 . 0419 .C19 . ol . gs ' Method 

Start 716 End 

GL •• none Score 

Exons 716.. 772, 899.. 987 

Seq. No.- 58306 Seq. ID 

Gene No. 121853 Strand 

Start 1289 End 

Name OJ000320_27 . 04 1 9 . CI 9 . o2 . gs Method 

Start 1289 End 

GI none . Score 

Exons 1289.. 1531, 2048.. 2125 



987 

GENSCAN 
987 



OJ000320_27.0419.C19 
2125 

GENSCAN - 

2125 

.73 



Seq. No. 58307 Seq. ID 

Gene No. 121854 Strand 

Start 143 End 

Name OJ000320_27 . 04 19 . C20 . ol . gs Method 

Start 143 End 

GI none * Score 

Exons 143.. 322 



OJ000320_27.0419.C20 
+ 

322 

GENSCAN 

322 

.77 



-u .. Seq. No. 58307 Seq. ID 

£-3 "* Gene $o. 121855 Strand 

•%h Start ' ' 872 End 

fi Name.' OJ000320_27 . 0419 . C20 . o2 . gs Method 

f\\ Start 872 End 

GI none Score 

W Exons 872.. 930, 1982.. 2054 



OJ000320_27.0419.C20 

2054 .,. 
GENSCAN 
2054 
.59 



Seq. No. 58308 Seq. ID 

Gene No. 121856 Strand 

Start 975 End 

Name ■ OJ000320_27 . 0419 . C2-1 . ol . gp Method 

Start 975 End 

GI LIB3474-007-P1-K1-G11 ' Score 

Exons 975... 1394 

GI Descrip. ' 37^9942 8.0e-27 (AF093505) polyubiquitin [Saccharum hybrid 
cultivar H32-8560] * 



OJ000320_27.0419.C21 
+ 

1394 
AAT/GAP 
1394 
840 



Seq. No. 


58308 




Seq. ID 


OJ000320_27.0419.C21 


Gene No. 


121857 




Strand 


+ 


Start 


. 1812 . 




End' 


2066 ' . 


Name 


OJ000320 27.0419 


.C21.o2.gp 


' Method "' 


AAT/GAP 


Start 


1812 . . 




End" 


2066 


GI 


2311684 




Score 


478 


Exons 


1812. .2066 








Seq. No. 


58308 




Seq. ID 


OJ000320_27.0419.C21 


Gene No. 


121858 




Strand 


+ 


Start 


6247 




End 


6414 


Name 


OJ000320 27.0419 


.C21.o3.gp 


Method 


AAT/GAP 


Start 


6247 




End 


6414 


GI 


37 69020-- 




Score 


299 


Exons 


6247. .6414 








GI Descrip. 


3789942 8.0e-27 


(AF093505) 


polyubiquitin [Saccharum hybrid 



cultivar H32-8560] 



58676 




Seq. No. 


58308- 




Seq. ID 


OJ000320_27.0419 


.C21 


Gene No . 


i z i o o y 




Strand 








. d y 4 o 




End 


10804 . 




Name 


(JJUUUoZU z / . 


U4 iy . Lzi . oz . gs 


Method 


GEN SCAN 




Start 


CQy! Q 

o y 4 o 




End 


10724 






none 




Score 


.45 




Exons 


o y 4 o . . bUzb, 


//J/..o4bp, yuyb. 


.9301, 10093.. 10724 




O t; (4 • Ln u . 


58308 

JO JWO 




Seq. ID 


OJ000320_27.0419 


• C J- 


Gene No. 


121859 




Strand 






Start 


5948 




End 


10804 




Name 


OJ000320 27. 


0419.C21.ol.np 


Method 


AAT/NAP 




Start 


7739 




End • 


10804- 




GI 


7486660 




Score 


1489 




Exons 


7739. .8449, 


9091.. 9301, 10093 


. .10804 






GI Descrip. 


hypothetical 


protein F8F16.10 


- Arabidopsis thaliana 





gi | 2827514 | emb | CAA16523 .1 1 (AL021633) predicted protein 
[Arabidopsis thaliana] gi | 7270022 | emb | CAB79838 . 1 | (AL161578) 
predicted protein [Arabidopsis thaliana] 



Seq. No. 


C O O f\ o 


Seq. ID 


OJ000320_27.0419 


. Cz 1 


Gene No . 


lzlooy . 


Strand 






Start 


c n a o 


End 


10804 




Name 


OJUUUozU z I . U4 1 y . Cz 1 . ol . tm 


.Method 


TBLASTX : Maize 




Start 


7826 ■ ■ 


End 


8156 




GI > 


none 


Score 


406 




Exons 


7826. .8077, 7830. .8156, 7833 


. .8153 






Seq. No. 


58308 
*j \j ~j \j \j 


Seq. ID 


OJ000320_27.0419 


.C21 


Gene No. 


121859 


Strand 






Start 


5948 


End 


10804 




Name 


OJ000320 27.0419.C21.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9136 


End 


10283 




GI 


none 


Score 


95 




Exons 


9136.. 9303, 9139.. 9276, 9233 


,.9310, 10084. .10266, 10086 


. .10283 


Seq. No. 


58308 


Seq. ID 


OJ000320_27.0419 


.C21 


Gene No. 


121859 


Strand 






Start 


5948 


End 


10804 




Name 


OJ000320 27.0419.C21.o2.tm 


Method 


TBLASTX: Maize 




Start 


9225 


End 


10289 .. 




GI. 


none 


Score 


79 




Exons 


9225.. 9302, 9226.. 9303, 9226 


..9303, 9236.. 9310, 10090.. 


10266, 




. 10093. .10266, 10095.. 10289 








Seq. No. 


58309 


Seq. ID 


OJ000320_27.0419 


.C22 


Gene No. 


121860 


. Strand 


+ 




Start 


1468 


End 


1927 




Name 


OJ000320 27.0419.C22.ol.gp 


Method 


AAT/GAP 




Start 


1468 


End 


1927 




GI 


uC-osroM202001b09al 


Score 


885 . 




Exons 


1468. . 1927 








GI Descrip. 


'3789942 8.0e-27. (AF093505) ] 


polyubiquitin [Saccharum hybrid 




cultivar H32-8560] ' 








Seq. No. 


58310 


Seq. ID 


OJ000320_27.0419 


.C23 



58677 



Gene No. 
Start 
Name 
Start 
? GI 

Exons ■ 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



121861 Strand + 

1 End 1860 

OJ000320_27.0419/C23.ol.np Method AAT/NAP 

1 End 18 60 

3820531 Score 549 

1..45, 429. .504, 586. .657, 761. .848, 968. .1223, 1321. .1436, 
1529. .1756, 1838.. 1860 

(AF072736) beta-glucosidase [Pinus contorta] 



58310 

121861 

1 

OJ000320_27.0419.C23.ol.tc 

402 

none 



Seq. ID OJ000320_27.0419.C23 

Strand + 

End 18 60 

Method TBLASTX: Cress 

End 1691- 

Score 86 

402. .503, 603. .662, 748. .849, 768. .836, 968. .1177, 969. .1223, 
1318. .1437, 1530. .1691 



Seq. No. 

Gene, No. 

Start 

Name 

Start 

GI 

Exons 



58310 

121861 

1 

OJ000320_27.0419.C23.ol.tm 

402" 

none 



Seq. ID OJ000320_2-7.0419.C23 

Strand + 

End 1860 

Method TBLASTX : Maize 

End 1756 . 

Score 112 



402. .503, 428. .502, 51'6,.662, 576. .641, 745. .849, 759.-833, 
969. .1106, 969. .1103, 986. .1105, 1133. .1165, 1134. .1226, 
1318. .1437, 1339. .1437, 1529. . 1666, . 1530 1685, 1733. .1756 



Seq. . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58310 

121861 

1 

OJ000320_27 .0419.C23.ol.ts 

420 

none 



Seq. ID OJ000320_27.0419.C23 

Strand + 

End 18 60 

Method TBLASTX : Soybean 

End 1747 

Score 102 



420. .503, 591. .662, 748. .849, 759. .830, 969. .1223, 986. .1153, 
1318. . 1437, 1530. .1679, 1727. .1747 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58310 

121861 

1 

OJ000320_27 .0419.C23.ol.tw 

423 ... 
none 



Seq. ID -OJ000320_27.0419.C23 

Strand + 

End 1860 

Method TBLASTX : Wheat 

End 1685 

Score .88 



423.'. 503, 428.. 502, 576.. 650, 748.. 849, 753.--.845, 763.. 852, 
969-.. 1211, 986. .1105, 1146. .1211, 1339. .. 1437., . .1530 ... 1685 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



58310 

121861 

1 

OJ000320_27.0419.C23.ol.gs 

572 

none 



Seq. ID OJ000320_27.0419.C23 

Strand + 

End 1860 

Method GENSCAN 

End 1752 

Score .7 



572. .594, 968. .1223, 1321 1436, '1529 . 1 1752 



58310 

121861 

1 



Seq. ID OJ000320_27.0419.C23 
Strand • + 
End 1860 



58678 



Name 

Start 

GI 

• Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000320_27 . 04 19 . C23 . ol . gp Method AAT/GAP 
'897 . End 1343 

1036934 Score 536 

897.. 1223, 1321.. 1343 

3449320/dbj I AB016879.il AB016879 5.0e-10 Arabidopsis thaliana 
genomic DNA, chromosome 5, PI clone: MRB17 , complete sequence 



58311 Seq. ID 

121862 Strand 

1 End 

OJ000310_27 . 04 19 . CI . ol . np Method 

1 End 

2088656 Score 

1..25, '84 . . 244, 333. .488, 1315. .3042, 



OJ000310_27.0419.C1 
+ 

16300 
AAT/NAP 
3364 
1744 
3131.. 3364 



(AF002109) putative DNA-directed RNA polymerase II subunit 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58311 
121862 
■1 

OJ0003 
86 

none 
86. .24 
503.5. . 
8095. . 
10919. 
16658. 
16116. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

. .488,' 1315. .3042, 3217. .3305, 3691. .3838, 

5816. .5979, 6720. .6994, 7527. .7700, 7780. .7920,- 

9940.. 10021, 10164. .10534, 10796 .. 10889, 

, 12037. .12420, 12540 .. 12638 , 13114 .. 13235 , 

, 13780. .13903, 14572 .. 14643, 14763 14891, 



10_27.0419.Cl.ol.gs 



4, 333 

5162, 

9761, 

.10987 

.13735 

.16259 



OJ000310_27.0419.C1 
+ 

16300 
GENSCAN 
16259 
.79 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
Gt 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

'Exons 



58311 

121862 

1 

OJ000310_27.0419.Cl.ol.tm 

2151 

none 

2151.^2642, 2152. .2643, 2670. 

58311 

121862 

1 

OJ00031.0_27 . 04 19 . CI . o3 . tm 
. 3134 .... 
none 

313.4. .324 4> . 3137. .3235, 32.01. 
3204. .3305, 4863. .4943, 4869. 
5015. .5161, 5032. .5160, 5037. 
5818. .5982 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2711 



OJ000310_27.0419.C1 
+ 

16300 

TBLASTX: Maize 

2711 

509 



Seq. ID OJ000310_27.0419.C1 

Strand + 

End 16300 

Method TBLASTX : Mai ze 

End 5982' 

Score 106 

.3311,- 3202. .3324, . 32Q3. .3304, 
.4940, 4877.. 4945, 4877.. 4942, 
.5162, 5816. .5980, 5817. .5981, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58311 

121862 

1 

OJ000310 27.0419. CI. o2 . tm 



Seq. ID 
Strand 
End 

_ Method 
7882 End 
none Score 
7882. .7923, 8091. .8222, 8092. .8223, 8092. .8223, 8093. .8224, 
8221. .8376, 8226. .8399, 8226. .8393, 8228. .8416, 8410. .8451, 



OJ000310_27.0419.C1 
+ 

16300 

TBLASTX: Maize 

8778 * 

62 



58'67,9 



8430. .8507, 8431. .8508, 84 49 .. 8508, 8540 .. 8602, 8543. .8635, 
8647. .8778 



Seq. No. 58311 '* Seq. ID 

Gene No.' 121862 Strand 

Start 1 End 

Name OJ000310_27 . 04 19 . CI . ol . gp Method 

Start 8322 End 

GI none Score 

Exons 8322. .8656 



OJ000310_27.0419..C1 
+ 

16300 
AAT/GAP 
8656 
491 



Seq. No. 58311 Seq. ID 

Gene No. 121862 Strand 

Start 1 End 

Name OJ000310_27 . 04 19 . CI . o2 . gp Method 

Start 9043 End 

GI none Score 

Exons 9043. . 9404 



.OJ000310_27.04 19. CI 
+ 

16300' • 
AAT/GAP 
9404 
667 



Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'58311 
121862 
1 

OJ0.00310_27.0419.Cl.o4.np 

9697 
6523066 



Seq. ID OJ000310_27 .0419. CI 

Strand + 

End 16300 

Method AAT/NAP 

End 10331 

Score 151 



9697.. 9764, 9937.. 10048/ 10164.. 1033T 

(AL133314) putative protein [Arabidopsis thaliana] 



58311 

121862 

1 

OJ000310__27.0419.Cl.o4 . tm 

9941 

none 



Seq. ID OJ000310__27.0419.C1 
Strand 
End 

Method 
End 
Score 



+ 

16300 

TBLASTX: Maize 

10306 

125 



9941.. 10027, 9952.. 10026, 10163 .. 10306, 10164.. 10304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58311 
121862 
1 

OJ000310_27.0419.Cl.o3.gp 
12175 

LIB34 34-038-P1-K1-C10 



-Seq. ID 
Strand 
End 

Method 
End 
Score 

12175. .12249, 12356 .. 12420 , 12540 .. 12638 , 13688. .,1.3737 

' 57 30130/emb | CAB524 64 . 1 1 5.0e-14 (ALIO 97 96)' putative' protein 

[Arabidopsis thaliana]' .. 



OJ000310_27.0419.C1 
+ 

16300 
AAT/GAP 
13737 
.461 



Seq. No. 58311 

Gene No. 121862 

Start ■ 1 

Name OJ000310_27 . 04 19 . CI . ol . tw 

Start 16136 

GI none 

Exons 16136. .16300, 16137 .; 16274 , 16144.. 16290 



Seq. ID OJ000310_27.0419.C1 



Strand 
End 

Method 

End 

Score 



+ . .. . . 

16300 

TBLASTX: Wheat 
16300 
185 



Seq. No. 
Gene No. 
Start 



58312 

121863 

2306 



Seq. ID OJ000310_27.0419.C2 

Strand + 

End 4040 • 



58680 



Name 


OJ000310 27.0419.C2.ol.np 


Method 


TV TI m / XT TV T"t 

AAT/NAP 




Start. 


2306 


End 


4040 




GI 


6907089 


Score 


2220 




Exons 


2306.. 3567, 3671.. '4040 








GI Descrip'. 


(AP001129) hypothetical protein [Oryza 


sativa] • 




Seq. No. 


58313 


Seq. ID 


OJ0003lO_27 .0419 


.C3 


Gene No. 


121864 


Strand 






Start 


1 


End 


1039 




Name 


OJ000310 27.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1039 




GI 


6907089 ' 


Score 


o o o 

889 




Exons 


1. .1039 








GI Descrip. 


(AP001129) hypothetical- protein [Oryza 


sativa] 




Seq. No. 


58313 


Seq. ID 


OJ000310_27.0419 


.C3 


Gene No. 


121864 


Strand 


+ 




Start 


1 


End 


i r\ o c\ 

1039 




Name 


OJ000310 27.0419.C3.ol.gs 


Method 


GENSCAN 




Start 


46 


End 


'74 8 




GI 


none 


Score 


. 62 




:Exons 


46. .748 








Seq. No. 


58314 


Seq. ID 


OJ000310_27.0419 


.C4 


Gene No.- 


121865 


'Strand 


+ ■ ' 




Start 


25 


End 


10814 ' . v 




Name 


OJ000310 27.0419.C4.ol.gs . 


Method 


GENSCAN 




Start 


25 


End 


44 94 




GI 


none 


Score 


.58 




Exons 


25. .75, 1484. .1621, 3269. .3384, 3687.. 


3961, 4274 . .4494 




Seq. No. 


58314 


Seq. ID 


OJ000310 27.0419 


. C4 


Gene No . 


121865 


Strand 


+ 




Start 


25 


End 


10814 




Name 


OJ000310 27.0419:C4.ol.np 


Method 


AAT/NAP 




Start 


1877 


End 


10814 




GI ■ 


6523547 


Score 


152 




Exons 


1877. .2133, 6096. .6178, 10363. .10600, 


10722. .10814 • 




GI Descrip . * 


(AJ242540) hydrbxyproline-rich glycoprotein DZ-HRGP [Volvos 




carteri f. nagariensis] 








Seq. No. 


58314 


Seq. ID 


OJ000310_27.0419. 


■ C4 


Gene No. . 


121866 


Strand' 


+ .. . 




Start 


10726 


End 


13891 




Name 


OJ000310 27.0419.C4.o3.gs 


Method 


GENSCAN 




Start 


10726 


End 


13673 




GI 


none 


Score 


.91 




Exons 


10726. .10814,. 10940. .11088,' 


11113. .11267, 11499, . 11582,. 






11691. .11807, 11899. .12090, 


12176. .12379, 12467 .. 12954, 






13574.. 13673 








Seq. No. 


58314 


Seq. ID . 


OJ000310_27.0419, 


.C4 


Gene No. 


121866 


Strand 


+ 




Start*"" ' 


10726 


End 


13891 




Name 


OJ000310 27.0419.C4 .o2.np 


" Method 


AAT/NAP 




Start 


11757 


End 


13891 




GI 


7025856 


Score 


487 





58681 



Exons 11757. .11807, 11899 .. 12062, 1218 1 12382 , 12551 12954 , 

13574. .13673, 13830.. 13891 
GI Descrip. (AC024128) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 58314 Seq. ID OJ000310_27 . 04 19 . C4 

Gene No. 121867 ' Strand 

Start 1537 End 1659 

Name OJ000310_27 . 0419 . C4 . ol . gp Method AAT/GAP 

Start 1537 End 1659 

GI 24179_2.R1084 Score 134 

Exons.. 1537.. 1659 

GI Descrip. 1 4680189/gb | AF111710. 1 | AF111710 1.0e-23 Oryza sativa subsp. 

indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase,- and hypothetical 







protein genes, complete cds 1 










Seq. No. 


58314 


Seq. ID 


OJ000310_27.0419 


.C4 




Gene No. 


121868 


Strand 








Start 


5981 


End 


8160 






Name 


OJ000310 27 t r..0419.C4 .o3. tm 


Method 


TBLASTX: Maize 






Start 


501 


End 


820 






GI 


none 


Score 


62 






'Exons 


501. .527, 537. .593, 585. .647 


, 588.. 638, 


595. .642, 595.. 


663, 






660.. 707, 661.. 801, 661.. 708 


, 690.. 761, 


696. .812, 725.. 


820 


- -^r 
[=1 


• Seq. No. 


58314 


Seq. ID 


OJ000310_27.0419 


.C4 


?\ 5 


Gene No. 


121868 


Strand 








Start 


5981 


End 


8160 






Name 


OJ000310_27. 0419.C4 . o2 . gs 


Method 


GENSCAN 




rs 


Start 


5981 


End 


7882 






GI 


none 


Score 


.86 




l u 


Exons 


5981. .6204, 6424. .6511, 7443 


..7540, 779S..7882 






Seq. No. 


58314 


Seq. ID 


OJ000310_27.0419 


.C4 


rs *5? 


Gene No. 


121868 


Strand 








Start 


5981 


End 


8160 






Name 


■'■ OJ000310. 27.0419.'C4.o2.gp 


Method 


AAT/GAP 






Start 


6410 


End 


8160 






GI ' 


none 


Score 


810 






Exons 


6410. .6511, 7443. .7540, 7795 


..7984, 8082. .8160 






Seq. No. 


. 58314 


Seq. ID 


OJ000310_27.0419 


.C4 




. Gene No. 


121869.. 


Strand - 








Start 


11520 ' • 


' End 


12256 






Name 


OJ000310 27.0419...C.4..o2.tm 


Method 


TBLASTX: Maize . 






Start 


11520 


End 


12256 " 






GI 


none 


Score 


67 






Exons 


11520. .11588, 1153.8. .11579, 


11564. .1162 


:6, 11688. .11855,. 








11689. .11808, 11724. .11813, 


11894. .12058, 118 96. .12081, 








11896. .12057, 11898. . 12083, 


12060. .12089, 12158. .12208, 








12175. .12207, 12208. .12231, 


12209. . 12256 






Seq. :fc!p,. 


58314 


Seq. ID 


OJ000310_27.0419 


.C4 




Gene No. 


121869 • 


■ Strand 








Start 


*"' 11520 


End 


12256 






Name 


OJ000310 27.0419.C4.ol.tw 


Method 


TBLASTX: Wheat 






Start 


11939 


End 


12212 





58682 



-GI 

Exons 



none 



Score 



144 



11939. .12040, 11950. . 12054, 11953 .. 12057 , 11954 .. 12058 , 
12028. .12090, 12045. . 12089, 12057 .. 12092 , 12161 12211 , 
12174. .12212, 12175. .12210 



Seq. No. 58314 
Gene No. 121870 
Start 12.568 

Name OJ000310_27 . 04 19 . C4 . ol . tm 

Start 12568 
GI none 
Exons 12568. 

12846. 

13576. 



12942, 12569. 
,12959, 13569. 
,13674, 13576. 



,12958, 
13673, 
13674, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_27.0419.C4 
13889 

.TBLASTX: Maize 

13889 

408 



12572. . 12958, " 12573 .. 13010, 
13571. . 13672, 13575. . 13673, 
13830. .13889, 13835. .13888 " 





Seq. No. 


58315 


Seq. ID 


OJ000310_27.041 




Gene No. 


121871 


Strand 


+ 




Start 


1 


End 


388 




Name 


OJ000310 27.0419\C5.ol.np 


• Method 


AAT/NAP 




Start 


1 


End 


361 




GI 


7025856 


Score 


268 




Exons 


1. .361 






fa 


GI Descrip. 


(AC024128) hypothetical protein [Arabidopsis thaliana] 


f n 


Seq-. No. 


•58315 


Seq. ID 


OJ00tf310_27.041 


~ - 

?! f 


Gene" No . 


121871 ■ 


Strand 


+ ■ • 




Start 


1 


End 


388 




Name 


■ OJ000310 27.0419.C5.ol.gs 


Method 


GEN SCAN 


t ; : 


Start 


44 


End 


388 




GI • 


none 


Score 


.91 


S ! == 


Exons 


44. .388 






5 


Seq. No. 


58315 


Seq. ID 


OJ000310_27.041: 




Gene No. 


121872 


Strand 




'-■•A 


Start 


1507 


End 


1787 


k* 


Name. 


OJ000310 27.0419.C5.ol.tm 


Method 


TBLASTX: Maize 




. Start 


42 


End 


375 




GI 


none 


Score 


124 




Exons 


42. .227, 43. .246, 44. .277, 


44. .259, 254 


..361, 270. .362, 






271. .375, 283. .363 







Seq. No. 


58315 




Seq. ID 


OJ000310_27.0419.C5 


.Gene No. 


121872 




. Strand 




Start 


1507 




End 


1787 


Name 


OJ000310 27.0419..C5. 


. o2.gs , 


Method 


GENSCAN . 


Start 


1507 




End 


1787 


GI 


none 




Score 


.74 


Exons 


1507.. 1787. 








Seq. No. 


58316 




Seq. ID 


OJ000310_27.0419.C6* 


Gene No. 


121873 




Strand 




Start 


25 




End 


6089 


Name 


OJ000310 27. 0419. C6. 


. q3 . tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


4336 


GI 


none 




Score 


197 


Exons 


2. .253, 3. .254, 527. 


..658, 551 


..700, 4142. .4336, 4168. .4335 



58683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58316 

121873 

25 

OJ000310_27.0419.C6.ol.gs~ 
25 

none 



Seq. ID OJ000310_27.0419.C6 
Strand 

End 6089 

Method GENSCAN 

.End . 5.941 

Score . 6 



25. .1988, 3216. .3368, 3437. .4793, 4883. .5941 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58316 

121873 

25 

OJ000310_27.0419.C6.o2 

131 

none 

131. .226, 173. .379, 173 
.179. .454, 239. .433, 449 
512. .778, 536. .748, 629 
1076. .1255, 1082. .1282, 
1289. .1468, 1289. .1468, 
4292. .4390,* 4294. .4413, 
4342. .4500, 4342. .4581, 
4791. .4898, 4938. .5003, 
5244. .5444, 5310. .5435, 
5451. .5630, 5451. .5630, 



ts 



.433, 
.745, 
.736, 
1082. 
1290. 
4339. 
4361. 
5238. 
5373. 
5451. 



Seq. ID OJ000310_27.0419.C6 
Strand 

End 6089 
Method TBLASTX : Soybean 
End 5642 
Score 61 
176. .436, 176 
504.. 710, 509 
770. .841, 926 
.1282, 1212 
.1448, 1359 
.4596, 4342 
.4597, 4402 
.5429, 5238 



.433, 179. .433, 
.778, 509. .763, 
.1063, 1076.. 1267, 



1271, 1289. 

1454, 1652. 

4596, 4342. 

4596, 4752. 

5417, 5238. 

.5630, 5418.. 5630, 5451. 
.5630 



,1492, 
.1834, 
.4461, 
.4913, 
.5426, 
.5642, 



58316 
121873 
25 

O,J000310_27.0419.C6.o2.tw 
'•131 



Seq. ID OJ000310_27.0419".C6 
Strand 

6089 

TBLASTX: Wheat 
5604 
53 



End 

Method 
End 

none Score 
131. .334, 158. .316, 173. .334, 176. .316, 189. .275, 260. .418, 
497. .691, 839. .1009, 1064. .1435, 1064. .1441, 4339. .4494, 
4420. .4581, 4761. .4853, 5088. .5207, 5226. .5603, 5226. .5603, 
5257. .5604 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



58316 ■'■ ' 

121873 

25 

OJ000310_27 . 0419.C6.ol.tc 

173 

none 



Seq. ID OJ000310_27.0419.C6 

Strand -* 

End 6089 

Method TBLASTX : Cress 

End 5642 

Score . 65 



173. .433, 179. .304., 231. .350, 251 . . 334 , . 524 . . 757 , 554. ..601, .. 
578. .775, 869. .1054, .896. .1048, 1109.. 1'282, 1289. .1480, 
3382.. 3681, 3383.. 3676, 3£5'9..3678, 3712.. 3981, 3733.. 3906, 
4339. .4503, 4366. .4602, 5028 .. 521 6, 5028 .. 5210, 5427 .. 5630 , 
5451. .5642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58316 

121873 

25 

OJ000310_27.0419.C6.o2itm 

254 

none 



Seq. ID OJ000310_27.0419.C6 
Strand 

End 6089 

Method TBLASTX : Mai ze 

End 5813 

Score . 226 



254. .424, 272. .439, 872. .1246, 876. .1163, 889. . 1227, 1319. .1552, 
1499. .1627, 4336. .4503, 4363. .4503, 4417. .4587, 4435. .4602, 
4752. .4910, 5046. .5408, 5050. .5325, 5055. .5408, 5253.-5429, 



58684 







5481. .5714, 5661. .5813 








Seq. No. 


58316 


Seq. ID 


OJ000310_27. 0419. C6 




Gene No. 


121873 


Strand 






Start 


25 


End 


6089 




Name 


OJ000310_27 . 0419 .C6 .o3 . tw 


Method 


TBLASTX: Wheat 




Start 


692 


End 


5088 




GI 


none 


Score 


103 




Exons 


692. .835, 692. .832, 693. .836, 


4854. .5081, 4854. .5087, 4855 




Seq: No. 


58316 


Seq. ID 


OJ000310_27.0419.C6 




Gene No. 


121873 


Strand 






Start 


25 


' End 


6089 




Name 


OJ000310_27. 0419.C6.ol.np 


Method 


AAT/NAP ' 




Start 


3149 


End 


6089 




GI 


6598459 


Score 


1705 




Exons 


3149.. 5737, 5822.. 6089 








GI Descrip. 


(AC005312) putative receptor- 


like protein kinase [Arabidop: 






thaliana] 








Seq. No. 


58316 


Seq. ID 


OJ000310_27.0419.C6 




Gene No. 


121873 


Strand 






Start 


25 


End 


6089 . ■ 


C-3 


Name 


0^000310^27 . 0419.C6.ol . ts 


Method 


TBLASTX : Soybean 




Start 


3152 


End 


3991 


f h 


GI 


none 


Score 


153 




Exons 


3152.. 3280, 3382.. 3681, 3383. 


.3667, 3676. .3987, 3776. .3991 




Seq. No. 


58316 


Seq. ID 


OJ000310_27. 0419. C6 




Gene No. 


121873 


Strand 






Start 


25 


End 


6089 


ru 


Name 


OJ000310_27 . 0419.C6.ol . tm 


Method 


TBLASTX: Maize 




Start 


3179 


End 


3991 




GI 


none 


Score 


111 


H 


Exons 


3179.. 3334, 3382.. 3681, 3397. 


.3708, 3709.. 3981, 3.749.. 3991 




Seq. No. 


583.16 


Seq. : , ID . 


t OJ000310_27.0419.C6 




Gene No. 


121873 


Strand 






Start 


25 


End 


6089 




Name 


OJ000310 27.0419.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3298 


End 


3732 




GI 


none 


Score 


69 




. Exons 


3298. .3387, 3303.. 3383, 3369. 


.3728, 3378.. 3641, 3382.. 3732, 






3383..368'8, 3693.. 3728 








Seq. No. 


58316 


Seq. ID 


OJ000310_27.0419.C6 




Gene No. 


121873 


Strand 






Start 


25 


End 


6089 




Name 


OJ000310 27.0419.C6.ol.gp 


Metho.d 


AAT/GAP 




Start 


3523 


End 


4009 




GI 


uC-osflcypl21f01bl 


Score 


905 




Exons 


3523. .4009 








GI Descrip. 


'3894157 7.0e-52 (AC005312) putative protein kinase, 3 ,f p. 






[Arabidopsis thaliana] ' 








Seq. No. 


58317 


Seq. ID 


OJ000310_27.0419.C8 




Gene No. 


121874 


Strand 


+ 



58685 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



86 End 801 

OJ000310_2.7 . 04 19 . 08 . ol . gs Method GENSCAN 

86 B ' End - 801 

none Score .43 
86. .258, 687. .801 



OJ000310_27.0419.C8 
+ 

6646 
AAT/NAP 
6646 
794 



58317 Seq. ID 

121875 Strand 
6067 End 
OJ000310_27 . 04 19 . C8 . o2 . np Method 
6067 End 
6069646 Score 
6067. .6646 

(AP000616) similar -to putative reverse transcriptase (AC0053T5) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase.. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene^No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58317 

121876 

1092 

OJ000310_27.0419.C8.o2.gs 
1092 

none v - -> 
1092.. 1648, 1855.. 2337, 2531. 
7666. .7696, 7991. .8099 

58317 
12187 6 
1092 

OJ000310_27.0419.C8.ol.tm 
1128 
• none 

1128. .1316, 1341. .1643, 1429. 
1731.. 1985, 7932.. 8120, 8145. 

58317 

121876 

1092 

OJ000310_27. 0419.08 .ol.np 

1131 

6598459 



OJ000310_27.0419.C8 

8286- 
GENSCAN 
8099 . 
.52 



Seq. ID 
Strand 
End 

Method 
End 
Score 

./4155, 6459.. 6511, 6999.. 7311, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000310 27.0419.08 



8286 

TBLASTX: Maize 
8285 
63 

,1518, 1500. .1643, 1691. .1984, 

,8285 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_27.0419.C8 

8286 
AAT/NAP 
4427 
1845 



1131. .3690, 3766. .4162, 4349.;. 4427 

(AC005312) putative receptor-like protein kinase. [Arabidopsi; 
thaliana] 



Seq. No. . . 58317 

Gene No. 121876 

Start 1092 

Name OJ000310_27 . 04 19 .08 . ol . 

Start ■ 1131 

GI none 

Exons 1131.. 1316, 1317.. 1643, 
2718.. 2936, 3828. .3878, 



Seq. ID OJ000310_27 .0419.08 
Strand 

End 8286 
tc Method TBLASTX : Cress 

End 8285 

Score 86 
1318. .1476-, 1673. .1987, 2402. .2497, 
3999. .4070, 7929. .8120, 8121. .8285 



Seq. No. 



58317 



Seq. ID OJ000310_27.0419.C8 

58686 



Gene No. 


121876 








Strand 






Start 


1092 








End - 


8286 




Name 


OJ000310_2 / 


a a i o 


. Co . ol . 


tw 


Method 


TBLASTX : 


Wheat 


Start 


12 1 9 








End 


8285 




GI 


none 








Score 


352 




Exons 


1 A *7 A 1^1/1 

12 1 9 . . 1614 , 


1 A O 1 

1281 


. . 164 3, 


1 A A A 

12 92 . 


.1633, 1591.. 1650, 


1 V" A ^7 111/1 

1637 . .1714, 




8082 . .8285, 


O A O "D 

8U83 


O O A "7 


O 1 A A 

8109 . 


.8285 ' 






Seq. No. 


58317 








Seq. ID 


OJ000310 


A ^7 A VI 1 A O 

27 . 04 1 9 . C8 


Gene No.- 


121876 








Strand 






Start 


1092 








End 


8286 




Name 


OJ0U0J1U 2 1 


. U4 1 9 


. Co . Ol . 


ts 


Method 


TBLASTX : 


Soybean 


Start 


T O A A 

134 4 








End 


8267 




GI- 


none 








Score 


64 




Exons 


1 O A A 1 ji ^ "J 

134 4 . . 14 63, 


1 O « r 

1345 


1 y| A A 

.14 04, 


1 A 1 A 

1470 . 


.1643, 1477. .1596, 


1 V" O C 1 A A A 

1685 . . 1990 , 




1 /3 / . .lybo, 


I860 


i a a i 

. 1991 , 


n a o c 
/ 935 . 


.8039, 8148. .8267, 


oi / n ooao 

814 9. .8208 


Seq. No. 


58317 








Seq. ID 


OJ0003.-10 


_27.0419..C8 


Gene No. 


121876 








Strand 






Start 


1 a a o 

iu yz 








End 


8286 




Name 


OJ00Q310 27 


.0419 


C8 . o4 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1724 








End 


1990 




GI 


none 








Score 


175 




Exons' 


1/24. . 1990 














Seq. No. 


58317 








Seq". ID 


OJ000310 


27 . 04 1 9 . Co 


Gene No. 


121876 








Strand 






Start 


1092 








End 


8286 




Name 


OJ000310 2/ 


0419 


O — A 

C8 . o2 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


2111 








End 


3416 




GI 


none 








Score 


296 




Exons 


A 1 1 1 A VI VI A 

2111 . .24 40, 


2124 


. 2474 , 


2381 . 


.2485, 2514. .2576, 


2521 . . 2574 , 




zooo . . zoiy , 


JU bU 


O 1 O VI 

. 3iy4 , 


33U3 . 


.3416 






Seq. No. 


58317 








Seq. ID 


OJ000310 


AH A VI 1 A /~i o 

27 . 04 19 . C8 


Gene No. 


121876 








Strand 






Start 


t a a a 

1092 








End 


8286 




Name 


OJ000310 2 1 


0419 


C8 . o2 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


2195" 








End 


3794 




GI 


none 








Score 


48 




Exons 


2195 . . 2401 , 


2231 


.2395, 


2327 . 


.2401, 2511. .2579, 


<"\ f - -1 A OC"*-?A 

2514 . . 2579, 




. 2514. .2579, 


2514 


.2579, 


3021. 


.3200, 3027.. 3203, 


3027.. .3137, 




3030. .3080, 


3030, 


.3197, 


3057. 


.3194, 3090.. 3197, 


. 3258.. .3434, 




32 61. .34 37, 


3264 . 


.3437 , 


3264 . 


.3446, 3264. .3428, 


3264 . .3425, 




■3279. -.3428, 


3303 . 


.34-37, 


3306 . 


.3443, 3357. .3443, 


•3444:... 3620, 




—) A A A O /" A A 

3444. . 3620 , 


3444. 


. 3620, 


3444 . 


.3572, 3456.. 3620, 


1 i r /" A O A 

3456 . . 3620, 




34 5.6 . .3620, 


34 56 . 


. 3617 , 


3456 . 


.3620, 3462.. 3620, 


O 17 1 /" A /" A A 

3516 . . 3620, 




o c a c: O r o < 

3525 . . 3584 , 


3666 . 


. 3722 , 


3693 . 


.3794, 3747. .3791 




Seq. No. 


58317' 








Seq. ID 


OJ000310 


27 . 04 19 . C8 


Gene No . - 


1 0'\ QIC 
1Z ± o / 1> 








Strand 






Start 


1092 








End 


8286 




Name 


OJ000310 27. 


0419. 


C8.o2. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


:.- 2258 








End 


3620 




GI 


none 








Score 


54 




Exons 


2258. .2464, 


2330. 


.2491, 


2406. 


.2486, 2682.. 2852, 


3027. .3152, 




3036. .3197, 


3225. 


.3437, 


3248. 


.3436, 3261.. 3,443, 


3271. .3444, 



58687 



3309. .3443, 3309. .3437, 3439. .3528, 3450. .3608, 3452. .3586, 
3462.. 3620 ~~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58317 

121876 

1092 

OJ000310_27.0419.C8 ,o2.ts 

2321 

none 



Seq. ID OJ000310__27.0419.C8 
Strand 

End ' ' 8286 

Method TBLASTX : Soybean 

.End 3725 

Score 61 



2321. .2488, 2397. .2483, 2532. .2627, 2685. .2915, 2688. .2846, 
3258. .3437, 3264. .3365, 3516. .3623, 3669. .3725 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58317 

121876 

1092 

OJ000310_27.0419.C8.o3.tm 

6066 

none 



Seq. ID OJ000310_27.0419.C8 
Strand 

End 8286 

Method TBLASTX : Maize 

End 6613 

Score 73 



6066.. 6161, 6159.. 6404, 6196.. 6393, 6431.. 6613 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58317 

121876 

1092 

OJ000310_27.0419.C8.o3.tw 

6192 

none 



Seq. ID OJ000310_27.0419.C8 
Strand 

End . 8286 

Method TBLASTX : Wheat 

End 6520 

Score 7 6 



6192. .6362, 6195. .6359, 6199. .6363, 6485. .6520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



58317 
121876 
1092 

OJ000310_27.0419.C8.o3.np 
7920 
5042449 
7920.. 8286 • 

(AC007789) putative protein kinase [Oryza sativa] 



Seq. ID" OJ000310_27.0419.C8 

Strand ' - 

End 8286 

Method AAT/NAP 

End 8286 

Score 231 



58318 

121877 

5831 

OJ000310_27.0419.C9.o2.gs 

5831 

none 



Seq. ID -OJ000310_27.0419.C9 

Strand + 

End 634 2 

Method GENSCAN 

End 6342 

.Score .91 



5831... 5977, 6013.. 6145, '6332. .6342 



Seq. No. 58318 

Gene No. 121878 

Start 10399 

Name O JO 0 0 3 1 0_2 7 . 0 4 1 9 . C 9 . o 4 . g s 

Start 10399 

GI none 

Exons 10399. .10507, 10563.. 10621 



Seq. ID OJ000310_27.0419.C9 

Strand + 

End 10621 

Method GENSCAN 

End 10621 

Score .46 



Seq. No. 58318 

Gene No. 121879 

Start 13020 

Name .OJ000310_27 . 04 19 . C9 . ol . gp 



Seq. ID OJ000310_27.0419.C9 

Strand + 

End 13446 

Method AAT/GAP 



58688 



Start 
GI 

Exons 



13020.. 
none 

13020. .13446 



End 
Score 



13446 
834 



Seq. No. 58318 Seq. ID 

Gene No. 121880 Strand 

Start 293 End 

Name OJ000310_27 . 04 19 . C9 . ol . gs Method 

Start 293 * End 

GI none Score 

Exons 293. . 3451 



OJ000310_27.0419.C9 

4134 
GENSCAN 
3451 
.66 



Seq. No. 58318 

Gene No. 121880 

Start 293 

Name OJ000310_27 . 04 19 .C9 . ol 

Start 326 

GI 6598459 

Exons 326.. 2905, 2992.. 3360, 
GI Descrip. 



OJ000310 27. 0419. C9 



Seq. ID 
Strand 

End 4134 
,np Method AAT/NAP 

End 4134 
Score 1885 
4062. .4134 

(AC005312) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 58318 

Gene No. 121881 

Start 14037 

Name OJ000310_27 . 0419 **C9 . ol . tm 

Start 332 

GI none 
Exons 



Seq. ID OJ000310_27.0419.C9 
Strand 

16178 

TBLASTX : Maize v 
14143 
183 



End ■ 
Method 
End 
Score 

332. .478, 507. .857, 536. .859, 878. .1195, 948. .1127, 6828. .7001, 
7006. .7353, 7017... 7355, 7374. .7676, 7444. .7686, 13295 . . 1'34 4 1 , 
13484. .13822, 13503 .. 13595, 13653 13814 , 1384 1 .. 14 14 3, 
13889. .14122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



58318 

121881 

14037 

OJ000310_27..0419.C9.ol.tw 

473 

none 



Seq. ID OJ000310_27.0419.C9 
Strand 
End 

Method 
End 
Score 



16178 

TBLASTX; Wheat 

13873 

433 



473. .910, 474. .866, 6969. .7406, 6970. .7212, 6996. .7361, 
7264. .7407, 134 36 .. 13873, 13437 .. 13601, 13438. .13860 



58318. 
121881 
14037 
OJ00031 
512 
none 
512 
2603. 
8094. 
13586 
14876 



0 27.0419.C9.ol.tc 



,85 
, .2 



Seq. ID 
Strand 

; End 

_ ■ Method 

End 
Score 

9, 513. .671, 869. .1183, 930. 
842, 6822. .7007, 7008. .7355, 
246, 8787. .8906, 8883. .9152, 
13801, 13832. .14146, 13923.. 
15001, 15383. .15616 



OJ000310 27. 0419. C9 



1-61.78. 

TBLASTX: Cress 
15616 
81 

.1169, 1985.. 2119, 
7009. .7167, 7386. .7685, ■ 
13277. .13474, 134 75. .13822, 
14144, 14561. . 14731, 



Seq. No. 
Gene No. 
Start 



58318 

121881 

14037 



Seq. ID 

Strand 

End 



OJ000310 27. 0419. C9 



16178 



58689 



Name 


OJ000310 27 


.0419, 


.C9.ol,ts 


Method TBLASTX : Soybean 


Start • 


537 






End 14150 


GI 


none ^. 






Score 54 


Exons 


537. .596, 539. .658, 665.. 859, 


675. .854, 881. .1033, 909. .1163, 




1055. .1186, 


6822, 


..6926, 7035. 


.7154, 7161. .7355, 7188. .7355, 




7380. .7679, 


7399, 


..7677, 13502 


..13621, 13628. .13822, 




13844 . .14149, 13899 .. 14 147 , 14019. .14150 


Seq. No. 


58318 






Seq. ID OJ000310_27.0419.C9 


Gene No. 


121881 






Strand 


Start 


1 yl ATI 

14 037 






End 1 ol / o 


Name 


OJ000310 27 


.0419, 


.C9.o3. tw 


Method TBLASTX : Wheat 


Start 


920 






End 14158 


GI- 


none • 






Score 72 


Exons 


920. . 1186, 


7422. , 


.7679, 7441.. 


7674, 13883. .14158, 13890.. 14147 


Seq. No. 


58318 






Seq. ID OJ000310_27.0419.C9 


Gene No. 


121881 






Strand 


Start 


14037 






End 16178 


Name 


OJ000310 27 


.0419, 


.C9.o3. tm 


Method TBLASTX: Maize 


Start 


1307 






End 14486 


GI 


none 






Score 213 


Exons 


1307. .1570, 


1308. 


.-.1589, 7789'. 


.8019, 7798. .8010, 7802. .8011, 




7869. .8018, 


9333. 


..9419, 14269 


..14475,. 14271. .14486, 14339. .14485 


Seq. No. 


58318 






Seq. ID OJ000310_27.0419.C9 


Gene No. 


121881 






Strand - . 


Start 


14037 ' 






End 16178 


Name 


OJ000310 27 


.0419. 


.C9.o2. ts 


Method TBLASTX : Soybean 


Start 


1433 






End 15805 


GI 


none 






Score 156 


Exons 


1433. .1774, 


1515, 


..1769, 1883. 


.2092, 1910. .2101, 1911. .1997, 




1919. .2071, 


2288. 


..2518, 2288. 


.2398, 2429. .2629, 2429. .2464, 




7932. .8273, 


7972. 


..8175, 8271. 


.8318, 8406. .8597, 8421. .8570, 




8484. .8621, 


8772, 


..8906, 8928. 


.9050, 8991. .9281, 8994. .9134, 




9135. .9335, 


9135, 


..9299, 9518. 


.9697, 14402. .14743, 14424,. . 14 654 , 




■14501. .14 635, 14702. .14752, 14840 .. 14 983 , 14 855. .15028, ' 




14873. .15064, 14874'. .15035, 14882. .15034, 14 94 5 .. 15127 , 




15242. .15295, 15401 .. 15580, 15401 .. 15565 , 154 64 .. 15592 , 




15683. .15805 







Seq. -No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



58318 
121881 ' 
14037 

OJ000310_27. 

1472 

none 

1472. .1675, 
2417. .2635, 
2655. .2801, 
8097. .8273, 
8916. .9107, 
9141. .9299, 
14489. . 14641 
15383. .15601 
15611. .15766 



0419.C9.o2.tw-. 



1499.". 1663, 1901 
2418.. 2630, 2429 
8019.. 8102, 8022 
8379.. 8543, 8389 
8916.. 9134, 8917 
9147.. 9341, 9165 
14561. .14740, 
15400. .15585, 
15621. .15767 



Seq. ID 
Strand 
End 

Method . 
End 
Score 



OJ000310 27. 0419. C9 



16178 

TBLASTX: Wheat . . 

157 67 
68 

. .2047, .1913. .2119, 2285.. .2413, 
..2581, 2636.-2836, 2648. .2800, 
..8228, 8094. .8273, 8094. .8246, 
..8538, 8724. .8912, 8778. .8897, 
..9126, 9130. .9195, 9138. .9287, 
..9284, 9166.. 9300, 14489 .. 14695, 
14 568. .14 735, 14 8 40. .15010, 
15401. .15586, 15426. .15602, 



58690 



Seq. No. 


58318 ■■ 


Seq. ID 


OJ000310 


_27.0419.C9 


Gene No. 


121881 . 


Strand 






Start 


1403? 


End 


16178 




Name 


OJ000310_27 . 0419.C9.o2 . tm 


Method 


TBLASTX : i 


Maize 


Start " " 


1592 


End 


15796 




GI 


none 


Score 


161 




Exons 


15*92.. 1807, 1593.. 1808, 1617 


..1811, 1636. .1818, 


1814 . .2005, 




1833.. 1997, 1877.. 2023, 1910 


..2095, 1955.. 2071, 


1982. .2101, 




2285.. 2449, 2351.. 2410', 2429 


..2608, 2430. .2603, 


8019. . 8204, 




8058.. 8189, 8080.. 8175, 8091 


..8501, 8092.. 8502, 


8092. .8502, 




8373.. 8519, 8406.. 8591, 8478 


..8597, 8< 


478. .8567, 


8718. .8888, 




8781..8897, 8928.. 9107, 8932 


. .9084, 9147. .9332, 


9207 . . 9314 , 




14486.. 14668, 14486.. 14581, 


14558. . 14968, 14559 


. . 14969, 




14846.. 14 98 6, 14851.. 14970, 


14873. . 15037, 14896 


. . 14970, 




14 94 5.. 150 64, 14945.. 15034, 


15245. . 15328, 15395 


. . 15574 , 




15426 . . 15557, 15614. .15796 








Seq. No. 


58318 


Seq. ID 


OJ000310 


_27.0419.C9 


Gene No. 


121881 


Strand 






Start 


14037 


End 


16178 




Name 


OJ000310_27 .0419 .C9.o2 . qp 


Method 


AAT/GAP 




Start 


14037 


End 


14422 




GI 


none 


Score 


716 




Exons 


14037 . . 14422 








Seq. No. 


58318 


Seq. ID 


OJ000310 


_27 . 0419. C9 


Gene No. 


121881 


Strand 






Start 


14037 


End 


16178 




Name 


OJ000310 27.0419.C9.o2.np 


Method 


AAT/NAP 




Start 


14294 


End 


16178 




GI 


5734761 


Score 


1142 




Exons 


14294 . .16178 








GI Descrip. 


(AC007651) Similar to disease resistance proteins [Arabidopsis 




thaliana] 








Seq. No. 


58319 


Seq. ID 


OJ000310_ 


_27. 0419. C10 


Gene No. 


1*21882 


Strand 






Start 


2137 


End 


2580 




Name 


OJ000310 27.0419.C10.ol.gs 


Method 


GENSCAN 




Start 


2137 


End 


■2580 




GI 


none 


Score 


. 98 




Exons . 


2 137., 2 580 








Seq. No. 


58319 


Seq. ID 


OJ000310_ 


_2 7. 041 9, CIO ■ 


Gene No. 


.121883 


Strand 






Start 


3739 


End 


7345 




Name 


OJ000310 27.0419.C10.o2.gs 


Method 


GENSCAN 




Start 


3739 


End 


7345 




GI 


none 


Score 


.45 




Exons 


3739.-4732, 4814. .6772, 7320 


..7345 






Seq. No. 


58319 


Seq. ID 


OJ000310_ 


_27. 0419. C10 


Gene No. 


121883 


Strand 






Start 


3739 


End 


7345 




Name 


OJ000310 27.0419.C10.ol.np 


Method 


AAT/NAP 




Start 


3751 


End 


6849 




GI 


6598459 


Score 


1829 





58691 



Exons 3751. .6301, 6377.. 6849 

GI Descrip. (AC005312) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 58319 

Gene No. 121884 

Start 10543 

Name OJ000310_27 . 04 19 . CIO . ol . ts 

Start 2924 

GI none 

Exons 2924.. 2974, 38.71.. 4083, 3965, 
4306. .4458, 4361. .4609, 4480, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000310 27. 0419. C10 



11155 

TBLASTX : Soybean 
11154 
59 

4021, 4090. .4284, 4115. .4279, 
4611, 10543. .10674, 10756 .. 10872, 



10756. .10875, 10882 .. 1107 6, 11098. .11154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58319 

121884 

10543 

OJ000310_27.0419.C10.ol.tc 

3751 

none 



Seq. ID OJ000310_27. 0419. C10 
Strand 
End 

Method 
End 
Score 



11155 

TBLASTX: Cress 

11076 

70 



3751. .3936, 3937. .4302, 4306. .4608, 5020. .5190, 5809. .6006, 
10528. .10728, 1072 9 .. 1107 6, 10774. .11001 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



58319 Seq. ID 

121884 ; - Strand 
10543 End 
OJ000310_27. 0419. C10. ol.tm Method 
3757 End 
none Score 



OJ000310_27. 0419. C10 
11155 

TBLASTX: Maize 

11076 

155 



3757. .3930, 3881. .4282, 3946. .4284, 4294. .4605, 4358. .4546, 
10552. .10641, 10727. .10849, 10738 .. 11076, 10752 .. 10991 , 
10753. .11007, 10907. .11068 



Seq. No. 58319 

Gene No. . 121884 

Start 10543 

Name ' OJ000310_27.. 0419 . C10 . ol . tw 

Start ' 3897 . 

GI none 

Exons 3897.. 4331, 3899.. 4291, 3900. 

10690. .11127, 10690. .11127 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_27. 0419. C10 
11155 ■ 

TBLASTX: Wheat 

11127 

431 ' 



.4334, 3901. .4335, 1068 9 11123, 



Seq. No. ,58319 Seq. ID' 

Gene No. 121884 • Strand 

Start. 1.0543 . . .End 

Name OJ000310_27. 04 19 . C10 . o3 . tw . Method 

Start 4345 End 

GI none . ... Score 

Exons 4345. .4611, 4388. .4555 



OJ000310_27.0'419.C10 . 
11155 

TBLASTX: Wheat 

4611 

69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58319 

121884 

10543 

OJ000310_27.0419.C10.o2.ts 

4846 

none 



Seq. ID OJ000310_27. 0419. C10 
Strand 
End 

Method 
End 
Score 



11155 

TBLASTX: Soybean 

6273 

162 



4846. .5199, 4847. .5116, 4951. .5106, 4987. .5172, 5032. .5136, 



58692 



5332.. 5523, 5333.. 5503, 5713. 
6070.. 6105, 6073.. 6252, 6079. 



,5976, 5923. .6051, . 5932. .6207, 
.6225, 6142.. 6273 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58319 

121884 

10543 

OJ000310_27.0419.C10.o2. tm 

4939 

none 

4939.. 5076, 5020.. 5184, 5323. 
5670.. 5840, 5683.. 6024, 5869. 
7989. .8045, 7990. .8049, 8066. 
8184. .8255 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000310 27.0419.C10 



11155 

TBLASTX: Maize 
8255 . 
156 

,5415, 5666.. 5701, 5670. 
.6237, 6103.. 6339, 6145. 
.8131, 8131. .8178, 8162. 



. 6023, 
.6252, 
.8254, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58319 

121884 

10543 

OJ000310_27. 

4945 

none 

4945. .5082, 
5284. .5424, 
5842. .6051, 
8087. .8131, 
8184. ,8282 



0419.C10.o2.tw 



4948, 
5321. 
5842. 
8131. 



,5154, 
,5461, 
,6060, 
,8178, 



4948. 
5654. 
6073/ 
8132. 



Seq. ID OJ000310_27. 0419. C10 
Strand 

End 11155 
Method TBLASTX : Wheat 
End 8282 
Score 53 

.5100, 4949. .5101, 5014. .5172, 
.5824, 5680. .5838, 5686. .5787, 
.6225, 6081.. 6203, 8087.. 8128, 
.8179, 8142. .8192, 8180. .8254, 



Seq. No. . 58319 

Gene No. 121884 

Start 10543 

Name OJ000310_27 .0419. C10 . o2 . np 

Start 10543 

GI 6598459 

Exons 10543. .11155 

GI Descrip. (AC005312) putative receptor- 
thaliana] 



Seq. ID OJ000310_27. 0419. C10 
Strand 

■End 11155 

Method AAT/NAP 

End 11155 

Score 544 

like protein kinase [Arabidopsis 



Seq. No. 58320 : " 

Gene No. 121885 

Start 75 

Name OJ000310_27 . 04 19 . Cll . ol . ts 

Start 1 

GI none 

Exons 1^.207, 2.. 184 



Seq. ID OJ000310_27. 0419. Cll 
Strand 

End 5922 

Method TBLASTX : Soybean 

End 207 

Score 1.64 



Seq. No. ■ . 58320 

Gene No. 121885 

Start 75 

Name . . OJ000310_27 , 04.19 . Cll . o3 . tm 

Start 1 

GI none 

Exons 1..210, 2. .181 



Seq. . ID. . OJ000310^27.0419.C11 
Strand 

End 5922 

Method . TBLASTX: Maize 

End 210 

Score 149 



Seq. No. 58320 

Gene No. . 121885 
Start 75 

Name OJ000310_27 . 0419 . Cll . o2 . tc 

Start 1 



Seq. ID OJ000310_27. 0419. Cll 
Strand 

End 5922 

Method TBLASTX : Cress 

End 216 



58693 



GI *■ 
Exons 

Seq. No. \' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons'.. 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



none 

1..180, 1..216, 2. .187 

58320 

121885 

75 

OJ000310_27.0419.Cll.ol.gs 
75 

none 

75.-254, 789. .968, 1388. .2225 

58320 
121885 

75 • • 

OJ000310_27 .0419.Cll.o2.tm 

310 

none 



Score 



98 



Seq-. ID OJ000310_27.0419.C11 
Strand 

End 5922 

Method GENSCAN 

End 2225 

Score .56 



Seq. ID OJ000310_27.0419.C11 

Strand - • ■ 

End ' 5922 • 

Method TBLASTX: Maize 

End 751 

Score 215 



310. .657, 328. .630, 335. .664, 542. .724, 659. .751, 660. .749 



Seq. ID OJ000310_27.0419.C11 
Strand 

End 5922 

Method AAT/NAP 

End 34 7 6 

Score • 1175 



- 58320 
121885 
75 

OJ000310_27 .0419.Cll.ol.np 

352 

5734761 
352.. 2440, 3415.. 3476 

(AC007651) Similar to disease resistance proteins [Arabidopsis 
thaliana] 



58320 

121885 

75 

OJ000310_27.0419.Cll.o2.ts 

496 

none 



Seq. ID OJ000310_27.0419.C11 
Strand 

End 5922 

Method TBLASTX : Soybean 

End 1946 

Score 61 



496. .615, 533. .712, 545. .712, 545.,. 724, 604. .798, 895. .1128, 
907. .1062, 925. .1158, 925. .1125, 937 .. 1131, ' 1156. . 1203,. 
1315. .1398, 1323'.. 1478, 1455. .1655, 1455. .1652, 1455. .1667, 
1462. .1635, 1674. .1865, 1674. .1874, 1674. .1865, 1674. .1853, 
1674. .1853, 1674. .1865, 1680. .1865, 1680. .1862, 1681. .1833, 
1753. .1851, 1884. .1946, 1891. .1941 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58320 

121885- 

75 

OJ000310_27.0419.Cll.ol.tm 

751 

none 



Seq. ID OJ000310_27.0419.C11 
Strand 

End 5922 

Method TBLASTX: Maize 

End 1943 

Score 34 6 . 



751. .804, 925. .1032, 937. .1098, 955. .1128, 1264. .1626, 
1267.. 1623, 1320.. 1625, 1473.. 1838, 1594.. 1839, 1704.. 1943, 
1746. .1862, 1890. .1916 



Seq. No. 58320 
Gene No. 121885 

Start ' 75 

Name OJ000310_27 . 04 1 9 . Cll . ol . tc 

Start 904 



Seq. ID OJ000310_27. 0419. Cll 
Strand 

End 5922 

Method TBLASTX: Cress 

End 1922 



58694 



GI 

Exons 



none Score 61 

904.. 1125, 907.. 1125, 958.. 1125, 1320.. 1475, 1320 .. 1445/"' " 
1446.. 1643, 1452.. 1652, 1570.. 1644, 1674.M922, 1695.. 1880 



Seq. No. 58320 

Gene*No. 121885 

Start 75 

Name OJ000310_27 . 04 19 . Cll . ol . tw 

Start 925 

GI none 
Exons 



Seq. ID OJ000310_27. 0419. Cll 
Strand 

End 5922 

Method TBLASTX : Wheat 

End 5922 

Score 70 



925. ,1071, 937. .1143, 941. .1129, 1326. .1439, 1443. .1652, 
1443. .1661, 1443. .1607, 1444. .1656, 1662. .1865, 1668. .1826, 
1669. .1827, 1678. .1827, 5833. .5922 



Seq. No. 58320 

Gene No. 121885 

Start 75 

Name, . OJ000310_27 . 0419 .Cll . o2 . gs 

Start 3160 . i 

GI none 

Exons 3160.. 3444 



Seq. ID OJ000310_27. 0419. Cll 
Strand 

End 5922 

Method GENSCAN 

End 34 4 4 

Score .41 



OJ000310 27.0419.C12 

+ " * ■ 

11161 
AAT/GAP 
10571 
774 



Seq. No. 58321 • Seq. ID 

Gene No. 121886 Strand 

Start 10143 End 

Name OJ000310_27 . 04 19 . C12 . ol . gp Method 

Start 10132 End 

GI 11111_1.R1084 Score 

Exons, 10132.. 10571 

GI Descrip. ' 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22 624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15' 



Seq. No. 


5832T 


Seq. ID 


OJ000310 


Gene No. 


121886 


Strand 


+ 


Start 


10143 


End 


11161 


Name 


OJ000310 27.0419.C12.o2.gs 


Method 


GENSCAN 


Start 


10143 


End 


11007 


GI 


none 


Score 


.47 


Exons 


10143. ,11007" 






Seq. No. 


58321 


Seq. ID 


OJ000310 


Gene No. 


' 121886 


Strand 


+ 


Start 


10143 


End 


. 11161 


Name 


OJ000310 27.0419.C12.o2.np 


Method 


. AAT/NAP 


Start 


10143 ■• 


End 


11161 • 


GI 


6554485 


Score 


1169 


Exons 


10143. . 11161 






GI Descrip. 


(AC012394) unknown protein 


[Arabidopsis. thalian. 




gi | 6573714 |gb|AAF17 634 . 1 | AC009978 10 


(AC009978) 




[Arabidopsis thaliana] 






Seq. No. 


58321 


Seq. ID 


OJ000310 



58695 



Gene No. 121886 Strand + 

Start 10143 End 11161 

Name OJ000310_27 . 0419 . C12 . o2 . gp Method AAT/GAP 

Start 10731 ' . End ' 11059 

GI none Score 620 

Exons 10731.. 11059 



Seq. No." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58321 
121887 
1 

OJ000310_27. 0419.C12.ol.np 
1 

7228438 



Seq. ID OJ000310_27.0419.C12 
Strand - ^ 
8060 
AAT/NAP 
8060 
3292 



End 

Method 
End 
•Score 

1..23, 1195. .1616, 2961. .3111,- 3204 . .3465, 3550. .3848, 
3929. .4342, 4427. .4522, 6091. .8060 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 58321 

Gene No. 121887 

Start 1 

Name OJ000310_27 . 0419 . C12 . ol . gs 

Start 353 J 

GI none 
Exons 



Seq. ID OJ000310_27.0419.C12 
Strand 

End 8060 

Method GENSCAN 

End 7803 

Score .51 



353. .556, 1195. .1515, 1939. .2156, 2220. .2-661, 2856. .2957, 
3004. .3111, 3204. .3465, 3550. .3848, 3929. .4047, 4120. .4342, 
4446. .4615, 4704. .4793, 4906. .5022, 5553. .5852, 6024. .7803 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58321 

121887 

1 

OJ000310_27 .0419.C12 .o2.tw 

4520 

none 



Seq. ID OJ000310_27.0419.C12 
Strand 

End 8060 

Method TBLASTX : Wheat 

End 4702 

Score 103 



4520. .4639, 4521. .4640, 4638. .4688, 4649. .4702 



58321 

121887 

1 

OJ000310_27.0419.C12.ol.tw 

6454 

none 



Seq. ID OJ000310_27.0419.C12 
Strand 

End 8060 

Method TBLASTX : Wheat 

End . . 6831 

Score 70 



645.4. .6627, 6465. .6620,' 6536. .6628, 6652. .6828, 6677. .6829, 
6682. . 6831. . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58321 

121887 

1 

OJ000310_27 . 0419.C12.o2.tm 

6529 

none 



Seq. ID OJ000310_27.0419.C12 
Strand 

End 8060 

Method TBLASTX : Maize ■ 

End 7125 

Score 211 



6529. .6600, 6647. .7120, 6658. .7125 



Seq. No, 
Gene No, 
Start 



58321 

121888 

10140 



Seq. ID OJ000310_27.0419.C12 
Strand 

End 11059 



58696 





Name 


uuuuuoiu z / . Ufi 1 y . biz . 01 . tm 


Method 


TBLASTX: Maize 






O 4_ _ „ j_ 

otart 


1 n 1 /i ri 
1U14U 


End 


11059 






P T 

bl 


none - 


Score 


1335 






Exons 


iu 14 u . . iiu j if iui4 1 . . iuoyy/ 


10142. .11059, 10943. .11059 






Seq-. No. 


58321 


Seq. ID 


OJ000310_27.0419. 


.C12 




Gene No. 


121888 


Strand 








btart 


• 1 m /in 


End 


. 11059 






Name 


ujuuuoiu z / . u 4 1 y . biz . 01 . z s 


Method 


TBLASTX: Soybean 






Start 


1 noAQ 

1 u z u y 


End 


11059 






P T 

bl 


none 


Score 


581 






Exons 


1 uzu y . . 1 uo ju / iuz bz . . lUo 4 y , 


10916. .11059, 10971. .11057 






Seq. No. 


58321 


Seq. ID 


OJ000310_27.0419. 


.C12 




Gene No. 


121888 


Strand 








btart 


1 u 1 4 u 


End 


11059 






Name 


ujuuuoiu z / . u4 1 y . biz . 01 . tc 


Method 


TBLASTX: Cress 




- 


Start 


1 men 

1 uoo y 


bna 


1 noon 






• GI 


none 


Score 


449 






Exons 


lu joy . . iuozu , iu jd*i . . iuoid 










Seq. No. 


58321 


Seq. ID 


OJ000310_27.0419, 


,C12 




Gene No. 


121888 


Strand 








Start 


1 n 1 a n 
1 U 1 4 U 


End 


11059 




lh 


Name 


ujuuujiu z / . U4 1 y . biz . oz . tc 


Method 


TBLASTX: Cress 




o = 


Start 


lUo Z 1 


End 


iiuoy 






GI 


none 


Score 


205 






Exons 


lUozi. . iiuo / , 1U0Z0. . iiuoy 










Seq. No. 


58322 ,'• • 


Seq. ID 


OJ000350_20.0419. 


.C3 




Gene No. 


121889 


Strand 


- 




- - ~ 


btart 


DUO 


End 


551 




a 


Name 


ujuuuojU zu . U4 1 y . bo . 01 . gs 


Method 


GENSCAN 




£5 


Start 


cl n Q 


End 


551 






bl 


none 


Score 


.57 






Exons 


n Q c c 1 ' 
DUo . .001 








[3 


Seq.. No. 


58323 


Seq. ID 


OJ000350_20.0419. 


,C4 


E3 


Gene No. 


121890 


Strand 








bt art 


253 


End 


1261 






Name 


OJ000350 20.0419.C4.ol.gs 


Method 


GENSCAN 






btart 


253 


End 


1261 






p x 

bl 


none 


Score 


.6 . 






Exons 


253.. 421, 480.. 613, 1214...1261 








beq . No . . 


58324 


Seq. ID 


OJ000350_20.0419. 


p a 

, bb 




bene wo . 


121891 


Strand 


+ 






Start 


1505 


End 


3766 






Name 


OJ000350 20.0419 ( .C6.ol.np 


Method 


AAT/NAP 






Pi. . v 4- 

btart 


1505 


End 


3766 






GI 


4388818 


Score 


848 






Exons 


1505. .1635, 2129. .3766 










GI Descrip. 


(AC006528) putative retroelement pol polyprotein [Arabidopsis 






thaliana] 










Seq. No. 


58324 


Seq. ID 


OJ000350_20.0419. 


,C6 




Gene No. 


121891 


Strand 


+ 





58697 



Start 
Name 
Start. 
GI 

Exons 



1505 End 

OJ000350__20.0419.C6.ol.tw Method 

2313 End 

none^ Score 



37 66 

TBLASTX: Wheat 

2738 

172 



2313. .2465, 2333. .2458, 2454.. 2555, 2460. .2549, 2462. .2554, 
2547.. 2606, 2572 .. 2 661, 2 685 .. 2738 , 2693.. 2728 



Seq. No. 

Gene No. > 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Se<q.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No - . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58324 Seq. ID 

121891 Strand 
1505 End 
OJ000350_20.0419.C6.ol.gp Method 
3293 End 
2428449 Score 
3293. .3730 ■ ■ 

4388818/gb|AAD19773| 3.0e-40 (AC006528) putative pol polyprotein 
with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliaria] 



OJ000350_20.0419.C6 
+ 

3766 
AAT/GAP 
3730 
815 



58324 

121891 

1505 

OJ000350_20.0419.C6.o2.tw 

3457 

none 



Seq. ID OJ000350 20. 0419. C6 



Strand 
End 

Method 

End 

Score 



+ 

3766 

TBLASTX: Wheat 

3766 

100 



3457. .3618,- 3468. .3605, 3592.. 3765, 3605.. 3766 



58325 

121892 

1 

OJ000350_20.0419.C7.ol.gp 
1 

1621494 
1..229 

1621495/dbj IBAA12903I 4.0e-35 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

1192 
AAT/GAP 
229 
410 



20. 041*9. C7 



(D85877) reverse transcriptase 



58325 Seq. ID 

121892 ' - Strand 
1 - End - 

OJ000350_20 . 04 19 . C7 . ol . np Method 
1 End 
130582 Score 
1. .1192 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
. [CONTAINS:" PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORE [Nicotiana tabacum] 



OJ000350__-20.0419.C7 
+ 

1192 
AAT/NAP 
1192 
1202 ' 



58325 

121892 

1 

OJ000350_20.0419.C7 ,o2 .ts 
2 

none 

2. .241, 37. .147, 54. .203 



Seq. ID OJ000350_20.0419.C7 

Strand + 

End 1192 

Method TBLASTX : Soybean 

■End 241 

Score 235 



Seq. No. 



58325 



Seq. ID OJ000350_20.0419.C7 



58698 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



121892 Strand 
•1 End 
OJ000350_20.0419.C7.ol.,tw Method 
'5 - End 

none . Score 



+ 

1192 

TBLASTX: Wheat 

610 

147 



5. .139, 176. .610, 232. .366, 305. .460, 427. .591. 



Seq. No. 58325 

Gene No. 121892 

Start 1 

Name OJ000350_20. 0419 . C7 . o3 . tm 

Start 5 

GI none 

Exons 5.. 256, 37 . . 150 

Seq. No. 58325 

Gene No. 121892 

Start 1 

Name OJ000350_20 . 0419 . C7 . ol . gs 

Start 23 

GI none 

Exons 23.. 916 



Seq. ID OJ000350_20. 0419.C7 

Strand + 

End 1192 

Method TBLASTX : Mai ze 

End 256 

Score 198 



Seq. ID OJ000350_20.0419.C7 

Strand + 

End 1192 

Method GENSCAN 

End 916 

Score .68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58325 

121892 

1 

OJ000350_20. 0419.C7.o2.tm 

259 

none 



Seq. ID OJ000350_20.0419.C7 

Strand ' + , - . 

End 1192 

Method TBLASTX : Mai ze 

End 705 

Score 129 



259. .351, 260. .421, 378. .479, 394. .705, 395. .700, 454. .702 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



58325 

121892 

1 

OJ000350_20.0419.C7.ol.tc 

584 

none 



Seq. ID OJ000350_20. 0419.C7 

Strand + 

End 1192 

Method TBLASTX : Cress 

End 1183 

Score 58 - 



584. .712, 707. .811, 812. .937, 974. .1183, 986. .1183 



Seq. No. 58325 
Gene No. 121892 
Start 1. 

Name . OJ000350_20 . 04 19 . C7 . o2 . tw. 
Start 724 

GI **'nbne- 
Exons 



Seq. ID OJ000350_20.0419.C7 

Strand + 

End 1192 

Method TBLASTX : Wheat 

End 1159 

Score 152 



724. .906, 737. .940, 958. .1035, 959 .. 1159, 968 .. 1099 



Seq. No. 58325 

Gene No. 121892 

Start ' 1- 

Name OJ000350_20 . 04 19 . C7 . ol . tm 

Start 761 

GI none 

Exons 761.. 1183, 763.. 1185, 1084. 



Seq. ID OJ000350_20.0419.C7 

Strand + 

End 1192 ■ 

Method TBLASTX : Mai ze 

End 1185 

Score 522 
1185 



Seq. No. 
Gene No. 



58325 
121892 



Seq. ID OJ000350_20.0419.C7 
Strand + 



58699 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' * 

Exons 



OJ000350_20.0419.C7.ol.ts 

785 

none 



End 1192 

Method TBLASTX : Soybean 

End 1183 

Score . 304 



785. .1060, 787. .1068, 1070. .1183, .1084. .1182 



58326 
121893 - 
20 

OJ000350_20.0419.C8.ol.gs 
20 

none 
20. .102 



Seq. ID OJ000350_20.0419.C8 

Strand + 

End 102 

Method GENSCAN 

End 102 

•Score .7.9 



Seq. No. 58327 
Gene No. 121894 
Start 1 

Name OJ000350_20 . 04 19 . C9 ,ol . np 

Start * 1 
GI 6539553 
Exons 1 . . 1335 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] ,J " 



Seq. ID OJ000350_20.0419.C9 
Strand 

End 1335 

Method AAT/NAP 

End 1335 

Score 2288 



Seq. No. 


58327 






Seq. ID 


OJ000350_20.0419. 


C9 


Gene No. 


121894 






Strand 






Start 


1 






End 


1335 




Name 


OJ000350 


20. 0419. C9 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


227 




GI 


none 






Score 


169 




Exons 


1..156, 3 


..155, 171 


..227, 175 


. .225 






Seq. No. 


58327 






Se,q. ID 


OJ000350_20.0419. 


C9 


Gene No. 


• 121894 






Strand 






Start 


1 






End 


1335 




Name 


OJ000350 


20. 0419. C9 


.o2. tm 


Method ^. 


TBLASTX: Maize 




Start 


102 






End 


441 




GI 


none 






Score 


206 




Exons 


102. .440, 


103. .441 










Seq. No. 


58327 






Seq. ID 


OJ000350_20.0419. 


C9 


Gene , No . 


121894 






' Strand 






Start 


1 






End , 


1335 




Name 


OJ000350 


20. 0419. C9 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


228 






End 


995 




GI 


none 






Score 


48 




Exons 


228. .299, 


450. .656, 


460. .582, 


651. .995, 


675. .848 




Seq. No. 


58327 






Seq. ID 


OJ000350_20.0419. 


C9 


Gene No. 


121894 






Strand 






Start 


1 






End- 


1335 




Name 


OJ000350 


20. 04 19. .C9 


.o2.t.s 


Method 


TBLASTX: Soybean 




Start 


252 






End 


597 




GI 


none 






Score 


124 




Exons 


252. .596, 


397. .597 











58700 



Seq. No. ' 58327 * 

Gene No. 121894 

Start 1 

Name OJ000350_20. 0419.C9. ol , tm 

Start 531 

GI none 
Exons 



Seq. ID OJ000350_20.0419.C9 

Strand - / - 

End. 1335 

Method TBLASTX : Maize 

End 996-' 

Score 55 



531. .995, 634. .744, 678. .860, 814. .996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58327 

121894 

1 

OJ000350_20.0419.C9.ol.ts 
666 

5509260 



Seq. ID OJ000350_20.0419.C9 
Strand 

End 1335 

Method TBLASTX : Soybean 

End 1124 

Score 58 



666. .1124, 685. .744, 817. .912, 961. .1029 



Seq. No. 58327 ' . Seq. ID 

Gene No. 121894 Strand 

Start 1 End 

Name OJ000350_20 . 04 19 . C9 . ol . tc Method 

Start 777 End 

GI none . r ' Score 

Exons 777.. 1037, 958.. 1035 



OJ000350_20.0419.C9 
1335 

TBLASTX: Cress 

1037 

62 



Seq. No. 58327 

Gene No. 121894 

Start 1 

Name OJ000350_20 .0419. C9 . o2 . tw 

Start 1050 ■ 

GI none 

Exons 1050.. 1289, 1051.. 1209, 1067. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1297, 1070.. 1267 



OJ000350_20.0419.C9 
1335 

TBLASTX: Wheat 
1297 
194 



Seq. No. 58328 Seqr ID 

Gene No. 121895 Strand 

Start 4 0 ' End 

Name OJ000350_20 . 04 19 . Cll . ol . tm Method 

Start 1 " ' End 

GI none Score 

Exons 1..357, 7. .348, 42. .356 



OJ000350_20. 0419. Cll 
+ 

762 

TBLASTX: Maize 

357 

468 



Seq. No... '58328.. ' Seq. ID 

Gene No. 121895 ' ' . Strand 

Start 40 . '"' End 

Name OJ000350_20 . 04 19 . Cll . ol . gs Method 

Start 40 End 

GI none Score 

Exons 40.. 332, 588.. 762 



OJ000350_20. 0419. Cll 
762. 

GENSCAN 

762 

.5 



Seq. No. 58328 Seq. ID 

Gene No. 121895 Strand 

Start 4 0 End' 

Name OJ000350_20 .0419 .Cll . ol . tc Method 

Start ' 61 End 

GI none Score 

Exons 61.. 351, 102.. 317, 124.. 348 



OJ000350_20. 0419. Cll 
+ 

7 62 

TBLASTX: Cress ' 

351 

186 



58701 




Seq. No. 


58328 




Seq. ID 


OJ000350 


_20 


.0419 


.Cll 


Gene No. 


121895 




Strand 


+ 








Start 


40 




'"End ■ 


762 








: Name 


OJ000350_20 . 0419. CI 1 .ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


79 




End 


384 








GI 


none 




Score 


207 








Exons 


79. .384, 102. .317, 205., 


. 357 












Seq. No. 


58329 




Seq. ID 


OJ000350 


_20 . 


. 0419 


.C14 


Gene No. 


121896 




Strand 


+ 








Start 


4 9 




End 


4158 








Name 


OJ000350 20.0419.C14.ol, 


.gs 


Method 


GEN SCAN 








Start 


49 ■ 




End ■ 


4158 








GI 


none 




Score 


. 85 








Exons 


49. .87, 2570. .2663, 3641. .4158 










Seq. No. 


58329 




Seq. ID 


OJ000350 


_20 , 


. 0419 


.CI 4 


Gene No. 


121897 




Strand 


+ 








Start 


6343 




End 


6678 








Name 


OJ000350 20 . 04 19 . C14 . o2 . 


.gs 


Method 


GENSCAN 








Start 


6343 




End 


6678 








GI 


none 




Score 


. 4 - 








Exons 


6343.-6678 














Seq. No. 


58329- 




Seq. ID 


OJ000350 


20 , 


. 0419 


.C14 


Gene No . 


121898 




Strand 










Start 


7363 




End 


8149 








Name 


OJ000350 20.-0419.C14 ,o3. 


.gs . 


Method 


GENSCAN 








Start 


7363 




End • 


8149 








GI 


none 




Score 


. 67 








Exons 


7363. .7629, 8045. .8149 














Seq. No. 


58330 




Seq. ID 


OJ000350 


_20, 


.0419 


. C15 


Gene No . 


121899 




Strand 


+ 








Start 


1971 




End- 


3742 








Name 


OJ000350 20.0419.C15.ol. 


,np 


Method 


AAT/NAP 








Start 


1971 




End 


374 2 








GI 


5922629 




Score 


107 








Exons 


1971. .2006, 2973. .3116, 


3701. . 


.3742 










GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 










gi I 6016862 | dbj | BAA85205 . 


,11 (AP000570). 


hypothetical 


protein 




. . [Oryza sativa] 














Seq. No.. 


58330 




Seq.. ID. 


Oj6o-0350_ 


_20. 


,0419 


.C15 


Gene No. 


121900 




Strand 










Start 


1756 




End 


3687 








Name 


OJ000350 20.0419.C15.o2. 


gs ■ 


Method. 


GENSCAN 








Start 


1756 




End 


3687 








GI 


none 




Score ■ 


.78- ■ 








Exons 


1756. .1961, 2785. .2844, 


3262. . 


,3383, 3635. .3687 








Seq. No. 


58331 • 




Seq. ID 


OJ000350_ 


_20. 


,0419 


.C16 


Gene No. 


121901 . 




Strand 


+'■--' 








Start 


185 




End 


377 








Name 


OJ000350 20.0419.C16.ol. 


gs 


Method 


GENSCAN 








Start 


185 




End 


377 









58702 




GI 


none 




- . 


Score 


. 92 






Exons . 


185 . . 377 














Seq. No. 


58332 






Seq. ID 


OJ000350_20- 


.0419, 


.CI? 


Gene No. 


.121902 






Strand 


+ 






Start 


14 3 






End ' 


637 






Name 


OJ000350_20 . 0419 .CI 8 . 


ol 


.gs 


Method 


GENS CAN 






Start 


143 






End 


605 






GI 


none 






Score 


. 86 






Exons 


i * n coo c o f\ f r\c 

143 . . 533, 539 . . 605 














Seq. No. 


58332 






Seq. ID 


OJ000350_20, 


.0419, 


.C18 


Gene No. 


121902 






Strand 


+ 






Start 


143 






End 


637 






Name 


OJ000350 20.0419.C18. 


ol 


.gp 


Method 


AAT/GAP 






Start 


158 






End 


637 






GI 


none 






Score 


915 






Exons 


158 . . 637 














Seq. No. 


58332 






Seq. ID 


OJ000350 20, 


.0419, 


. C18 


Gene No. 


121903 






Strand 


+ 






Start 


1194 






End 


1522 






Name 


OJ000350_20.0419.C18. 


o2 


• gp 


Method 


AAT/GAP 






Start 


1194 






End 


1522 






GI 


LIB34 31-019-P1-K1-D5 






Score 


528 






Exons - 


1194 . . 1522 














GI Descrip. 


1 6015437/dbj IAB008112 


. 1 


IAB008112 l.Oe- 


■10 Homo sapiens PEX1 mRNA, 




complete cds 1 














Seq. No. 


58332 






Seq. ID 


OJ000350_20. 


.0419. 


.C18 ■ 


Gene No. 


121904 






Strand 








Start 


926 






End 


1394 






Name 


OJ000350 20.0419.C18. 


o2 


.gs 


Method 


GENS CAN 






Start 


926 






End 


1394 






GI 


none 






Score 


.93 






Exons 


9 2 6.. 1101, 1289.. 1394 














Seq. No. 


58333 <v . 






Seq. ID 


OJ000350_20, 


,0419. 


,C19 


Gene No. 


121905 






Strand 


+ 






Start 


588 






End 


1055 






Name 


OJ000350_20.0419.C19. 


ol 


.gp 


Method 


AAT/GAP 






Start 


588 






End 


1055 






GI 


LIB34 31-019-P1-K1-D5 






Score 


801 






Exons 


588 . . 1055 














GI Descrip. 


1 60154 37/dbjl AB008112 


. HAB00E 


311.2 l.Oe- 


10 Homo sapiens PEX1. mRNA, 




complete cds' 














Seq. No. 


58333 






Seq. ID 


OJ000350_20. 


,0419. 


C19 


Gene No. 


121906 






Strand 








Start 


305 






End 


785 






Name 


OJ000350 20.0419.C19. 


ol 


.gs 


Method 


GENSCAN 






Start 


305 






End 


785 






GI 


none 






Score 


.73 






Exons 


305. .483, 680. .785 














Seq. No. 


58334 






Seq. ID 


OJ000350_20. 


0419. 


C26 


Gene No. 


121907 






Strand 


+ 







58703 



Start 

Name 

Start 

GI. 

Exons 



426 End - 536 

OJ000350_20.0419.C26.ol.gs ■ Method GENSCAN 

426 End 536 

none • -■• Score . 4 

426. .536 



Seq. No. 58335 Seq. ID 

Gene No. 121908 Strand 

Start 233 End 

Name OJ000350_20. 04 19 . C28 . ol . gs Method 

Start 233 End 

GI none Score 

Exons 233.. 631 



OJ000350_20.0419.C28 
631 

GENSCAN 

631 

.58 



Seq. No. 58336 Seq. ID 

Gene No. 121909 Strand 

Start 450 End 

Name OJ000350_20 . 04 19 . C29 . ol . gs Method 

Start 450 End 

GI none Score 

Exons 450.. 691 



OJ000350_20.0419.C29 
691 

GENSCAN 
691 
. 68 



Seq. No. 58337 ' Seq. ID 

Gene No. 121910 Strand 

Start " 1337 End 

Name OJ000350_20 . 0419 . C32 . ol* . gp " * Method 

Start * • 1337 End 

GI none Score 

Exons 1337.. 1448 



OJ000350_20.0419.C32 
1448 

AAT/GAP' ; 

1448 

151 



Seq. No. 58338 Seq. ID 

Gene No. 121911 Strand 

Start 353 End 

Name OJ000350_20 . 04 19 . C37 . ol . gs Method 

Start 353 ' . End 

•GI none Score 

Exons 353. .480 ... 



OJ000350_20.0419.C37 
+ 

480 

GENSCAN - 

,480 

'.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 



58339 Seq. ID OJ000350_20 . 04 1 9 . C38 

121912 Strand + 

303 End 634 

OJ000350_20.0419.C38.ol.gp. Method AAT/GAP 

303 End ' 634 " .... 

LIB3432-008-P1-K1-D4 • • • Score '332 • 

303. .458, 544. .634 . ; 

1 1730738/sp| P53946 | ARP5_YEAST 4.0e-09 ACTIN-LIKE PROTEIN ARP5 

>gi_2133044_pir S58718 probable nuclear protein YNL059c - yeast 

(Saccharomyces cerevisiae) >gi_994827 (U12141) Ynl2430p 
[Saccharomyces cerevisiae] >gi_1301932_emb_CAA95933_ (Z71335) 
ORF YNL059c [Saccharomyces cerevisiae]'. 



58339 Seq. ID 

121912 Strand 

303 End 

OJ000350_20/0419.C38.ol.gs Method 

512 • End 

none Score 



OJ000350_20.0419.C38 
+ 

634 

GENSCAN 

634 

.95 



58704 



Exons 



512. .634 



Seq. No. 58340 Seq. ID 

Gene No. . 121913' - Strand 

Start 943 End 

Name OJ000350_20 . 04 19 . C4 4 . ol . gs Method 

Start 943 End 

GI none Score 

Exons 943.. 1052 



OJ000350_20.0419.C44 

1052 
GENSCAN 
1052 
.41 



Seq. No. 58341 Seq. ID 

Gene No. 121914 " Strand" 

Start 1 End 

Name OJ000350_20 . 04 19 . C51 . ol . np ' Method 

Start 1 End 

GI 6063557 Score 

Exons 1..97, 619.. 806 

GI Descrip. (AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



OJ000350_20.0419.C51 
+ 

806 

AAT/NAP 
806 
175 



Seq. No. 58341 * Seq. ID 

Gene No. 121914 Strand 

Start 1 End 

Name OJ000350__20 . 04 1 9 . C51 . ol . gs Method 

Start 622 End ■ ■ 

GI none Score 

Exons 622.. 788 



OJ000350_20.0419.C51 
+ 

806 

GENSCAN 

788 

.86 



Seq. No. 58342 Seq. ID 

Gene No. 121915 Strand 

Start 128 End 

Name OJ000350_20 . 0419 . C52 . ol . gs Method 

Start 128 End 

GI none Score 

Exons 128.. 143, 673.. 743 



OJ000350_20.0419.C52 
+ 

743 

GENSCAN 

743 

.72 



Si 4 Seq. No. 58342 Seq. ID 

U Gene No. 121916 Strand 

S Start 1411 End' 

:J Name OJ000350_20 . 0419 . C52 . o2 . gs Method 

M Start 1411 End 

^ GI none Score 

Exons 1411. .1425, 1498. .1710 



OJ000350_20.0419.C52 

1710 
GENSCAN 
1710 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58343 Seq. ID 

121917 . ■ . Strand 

901 End 
OJ000350_20 . 0419 . C53 . ol . gs Method 

901 End 

none Score 

901. .924, 993. .1107, 1122. .1237 



OJ000350_20.0419.C53 
.+' 

.1237 
GENSCAN 
1237 
.85 , 



Seq. No. 58344 

Gene No. 121918 

Start 80 

Name OJ000350_20 . 04 1 9 . C55 . ol . gs 

Start 80 

GI none 



Seq. ID OJ000350_20.0419.C55 

Strand + 

End ; ;-"522 

Method ' GENSCAN 

End 522 

Score .89 



58705 



Exons • 



80. .522 



Seq. No. 58345 Seq. ID 

Gene No. 121919 Strand 

Start 5 End 

Name OJ000350_20 . 04 1 9 . C56 . ol . gs ■ Method 

Start 5 End 

GI . none Score 

Exons 5.. 318, 599.. 659 



OJ000350_20.0419.C56 

+ . 
659 

GENSCAN 

659 

.97 



Seq. No. - 58345 Seq. ID 

Gene No. 121919 Strand 

Start 5 End • 

Name OJ000350_20 . 04 19 . C5 6 . ol . gp Method 

Start 72 End 

GI none Score 

Exons 72.. 355 



OJ000350_20.0419.C56 
+ 

659 

AAT/GAP ■ 

355 

526 





Seq. No. 


58346 






Seq. ID 


OJ000350 


_20 


.0419. 


.C60 




Gene No . 


121920 






Strand 


+ 










Start 


417 






End 


A QQ 
4 O O 










Name 


OJ000350 20.0419. 


,C60.ol 


.gs 


Method 


b_NbLAN 










Start 


417 






End 


A D Q 
4 OO 








f H 


GI 


none 






Score 


. by ? 








-. ~~i 


Exons' 


417. .488 
















V - 

fij 


Seq. No. 


58346 






Seq. ID 


OJ000350^ 


_20 


.0419. 


.C60 




Gene No . 


121921 






Strand 










~ 1=1 


Start 


. 1 






' End 


1010 










Name 


OJ000350 20.0419, 


C60.ol 


.np 


Method 


AAT/NAP 










Start 


1 






End 


1010 








f\ | 


GI 


7106516 






Score 


OO 










Exons 


1.-98, 433. .602, 


895. .1010 












13 


GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


58347 






Seq. ID 


OJ000350 


^20 


.0419. 


.C62 


r . 

f ~ 


Gene No. 


121922 






Strand 


+ 








. T 


Start 


784 






End 


911 








% ? 


Name 


OJ000350 20.0419. 


C62.ol 


.gs 


Method 


GENSCAN 










Start 


784 






End 


911 








h ^ 


GI 


none 






Score 


.43 










Exons 


784 . .911 


















Seq. No. 


58348 






Seq. ID 


OJ000350_ 


_20 


.0419. 


,C63 




Gene No. 


121923. 






. Strand 


+ . 










Start 


1541 






End 


1804 










Name 


OJ000350 20.0419. 


C63.ol 


.gs 


Method 


GENSCAN 










Start 


1541 






End 


1804 










GI 


none 






Score 


.99 










Exons 


1541. .1804 


















Seq. No. 


58348 






Seq. ID 


OJ000350_ 


_20 


.0419. 


C63 




Gene No. 


• 121924 






Strand 


+ 










Start 


2379 . 






End • 


2818 










Name 


OJ000350 20.0419. 


C63.o2 


• gp - 


Method 


AAT/GAP 










Start 


2379 






End 


2818 










GI 


none 






Score 


564 









58706 



Exons 



2379. .2818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58348 Seq. ID 

121925 Strand 

3882 . End 
OJ000350_20.0419.C63.o3.gs Method 

3882 End 

none Score 

3882. .3954, 4831. .4854, 4904. .5172 



OJ000350_20.0419.C63 
+ 

5.307 
GENSCAN 
5172 
.96 



Seq. No. 58348 Seq. ID 

Gene No. 121925 Strand 

Start 3882 End 

Name OJ000350_20. 04 1 9 . C63 . o3 . gp Method 

Start 4849 End 

GI none Score 

Exons 4849.. 5307 . 



OJ000350_20.0419.C63 
+ 

5307 
AAT/GAP 
5307 
890 



Seq. No. 58348 * Seq. ID OJ000350_20 . 04 1 9 . C63 

Gene No. 121926 Strand 

Start 1271 End 1742 

Name OJ000350_20 . 04 1 9 . C63 . ol . gp Method AAT/GAP 

Start 1271 End 1742 

GI LIB3431-019-P1-K1-D5 §core 747 • 

Exons • 1271. .1742 - 

GI Des6rip. 1 60154 37/dbj | AB008112 . 1 | AB008112 1.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No. 


58348 








Seq. ID 


OJ000350_ 


Gene No. 


121927 








Strand 




Start 


1933 








End 


2773 


Name 


OJ000350 20 


.0419. 


C63.o2. 


.gs 


Method 


GENSCAN 


Start 


1933 








End 


2773 


GI 


none 








Score 


.44 


Exons 


1933. .2145, 


2348. 


.2420, 


2436. 


.2773 




Seq. No. 


58349 








Seq'. ID 


OJ00035a 


Gene No. 


121928 








Strand 




Start 


1 








End 


886 


Name 


OJ000350 20 


.0419. 


C69.ol. 


,np 


Method 


AAT/NAP 


Start 


1 








End 


886 


GI 


653955.3 








Score , 


696 . 


Exons 


1..560, 806 


. .886 











GI Descrip. 



(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58349 Seq. ID 

121928 Strand 

1 End 
OJ000350_20.0419.C69.ol.tm Method 

158 End 

none Score 

158. .319, 159. .473, 160. .441 



OJ000350_20.0419.C69 
886 

TBLASTX: Maize 

473 

385 



Seq. No. 



58350 



Seq. ID OJ000350_20.0419.C70 



58707 




Gene No. 


121929 




Strand •■ 






Start 


480 




End 


936 




Name 


OJ000350 20 . 0419 . C 10 . Ol . 


;*tm 


Method 


TBLASTX : Mai ze 




Start 


4 70 




End 


935 




GI 


none 




Score 


141 




Exons 


470.. 640, 481.. 645., 492. 


.641, 


566 . .643, 


"7 A C AAA A A t 

725 . .898, 735 . . 


899, 




739. .903, 741. .93o, /93. 


O A A 

. 933 








Seq. No. 


58350 




Seq. ID 


OJ000350 20.0419 


.C70 


Gene No. 


121929 




Strand 


- 




Start 


4 80 




End 


936 




Name 


/~\ t a a a a tz a a a a >i i a "~i r\ _*i 

OJ000350 20 . 0419 . C /U . ol . 


gs 


Method 


GENSCAN 




Start 


480 




End 


A /" A 

869 




GI 


none 




Score 


A /* 

.96 




Exons 


/OA /~ A A T O A O A 

480. .639, 739. .869 










Seq. No. 


58350 




Seq. ID 


/-» -t A A A A C A AA A VI 1 A 

OJ000350 20.0419 


. C70 


Gene No. 


121.929 




Strand 






Start 


480 




End 


936 




Name 


OJ000350 20.0419.C70.ol. 


np 


Method 


AAT/NAP 




Start 


483 




End 


936 




GI 


7340679 




Score 


250 




Exons 


483. .639, 739. .936 










GI Descrip. 


(AL162508) putative protein [Arabidopsis thaliana] 




Seq. No. 


58350 ' 




Seq. ID 


OJ000350 20.0419 


.C70 


Gene No. 


121929 




Strand 






Start 


480 




End 


936 




Name 


OJ000350. 20.0419.C70.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


492 




End 


926 




GI 


none 




Score 


93 




Exons 


492. .635, 493. .645, 738. 


.764, 


783. .926, 


793. .894 




Seq. No. 


58351 




Seq. ID 


OJ000350_20.0419 


. C7 5 


Gene No . 


121930 




Strand 






Start 


1 




End 


1208 




Name 


OJ000350 20.0419.C75.ol. 


np 


Method v 


AAT/NAP 




Start 


,1 




End 


1208 




GI 


7340884 




Score 


1865 




Exons 


1. . 1208 










GI Descrip. 


(AP001551) Similar to Antirrhinum majus 


; transposon Tam3 


gene 




transposase. (AB013982) . 


[Oryza sativa] 






Seq. No. 


58351 




Seq. ID 


OJ000350_20.0419 


.C75 


Gene No. 


121930 . 




Strand 






Start 


1 




End 


1208 v 




Name 


OJ000350 20.0419.C75.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


294 




GI 


none 




Score 


124 




Exons 


1. .204, 2. .199, 214. .294 










Seq. No. 


58351 




Seq. ID 


OJ000350_20.0419 


.C75 


Gene No. 


121930 "■ 




Strand 






Start 


1 




End 


1208 




Name 


OJ000350 20.0419.C75.ol. 


gs 


Method 


GENSCAN 




Start 


36 




End 


1162 




GI 


none 




Score 


.64 





58708 



Exons 



36. .574, 691. .1070, 1079. .1162 



Seq. No. 58351 Seq. ID 

Gene No. 121930 ^ Strand 

Start 1 End 

Name OJ000350_20 . 0419 . C75 . o2 . tm •• Method 

Start 388 End 

GI none Score 
Exons 



OJ000350_20.0419.C75 
1208 

TBLASTX: Maize 

896 

73 



388. .426, 421. .483, 436. .501, 499. .645, 503. .634, 626. .742, 
642. .749,' 652. .762, 653. .742, 666. .860, 816. .896 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ** * 
Start 
GI 

Exons 



58352 Seq. ID 

121931 Strand 

1 End 
OJ000350_20 . 04 19 . C7 6 . ol . np Method 

1 End 

4680339 Score 
1. .173, 1510. . 1751 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



OJ000350_20.0419.C76 
+ 

1751- ' • ■ 

AAT/NAP 

1751 

125 



58352 Seq. ID 

121931 Strand 

1 End 
OJ000350_20.0419.C7 6.ol.gs Method 

.49 End 

none Score 
49. .1729 



OJ000350_20.0419.C76 
+ 

1751 
GENSCAN 
1729 ' 
.93 



Seq. No. 58353 Seq. ID 

Gene No. 121932 Strand 

Start 1262 End 

Name OJ000350_20 .0419. C77 . ol . gs Method 

Start . 1262 End 

GI none Score 

Exons 1262.. 1292 



OJ000350_20.0419.C77 

1292 
GENSCAN 
1292 
.7 



Seq. No. 58354 

Gene No. 121933 " 

Start 1171 

Name OJ000350_20 . 04 19 . C78 . ol . gp 

Start 1171 

GI 72580_1.R1084 

Exons .1171.. 1560, 1670. .1767 

GI Descrip. ' 11957/emb | X15901 | CHOSXX 
genome 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 
+ 

1848 
AAT/GAP 
1767 
857 . 



20.0419.C78 



1.0e-158 Rice complete chl'oroplast 



Seq. No. 58354 

Gene No. 121933 
Start . .. 1171 

Name OJ000350_20 . 04 19 . C78 . ol . tc 

Start 1187 

GI none 

Exons 1187. .1291, , ^436. .1504, 152€ 

Seq. No. 58354 

Gene No. 121933 

Start 1171 



Seq. ID OJ000350_20.0419.C78 

Strand + 

End 1848 

Method TBLASTX : Cress 

End 1817 

Score 80 

.1558, 1664. .1816, 1674. .1817 

Seq. ID OJ000350_20.0419.C78 

Strand + 

End 1848 



58709 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_20 . 04 19 . C78 . ol . np Method AAT/NAP 
1193 End 1826 

7263548 Score 375 

1193. .1560, 1670. .1826 

(AL161667) putative protein [Arabidopsis thaliana] 



58354 
121933 

1171 ^ 
OJ000350_20.0419.C78.ol.tm 
1246 
none 

1246.. 1314, 1250. .1315, 1257 
1384. .1434, 1436. .1528, 1448. .1504, 1449. .1514, 1509 
1510. .1560, 1511. .1558, 1664. .1822, 1666. .1794, 1668 
1669. .1848 



Seq. ID OJ000350_20.0419.C78 
Strand + 

1848 

TBLASTX: Maize 
1848 
82 



End 

Method 

End 

Score 



,1337, 1278. .1340, 1382. 



1435, 
1559, 
1829, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



58354 
121933 
1171 

OJ000350_20.0419.C78 .ol. ts 
1679 
none 

1679. .1819, 1680. .1823 

58355* * * 
121934 
957 

OJ000350_20.0419.C84.ol.gs 
957 
none 

957. .980, 1266. .1361, 1849. .1869 



Seq. ID 
Strand 
End 

Method 
End 
'Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350_20.0419.C78 
+ 

1848 

TBLASTX : Soybean 

1823 

208 



OJ000350 20.0419.G84 



58356 Seq. ID 

121935 Strand 

127 ' End 

OJ000350_20 .0419.C85.ol.gs Method 

127 End 

none Score 
127. .399, 2591. .2819, 3367. .3472, 3573. 
3971. .4101, 4633. .5083 



1869 
GENSCAN 
1869 
.46 



OJ000350_20.0419.C85 
+■ 

6711 
GENSCAN 
5083 
.79 * 

.3605, 3723. .3844, 



20.0419.C85 



58356 Seq. ID OJ000350_ 

121935 Strand + 

127 End 6711 . .. 

OJ000350_20.0419.C85.ol.np Method AAT/NAP 
2943 End 6711 

7488408 Score 316 

2943. .2973, 3573. .3605, 3723. .3844, 3971. .4101, 4633. .4840, 
6691.. 6711 

ubiquitin fusion-degradation protein UFD1 homolog T9I4.15 - 
Arabidopsis thaliana gi I 34 61847 | gb | AAC33233 . 1 | (AC005315) 
putative ubiquitin fusion-degradation protein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



58356 
121936 



Seq. ID 
Strand 



OJ000350 20.0419.C85 



58710 



Start 


61 1U 








End 


64 67 




Name 


OJ000350 20. 


. 0419 . 


C85 . o2 . 


,gs 


Method 


GENSCAN 




Start 


6110 








End 


64 67 




GI 


none 








Score 


. 4 5 




Exons 


bllO. . 64 32, 


643 / . 


.646/ 










Seq. No. 


58357 








Seq. ID 


OJ000350 


_20.0419.C86 


Gene No. 


121937 








Strand 


+ 




Start 


1610 








End 


2809 




Name 


/^TftftftOCft Oft 

OJ000350 20. 


0419 . 


C86 . ol . 


gs 


Method 


GENSCAN 




Start 


T /" T ft 

1610 








End 


2809 




GI 


none 








Score 


.88 




Exons 


1 ri a 1 "7 1 ft 

1610 . . 1710, 


1831 . 


i o ft i 
- 1901 , 


248 9 . 


.2613, 2777.. 2809 




Seq. No. 


C O U C T 

5835 / 








Seq. ID 


OJ000350 


Oft n yi 1 n o s~ 

_20.0419.C86 


Gene No. 


121937 








Strand 


+ 




Start 


1610 








End 


2809 




Name 


/^TftftftOCft Oft 

OJ000-350 -20. 


0419 . 


C86 . ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1634 








End 


2616 




GI 


none 








Score 


116 




Exons 


1634 . .1714, 


1636 . 


.1713, 


1828 . 


.1875, IE 


129. .1882, 


1 nn t ft ft o 

1831 . . 1902 , 




1 ft O O 1 ft ft O 

1832 . . 1903, 


i a r a 

1869 . 


. 1907 , 


2485 . 


.2616, 2487. .2612 




beq. No. 


58358 








Seq. ID 


OJ000350 


ZV . U 4 i y . Co / 


Gene No. • 


121938 








Strand 


+ 




Start 


880 








End *' 


1658 




Name 


OJ000350 20. 


0419. 


C87.ol. 


gp 


Method 


AAT/GAP 




Start 


880' 








End 


1658 




GI 


LIB3432-008- 


•Pl-Kl 


-D4 




Score 


235 




Exons 


880. . 931, 1549. .1658 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1 1730738/sp| P53946|ARP5_YEAST 4.0e-09 ACTIN-LIKE PROTEIN ARP5 
>gi_2133044_pir S58718 probable nuclear protein YNL059c - yeast 



(Saccharomyces cerevisiae) 
[Saccharomyces cerevisiae] 
ORF YNL05 9c [Saccharomyces 



>gi_994827 (U12141) Ynl2430p 
>gi_1301932_emb_CAA95 933_ (Z71335) 
cerevisiae] 1 



58359 - Seq.. ID 

121939 " Strand 

1 End 

OJ000350__20.0419.C88.ol.np Method 

1 End 

2314 9,5 Score 
1..58, 1501... 1705 

ACTIN 1 gi|100021|pir| | S25488 actiril 



OJ000350_20.0419.C88 
+ 

1705 
AAT/NAP 
1705 
8 9 

- garden 1 pea 



gi ! 20637 | emb | CAA4 78 99.il (X67 666). actin. [Pisum sativum] , 

Seq. ID 



58359 

121939 Strand 
1 End 
OJ000350_20.0419.C88.o2.tc Method 
1 End 
none Score 

1..213, 144. .218, 210. .311, 211. .312 



58359 

121939 

1 



Seq. ID 

Strand 

End 



OJ000350_20.0419.C8E 
+ 

1705 

TBLASTX: Cress 

312 

187 



OJ000350_20.0419.G88 
+ 

1705 



58711 




Name 


OJ000350 20 . 0419 . C88 . o2 , 


. ts 


Method • 


TBLASTX : Soybean 




Start 


1 




End 


219 




GI 


none 




Score 


188 




Exons 


1..219, 1..78, 144. .218 










Seq. No. 


58359 




Seq. ID 


OJ000350_20.0419 


.C88 


Gene No. 


121939 




Strand 


+ 




Start 


1 , 




End 


1705 




Name 


OJ000350 20 . 0419 . C88 . ol . 


.qs 


Method 


GEN SCAN 




Start 


19 . 




End 


1566 




GI 


none 




Score 


.96 




Exons 


19. .309, 479. .597, 958.. 


. 1300, 


1422. . 1566 




Seq. No. 


• 58359 




Seq. ID 


OJ000350_20.0419 


. C88 ■' 


Gene No. 


121939 




Strand 


+ 




Start 


1 




End 


1705 




Name 


OJ000350 20 . 0419 . C88 . ol , 


. tm 


Method 


TBLASTX: Maize 




Start' 


141 




End 


122 9 : - 




GI 


none. 




Score 


183 




Exons 


141. .308, 141. .308, 142, 


, . 312, 


475. .594 


, 478. .594, 959.. 


1228, 




959. .1225, 960. .1229 










Seq. No. 


c o ^ a o 

oo joy 




Seq. ID 


OJ000350_20.0419 


o o 

. Coo 


Gene No. 


121939 




Strand 


+ 




Start 


1 




End - 


.1705 




Name 


OJ000350 20. 0.419. C88.0I. 


,tc 


Method 


TBLASTX: Cress 




Start 


1031 




End 


1460 




GI 


none 




Score 


270 




Exons 


1031. .1300, 1031. .1225, 


1056. 


.1232, . 1099. .1293, 1416. .1 


460 



Seq. No. 58359 Seq. ID 

Gene No. 121939 Strand 

Start 1 End 

Name OJ000350_20 . 0419 . C88 . ol . ts Method 

Start 1034 End 

GI . none Score 

Exons 1034. .1216, 1099. .1215 



OJ000350_20.0419.C88 
+ 

1705 

TBLASTX: Soybean 

1216 

200 



Seq. No. 58359 Seq. ID 

Gene No. 121939 _ Strand 

Start 1 End 

Name OJ000350_20 . 0419 . C88 . o2 . tm Method 

Start . . 14 4 5 End 

GI none Score 

-Exons 1445.. 1636, 144 6 . 11634 , 1504 .. 1.635 . 



OJ000350_20.0419.C88 
+ 

1705 

TBLASTX: Maize 
1636 

298 ' " 



Seq. No. 58360 Seq. ID 

Gene No. 121940 . Strand 

Start 695 End 

Name OJ000350_20 . 0419.C89 .ol . gs ■ Method 

Start 695 End 

GI none Score 

Exons 695.. 788, 807.. 980 



OJ000350_20.0419.C89 

+ . 

1019 

GENSCAN 

980 

.7 



Seq. No. 
Gene No. 
Start 



58360 

121940 

695 



Seq. ID OJ000350_20.0419.C89 
Strand + 
End 1019 



58712 



Name - 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI • Descrip. 



OJ000350_20.0419.C8 9.ol . tm Method 

7 66-- End 

none Score 
766. .912, 915. .1019 



TBLASTX: Maize 
1019 „ , 
125 



58361 
121941 
523 

OJ000350_20.0419.C92.ol.np 
523 

7485432 
523. .561, 1236. .1328 

hypothetical protein F13M22.18 - Arabidopsis thaliana 

gi I 3236250 | gb| AAC23638.il (AC004684) hypothetical protein 

[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

1328 
AAT/NAP 
1328 
80 



20.0419.C92 



Seq. No. 58361 Seq. ID 

Gene No. 121942 Strand 

Start . 470 End 

Name OJ000350_20 . 0419 . C92 . ol . gs Method 

Start 470 End 

GI none * Score 

Exons 470.. 556- 



OJ000350_20.0419.C92 
556 

GENSCAN 

556 

.93 



Seq. . No. . ,.58362 . Seq. ID 

Gene No. 121943 Strand 

Start 99 End 

Name OJ000350_20 . 04 19 . C96 . ol . gs Method 

Start 99 End 

GI none Score 

Exons 99.. 183 



OJ000350_20.04I9.C96 
183 

GENSCAN 

183 

.58 



Seq. No. 58363 

Gene No. 121944 

Start 122 

Name OJ000350_20 . 0419 . C101 . ol . gs 

Start 122 - 

GI none 

Exons 122.. 172, 929.. 975 

Seq. No. 58364 

Gene No. 121945 

.Start 456 

Name OJ000350_20 . 04 19 . C102 . ol . gs 
Start ' 4 5.6 . 

GI none 

Exons 456. .801 



Seq. ID OJ000350_20.0419.C101 

Strand . - 

End 975 

Method GENSCAN 

End 975 

Score .42 



Seq. ID OJ000350_20.0419.C102 

Strand + 

End 801 

Method ' ■' GENSCAN " 

End. .801 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58364 Seq. ID 

121946 • Strand 

1565 End 
OJ000350_20.0419.C102.o2 .gs Method 

1565 End 

none Score 
1565.. 1897 



OJ000350_20.0419.C102 

1897 

GENSCAN 

1897 



Seq. No. 



58365 



Seq. ID OJ000350_20.0419.C103 



587i3 



Gene No. 


121947 




Strand 


+ 








Start 


1 




End 


1698 








Name 


OJ000350 20.0419.C103. 


, ol . np 


Method 


AAT/NAP 








Start 


1 




End , 


1698 








GI 


6063557 




Score 


371 








Exons 


1..378, 627. .759, 1555. .1698 












GI Descrip. 


tArUUUoioj similar to 


J tC^OO T*7 

OJ DZZ 0 1 . 


,2 (Z98885) [Oryza 


sativa] 




Seq. No. 


GL Q T C c: 




Seq. ID 


OJ000350_ 


20. 


.0419. 


C103 


Gene No. 


1 Ol Q A Q 




Strand 










Start 


1153 




End 


1505 








Name 


OJ000350_20.0419.C103. 


, o2 . gs 


Method 


GENSCAN 








Start 


11 J J 




End 


1505 








GI 


none 




Score 


• .99 








Exons 


1 Id J . . 1 duo 














Seq. No. 


jojOD 




Seq. ID 


OJ000350_ 


_20. 


.0419. 


cm 


Gene No. 


xz i y 4 y 




Strand 


+ 








Start 


311 




End 


427 








Name 


OJ000350_20.0419.C111. 


. ol . gs 


Method 


GENSCAN 








Start 


Oil 




End 


427 








GI 


none 




Score 


.83 








Exons 


oil. . 4 Z / 














Seq. No. 


DOOO / 




Seq. ID 


OJ000350^ 


_20: 


,0419. 


C114 


Gene No. 


iz i ybu 




Strand 










Start 


472 




End 


2839 








Name 


OJ.000350_20.0419.C114 . 


, ol . gs 


Method 


GENSCAN 








Start 


/I "7 O 




End 


2839 








GI 


none 




Score 


.74 








Exons 


4 /z. .ool, l/b4..1dyb, 


1946. .2140, 2453 


..2600, 2739. 


. .2839 


Seq. No. 


Doooo 




Seq. ID 


OJ000350_ 


20. 


,0419. 


C115 


Gene No.. 


lz 1 951 




Strand 


+ 








Start 


698 




End 


889 








Name 


OJ000350 20.0419.C115. 


61 . gs 


Method 


GENSCAN 








Start 


698 




End 


889 








GI 


none 




Score 


.4 6- 








Exons 


698. .889 














beq. No . 


58369 . 




Seq. ID 


OJ000350_ 


20. 


,0419. 


C116 


Gene No. 


121952 




Strand 


+ 








Start 


1 




End 


2826 








Name 


OJ000350 20.0419.C116. 


ol . np 


Method 


AAT/NAP 








Star.t . 


1. . .. 




End . 


2826 








GI 


' 7485501 ' 




Score 


94 








Exons 


1..39, 1168. .1265, 1314. .1427, 


2793. .2826 









GI Descrip. hypothetical protein F15B8.180 - Arabidopsis thaliana 
gi | 4678284 | emb | CAB4 1192 . 1 1 .(AL049660) ■ putative protein 
[Arabidopsis thaliana] ... 



Seq. No. * 58369 
Gene No. 121952 
Start • 1 

Name OJ000350_20 . 04 19 . Cll 6 . ol . gs 

Start 363 
GI none 



Seq. ID OJ000350_20.0419.C116 

Strand + 

End 282 6 • 

Method GENSCAN 

End 900 

Score .93 



58714 



Exons 



363. .413, 524. .592, 691. .900 



Seq.- No. 5.8369 Seq. ID 

Gene No. 121-952 Strand 

Start 1 *■ End 

Name OJ000350_20 . 0419.C116.o2.np Method 

Start 2191 End 

GI 3928087 Score 

Exons 2191.. 2391 

GI Descrip. (AC005770) unknown protein [Arabidopsis thaliana] 



OJ000350_20. 0419.C116 
+ 

2826 
AAT/NAP 
2391 
63 



Seq. No. 58369 Seq. ID 

Gene No. 121952 Strand 

Start 1 End 

Name OJ000350_20 . 0419 . CI 16 . o2 . gs Method 

Start 2200 End 

GI none Score 

Exons 2200.. 2469 



OJ000350_20.0419.C116 
+ 

2826 
GENSCAN 
2469 
.5 



Seq. No. 58370 

Gene No. 121953 

Start 151 

Name OJ000350_20 . 0419 . CI 17 . ol . tm 

Start 151 

GI none 

Exons 151.. 240, 152./247, 158.. 244, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_20. 0419.C117 
1128 

TBLASTX: Maize 

1128 

97 



195. .260, 475. .567, 475. .564, 



489. .566, 658. .690, 659.-694, 660. .695, 693. .731, 694. .753, 
955. .1035, 957. .1022, 958. .1023, 1012. .1119, 1020. .1103, 
1021. .1128, 1026. .1127 



Seq. No. 58371 Seq. ID 

Gene No. 121954 Strand 

Start 105 End 

Name OJ000350_20 . 04 19 . CI 18 . ol . gs Method 

Start 105 End 

GI none Score 

Exons 105.. 600, 844.. 953 



OJ000350_20.0419.C118 
+ 

953 

GENSCAN 
953 
- .82 



Seq. No. 58371 

Gene No. 121955 

Start 1 

Name OJ000350_20 . 04 19 . CI 18 . ol . np 

Start 1 

GI • . . 7485432 

Exons 1..38,. 1551 .. 1678, . 1909 .. 1963, 

GI Descrip. hypothetical protein F13M22.18 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 20.0419.C118 



2687 
AAT/NAP 
2524 
508 " 

20-92. .2165, 234L-. .2524 
- Arabidopsis thaliana 



gi | 3236250 | gb| AAC23638 . 1 | 
[Arabidopsis thaliana] 



(AC004684) hypothetical protein 



Seq. No. 58371 

Gene No. 121955 

Start 1 

Name OJ000350_20 . 04 19 . C118 . o3 . tm 

Start 2 - 

GI none 

Exons 2. .67, 3. .68, 33. .179, 56. .178, 162. .212 



Seq. ID OJ000350_20.0419.C118 
Strand 

End 2687 

Method TBLASTX: Maize 

End 212 

Score 98 



58715 





Seq. No. 


58371 








Seq. ID 


/*\TAAAOCA OA A / 1 ft /-i-i-i 

OJ000J50 20.0419.C11 




Gene No. 


121955 








Strand 






Start 


1 








End 


2687 




Name 


OJ000350 "20. 


0419 


.C118.o2 


. tm 


Method 


mnT 7\ pmu . \M— J _ _ 

TBLASTX : Maize 




Start 


369 








End 


919 




GI 


none 








Score 


198 




Exons 


369.. 536, 373.. 567, 374. 


coo 

. bio , 


*5 A T C 1 A 

397 . . 570 , 


536. .592, 541..603, 






685.-747, 687. .719, 709. 


*7 CO 
. / DO , 


H O C ^ d A 


O O "7 ATA 
OO / . .919 




Seq. No. 


58371 








Seq. ID 


OJ000350_20.0419.C11 




Gene No . 


121955 








Strand 






Start 


1 








End 


2687 




Name 


/~\taaaoca oa 


A A 1 A 


. Olid . Ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1291 








End 


2653 




GI 


none 








Score 


42 




Exons 


1291. .1323, 


1291, 


. .1323, 


1 "3 C A 


.1452, 1357. .1452, 1371. .1475, 






1551. .1679, 


1553, 


. .1678, 


1 1 f~ a 

1 / 62 . 


.1839, 1769. .1855, 1909. .1965, 






1910. . 1975, 


2087, 


. .2134, 


A A A T 


.2165, 2094.. 2165, 2337. .2426, 






2338. .248-1, 


2339, 


. .2479, 


OCQ1 


.2632, 2591.. 2653 




Seq. No. 


58371 








Seq. ID 


OJ000350_20.0419.C11 




Gene No. 


121955 








Strand 






Start 


1 








End 


2687 




Name 


OJ000350 20. 


0419. 


.C118.o2 


.gs 


Method 


GENSCAN 




Start 


1372 








End 


2484 




GI 


none 








Score 


.91 


f[j 


Exons 


1372. .1450, 


1551, 


. .1678, 


17 69. 


.1831, 2341. .2484 


~ : ~ 


Seq. No. 


58371 








Seq. ID 


OJ000350_20.0419.Cll: 


% «# 


Gene No. 


121955 








Strand 






Start 


1 








End 


2687 




Name 


OJ000350 20. 


0419. 


.C118.ol 


. tw 


Method 


TBLASTX: Wheat 


fy 


Start 


1939 








End 


2687 




GI 


none 








Score 


74 




Exons 


1939. . 1965, 


2087. 


. .2134, 


2091 . 


.2165, 2092. .2166, 2338. .2514, 






2339. .2485, 


2589. 


, .2687, 


2590 . 


.2628, 2591.. 2674 




Seq. No. 


58372 








Seq. ID ■ 


OJ000350__20.0419.C1T 




Gene No. 


121956 








Strand 


+ 




Start 


434 








End 


2160 




Name 


OJ000350 20. 


0419, 


.C119.ol 


• gp 


Method 


AAT/GAP 




Start 


434 








End 


1251 




GI 


7340 1.R1084 








Score 


842 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



434. .752, 944.. 1016; 1168.;1251 

1 2344892 7.0e-17 (AC002388) unknown protein [Arabidopsis 
thaliana] 1 



58372 

121956 

434 

OJ000350_20.0419.C119.ol . np 
569 

7486947 



Seq. ID OJ000350_20.0419.C119 
Strand .' + 
End 2160 
Method AAT/NAP 
End 2160 
Score 348 
S69..763, 1594.. 1694, I960.. 2020," 2141.. 2160 
hypothetical protein T13E15.7 - Arabidopsis thaliana 
gi I 2344892 | gb| AAC31832. 1 1 (AC002388) unknown protein 
[Arabidopsis thaliana] 



58716 



Seq. No. 58372 

Gene No. 121956 

Start 434 

Name 0 JO 0 0 3 5 0_2 0 . 0 4 1 9 . C 1 1 9 . o 2 . gp 

Start 1582 

GI 2464_1.R1084 

Exons 1582.. 1692, 1957.. 2020 

GI Descrip. '2344892 7.0e-12 (AC002388) 
thaliana] 1 



r Seq. ID OJ000350_20.0419.C119 

Strand + 

End 2160 

Method AAT/GAP 

End 2020 

Score 236 

unknown protein [Arabidopsis 



Seq. No. 58372 Seq. ID 

Gene No. 121957 Strand 

Start 321 - End ■ 

Name OJ000350_20 . 04 19 . C119 . ol . gs Method 

Start 321 End 

GI none Score 

Exons 321.. 944 



OJ000350_20.0419.C119 
944 

GENSCAN 

944 

.78 



Seq. No. 58373 

Gene No. 121958 

Start 234 

Name OJ000350_20 . 0419 . C120 . ol . gp 

Start 234 ^ / 

GI ■ 3061080 ' 

Exons 234.. 319, 484.. 671, 769.. 808/ 

Seq. No. 58373 

Gene No. 121958 

Start 234 

Name OJ000350_20 . 0419 . C120 . ol . tm 

Start 542 

GI none 
Exons 



Seq. ID OJ000350_20.0419.C120 

Strand + 

End 3363 

Method AAT/GAP 

End 2066 

Score 798 

1317. . 1358, 1962. .2066 

Seq; ID OJ00035'0_20.0419.C120 

Strand + 

End 3363 

Method TBLASTX : Mai ze 

End 2334 

Score 106 



542. .655, 548. .685, 549. .686, 768. .809, 768. .809, 769. .810, 



1268. .1360, 1270. .1365, 1279. 
I960.. 2334, 1961.. 2332 



,1359, 1956. .2327, 1959. .2330, 



Seq. No. 58373 Seq. ID 

Gene No. 121958 Strand 

Start 234 End 

Name OJ000350_20. 0419.C120 .ol .gs Method 

Start 549 End 

GI . none Score 
Exons 



OJ000350_20.0419.C120. 
+ 

3363 
GENSCAN 
2330. 
.48 



549. .671, 769. .808, 1317. ,1358, 1962. .2330 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gl Descrip. 

Seq. No. 
Gene No. 
Start 



58373 Seq. ID 

121958 Strand 

234. ' End 

OJ000350_20.0419.C120.ol.np Method 

549 End 

6723417 Score 



OJ000350_20.0419.C120 

+ 

3363 
AAT/NAP 
3363 
522 



549. .671, 769. .810, 1919. .2334, 3331. .3363 

(AL132965) hypothetical protein [Arabidopsis thaliana] 



58373 

121958 

234 



Seq. ID OJ000350_20.0419.C120 
Strand + 
End 3363 



58717 






Name 




ZU . li? . bl^U . Ol . Lb 


\A r\ +- tr\ /■\fl 


i r3j_i/\o i a . ooyoean 






OtdlL 


R 4 Q ~ 
3 ft 3 




LIIU. 


9 "}"39 
ZOOZ 






ul 


none 




Score 


3D 








. O / J. , 


J. 3 Oft . , Z JJ^/ 13 / J« . 










Seq. No. 


58373 




'Seq. ID 


OJ000350_20.0419 


.C120 




Gene No. 


121958 




Strand 


+ 






C 4- ^ y~ +- 


Z O fi 






jjDj 






Name 


VJU UUUjjU 


9fi H41 Q P1 9 0 ^1 f n 
ZU.Ufll3.dZU.01.T-C 


i v ie l. uoa 


rpOT 7\ O TV . P >~ o <r> 






O 4- -> +- 


C/IQ ~ 
D ft 3 




Ejiia 


Z J JO 






p t 


none 




Score 


1 HA 






tjXons 


C/IQ (Til 

D fl 3 . . D / ± , 


1 Q£9 997 £ 1 Q£"3 
. 1 3 OZ . . Z Z / 0 , lyoj . . 


t Jjl , 1 30fi 


. . Z J jj 






oeq . ino . 


■ 58374 




oeq . 1U 


UJUUUjDU- ZU.Ufll3 


PI 9 1 
. LI Z 1 




Gene No. 


121959 




Strand 


+ ~~ 






Start 


1 




End 


810 






LNdUie 


OJ000350 


_20.0419.C121.ol.np 


Method 


AAT/NAP 






otdiL 


1 




End 


636 






P T 
Lrl 


6723417 




Score 


150 -•; 






"* XT' v /"\ v> <r» 


1..35, 449. .636 










bi uescrip. 


(AL132965) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


58374 




Seiq. ID 


OJ000350_20.0419 


.C121 




Gene No v 


121959 




Strand 


+ 








1 




End 


810 . 




f t% 


Name 


OJ000350_ 


20.0419.C121.ol.gp 


Method 


AAT/GAP 




V = 


O 4- — 4- 

b car l. 


516 




End 


OTA 

810 / 




: Jar 


P T 
bl 


3107133 




Score 


484 






Exons 


516. .810 










iy 


Seq. No. 


58374 




Seq. ID 


OJ000350_20.0419 


.C121 




Gene No. 


121960 




Strand 






i y 




765 




End 


1006 




3 


Name 


OJ000350 


20.0419.C121.ol.tc 


Method 


TBLASTX: Cress 






Q4- -.4- 


454 




End 


628 






P T 


none 




Score 


192 








454 . . 624, 


■ 486. .626, 494. .628 








i H 


beq . no . 


58374 




Seq. ID 


OJ000350_20.0419 


P 1 9 1 

. Li Z 1 


— 4=? 


Gene No. 


121960 




Strand 








Start 


765 




End 


1006 






Name 


OJ000350 


20.0419.C121.ol.tm , 


Method 


. TBLASTX: Maize 






ot.art 


. 454. 




. End 


911 .... .. 






P T 
• LjI 


none 




Score 


229 






U 1 V /"\ T*1 o 


454, .630, 


. 482. . 634, . 482. . 619, 486. .644 


, 706. .756, '706. .' 


7 £ 9 
/ DZ , 






707. .799, 


793. .909,' 794. .910 


, 879. .911 








Seq. No. 


58374 




Seq. ID 


OJ000350_20.0419 


.C121 




Gene No. 


121960 




Strand 










765 




End 


1006 






Name 


OJ000350 


20.0419.C121.ol.ts 


Method 


TBLASTX : Soybean 






Start 


454 




End 


632 






GI 


none 




Score 


182 






Exons 


454. .630, 


486. .632 










Seq. No. 


58374 




Seq. ID 


OJ000350_20.0419 


.C121 




Gene No. 


121960 




Strand 







58718 



Start 
Name 
Start 
GI 

Exons 



765 End 1006 

OJ000350_20.0419.C121.o2.gp Method ' AAT/GAP 

765 - End 1006 

none * Score 382 

765. .1006 



Seq. No. 58375 

Gene No. 121961 

Start 467 

Name * OJ000350_20 . 0419 . C122 . ol . gp 

Start 467 

GI none 

Exons 467 . .755 



Seq. ID OJ000350_20.0419.C122 

Strand + 

End 1167 

Method AAT/GAP 

End 755 

Score 532 



Seq. No. 58375 

Gene No. 121961 
Start . 467 

Name OJ0003.50_20 . 04 19 . C122 . ol . gs 

Start 508- . ; 

GI none 

Exons 508.. 792, 1018.. 1167 



Seq. ID OJ000350_20.0419.C122 

Strand + 

End 1167 

Method GENSCAN 

End 1167 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58376 
121962 
1 

OJ000350_20.0419.C123.ol.gp 
1 

93437_1.R1084. 
1..103 

1 16*21495/dbj IBAA12903 1 4.0e-35 (D85877) reverse transcriptase 
[Oryza sativa] 1 



Seq. ID OJ000350_20.0419.C123 

Strand + 

End ■ 103 

Method AAT/GAP 

End 103 

Score 184 



58376 

121963 

605 

OJ000350_20.0419.C123.ol.gs 

605 

none 

605. .817 



Seq. ID OJ000350_20.0419.C123 

Strand + 

End 817 

Method. GENSCAN 

End 817 

Score .93 



Seq. No. 58377 

Gene No. 121964 

Start. 97 . 

Name 1 ■■■ OJ000350_20 . 04 19. C124 . ol . gs 

Start 97 . , 

GI none 
Exons 



Seq. ID OJ000350_20.0419.C124 
Strand + 

End . .. 2575 ... 
Method GENSCAN 
End 2430 
Score . 7 

97. .120, 233. .349, 583. .908, 945. .1350, 1391. .1596, 1635. .1885, 
1937. .2430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58377 • 
121964 
97 

OJ000350_20'.0419.C124.ol.np 
609 

4680339 



Seq. ID OJ000350_20.0419.C124 

Strand + 

End 2575 

Method AAT/NAP 

End 2575 

Score 103 
609. .645, 2137. .2349, 2525. .2575 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



58719 



Seq. No. 58377 Seq. ID 

Gene No... 121964 Strand 

Start 97 " End 
Name . OJ000350_20. 0419. C124 .ol . tm. Method 

Start ■ 1951 " End 

GI none "Score 

Exons 1951.. 2031, 2107.. 2331, 2187.. 2309 



OJ000350_20.0419.C124 
+ 

2575 

TBLASTX-: Maize 

2331 

48 



Seq. No. 58378 

Gene No. 121965 

Start 366 

Name OJ000350_20 . 0419 . C127 . ol . gs 

Start 366 

GI none 

Exons 366.. 512 



Seq. ID OJ000350_20.0419.C127 

Strand + 

End 512 

Method GENSCAN ■ 

End 512 

Score .79 



■a*— 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exoris 



20.0419.C128 



58379 Seq. ID OJ0.00350_ 

121966 Strand + 

1 End 1855 

0 JO 0 0 3 5 0_2 0 . 0 4 1 9 . C 1 2 8 . ol . np Method AAT / NAP 
1 End 495 

6539553 Score -641 

1..495 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



58379 

121966 

1 

OJ000350_20.0419.C128.ol.tw 
74 

none 



Seq. ID OJ000350_20.0419.C128 
Strand 
End 

Method 
End 
Score 



+ 

1855 

TBLASTX: Wheat 

359 

330 



74. .280, 88. .321, 



I..324, 93.-359, 105. .359 



Seq. No. 58379 Seq. ID 

Gene No. 121966 Strand 

Start 1 End 

Name OJ000350_20 . 0419 . C128 . ol . gs Method 

.Start 157 ' . . End 

GI . none'. .... Score • 

Exons 157. .494,. 1287. . 1427, 1620..1855 



OJ000350_20.0419.C128 
+ 

1855 
GENSCAN 
1855 
.54 



Seq. No. 58380 

Gene No. 121967 

Start 135 

Name OJ000350_20 . 0419 . C129 . ol . gs 

Start 135 

GI none 

Exons 135.. 230, 502.. 623, 1847.. 1951 



Seq. ID OJ000350_20.0419.C129 

Strand + 

End 1951 

Method GENSCAN 

End ■ 1951 

Score .77 



Seq. No: 58380 ' Seq. ID 

Gene No. 121968 Strand 

Start 2409 End 

Name OJ000350_20 . 0419. C129 . o2 . gs Method 



OJ000350_20. 0419.C129 

2482 
GENSCAN 



58720 



Start 
GI 

Exons 



2409 
none 

2409. .2482 



End 
Score 



2482 
.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58381 Seq.' ID 

121969 Strand 
40 End 
OJ000350_20.0419.C130.ol.gs Method - 
40 End 
none Score 
40. .220,. 611. .657, 1246. .1347 

58382 . Seq. ID 

121970 Strand 
108 End 
OJ000350_20.0419.C138.ol.gs Method 
108 End 
none Score 
108. .291, 482. .604, 697. .1079. 



OJ000350_20.0419.C130 

1347 
GENSCAN 
1347 
.53 



OJ000350_20.0419.C138 

1418 
GENSCAN 
1079 
.74 



OJ000350 20.0419.C138 



58382 Seq. ID 

121970 Strand 

108 End 1418 

OJ000350_20 . 04 19 . C138 . ol . np Method AAT/NAP 

111 * ' End 1418 

7340884 Score 313 
111.. 332, 1336.. 1418 

(AP001551) Similar to Antirrhinum ma jus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 





Seq. No. 


58382 






Seq. ID 


OJ000350_20.0419.C138 




Gene No. 


121970 






Strand 




i y 


Start 


108 






End 


1418 




Name 


OJ000350 20.0419.C138. 


o2 


. tm 


Method 


TBLASTX: Maize 




Start 


132 






End 


314 ' 


~"4 


GI 


• none 






Score 


117 




Exons 


132. .314, 181. .312 










V-J 


Seq. No. 


58382 






Seq. ID . 


OJ000350_20.0419.C138 




Gene No. 


121970 






Strand 






Start 


108 






End 


1418 




Name 


OJ000350 20.0419.C138. 


ol, 


• gp . 


Method 


AAT/GAP 




Start 


.322 






End 


911 




• GI . 


934.37 1.R1084 






Score - 


932 ; 




Exons 


322. .604, 697.. 911 












GI Descrip. 


'16214 95/dbj |BAA12903| 


4 - 


. Oe- 


35 (D85877) 


reverse transcriptase 






[Oryza sativa] ' 












Seq. No. 


58382 






Seq. ID 


OJ000350_20 . 04 19 . C138 




Gene No. 


121970 






Strand 






Start 


108 






End 


1418 




Name 


OJ000350 20.0419.C138. 


ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


418 






End 


1090 




GI 


• none 






Score 


228 




Exons 


418.. 609, 419.. 607, 69 


6. . 


,770 


, 723. .848, 


730. .852, 743. .859, 



744. .860, 906. .1085, 924. .1085, 941. .1090 



58721 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58382 

121970 

108 

OJ000350_20.0419.C138.o3.np 
448 

7263548 



Seq. ID OJ000350_20.0419.C138 
Strand 

End 1418 

Method AAT/NAP 

End 1418 

Score 252 



448. .604, 697. .903/ 931. .1063, 1330. .1418 
(AL161667) putative protein [Arabidopsis thaliana] 



58383 Seq. ID 

121971 Strand 

988 End 
OJ000350_20. 0419.C14 2.ol.gs Method 

988 End 

none Score 

988. .1076, 1160. .1265 



OJ000350_20.0419.C142 

1265 
GENSCAN 
1265 
.82 



Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58384 
121972 
1405 

OJ000350_20.0419.C14 3.ol.gs 
1405 
none 

1405. .1530, 2061. .2338, 5636. .5825 



58384 
121973 
"51 

OJ000350_20.0419.C14 3.ol.np 
51 

7340860 
51. .73, 1471. .1575 

(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID 


OJ000350 


.Strand 


+ 


End. 


5825 


Method 


GENSCAN 


End 


5825 


Score 


. 61 


5825 




Seq. ID 


OJ000350 


Strand 




End 


1575 . 


Method 


AAT/NAP 


End 


1575 


Score 


72 



58385 Seq. ID 

.121974 Strand 

33 End 
OJ000350_20. 0419.C14 4.ol.gs Method 

33 End 

none Score 
33.. 224 



OJ000350_20.0419.C14 4 
224 

GENSCAN 

224 

.86 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



58386 Seq. ID 

121975 Strand ■ 

64 65 ■ End 
OJ000320_20 . 0419 . CI . ol . np Method 
64 65 End- 
4559351 Score 



OJ000320_20.0419.C1- 
+ 

7946 
AAT/NAP 
7946 
367 



6465. .6541, 6669. .7328, 7413. .7574, 7663. .7946 
(AC006585) hypothetical protein [Arabidopsis thaliana] 



58386 Seq. ID 

121975 Strand 

64 65* End 

0 JO 0*0 3 2 0_2 0.0419. CI. o2.gp Met hod 

6718 End 



OJ000320_20.0419.C1 
+ 

7946 

AAT/GAP 

7004 



58722 




GI 


568707 




Score 


47 6 


Exons 


6718 . . 7004 








Seq. No. 


58386 




Seq. ID 


OJ000320_2JD.0419.C1 


Gene No. 


121976 




Strand- 


+ 


Start 


7855 




End 


7946 


Name 


OJ000320 20 . 0419. CI .o3 . 


gp 


Method 


AAT/GAP 


Start 


7 855" 




End 


7946 


GI 


700185 




Score 


184 


Exons 


7855. .7946 








Seq. No. 


58386 




Seq. ID 


OJ000320_20 . 0419. CI 


Gene No. 


121977 




Strand 




Start 


222 




End 


3787 


Name 


OJ000320 20. 0419. CI. ol . 


gp 


Method 


AAT/GAP 


Start 


222 




End 


3787 


GI 


uC-osflcyp086al2bl 




Score 


567 


Exons 


222. .321, 3541. .3787 








■GI Descrip. 


, 5816992/emb|CAB53647.1| 4 . Oe 


-24 (AL110123) putative protein 




[Arabidopsis thaliana] ' ' 








Seq. No. 


58386 




Seq. ID 


OJ000320_20.0419.C1 


Gene No. 


121978 




Strand 




Start 


6938 




End 


7796 


Name 


.OJ000320 -20. 0419. CI. ol. 


tm 


Method 


TBLASTX: Maize 


Start • 


6938 




End 


7796 


GI 


none 




Score 


94 


Exons 


6938 . .7012, 6940. .6996, 


6990. 


.7094, 6997. .7101, 6998. .7093, 




7095. .7328, 7096. .7329, 


7097 . 


.7330, 7097. .7327, 7403. .7552, 




7407. .7580, 7409. .7579, 


7660. 


.7794, 7662. .7796 


Seq. No. 


58387 




Seq. ID 


OJ000320_20.0419.C2 


Gene No. 


121979 




Strand 


.+ 


Start 


591 




End 


774 


Name 


OJ000320 20.0419.C2.ol. 


gs 


Method 


GENSCAN 


Start 


591.- 




End 


774' 


GI 


none 




Score 


.59 


Exons 


591.. 774 








Seq. No. 


58387 




Seq. ID 


OJ000320_20.0419.C2 


Gene No. 


121980 




Strand 




Start 


1 




End 


298 


Name 


.OJ000320 20.0419.C2.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


298 


GI 


none 




Score . t . 


518 . 


Exons 


1. .298 








Seq. No. ■ 


58388 




Seq. ID 


OJ000320_20.0419.C3 


Gene No. 


121981 . . 




Strand- 


+ 


Start 


■427 




End 


533 ■ 


Name 


OJ000320 20.0419.C3.ol. 


gs 


Method 


GENSCAN 


Start 


427 




End 


533 


GI 


none 




Score 


.85 


Exons 


427. .533 








Seq. No. 


58389 




Seq. ID 


OJ000320_20.0419.C4 


Gene No. 


121982 




Strand 





58723 






1 1 A Q 

1147 


Hi I Id 


1 o / o 






Name 




LYie tnoci 










I 1 y)Q 

I I H J 


Lna 


1 J / 0 








none 


Score 


Q7 






Exons 


114 J. • 1 Z O O , Ijfi J. . 1j / o 










oeq. in o . 


JO j3U 


oeq . 1 u 




on f\A 1 Q 




Gene No. 


121983 


Strand 


+ 






Start 


7359 


End ' 


10581 






Name 


-OJ000320 20.0419.C5.ol.np 


Method 


tttt. 1 / LN.tt.rr 








7359 


End 


IUj / O 








6907089 


Score 


4 j / u 






Exons 


7359. .8621, 8720.. 10578 










Kji. uescrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






oeq. INO . 


58390 


Seq. ID 


OJ000320_ 


_20.0419 


.C5 


Gene No. 


121983 


Strand 


+ 






Start 


7359 


End 


10581 






■Name ■ 


OJ000320_20.0.419.C5 ,o3.gs 


Method 


GENSCAN 






oc ar l 


*7 "3 C d 

/Joy 


End 


10581 






r* t 


none 


Score 


.58 






Exons 


7359. .7822, 7892. .8594, 8622. 


.8663, 8754. .92&?¥i£' 


•9319.". 1-0118, 




10159. . 10581 






■ " as**' 




Seq. No. 


58390 


Seq. ID 


OJ000320_ 


_20.0419 


.C5 


Gene No. 


121-984 


Strand 










192 


End 


708 






Name 


OJ000320 20.0419.C5.ol.gs 


Method 


GENSCAN 








192 


End 


708 






C T 


none 


Score 


.7 






TT 1 \s o 


192. .215, 409. .441, 463. .559, 


574. .708 








OcCj, LNO . 


58390 


Seq. ID 


OJ000320_ 


20.0419 


.C5 


Gene No. 


121985 


Strand 








Start 


2629 


End 


6135 






Name 


OJ000320 20.0419.C5.o2.gs 


Method 


GENSCAN 






Of 3 y~4- 

o car u 


2629 


End 


6135 








none 


Score 


.66 






Exons 


2629. .2652, 3059.. 3158, 3389. 


.3476, 35? 


U . .3697, 


4945. .5041, 




5089. .5181, 5568. .5640, 6110. 


.6135 








oeq. NO. 


58390 


Seq. ID 


OJ000320_ 


20.0419 


,C5 . 


Gene No. 


121986 


Strand 








Start 


11204 ' "•' 


End ■ • 


21896 ' 






Name 


OJ000320 20.0419.C5.o4 .gs . 


Method 


GENSCAN . . 






Q+- a >--t- 


11204 


End 


18610 






C T 


none 


Score 


.61 






Exons 


11204. .13735, 13759. .14973, 15037 ... 174 18 , 17472. 


..17580, 






18045. .18087, 18499.. 18610 












58390 


Seq. ID 


OJ000320__ 


20.0419 


.C5 


Gene No. 


121986 


Strand 








Start 


11204 


End 


21896 






Name 


OJ000320 20.0419.C5.o5. tm 


Method 


TBLASTX: Maize 




Start 


11204 


End 


11348 






GI 


none 


Score 


128 






Exons 


11204. .1134 7, 11208. .1134 8 











58724 



Seq. No. 58390 Seq. ID OJ000320_20 . 04 19 . C5 

Gene No. 12198 6 Strand 

Start V 11204 End " 21896 ' 

Name OJ000320_20 . 04 19 . C5 . o2 . np Method AAT/NAP 

Start 11207 End 17400 

GI 7228457 Score 9105 

Exons* 11207. .12757, 12824 .. 13630, 13679 .. 14016, 14 139 14973, 

15037. .16972, 17034.. 17400 
GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. No. 58390 

Gene No. 121986 

Start 11204 

Name OJ000320_20 . 04 19 . C5 . o7 . tw 

Start 11216 

GI. none 

Exons 11216. .11341, 11220 .. 11342 , 
11535. .11813, 11535. .11705, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11402 

11735 



OJ000320 20. 0-419. C5 



21896 

TBLASTX : Wheat 
11818 

77 . 

11680, 11516. .11677; 
11818, 11755. .11814 



Seq. No. 58390 Seq. ID 

Gene No. 121986 Strand 

Start 11204 End 

Name OJ000320_20 . 0419 . C5 . o4 . tw Method 

Start 11819 End 

GI ...none Score 

Exons 11819. .12199, 11850.. 12200 



OJ000320_20.0419.C5 
21896 

TBLASTX: Wheat 

12200 

215 



Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419 


.C5 


Gene No. 


121986 




Strand 






Start 


11204 




End 


21896 




Name 


OJ000320 20. 0419. C5, 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11994 




End 


12337 • 




GI 


' none 




r.- Score 


211 




Exons 


11994 . .12143, -1-2014, 


. .12337,- 


12027 . . 122 


93. 




Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419 


-C5 


Gene No. 


121986 




Strand 






Start 


11204 




End 


21896 




Name 


OJ000320 20. 0419. C5. 


.o8.tw 


Method 


TBLASTX: Wheat 




Start 


12530 




End 


12842 




GI 


none 




Score • 


59 • 




Exons 


12530. .12781, 12744. 


. .12842 








Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419 


.C5 


Gene No. 


121986 




Strand' 






Start 


11204 




End 


21896 




Name 


OJ000320 20. 0419. C5. 


,o5. tw 


Method 


TBLASTX: Wheat 




Start 


12845 




End 


16346 




GI 


none 




Score 


88 




Exons 


12845. . 12994, 12846. 


, .12983, 


13028. .13237, 13038. .13214, 






16293. .16346 










Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419 


,C5 


Gene No. 


121986 




Strand 







58725 




otaiL 


1 1 904 
1 1Z U 4 




End 


21896 




Name 


pitooo^o 90 n/i q pt; 


r^O f- r.r 

OZ . LW 


Method 


TBLASTX: Wheat 




ocarc 


IfiUUU 




End 


14395 




P T 
ol 


none*-- 




Score 


288 




Exons 


i / nnn i4^qr 1400^ 

14UUU..14,3:73 / 1 4 UUO . 


1 no 

. X 4 JJ 3 / 


14011. .14394 




Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419 


.C5 


Gene No. 


121986 




Strand 


- 




bLart 


1 1 904 
1 1 Z U 4 




End 


21896 




Name 


p)T000"}90 9 0 oai q pr 

UJUUUj^U ZU.U41:7.^3. 


OX . LS 




1 D±jrt.o 1 a . ooyxjean 




C -h a r*+- 

otart 


14 011 ~~ 
X 4 U X X 




• End 


14316 




P T 


none 




Score 


84 




Exons 


14011 1 / 1 41 

1 4 U 1 1 . . 1ft Jl D, 1 4 1 O O . 


1 4 9 Q Q 








Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419 


.C5 


Gene No. 


121986 




Strand 


- 




Of arf 


1 1 904 
X X Z U 4 




End 


21896 




Name 


PiTOOO"390 90 041Q PR 


OZ . Cm 


Method 


TBLASTX: Maize 




otan 


X 4 U DO 




End 


14452 




p t 


none 




Score 


232 






1 /inco 144S1 140R7 
1 4 U 0 0 . .14 4 31, 1 4 U O / . 


1 A A R 9 

. X 4 4 3 Z 








Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419 


.C5 


Gene No. 


121986 




Strand 






ocarc 


'l 1 9 0 4 
1 1 Z U 4 




End 


21896 




Name 


PiTOOO'390 90 O/IIQ PR ' 


0 1 . tm 


Method 


TBLASTX: Maize 




btart 


1 A A 1 Q 




End 


14835 




P T 
(al 


none 




Score 


73 




Exons 


*\ A A*7 Q 1 4 R Q R 14 4 7 0 
X44 / y . . 11 14 4 / :? . 


1 A Q ^ R 


14489. .14800 




Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419 


.C5 


Gene No. 


121986 




Strand 






o Lai L 


1 1 904 

1 1 Z U 4 




End 


21896 




Name 


PiTOOO'390 90 O/IQ PR 

ujuuu jzu z u . u 4 1 y . l.3 . 


1 

ol . tw 


Method 


TBLASTX: Wheat 




btdlt 


X 4 0 U j 




End 


14965 




P T 


none 




Score 


219 






1 4 R 0 ^ 1 4 Q 4 -1 4 R 0 Q 


1 4 Q 64 

. X 4 ;? D 4 f 


14510. .14965 . 




Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419 


.C5 


Gene No. 


121986 




Strand 






bia r c 


I 1 9 0 4 

I I z U 4 




End 


21896 




Name 


PiT000^90 90 O/IIQ PR 


OZ . CS 


Method 


TBLASTX : Soybean 




Of 3r f 

btart 


1 A R £0 

1 4 3 D.U . . 




. End 


14925 -.. 




P T 


none 




Score 


117 - 




Exons 


1 4 R £ 0 1 4 £ Q 4 14701 

1 4 3 0 u . . 1 4\o y 4 , 14 /.ui . 


1 A QO R 

. 1 4 y z 0 








Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419 


.C5 


Gene No. 


.121986 . 




Strand . 






biart 


1 1 904 
X XZU4 




End 


21896 




Name 


PiT000^90 90 041Q PR 


Oj . tW 


Method 


TBLASTX: Wheat 




Start 






End 


15616 




GI 


none 




Score 


168 




Exons 


15130. .15615, 15161. 


.15421, 


15443.. 15616 




Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419 


.C5 


Gene No. 


121986 




Strand 






Start 


11204 




End 


21896 





58726 




Name 


OJ000320 20. 0419. C5. 


o4 .np 


Method 


AAT/NAP 




btart 


15301 




End 


19105 




01 ■ 


6721547 




Score 


84 




Exons 


15301. .153367 19022. 


.19105 








01 uescnp. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419, 


,C5 


Gene No. 


121986 




Strand 






Start 


11204 




End 


21896 ' 




Name 


OJ000320_20.0419.C5. 


06 . tw 


Method 


*TBLASTX : Wheat 




Start 


16354 




End 


18195 




GI 


none 




Score 


83 




Exons 


16354 .. 16611, 16466. 


.16627, 


16594. .16692, 16595 .. 16675, 






■ 16699. . 16743, 18151. 


.18195 








Seq. No. 


58390 




Seq. ID 


OJ000320_20.0419, 


.C5 


Gene No. 


121986 




. Strand 






Start 


11204 




End 


21896 




Name 


OJ000320_20.0419.C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


i c a c: c 
1 o4 D d 




End 


16740 




GI 


none 




Score 


108 




Exons 


16456. . 16704, 16457. 


.16702, 


16468. .16740 




Seq. No. 


58390 




Seq. ID 


OJ00'0320_20.0419< 


.C5 


Gene No . * 


121986 




Strand 






Start 


11204 




End -' 


21896 




Name 


OJ000320 20. 0419. C5. 


o3.np 


Method 


AAT/NAP 




Start 


17629 




End 


21896 




GI 


5042454 




Score 


210 




Exons 


17629. . 17689, 18051. 


.18216, 


21867. .21896 




GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




O rt rt» "\T rt 

beq. no. 


58391 




Seq. ID 


OJ000320_20.0419. 


.C6 


Gene No. 


121987 




Strand 


+ 




Start 


1 




End 


81 




Name 


OJ000320 20. 0419. C6. 


ol . np 


Method 


AAT/NAP 




btart 


1 




End 


81 




01 


7523512 




Score 


148 




Exons 


1 . . 8 1 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


. 58391 . 




Seq. ID 


OJ000320_20.0419. 


,C6 


Gene No . 


. 121988 . 




Strand . 


+ 




Start 


154 




End 


3573 " 




Name 


OJ000320 20:0419. C6. 


ol.gp. . 


Method 


AAT/GAP 




btart 


154 




End. 


355 




01 


427610 




Score 


294 




Exons 


154. .355 










Ol Descrip. 


5852172/emb|CAB55410 


Ml 4.0e 


-11 (AL117265) zhb0002.1 [Oryza 




sativa] 










Seq. No. 


58391 




Seq. ID 


OJ000320_20.0419. 


,C6 


Gene No. 


121988 




Strand 


+ 




Start 


154 




End 


3573 




Name 


OJ000320 20. 0419. C6. 


ol . gs 


Method 


GENSCAN 




Start 


215 




End 


3533 




GI 


none 




Score 


.65 





58727 



Exons 



215. .350, 560. .595, 1267. .1392, 2349. .2530, 2610. .2696, 
3402.. 3533 - - . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



58391 

121988 

154 

OJ000320_20.04l9.C6.o3.np 



OJ000320_20.0419.C6 
+ 

3573 
AAT/NAP 
3573 
687 



Seq. ID 
Strand 
* End 
Method 

2264 End 
7485716 Score 
2264. .2530, 2610.. 2732, 3402.. 3573 

hypothetical protein F18E5.190 - Arabidopsis thaliana 
gi I 3080401 |emb|CAA18721. 1| (AL022603) putative protein 
[Arabidopsis thaliana] gi | 4455265 | emb | CAB36801-. 1 1 (AL035527) 
putative protein [Arabidopsis thaliana] 
gi | 7268954 | emb | CAB8 1264 . 1 | (AL161555) putative protein 
[Arabidopsis thaliana] 



58391 

121989 

1 

OJ000320_20.0419.C6.o2.np 



OJ000320 20. 0419. C6 



Seq. ID _ 

Strand 

End 930' 

Method AAT/NAP 

1 End 930 

7340860 Score 133 

1..31, 329. .379, 431. .683, 782. .930/ 

(AP001551) EST D24084 (R1183) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



58391 Seq. ID 

121990 Strand 

2245 End 

OJ000320_20.0419.C6.ol.tm Method 

2245 End 

none Score 



OJ000320_20.0419.C6 
3573 

TBLASTX: Maize 

3573 

441 



2245. .2493, 2249. .2533, 2249. .2533, 2250. .2540, 2250. .2534, 
2595. .2717, 2608. .2730, 2609. .2731, 2613. .2732, 3380. .3571, 
3387.. 3572, 3388.. 3573 



58391 

121990 

2245 

OJ000320_20.0419.C6.ol.tw 

2246 

none 

2246.. 2533, 2248.. 2493, 2249. 
2608. .2652, 2610. .2654 

58391 

121990 

2245 

OJ000320_20.0419.C6.ol .tc 

2266 

none 

2266. .2490, 2267. .2533, 2339. 
3393.. 3572, 3401.. 3571 

58391 
121990 



Seq. ID OJ000320_20.0419.C6 
Strand 

End 3573 
Method TBLASTX : Wheat 
End 2654 
Score ■ . 448 . 
.2533, 2250. .2540, 2595. .2 654, 



Seq. ID OJ000320_20. 0419. C6 
Strand 

End 3573 

Method TBLASTX: Cress 

End 3572 

Score 342 

.2521, 2595. .-2717, 2612. .2728, 



Seq. ID OJ000320_20.0419.C6 
Strand 



58728 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2245 End 

OJ000320_20.0419.C6.ol.ts Method 

2266 End 

none , Score 



3573 

TBLASTX : Soybean 

3572 

353 



2266. .2493, 2267. .2533, 2285. .2530, 2595. .2717, 2608. .2712, 
2609. .2749, 2612. .2728, 3393.-3572, 3401. .3571 

58392 Seq. ID- OJ000320_20 . 04 19 . C7 

121991 Strand +, 

1 End 64 4 

OJ000320_20. 0419.C7 .ol.np Method AAT/NAP 

1 End 641 

7485716 Score 216 

1. .40, 427. .641 

hypothetical protein F18E5.190 - Arabidopsis thaliana 
gi| 3080401 1 emb I CAA18721.il (AL022603) putative protein 
[Arabidopsis thaliana] gi | 44552 65 | emb | CAB36801 . 1 1 (AL035527) 
putative protein [Arabidopsis thaliana] 

gi| 7268954 | emb|CAB81264. 1| (AL161555) putative protein . 
[Arabidopsis thaliana] 



Seq. No. 


58392 








Seq. ID 


OJ000320 20.0419 


. C7 


Gene No . 


121 991 








Strand 


+ 




Start 


1 








End 


64 4 




Name 


UJUUU oZU 


on n/iiQ r*n 
zU.U4iy.L/ 


.■ol . 




Metnoa 


f** T? VT C /"* 7V XT 

GENSCAN 




Start 


441 








End 


644 




GI 


none 








Score 


-1 




Exons 


441. . 644 














Seq. No. 


58392 








Seq. ID 


OJ000320_20.0419 


.C7 


Gene No. 


121992 








Strand 


+ 




Start 


5054 








End 


6423 




Name 


OJ000320 


20. 0419. C7 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


427 








End 


665 




GI 


none 








Score 


325 




Exons 


427. .534, 


431. .643, 


432 


. .644, 


453. . 665 


, 592. .648 




Seq. No. 


58392 - 








Seq. ID 


OJ000320_20.0419 


C7 


Gene No. 


121992 








Strand 


+ 




Start 


5054 








End 


6423 




Name 


OJ000320 


20. 0419. C7 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


431 








End 


654 




GI 


none 








Score 


333 




Exons 


431. . 652, 


432. .653, 


601 


. .654 








Seq. No. 


58392 








Seq. ID 


QJ000320_20.0419 


C7 


Gene No. 


121992 








Strand 


+ 




Start 


5054 








End 


6423 




Name 


OJ000320 


20. 0419. C7 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


431 








End 


641 




GI 


none 








Score 


223 




Exons 


431. .613, 


432. .608, 


474 


. .641 









Seq/>Ro, 58392 ■ Seq. ID OJ000320_20 . 0419 . C7 

Gene No : ; . 121992 Strand + 

Start 5054 End 6423 

Name OJ000320_20 . 04 19 . C7 . o2 . np Method AAT/NAP 



58729 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name" 

Start 

GI 

Exons 

GI Descrip. 



5054 - ' End 6423 

6498436 Score 36 

5054.. 5237, 6389.. 6423 

(AP000815) hypothetical protein [Oryza sativa] 



58393 Seq. ID 

121993 * - - Strand 

105 End 
OJ000320_20 . 0419 . C8 . ol . np Method 
105 End 
7514666 Score 
105. .314, 1226. .1258 

cytochrome b559 component psbE - beet chloroplast 
gi|860891|emb|CAA60967.1| (X87636) PSII cytochome b559 alpha 
chain [Beta vulgaris] gi | 8 608 97 | emb | CAA60972 . 1 | (X87637) PSII 
cytochrome b599 alpha chain [Beta vulgaris] 



OJ000320_20.0419.C8 
+ 

1258 
AAT/NAP 
1258 
101 



Seq. No. 58393 
Gene No. 121994 
Start 1 

Name OJ000320_20 . 04 19 . C8 . ol . gp 

Start 1 
GI 5607605 
Exons . 1..70 

GI Descrip.' 11957/emb 1X15901 | CHOSXX 1.0e-158 Rice complete chloroplast 
genome 



Seq. ID OJ000320_20.0419.C8 

Strand 

End 70 

Method AAT/GAP 

End 70 

Score 114 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58393 

121995 

67 

OJ000320_20.0419.C8 .ol.tw 
67 

none 



Seq. ID OJ000320_20.0419.C8 

Strand 

End 245 

Method TBLASTX : Wheat 

End 232 

Score 175 



67. .186, 68. .211, 68. .199, 69. .200, 70. .207, 158 .. 232, 180 .. 230 



Seq. No. 58393 
Gene No. • -121995 

Start 67 

Name OJ000320_20 . 0419 . C8 . ol . tm 

Start 93 

GI none 
Exons 



Seq. ID OJ000320_20.0419.C8 
Strand ' ' 

End 

Method 
End 
Score 



245 

TBLASTX: Maize 

245 

74 



93. .134, 93. .137, 94. .141, 136. .189, 137. .190, 137. .190, 
.13.8.. 197, 176.. 244, .184.. 243, 192.. 245, 198.. 245 



Seq. No. 


58394 




Seq. ID 


OJ000320 


Gene No. 


121996 




Strand 


+ 


Start 


762 




End 


1127 


Name 


OJ000320 


20.0419.C9.ol.gs 


Method 


GENSCAN 


Start 


762 




End 


1127 


GI 


none 




Score 


.76 


Exons 


762. .884, 


912. .1127 






Seq. No. 


58395 




Seq. ID 


OJ000320 


Gene No. 


12199T" 




Strand 




Start 


1 




End 


1723 


Name 


OJ000320 


20.0419.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1636 



58730 









Score 


340 




Exons 


1 "3 1 /i /itq £nn q i c\ 

4oy..ouU/ yiu.. 


1636 








bi uescrip. 


ialuudjo j j nypOEnet-ica-L 


protein [Arabidopsis thaliana] 




Seq. No. 


58395 




Se"q. ID 


OJ000320_20.0419. 


Cll 


Gene No. 


121997 




Strand 


- 




btart 


i 
i 




End 


1723 




Name 


vJJUUUozU ZU . U4 1 y . LI 1 . Ol 


.gp 


Method 


AAT/GAP 




btart 






End 


327 




bl 


none 




Score 


577 




Exons 


1 c ooi 
10. . jZ / 










Seq. No. 


58395 




Seq. ID 


OJ000320_20.0419. 


Cll 


Gene No. 


121997 




Strand 






btart 


1 




End 


1723 




Name 


UJUUUjzU ZU . U4 1 y . bll . Ol 


. gs 


Method 


GENSCAN 




otart 


TO 

jZ 




End 


1723 




bl 


none 




Score 


.66 




Exons 


to t*i /i /itt cnn Qi n 
oz . . 4oj. . duu, yiu. 


.1563, 


.1679. .1723 




Seq. No. 


58395 




Seq. ID 


OJ000320_20.0419. 


Cll 


Gene No. 


121997 




Strand 






Start 


1 




End 


1723 




Name 


/^TnnATon on n /i 1 q n i — i 
UJUUUozU zU . U4 1 y . bl 1 . Ol 


.tm ' 


Method 


TBLASTX: Maize 




btart 


1 Q T 

loo 




End 


1278 




GI ■ 


none 




Score 


97 




Exons 


ioJ..Ji/, loj. . jzb, yiu 


. .1059 


,.910. .1134, 1013. .1141, 1150. 


Seq. No. 


CL Q T Q d 

00 jy 0 




Seq. ID 


OJ000320_20.0419. 


C12 




1 21 QQR 




Strand 


+ 




Start 


54 




End 


1325 




Name 


OJ000320 20.0419.C12.o2 


. np 


Method 


AAT/NAP 




Start 


54 




End 


1325 




GI 


7523512 




Score 


186 




Exons 


54. .95, 1203. .1325 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 





Seq. No. 


58396 


Seq. ID 


OJ000320_ 


_20.0419. 


. C12 


Gene No. 


121999 


Strand 








Start 


1 


End 


1688 






Name 


OJ000320 20.0419.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


863 






GI 


50.42454 


Score 


250 






Exons ■ 


1. .82, 13.6. .253,- 724 . .863 










GI . Descrip. 


(AC007789) putative polyprotein --[Oryza 


sativa] 






Seq. No. 


58396 


Seq. ID 


OJ000320_ 


_20.0419. 


>C12 


Gene No. 


121999 


Strand 








Start 


1 . 


End- 


1688. - . 






Name 


OJ000320 20.0419.C12.ol.gs 


• Method • 


GENSCAN 






Start 


136 


End 


1688 






GI 


none 


Score 


.54 






Exons 


136. .34 6, 533. . 566, - 718 .'. 760, 


1043. .1070, 1602.. 


.1688 




Seq. No. 


58397 . 


Seq. ID 


OJ000320_ 


^20.0419. 


X14 


Gene No. 


122000 


Strand 








Start 


715 


End 


1263 







58731 



Name 


r» tnnnnn on n /i i q i /i «i 
OJOOOJzO zO . 04 ly . C14 . Ol . 


gs 


Metnoa 


GhNbGAN 




Start 


tic: 
/ID 




T-> _J 

hna 


1 o a o 
Iz b J 




GI 


none 




Score 


. d y 




Exons 


/_D..ozy, _zOz.._zbo 










Seq. No. 


58398 




Seq. ID 


OJ000320_ 


_20.0419.C15 


Gene No. 


122001 




Strand 






Start 


"7 /I 




End 


1502 




Name 


OJOUOJzO zO.04iy.GlD.Ol. 


gs 


Method 


GENSCAN 




Start 


"7 A 

I 4 




End 


1502 




GI 


none 




Score 


.49 




Exons 


"7/ O 1 Q • OQQ j| QO £00 

/ 4 . . z i y , z y o . . 4 y j , dj^. . 


c c; o 
bob, 


1418. .1502 




Seq. No. 


58399 




Seq. ID 


OJ000320_ 


_20.0419.C17 


Gene No. 


122002 




Strand 


+ 




btart 


"7 O "7 
/Z / 




End 


1247 




Name 


nmnmofi on a>i i o r"i t 
UJOOOJzO zo . 04 iy . gi / . oi . 


gs 


Method 


GENSCAN 




Start 


TOT 

/z / 




hna 


1 O A 1 

lz4 / 




GI 


none 




Score 


.58 




Exons 


TOT TQT TITO 10/1T 
/Z/../y/, __/Z..lZ4/ 










Seq. No. 


58400 




Seq. ID 


OJ000320_ 


_20.0419.C18 


Gene No. 


122003 




Strand 


+ 




btart 


in/ 
104 




End 


402 




Name 


/^■rnnnoon on a j i n oio „ -i 

OJ000J20 20 . 04 19 . Clo . ol . 


gs ■ 


Method 


GENSCAN 




Start 


t n » 
104 




End 


402 




GI 


none 




Score 


.42 




Exons 


i n yi a n o 
1U4 . . 4 Uz 










Seq. No. 


58401 




Seq. ID 


OJ000320_ 


_20.0419.C21 


Gene No. 


122004 




Strand 






Start 


q q n 

y y u 




End 


1241 




Name 


/™\Tnnnoon on n / i n poi ~ i 
UJOOOJzO zO . 04 iy . Gzl . Ol . 


gs 


Method 


GENSCAN 




Start 


o n n 

y yo 




End 


1241 




GI 


none 




Score 


.52 




Exons 


n on i o a i ' 

y yu . . iz4 1 










beq. No. 


Do 4 Oz 




Seq. ID 


OJ000320_ 


_20.0419.C22 


Gene No. 


1 oonnc 
IzzOOD 




Strand 






btart 


O C 




End 


8279 




Name 


Ainnnion on nyiin /^oo ^ i 
OJOOOJzO zO . 04 iy . Czz . Ol . 


gs 


Method 


GENSCAN 




o,i am 






End 


8133 




GI 


none 




Score 


.83 




Exons 


36. .198, 327. .421, 521.. 


580, 


667. .775, 


864.. 1030, 1120.'".1239, 




1327:^1413, 1494.. 1622, 


2072. 


.2152, 2238.. 2300., 


2389:. 2565, 




2870. .2902, 3036. .3155, 


3251. 


.3359, 3442. .3661, 


3746. .3831, 




3917. .3978, 4075. .4111, 


4216. 


.42.74, 4378. .4463, 


4568. .4748, 




5982. .6111, 6232. .6356, 


6853.. 


.6979, 707 


8... 7202,. 


7287. .7451, 



8041. .8133 



Seq. No. 58402 Seq. ID 

Gene No. 122005 Strand 

Start 36 End 

Name - OJ000320_20 .0419. C22 . ol . np Method 

Start 105 .. End 

GI 4204309 Score 
Exons 



OJ000320_20.0419.C22 

8279 
AAT/NAP 
4 690 ■ 
1098 



105. .235, 327. .421, 521. .775, 864. .1038, 1082. .1239, 1494. .1622, 



58732 



GI Descrip. 



1710. .1788, 1877. .1968, 2087. .2152, 2389. .2544, 2831. .2902, 

3027. .3155, 3251,. 3680, 4327. .4463, 4568. .4690 

(AC003027) lcl|prt_seq No definition line found [Arabidopsis 

thalia ; na] 



Seq. No. 58402 

Gene No. 122005 

Start 36' 

Name OJ000320_20 .0419. C22 . ol . tm 

Start 142 

GI- none 

Exons 142.. 237, 152.. 247, 324 
518.. 562, 522.. 563, 653 



.Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 20.0419.C22 



8279 

TBLASTX: Maize 
901 
135 

425, 326. .433, 329. .424, 333.-449, 
775, 667. .774, 851. .901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58402 

122005 

36 

OJ000320_20. 

1318 

none 

1318. .1395, 
1519. .1599 



0419.C22.o5. tm 



1322.. 1405, 1327. 



Seq. ID 
Strand 
End 

Method 
End 
Score ' 
.1380, 



OJ000320 20.0419.C22 



8279 

TBLASTX : Maize 
1601 
76 

1329. .1409, 1470. .1601, 



Ui Seq. No. 
^3 ' • Gene Np. 

ih Start 

l-[ Name 

r :f Start 

LU Exons 

fjl GI Descrip. 



58402 

122005 

36 

OJ000320_20.0419.C22.o2.np 

14 62 

4204309 

1462. .1622, 1710. .1788, 1877-, 
2831. .2902, 3027. .3155, 3251, 



Seq. ID OJ000320_20. 0419.C22 
Strand 

^End 8279 
Method AAT/NAP 
End 4690 
Score 564 

.1968, 2087. .2152, 2389. .2544, 
.3680, 4327. .4463, 4568. .4690 



(AC003027) 
thaliana] 



lcl|prt_seq No definition line found [Arabidopsis 



W Seq. No. 58402 
"J Gene No. 122005 
V'-k Start 36. v 

N Name OJ000320_20 . 04 19 . C22 . o2 . tm 

;£ Start 1602 
~ h r GI none 

C3 Exons 1602.. 1631, 1711.. 1791, 1711. 

1879.. 1947, 2071.. 2151, 2072, 
... 2235.. 2270, 2236.. 2301, 2238, 
2386.. 2550, 2390 .. 2560 , 2390 . 



Seq. ID 
Strand 
End 

.Method 
End 
Score 



OJ000320 20.0419.C22 



8279 

TBLASTX: Maize 
2560 
72 

1788, 1711. .1785, 1877. .1942, 
2149, 2072. .2152, 2076. .2153, 
2312, 2368. .2511, 238 6 ...2559, . 
2560 ••• 



Seq. No. 58402 ~ Seq. ID 

Gene No. 122005 Strand 

Start 36 End 

Name OJ000320_20 . 04 19 . C22 . ol . gp Method , 

Start 4334 End 

GI 569601 Score 

Exons 4334.. 4463, 4568.. 4793 



OJ000320_20.0419.C22 
827 9 

AAT/GAP . 
4793 ■ 
547 



Seq. No. 58402 ■ Seq. ID 

Gene No. 122005 Strand 

Start 36 End 

Name OJ000320_20 . 0419. C22 . o2 . gp Method 



OJ000320_20.0419.C22 

8279 
AAT/GAP 



58733 



Start 5586 End 6997 

GI 2883_1.R1084 " Score 1292 

Exons 5586.. 5871, 5950.. 6111, 6232.. 6356, 6853.. 6997 

GI Descrip. ' 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] ' *• . , 



Seq. No. 58402 

Gene No. 122005 

Start 36 

Name OJ000320_20 . 04 19 . C22 . o4 . tm 

Start 5756 

GI none 

Exons 5756.. 5782, 5832.. 5873, 5833. 

5947. .6123, 6225. .6281, 6229. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5874, 5946 
. 6282' 



OJ000320 20.0419.C22 



8279 

TBLASTX: Maize 
6282 
34 

6077, 5947.. 6123, 



Seq. No. 58402 

Gene No. 122005 

Start 36 

Name OJ00'0320_~20 . 04 19 . C22 . o3 . np 

Start 5922 

GI 3819699 

Exons 5922.. 6111, 6232.. 6356, 
8041. .8136, 8204. .8279 

GI Descrip. (AJ009609) BnMAP4K alpha2 [Brassica napus] 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000320_20.0419.C22 

8279 
AAT/NAP 
8279 
240 



6853. .6977, 7058. .7202, 7287. .7451, 



Seq. No. 58402 Seq. ID 

Gene No. 122005 Strand 

Start 36 End 

Name OJ000320_20 . 0419. C22 . o3 . tm Method 

Start - 6282 End 

GI none Score 
Exons 



OJ000320_20.0419.C22 
8279 

TBLASTX: Maize 

8091 

66 



6282. .6374, 6286. .6357, 6291. .6359, 6854. .6904, 6915. .6974, 
6919. .6981, 7086. .7169, 7087. .7203, 7096. .7203, 7264. .7452, 
7287. .7454, 7287. .7451, 8026. .8091, 8026. .8091 



Seq. No. 58402 

Gene No. .122005 ^ . 

Start 36 

Name O JO 0032 0_2 0.0419.C22.o3.gp 

Start 7133 

GI 40396_1.R1084 

Exons 7133. .7202, 7287. .7451, 8041. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8133, 8204. .8279. 



OJ000320_20.0419.C22 

8279 
AAT/GAP 
8279 
736 



1 3819697/emb | CAA08757 | 3.0e-18 (AJ009608) BnMAP4K alphal 
[Brassica napus] 1 



■Seq. No. 58403 Seq. ID 

Gene No. 122006 Strand 

Start 379 End 

Name OJ000320_20 . 0419 . C23 . ol . gs . Method 

Start 379 End 

GI none Score 

Exons 379. . 602 



OJ000320_20.0419.C23 
+ 

602 

GENSCAN 
602 ■ 
.5 



Seq. .No. 58403 • Seq. ID- 
Gene No. 122007 Strand 
Start 1 End 
Name OJ000320_20 . 0419. C23 . ol . gp Method 



OJ000320_20.0419.C23 

1977 
AAT/GAP 



58734 




Start 1 End 1977 

GI uC-osflcypl58bllal Score 513 

Exons 1..65, 1259. .1370, 1513. .1635, 1744.'. 1771, 1944. .1977 

GI Descrip. 1 3819699/emb | CAA08758 | 9.0e-62 (AJ009609 )-- : BnMAP4K alpha2 
[Brassica napus] 1 



Seq. No. 
Gene No. 
Start 
" Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58403 

122007 

1 

OJ000320_20.0419.C23.ol.np 
•1 

3819699 



Seq. ID OJ000320_20.0419.C23 
Strand 

End 1977 

Method AAT/NAP 

End 1977 

Score 362 



1..65, 1259. .1370, 1513. .1635, 1744. .1771, 1929. .1977 
(AJ009609) BnMAP4K alpha2 [Brassica napus] 



58403 

122007 

1 

; OJ000320_20.0419.C23.ol.tc 
16 

none 



Seq. ID OJ000320_20.0419.C23 
Strand 

End 1977 

Method -/TBLASTX : Cress 

End 1659 

Score 57 



16. .66, 1251. .1355, 1260. .1370, 1261. .1356, 1510. .1659, 
1514. .1636 



Seq. No. 58403 

Gene No. 122007 

Start 1 

-Name OJ000320_20 . 04 19 . C23 . ol . ts 

Start 1278 - 

GI none 
Exons 



Seq. ID OJ000320_20.0419.C23 
Strand 

End 1977 

Method TBLASTX : Soybean 

End . 1659 

Score 81 



1278. .1370, 1279. .1371, 1510. .1659, 1511. .1636, 1513. .1653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58403 
122007 
1 ■ 

OJ000320_20, 

1510 

none 

1510. .1638, 
1743. .1778 



0419.C23.ol. tm 



1511.. 1645, 1514, 



Seq. ID 
Strand 
End ■ 
Method 
End 
Score 
,1636, 



OJ000320 20.0419.C23 



1977 

TBLASTX: Maize 
1778 
168 

1516. . 1659,' 1742. . 1771, 



Seq. No. 


58403 










Seq. ID 


OJ000320^ 


_20 


0419 


Gene No. 


122007 










Strand. 








Start 


1 










End " 


1977 ' ' 






Name 


OJ000320 20 


0419 


..C23 


o2 


.gs 


Method 


GENSCAN 






Start 


1687 










End 


1771 






GI 


none 










Score 


.88 






Exons 


. 1687. .1771 


















Seq. No. 


58404 










Seq. ID 


OJ000320; 


_20 


0419 


Gene No. 


122008 










Strand 








Start 


788 










End ' 


979 






Name 


OJ000320 20 


0419 


C25 


ol 


.gs 


Method 


GENSCAN 






Start 


788 










End - 


979 






GI 


■ none 










Score 


.68 






Exons 


788. .979 



















58735 



beq. no. 


CQ/1 AC 


beq. ±u 


(JJUUUo^U £ U . U 4 i y . GZ 0 


bene ino ■ 


122009 


Strand 


+ 


Start 


323 . 


End 


3182 


Name 


OJ000320 20.0419.C26.ol.gp 


Method 


AAT/GAP 


b tar u 


323 • < - 


End 


1930 


GI 


23790 1.R1084 


Score 


1144 


Exons 


323. .664, 1611. .1862, 1901.. 


1930 




GI Descrip. 


*4336436/gb|AAD17805| 1 . 0e-31 ' (AF092432 ) protein phosphatase 




type 2C [Lotus japonicus]. 1 






beq. no. 


58405 


Seq. ID 


OJ000320_20.0419.C26 


Gene No. 


122009 


Strand 


+ ' ... 


Start 


323 


End 


3182 ■ 


Name 


OJ000320 20.0419.C26.ol.tm 


Method 


TBLASTX : Maize 


btart 


624 


End 


2624 


GI 


none 


Score 


70 


Exons 


624. .665, 625. .666, 626. .667, 1608. .1853, 1610. .1858, 




1610. .1852, 2571. .2624, 2571 


. .2624 




Seq. No. 


58405 


Seq. ID 


OJ000320_20. 0419.C26 


Gene No. 


122009 


Strand 


+ 


Start 


323 


• End 


3182 


Name 


OJ000320 20.0419.C26.ol.gs 


Method 


GENSCAN 


Start 


626 


End 


2859 


(~-> x 

GI 


none 


Score 


.9V . 


Exons 


626. .664, 1611. .1862, 2574.. 


2859 




beq. no. 


58405 


Seq. ID 


OJ000320_20.0419.C26 


uene ino . 


122009 


Strand 


+ 


Start 


323 


End 


3182 


Name 


OJ000320 20.0419.C26.ol.np 


Method 


AAT/NAP 


C H i v- 4- 

otiart: 


626 


End 


3182 


GI 


6997172 


Score 


504 


Exons 


626. .689, 1624. .1862, 2574.. 


2910, 3117 


. .3182 


GI Descrip. 


(AC023839) putative protein phosphatase type 2C [Arabidopsis 




thaliana] 






Seq. No. 


58405 


Seq. ID 


OJ000320_20.0419.C26 


Gene No. 


122009 


Strand 


+ 


btart 


323 


End 


3182 


Name 


OJ000320 20.0419.C26.ol.ts 


Method 


TBLASTX : Soybean 


b tar l 


1609 


End 


1871 


Gl 


.none 


Score 


53 


Exons 


1609. .1671, 1674. .1871, 1686 


..1862 




beq. No. 


58405 


Seq. ID 


OJ000320_20.0419.C26 


Gene No. 


122009 


Strand 


+ 


Start 


323 


End 


3182 ' 


Name 


OJ000320 20.0419.C26.ol.tc 


Method ■ 


TBLASTX: Cress 


Start 


1635" 


End 


2870 " ■ • ■ 


GI 


none 


Score 


42 


Exons 


1635. .1667, 1674. .1871, 1674 


..1850, 1685. .1852, 2571. .2717, 




2600. .2698, 2670.. 2870, 2723 


..2869, 2763. .2870 


Seq. No. 


58405 


Seq. ID 


OJ000320_20.0419.C26 


Gene No. 


122009 


Strand 


+ 


Start 


323 


End 


3182 



58736 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI De'scrip. 



Method TBLASTX : Soybean 
End 2878 
Score 120 

.2873, 2717. .2878, 2717. .2878 



OJ000320_20. 0419.C26.o2.ts 
2571 
none 

2571.. 2717, 2609.. 2716, 2670. 

58405 
122009 
323 

OJ000320_20.'0419.C26.ol.tw 
2636 
none 

2636. .2698, 2637. .2702, 2670. .2870, 2684. .2869 



Seq. ID 

Strand 

End 

Method 

End 

Score 



0 JO 0032 0_2 & : 0 4 1 9 . C 2 6 
+ 

3182 

TBLASTX: Wheat 
2870 
70 



58406 Seq. ID 

122010 Strand 

1 End 

OJ000320_20 . 04 19 . C27 . ol . gp Method 

1 End 

4000.4_2.R1084 Score 
1..216; 1148. .1454 

M336436/gb|AAD17805| 1.0e-37 (AF092432) protein phosphatase 
type 2C [Lotus japonicus] 1 



OJ000320_20.0419.C27- 
+ 

1454 
AAT/GAP 
1454 
882 



OJ000320_20.0419.C27 
+ 

1454 
AAT/NAP 
1282 
330 



Seq. No. * 58406 Seq. ID 

Gene No. 122010 Strand 

Start 1 " : End 

Name OJ000320_20 . 04 19 . C27 . ol . np Method 

Start 1 End 

GI . - 7488280 Score 

Exons 1..258, 1148.. 1282 

GI Descrip. protein phosphatase 2C homolog F20O9.80 - Arabidopsis thaliana 
gi I 2842482 | emb| CAA16879.il (AL021749) protein phosphatase 
2C-like protein [Arabidopsis thaliana] 

gi | 7269694 | emb | CAB79642 . 1 | (AL161572) protein phosphatase 
2C-like protein [Arabidopsis thaliana] 



Seq. No. ^ 


58406 






Seq. ID 


■,OJ000320_ 


_20. 


0419 


.C27 


Gene No. 


122010 






Strand 


+ 








Start 


1 






End 


1454 








Name 


OJ000320 20.0419.C27 


.ol, 


.gs 


Method 


GENSCAN 








Start 


62 






End 


1288 








GI 


none 






Score 


.77 








Exons 


62. .216, 1148. .1288 
















Seq. No. 


58406 . 






Seq.. . ID 


OJ000320_ 


20. 


0419 


.C27 


Gene No. 


122011 






Strand 


+ 








Start 


3678 






End 


4979 








Name 


OJ000320 20.0419.C27. 


.o3. 


.gs 


Method 


GENSCAN 








Start 


3678 






End 


4979 








GI 


none 






Score 


.73 








Exons 


3678. .4979 
















Seq. No. 


58406 






Seq. ID 


OJ000320_ 


20.. 


0419 


.C27 


■Gene No. 


122012 






Strand 


+ 








Start 


6619 






End 


11961 








Name 


OJ000320 20.0419.C27. 


.o4 . 


gs 


Method 


GENSCAN 








Start 


6619 






End 


11957 









V 



58737 



GI 

Exons 



none Score . 6 

6619.. 6732, 6805.. 6933, 8143.. 8576, 8910.. 9075, 9332.. 9361, 
9449. .9594, 9755. .9931, 10703 .. 10827 , 11902. .11957 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58406 

122012 

6619 

OJ000320_20.0419.C27.o3.np 

10674 

7507304 

10674. .10840, 11669. .11745, 
hypothetical protein T06E6.1 
gi | 3879561 1 emb | CAB03312-. 1 1 ( 
from this gene; cDNA EST yk4 
EST yk273e2.3 comes from thi 
from this gene; cDNA EST yk4 
EST yk466h2.5 comes from thi 



Seq. ID OJ000320__20.0419.C27 

Strand + 

End 11961 

Method AAT/NAP 

End 11961 

Score 58 
11902.. 11961 

- Caenorhabditis' elegans 
Z81117) cDNA EST yk416al,3 comes 
66h2.3 comes from this gene; cDNA 
s gene; cDNA EST yk475el2.3 comes 
16al.5 comes from this gene; cDNA 
s ge> 



58406 Seq. ID 

122012 Strand 
6619 End 
OJ000320_20 .0419. C27 . o2 . gp Method 
11641 End 
LIB34 32-022-P1-K1-D7 Score 
11641. .1174 5, ,41902... 11957 

1 11957/emb 1X15901 | CHOSXX 'i.0e-158 Rice complete chloroplast 
genome 1 



OJ000320_20.0419.C27 
+ 

11961 
AAT/GAP 
11957 
249 



f J 


Seq. No. 


58406 










Seq. ID 


OJ000320_20.0419.C27 


1 i = 


Gene No. 


122013 










Strand ^ 






Start 


2017 










End 


3015 




Name 


OJ000320 


_20. 


0419. 


C27.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


55 










End 


1287 


s 


GI 


none 










Score 


222 


i , = 


Exons 


55. .222, 


60. 


.233, 


1145. , 


.1279, 


1153. .1287, 1157. .1279 




Seq. No. 


58406 










,*Seq. ID 


OJ000320_20.0419.C27 




Gene No. 


122013 










Strand 




z 


Start 


2017 










End 


3015 




Name 


OJ000320 


_20. 


0419. 


C27.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


55 










End 


1380 


GI 


none 










Score 


253 




Exons . 


55. .222, 


.60. 


.233, 


1145. . 


.1288, 


1145.. 1291, .1147.. 1326, -1330. 




Seq. No. . 


58406 










Seq. ID 


OJ000320_20.0419.C27 




Gene No. 


122013 










Strand 






Start 


2017 










End 


3015 




Name 


OJ000320 


_20. 


0419. 


C27.ol, 


.ts 


Method 


TBLASTX: Soybean 




Start 


55 










End 


-222 




GI 


none 










Score 


238 




Exons 


55. .222, 


60. 


.221, 


61. .222 








Seq. No. 


58406 










Seq. ID 


OJ000320_20.0419.C27 




Gene No. 


■ 122013 










' Strand 






. Start 


2017 










End 


3015 




Name 


OJ000320 


_20. 


0419. 


C27.o2. 


■ gs 


Method 


GENSCAN 




Start 


2017 










End 


3015 



58738 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
2017. .2102, 2562. .2782, 2930. .3015 



.87 



58406 



'58406 
122014 
5936 

OJ000320_20.0419.C27.o4.tm 

6316 

none 

6316. .6519, 6418. .6480 

58406 

122015 

8928 

OJ000320_20 . 0419. C27 . o3 . tm 

8928 

none 



Seq. ID OJ000320_20.0419.C27 



122014 Strand 
5936 End 
OJ000320_20 .0419. C27 . o2 .ts Method 
5936 End 
none Score 
5936. .6094, 6067. .6408, 6499. .6549 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



6549 

TBLASTX: Soybean 

6549 

80 " 



OJ000320_20.0419.C27 
6549 

TBLASTX: Maize 

6519 

182 



OJ000320_20. 0419.C27' 
9238 

TBLASTX: Maize 

9238 

130.- 



8928. .9005, 8929. .9006, 9121. .9177, 9122. .9238 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320 20.0419.C27, 



58406 
122016 
9'882 

OJ000320_20.0419.C27.o2.tm 
9882 
none 

9882. .9932, 9884. .9931, 10074 .. 10157 , 10076 .. 10132 , 
10077. . 10139, 10255. . 10371, 10258 .. 10362 , 10665 .. 1082.6, 
■10670. .10828, 10673. .10828, 10674. .10829, 11654 ... 11743, 
11746, 11655. .11759, 11671 .. 11751 , 11900 .. 11956, 
11965, 11901.. 11966 



11966 

TBLASTX: Maize 

11966 

71 



11654 . 
11900. 



Seq. No. 58407 Seq. ID 

Gene No. 122017 Strand 

Start . 132 End 

Name OJ000320_20 . 04 19 . C28 . ol . gs Method 

Start 132 End 

GI .. . none . ■ Score 

Exons 132.. 401 



OJ000320_20.0419.C28 
+ 

401 

GENSCAN. 
401 ' 
.'96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



58408 Seq. ID 

122018 Strand 

204 End 
OJ000320_20.0419.C29.ol.gs Method 

204 End 

none' Score 

204. .329, 362. .846, 1305. .1485 



58408 
122018 



Seq. ID 
Strand 



OJ000320_20.0419.C29 

1543 
GENSCAN 
1485 
.96 



OJ000320 20.0419.C29 



58739 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
'Start 
Name 
Start 
GI 

Exons 



204 



OJ000320_20.0419.C29.ol.np 
356 

6729037 
356. .846, 1305. .1543 

(AC009177) unknown protein [Arabidopsis thaliana] 



End 

Method 
End 
Score 



1543 
AAT/NAP 
1543 
466 



58408 

122018 

204 

OJ000320_20.0419.C29.ol.tm 

443 

none 



Seq. ID OJ000320_20.0419. 
Strand 

End 1543 

Method TBLASTX : Mai ze 

End 853 

Score 117 



C29 



443. .547, -443. .553, 548.-853, 64 6 .. 723, 711 .. 84 8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58408 

122018 

204 

OJ000320_20.0419.C29.ol.ts 

593 
none 



Seq. ID OJ000320_20.0419, 
Strand 

End 1543 

Method TBLASTX : Soybean 

End 1434 

Score 57 



C29 



593. .847, 701. .805, 714. .848, 1303. .1434, 1304. .1423 



Seq. No. . 58408 

Gene N6> . 122018 

Start ' 204 s 

Name OJ000320_20 . 04 19 . C2 9 . ol . tw 

Start 626 

GI none 
Exons 



Seq. IP OJ000320_20.0419. 
Strand 

End 1543 

Method TBLASTX : Wheat 

End 1354 

Score 83 



C29 



626.. 847, 717.. 848, 1303.'. 1353, 1304.. 1354 



Seq. No. 58409 

Gene No. 122019 

Start 612 

Name OJ000320_20 . 04 19 . C30 . ol . gs 

Start 612 

GI . none 

Exons 612.. 662, 832.. 1098 



Seq. ID OJ000320_20.0419. 

Strand + 

End 1098 

Method GENSCAN 

End 1098 

Score .72 



C30 



Seq. No. 58409 

Gene No. 122020 

Start 14 77 

Name OJ000320_20. 0419 . C30 . o2 . gs 

Start • 1477 

GI none 

Exons 1477.. 1854 



Seq. ID OJ000320__20.0419, 

Strand + 

End . 1854 

Method GENSCAN 

End 1854 • 

Score .94 



C30 



Seq. No. 58409 

Gene No. 122021 
Start ' 1 

Name OJ000320_20 . 0419 . C30 . ol . np 

Start 1 

GI 6729037 
Exons : 1;.21, 797.. 925 

GI Descrip. (AC009177) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000320_20.0419. 
Strand 

End 2688 - ■ 

Method AAT/NAP 

End 925 

Score 87 



C30 



Seq. No. 



58409 



Seq. ID OJ000320_20.0419.C30 



58740 




Gene No. 


122021 


Strand 








Start 


1 


End 


2688 






Name 


AT/^nnnn on n/ii q c^n /->o -nr-\ 

ujuuuozu zu . U4 1 y . bou . oz . np 


Metnoa 


AA1 / JNAF 




~ - 


Start 


4 /y 


End 


o c o o 
ZOOO 






bl 




Score 


3 4 






Exons 


AlOk cci OOnG OOOl O ^ c; o 


. . Z DO O 








GI Descrip. 


(Alii l / o4 ; zwnio.i [uryza 


sat iva ] 








Seq. No. 


■ 58410 


Seq. ID 


OJ000320_20, 


.0419. 


C31 


Gene No. 


122022 


Strand 








Start 


1 1 A 

114 ' • 


rr< _ 

hna 


lzy j 






Name 


ujuuujzu zu . U4 i y ; b ji . oi . gs 


Metnoa 


rrMCP7\XT 
bbNbbAN 






Start 


114 


T~> 

bna 


1 O Q *3 

izy j 






bl 


none 


Score 








Exons 


11/1 £ "3 c: i i oc 10QO 

114. .0,33, ii jj . . izyj 










Seq. No. 


58411 


Seq. ID 


OJ000320_20. 


.0419. 


C32 


Gene No. 


122023 


Strand 








btart 


1 1 
1 / 


Lna 


d4 o 






Name 


ojuuujzu 4u.u41y.boz.oi.gs 


Metnoa 


GENSCAN 






Start 


.1 / 


End 


C A O 

o4 a 






GI 


none 


Score 


.76 






Exons 


1 "7 C A Q 
1 / . . 04 O 










Seq.. /No. 


58 4M 


Seq. ID 


OJ000320_20. 


.0419. 


C32 


Gene No. 


122023 


Strand 








C -4- v±~ 

btart 


17 


End . 


648 






Name 


OJ000320 20.0419.C32.ol.tm 


Method 


TBLASTX: Maize 




Start 


166 


End 


416 






GI 


none 


Score 


147 






Exons 


166. .345, 176. .415, 201. .416, 204. .365 








Seq. No. 


58411 


Seq. ID 


OJ000320_20. 


.0419. 


C32 


Gene No. 


122023 


Strand 








btart 


17 


End 


648 






Name 


OJ000320 20.0419.C32.ol.gp 


Method 


AAT/GAP 






Start • 


288 


End 


631 






C T 


2310846 


Score 


618 ■ 






Exons 


288. .631 










beq. No. 


58412 


Seq. ID 


OJ000330__20. 


.0419. 


C* 1 

bl 


Gene No. 


122024 


Strand 


+ 






Start 


■ 1 


End 


1072 






Name 


■ OJ000330 20.0419. CI. ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1053 ., . 






r- t 
bl 


7208782 


Score 


156 






Exons 


1. .248, 1025. .1053 










GI Descrip. 


(AJ276270) hypothetical protein [Cicer 


arietinum]. 






Seq. No. 


58412 


Seq. ID 


OJ000330_20. 


,0419. 


CI 


Gene No. 


122024 


Strand 


+ 






Start 


1 


End 


1072 






Name 


OJ000330 20.0419.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


153 






GI 


none 


Score 


195 







Exons 1.-153, 1..150, 2. .151, 9. .152 

58741 




Seq. No. 


58412 


Seq. ID 


OJ000330 


_20 


.0419. CI 


Gene No. 


122024 


Strand 


+ 








1 




107 9 
x u / z 






Name 


UJUUUjjU z u . U H x y . U J. . o X . g s 


ixieLnoa 


PT?MCP2\M 
U.DlNoU/\lN 






Of -a r-fr- 




tjna 


1 A Q 
X H. O 








none 


Score 


Qft 






Exons 


9 ^ 1 A ft 










Seq. No. 


58412 


Seq. ID 


OJ000330 


_20, 


.0419. CI 


Gene No. 


122024 


Strand 


+ 






Of 2 

OLaiL 


i 

X 


EjilQ 


1 07 9 
XU / Z 






Name 


oTnnn^n 9 0 n^i q pi 

UJUUUjjU Z U . U H X . U X . O X . gp 


f\A 4— V"\ f\ 

jxie tnoa 








Of 3 


QQ ~~ 


LllQ 


1 079 
X u / Z 






fZ T 
OX 


none 


Score 


1 79 
X / z 






Exons 


QQ 14 8 1 09 c. 1079 










Seq. No. 


58413 


Seq. ID 


OJ000330 


_20. 


.0419. C5 


Gene No. 


122025 . 


Strand 


+ 






Of a v-f 




End 


3657 






Name 


piTnnm^n on n/iiQ p^ oi no 

UJUUUJJU z u . u *± X . Lj . o x . g s 


Method 


GENSCAN 




<, 


O Lai L 


X D D / 


End 


3657 






pt 


none 


Score 


.48 






Exons 


1 667 1 ftl 9 99ft9 9^49 ^0Q7 
X O O / • • lOlZ/ Z Z O Z . . Z 0 ft Z , jU" / . 


.3218, .3521. .3657 






Seq. No. 


58413 


Seq; ID . 


OJ0.00330_ 


_20, 


.0419.C5 


Gene No. . . 


122026 


Strand 








Of a r f 

o Lar L 


fi J J O 


End. 


5057 






Name 


nTOOono on o^iiq pr r\9 no 

UuUUUjjU ZU.U4Xy.UD.OZ.yS 


Method 


GENSCAN 






Of 3 r f 

o tart. 


fi J 0 0 


End 


5057 






PT 


none 


Score 


.44 






Exons 


4R06 46Q1 dRQfi dQTI 
4 JJO. . 4 JUD, 4Dj1. .4030/ 4 jjI. 


.5057 








Seq. No. 


58414 


Seq. ID 


OJ000330_ 


_20. 


,0419. C6 


Gene No. 


122027 


Strand 


+ 






Of a v-f 


295 


End 


1326 






Name 


OJ000330 20.0419. C6.ol.gs ■ 


Method 


GENSCAN 






Of 3 v-f 


• 295 


End . 


1326 






pT 


none 


Score 


.74 






Exons 


295. .405, 808. .842, 1139. .1326 








Seq. No. 


58415 


Seq. ID 


OJ000330 


_20. 


,0419. C8 


Gene' No. 


122028 . . 


Strand 


+ 






Qf a r *- 
O Lai L 


101 


End 


1251 






Name 


OJ000330 "20.0419.C8.ol.gs" ' 


Method 


GENSCAN 






Of arf 


101. 


End 


125 1- 






PT 

UX 


none 


Score 


.45 






Exons 


101. .193, 238. .387,. 392. .687, 


1140. . 1251 






oeq . lno . 


58415 


Seq.. ID 


OJ0003.3Q_ 


0 n 
z u . 


U4 x y,. to 




122029 - 


Strand 








Start 


174 


End 


1902 






Name 


OJ000330 20.0419.C8.ol.np 


Method 


AAT/NAP 






Start - 


174 


End 


1902 






GI 


5802551 


Score 


82 






Exons 


174. .392, 1872. .1902 










GI Descrip. 


(AF173369) alliinase [Allium' 


tuberosum] 









58742 



Seq. No- 
Gene NO. 
Start 
Name 
Start 
GI 

Exons * 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58416 Seq. ID 

122030 Strand ' 

1. - End 

OJ000330_20.0419.C9.ol.np Method 
1 End 
6907106 Score 
1. .223 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000330_20.0419.C9 
+ 

613 

AAT/NAP 

223 

166 



58416 Seq. ID 

122030 * Strand 

1 End 

O'J000330_20.0419.C9.ol.gs Method 

80 End 

none Score 

80. .153, '309. .394, 483. .613 



OJ000330_20.0419.C9 

+ 1 
613 

GENSCAN ■ 

613 

.58 



Seq. No. 

Gene " No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58416 .. ' Seq. ID OJ000330_20 . 04 19 . C9 

122031 Strand 

2320 End 2645 

OJ000330_20 . 04 19 . C9 . o2 . gp Method AAT/GAP 

2023 End 2553 

22615_1.R1084 Score 966 . 

2023.. 2553' 

' 399028/sp | Q01594 | ALLN_ALLSA 3.0e-12 ALLIIN LYASE PRECURSOR. 

(ALLIINASE) {CYSTEINE SULPHOXIDE LYASE) >gi_4 1 98 08_pir S29302 

alliin lyase (EC 4.4.1.4) precursor - garlic 

>gi_16109_emb_CAA78268_ (Z12622) precursor alliinase [Allium 
sativum] 1 



58416 Seq. ID 

122031 Strand 
2320 End 
OJ000330_20 . 04 19 . C9 . o2 . np Method 
2285 End 
399028 ■ , Score 

2285 2645 

ALLIIN LYASE PRECURSOR (ALLIINASE) (CYSTEINE SULPHOXIDE LYASE) 
gi I 419808 Ipir | | S29302 alliin lyase (EC 4.4.1.4) precursor - 
garlic gi | 16109 | emb | CAA78268 . 1 | (Z12622) precursor alliinase 
[Allium sativum] 



OJ000330_20. 0.419. C9 

2645 
AAT/NAP 
2645 
139 . 



Seq. No. 


58416 










Seq, ID 


OJ000330_20. 0 


Gene No. . 


122031 










..' Strand, 




Start 


2320 










End 


2645 


Name 


OJ000330 20. 


.0419 


;C9. 


.o2. 


.gs 


Method 


GENSCAN 


Start. 


. 2320 










End ... 


2549 


GI 


none 










Score 


? 96 


Exons 


2320. .2549 














Seq. No. 


58416 










Seq. ID 


OJ000330_20.0 


Gene No. 


122031 










Strand 




Start 


2320 










End 


2645 


Name 


OJ000330 20. 


,0419 


.C9. 


,ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


2377 










End 


2552 


GI 


none 










Score 


91 



58743 



Exons 



2377. .2550, 2378.-2482, 2380. .2547, 2463. .2552 



Seq. No. 584,17 

Gene No. 122032 . 

.Start * 1 

Name OJ000330_20 . 04 19 . CIO . ol . np 

Start 1 

GI 166341 

Exons 1..151, 257.. 549, 669.. 976 

GI Descrip. (M98267) alliinase [Allium cepa] gi|1044969 (L48614) allinase 
[Allium cepa] 



Seq. ID OJ000330_20. 0419. CIO 
Strand 

End 2407 

Method AAT/NAP 

End 97 6 

Score 517 . 



Seq. No. 58417 

Gene No. 122032 

Start 1 

Name OJ000330_20 . 04 19 . C10 . ol . tm 

Start 1 

GI none 
•Exons ■ 



Seq. ID OJ000330_20. 0419. C10 
Strand 

End 2407 

Method TBLASTX : Maize 

End 800 

Score 159 



1..150, 2. . 151, 2. .154, 221. .376, 253. .381, 349. .447, 374. .44* 
395. .454, 397. .459, 726. .800, 741. .797 



Seq. No. 58417 

Gene No. 122032 

Start 1 

Name OJ000330_20 . 04 19 . C10 . ol ..gs 

Start 40 

GI none 
. Exons 



Seq. ID OJ000330_20. 0419. C10 
Strand 

End . 2407 

Method- GENSCAN ' 

End 24 07 

Score .94 



40. .151, 257. .549, 669 .. 969, 1607 .. 1710 , 2346. .2407 



Seq. No. 58417 

Gene No. 122032 

Start 1 

Name OJ000330_20 . 04 19 . C10 . ol . gp 

Start 72 

GI 97415JL.R1084 

Exons 72.. 151, 257.. .549, 669.. 864 

GI Descrip.- 1 166341 8.0e-37 (M98267) alliinase [Allium cepa] >gi_1044969 
(L48614) allinase [Allium cepa] r 



Seq. ID OJ000330_20. 0419. C10 
Strand 

End 2407 

Method AAT/GAP 

End 8 64 

Score 1048 



Seq. No. 


58417 








Seq. ID 


OJ000330_20.0419. 


.C10 


Gene No. 


122032 








Strand 






Start . 


1 








End 


2407 




Name 


. OJ000330 


20. 04 1.9. C10. 


ol. 


. tc 


Method . 


TBLASTX: Cress 




Start 


672 








* End 


971 




GI 


. none 








, ' Score 


. 170 




Exons 


672. .971, 


673. .969 












Seq. No. 


58417 








Seq. ID 


OJ000330_20!0419. 


.C10 


Gene No. 


122032 








■ Strand. 






Start 


1 ■ 








End- 


2407 




Name 


OJ000330 


20. 0419. C10. 


ol, 


,ts 


Method 


TBLASTX : Soybean 




Start 


774 








End 


969 




GI 


none 








Score 


103 




Exons 


' 774. .968, 


775. . 969 












Seq. No. 


58418 








Seq. ID 


OJ000330_20.0419, 


,C11 


Gene No. 


122033 








Strand 







58744 



Start 


645 


•'End 


O T O 

3708 


Name . 


OJ000330_20 . 0419 . Cll . 


ol.gs Method 


GEN SCAN 


Start 


■ 645 


End 


37-08 


GI 


i..none 


..Score 


. 7 


Exons 


645. .655, 2197. .2299, 


3303 . . 3708 




Seq. No. 


58419 


Seq. ID 


OJ000330_20 . 04 19 . CI 2 






J Li Cll l\J. 


_i- 


Start 


1975 


End 


2142 


Name 


OJ000330 20.0419.C12. 


ol.gp Method 


AAT/GAP 


Start 


1975 


End 


2142 


GI 


53818 1.R1084 


Score 


218 


Exons 


1975. .2142 






GI Descrip. 


'4587518/gb|AAD25749. 


1|AC007060_7 7.0e 


-20 (AC00-7060) Strong 



similarity to F19I3.8 gi_3033381 putative 
UDP-galactose-4-epimerase from Arabidopsis thaliana BAC 
gb_AC004238 and is a member of PFJD1370 the NAD dependent 
epimerase/dehydratase family. EST gb_AA59' 



Seq. No. 58419 , Seq. ID 

Gene No. 122035 " Strand 

Start 3265 End 

Name OJ000330_20 . 0419 . C12 . o2 . gs Method 

Start 32 65 . End 

GI- none Score 

Exons 3265.. "7566 



OJ000330_20.0419.C12 
+ 

7566 
GENSCAN 
7566 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58419 

122035 

3265 

OJ000330_20. 
3376 
7228446 
3376. .4018, 



0419.C12.ol.np 



'4049. .5669, 5748. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6602, 



OJ000330_ 
+ 

7566 
AAT/NAP 
7557 
2956 
6690. .7557 



20.0419.C12-- 



(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 
F9013 genomic, sequence, putative retroelement pol polyprotein 
(AC006248) [Oryza sativa] 



Seq. No. 


58419 


Seq. ID 


OJ000330_ 


_20 


.0419. 


C12 


Gene No. 


122036 


Strand 


+ 








Start 


9087 


End 


10932 








Name 


OJ00.0330 20.0419.C12.o3.gs 


Method 


GENSCAN 








Start 


.9087 


End 


10932 








GI 


none " ' 


Score 


.72 ■ 








Exons 


9087., 9155, 1Q240. .10932 












Seq. No. 


58419 


Seq. ID 


OJ000330_ 


_20 


.0419. 


C12 


Gene No. 


122036 


Strand • 


+ 








Start 


.908.7 


-End . . 


10932 ., ... 








Name 


OJ000330 20.0419.C12.o2.np 


Method 


AAT/NAP 








Start 


10479 


End 


10929 








GI 


5031281 


Score 


217 








Exons 


10479. .10929 












GI Descrip. 


(AF139499) unknown [Prunus' 


armeniaca] 










Seq. No. 


58419 


Seq. ID 


OJ000330_ 




.0419. 


C12 


Gene No. 


122037 


Strand 











58745 



Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No.. 
Start _ 
Name 
Start 
GI 

Exons 



12203 

OJ000330_20. 

3256 

none 

3256. .3291, 

58419 

122037 

12203 

OJ000330_20. 

3421 

none 

3421. .3777, 

58419 

122037 

12203 

OJ000330_20. 

3430 

none 

3430. .3720, 

58419 

122037 

12203 

OJ000330_20. 

3559 

none 

3559. .3762, 
3882. .3950 



0419.C12.o9. tm 



3313.. 3543, 3333. 



0419.C12.o6. tw 



3439. .3834 



0419.C12.o6.tc 



3492. .3644 



0419,C12.o5.tm 



End 

Method 
End 
Score 
.3545 



14157 

TBLASTX: Maize 
.3545 
43 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 

Method TBLASTX : Wheat 

End 3834 

Score 235 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 

Method TBLASTX : Cress ' 

End- 3720 

Score 183 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 

Method TBLASTX: Maize 

End 3950 

Score 200 



3564. .3758, 3774. .3833, 3775. .3885, 3865. .3948, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



' 58419 
122037 
12203 

OJ000330_20. 

4365 

none 

4365. .4541, 

58419 

122037 

12203 

OJ000330_20. 
4386 ' 
none 

4386. .4589, 

58419 

122037- 

12203' 

OJ000330_20. 

4780 

none 

4780. .5109 



0419.C12.o8.tm 
4366. .4584, 4645. 

0419.C12.o5.tw 
4387. .4632, 4648. 

0419.C12.o5.ts 



Seq. ID OJ000330_20.0419.C12 
Strand 

14157 

TBLASTX: Maize 
4776 
195 



End 

Method 
End 
Score 
.4776 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 
Method TBLASTX : Wheat • , 
End ■ -4842 
Score .176. 
.4755, 4756. .4842 

Seq. ID OJ000330_20.0419.C12 

Strand - 

End ' 14157 '• • 

Method TBLASTX : Soybean 

End 5109 

Score 209 



Seq. No. 
Gene No. 



58419 
122037 



Seq. ID OJ000330_20.0419.C12 
Strand 



58746 




Start 


i o o a o 

1220 J 








End 


14157 




Name 


OJ000330 20. 


, 0419 . 


. C12 . o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


4930 ' 








End 


5475 




GI 


none 








Score 


335 




Exons 


4 930 . . 537 6, 


5130 , 


. . 5369, 


5380 . 


.54 75 






Seq. No. 


58419 








Seq. ID 


OJ000330_20.0419, 


.C12 


Gene No. 


122037 








Strand 






Start 


1 a A A a 

12203 








End 


14157 




Name 


/"n-tAAAooa a a 

OJ000330_20 . 


,0419. 


, C12 . o3 


. tm 


Method 


TBLASTX: Maize 




Start 


C 1 A A 

5122 








End 


5547 




GI 


none 








"'Score 


380 




Exons 


5122 . .54 63, 


C 1 A A 

5130 . 


c a n. a 

. .5453, 


5476. 


C- C A 1 

.554/ 






Seq. No. 


58419 








Seq. ID 


OJ000330 20.0419. 


,C12 


Gene No. 


122037 








Strand 


- 




Start 


12203 








End 


14157 




Name 


ataaaaaa - a a 

OJ000330_20 . 


0419 . 


C12 . o2 


. ts 


Method 


" TBLASTX: Soybean 




Start 


514 9 








End 


5625 




GI 


hone 








Score 


395 




Exons 


5149 . . 5625, 


5157 . 


.5450 










Seq. No. 


58419 








Seq. ID 


OJ000330_20.0419. 


C12 


Gene No. 


•122037 








Strand " 






Start 


,12203 








End . 


14157' * • 




Name 


.OJ000330 20. 


0419 . 


C12 . o3 


. tc 


Method. 


TBLASTX: Cress 




Start 


5164 








End 


5613 




GI 


none 








Score 


283 




Exons 


5164 . . 5613, 


5166 . 


.524$, 


5274 . 


.5447, 5476. .5610 




Seq. No. 


58419 








Seq. ID 


OJ000330_20.0419. 


C12 


Gene No. 


122037 








Strand 






Start 


12203 








End 


14157 




Name 


^taaaaaa a a 

OJ000330_20 . 


0419. 


C12 . o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


6037 








End 


6525 




GI 


tZ (Z A A A /* A 

. 55092 60 








Score 


352 




Exons 


A A *7 C A C 

■6037 . . 6525 


6102 . 


. 6275, 


6360 . 


:6497 






GI Descrip. 
















Seq. No. 


58419 








Seq. ID 


OJ000330_20.0419. 


C12 


Gene No. 


122037 








Strand 






Start 


1 A A A *D 

12203 








End 


14157 




Name 


/"\ TA A A A A A OA 

OJ000330_20 . 


0419 . 


C12 . o4 


. tm 


Method .. 


TBLASTX: Maize . 




Start 


6055 








End 


6369 ' 




GI 


none 








Score. . 


318 




Exons 


6055 . . 6369, 


6073 . 


. 6354 










Seq. No. 


58419 . 








Seq. ID 


OJ000330_20.0419. 


C12 


Gene No. 


122037 








Strand . 






Start 


12203 








End 


14157 ■ 




Name 


OJ000330 20. 


0419 . 


C12 . o4 , 


. tc 


Method 


TBLASTX: Cress 




Start 


6144 








End 


6408 




GI 


none 








Score 


225 




Exons 


6144. .6275, 


6145. 


. 6408 










Seq. No. 


58419 








Seq. ID 


OJ000330_20.0419. 


C12 


Gene No. 


122037 








Strand 







58747 



Start 
Name 
Start 
GI 

Exons 



12203 End 

OJ000330_20 .0419. C12 . o3 . tw Method 

6189 , End 

none Score 



14157 

TBLASTX: Wheat 
67 4 4 * 
252 



6189. .6275, 6190. .6534, 6190. .6537, 6520. .6744 



Seq. No. 58419 

Gene No. 122037 

Start 12203 

Name OJ000330_20 . 04 19 . C12 . 06 . tm 

Start 6571 

GI none 

Exons 6571.. 6834, 6571.. 6813, 6573, 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 

Method TBLASTX: Maize 

End 6834 

Score 245 
.6833 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58419 

122037 

12203 

OJ000330_20. 0419. C12 . o2 . tm 

6838 

none 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 

Method TBLASTX :.Maize 

End 7290 

Score 4.23 



6838. .7290, 6873. .7223, 7090... 7269 



Seq. No. 58419 

Gene No. 122037 
Start . . 12203- 

Name OJ000330_20 . 04 19 . C12 . ol . tc 

Start 6876 

GI none 
Exons 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 

Method TBLASTX : Cress 

End 7539 

Score '263 



6876. .7145, 6877. .7170, 7174. .7290, 7288. .7539, 7330. .7482, 
7332. .7487 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI ■ 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58419 

122037 

12203 

OJ000330_20. 0419.C12 .ol.ts 

6898 

none 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 

Method TBLASTX : Soybean 

End 7548 

Score 147 



6898. .7059, 6927. .7064, 7081. .7548, 7359. .7487 



58419 
122037 
- 12203 

OJ000330_20.0419.C12.o4..tw 

7066 

none 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 1415.7 

Method. TBLASTX: Wheat . . 

End 7509' 

Score 151 



7066. .7293, 7315. .7509, . 7332. .7508 



Seq. No. 58419 

Gene No. 122037 

Start 12203- 

Name OJ000330_20 . 0419 . C12 . o5 . tc 

Start 10523 

GI none 
Exons 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 

Method TBLASTX : Cress 

End 10935 

Score 96 



10523. .10612, 10674. .10820, 10675 .. 10821, 10823 10867 , 
10867.. 10935 



Seq. No. 



58419 



Seq. ID OJ000330_20.0419.C12 



58748 



Gene. No. 122037 Strand 

Start 12203 End 

Name OJ000330_20 . 04 19 .C12 . o7 . tm Method 

Start 10531 End 

GI none '* Score 

Exons 10531. .10599,,, 10532. .10651, 10743 

10823. .10867, 10842 .. 10883, 10867 



10820, 
10920 



14157 

TBLASTX: Maize 

10920 

105 

10744. .10821, 



Seq. No. 58419 Seq. ID 

Gene No. 122037 Strand 

Start 12203 End 

Name OJ000330_20 . 0419. C12 . o4 . ts Method 

Start 10532 End 

GI none ■ Score 
Exons 



OJ000330_20.0419.C12 
14157 

TBLASTX: Soybean 

10932 • 

99 



10532. .10666, 10741. .10821, 1074 6. .10814, 10821. .108 62, 
10823. .10861, 10870.. 10932 



S3 



s 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI -Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58419 Seq. ID OJ000330_20 . 04 19 . C12 

122037 Strand 

12203 End 14157 

OJ000330_20 . 0419. C12 . o3 . gp Method AAT/GAP 

11896 End 12618 

4457_1.R1084 Score 1189 

11896. .12432, 12546. .12618 

, 4633652/gb|AAD26853.1|AF124405_l 5.0e-23' (AF124405) alliinase 
precursor [Allium cepa] 1 



58419 

122037 

12203 

OJ000330_20.0419.C12.o3.np 

12135 

7108487 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 

Method AAT/NAP 

End 14157 

Score 720 



12135. .12432, 12546 .. 12832, 12 938 .. 13233, 13330 13675, 
14106. .14157 

(AF126049) cysteine-sulphoxide lyase [Allium cepa] 



58419 

122037 

12203 

OJ000330_20.0419.C12.o4 .gs 

12203 

none 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 

Method GENSCAN 

End 13644 

Score . .97 



12203. .12432, 1254 6 .. 13233, 13330. 



58419 Seq. ID 

122037 Strand 
12203 End 
OJ000330_20.0419.C12.ol. tw Method 

12260 - • End 

none Score 



13644 

OJ000330 20.0419.C12 



14157 

TBLASTX: Wheat 

12787 ■ 

78 



122 60. .12439, 12261. .12350, 12263. .12352, 12541. .12777, 
12547. .1278 6, 12548. .12787 



Seq. No. 
Gene No. 
Start 



58419 

122037 

12203 



Seq. ID OJ000330_20.0419.C12 
Strand 

End 14157 



58749 




Name 


OJ000330_20.0419.C12 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


12290 




End 


13461 






GI 


none . . 




Score 


117 






Exons 


12290 .. 12433, 12290. 


. 12439, . 


12546. .12638, 12547 


. . 12831, 






12547 .-. 12831, 12548. 


. 12832, 


12908. .13057, 12934 


. . 13062, 






i r\ "i r\ i ion i o n rr er 

13030 13128, 13055. 


. 13129, 


13387. .13461, 13402 


. . 13458 




Seq. No. 


58419 




Seq. ID' 


OJ000330 


_20 .0419 


.C12 


Gene No. 


122037 




Strand 








Start 


12203 




End 


14157"' * 






Name 


OJ000330 20.0419.C12 


. o4 .gp 


Method 


AAT/GAP 






Start 


12809 




End 


13476 






GI 


97415 1.R1084 




Score 


702 ■ 






•Exons 


12809; .12832, 12938. 


.13233, 


13330. .13476 






GI Descrip. 


'166341 8.0e-37 (M98267) alliinase [Allium cepa 


] >gi 104496' 




(L48614) allinase [Allium cepa] 1 








Seq. No. 


58419 




Seq. ID 


OJ000330 


_20.0419 


;ci2 


Gene No. 


122037 




Strand 








Start 


12203 




' End 


14157 






Name 


OJ000330 20.0419.C12 


.o2. tc 


Method 


TBLASTX: 


Cress 




Start 


13165 




End 


13632 






GI 


none 




Score 


157 






Exons 


. 13165. .13233, 13327.' 


.13632, 


13337. .13630 






Seq. No. 


58419 




Seq. ID 


OJ000330 


_20.0419 


.C12 


Gene No. 


122037 




Strand 








Start 


12203 




End 


14157 






Name 


OJ000330 20.0419.C12 


. 06. ts 


Method 


TBLASTX: 


Soybean 




Start 


13435 




End 


13630 






GI 


none 




Score 


92 






Exons 


13435. . 13629, 13436. 


. 13630 










Seq. No. 


58419 




Seq. ID 


OJ000330 


_20.0419 


.C12 


Gene No. 


122037 




Strand 








Start 


12203 




. End 


14157 






Name * 


OJ000330 20.0419.C12 


. o5 . gp 


' Method 


AAT/GAP 






Start 


13501 




. End 


13631 






GI 


LIB3431-058-P1-K1-D2 




Score 


230 






Exons 


13501. .13631 












GI Descrip. 


, 15961/emb|CAA78267 | 


3.0e-22 


(Z12621) 


precursor 


alliinase 




[Allium cepa] 1 












Seq. No. 


58420 




Seq. ID 


OJ000330 


_20.0419 


.C13 


Gene No. 


122038 




Strand . 








Start 


1 




End 


■ 790 






Name 


OJ000330 20.0419.C13, 


.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


790 






GI 


2190016 




Score 


135 






Exons 


■ 1. .52, 183. .378, 718. 


. .790 










GI Descrip. 


(AB004 269) alliinase 


[Allium 


tuberosum] 






Seq. No. 


58420 




Seq. ID 


OJ000330 


_20.0419 


.C13 


Gene No. 


122038 




Strand 








Start 


1 




End 


790 






Name 


OJ000330 20.0419.C13. 


.ol.gp 


Method 


AAT/GAP 






Start 


176 




End 


536 







58750 




C T 


T T Q ^ /l "3 1 _ O Q Q _ D1 — _ HO 




Score 


643 




Exons 


1 / D . . jjD 










lj± uescrip. 


1 0 y 01 / eituj | LAA / o Z D / | j . ue 


00 

zz . 


I & 1 Z OZ 1 ; 


precursor alliinase 




l/iiiiuiu .cepaj 










Seq. No. 


58420 




Seq. ID 


OJ000330_20.0419 


. Cli 


Gene No. 


122038 




Strand 






oLaiL 


1 




End 


790 




Name 


OJ000330 20.0419.CI3.ol.tm 




Method 


TBLASTX: Maize 




O -(- 4- 


,184 




End 


481 






none 




Score 


152 




Exons 


184. .282, 185. .298, 283. .372, 


286.-468, 406. .480, 407.. 


481" 


oeq. in o . 


58421 




Seq. ID 


OJ000330_20.0419 


. CI 0 


Gene No. 


122039 




Strand- 


+ 




Start 


1 




End 


1952 




Name 


OJ000330 20.0419.C15.ol.np 




Method 


AAT/NAP 




Q -1- .— 4- 

o ram 


1 - 




End 


1952 




C T 


A A 1 TOIQ 

4 4 1 / z / y 




Score 


1478 




Exons 


'•1. .68, 654. .878, 924 . ;i952 










bi uescrip. 


(AC007019) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


58421 




Seq. ID 


OJ000330_20.0419 


. Clo 


Gene No. 


122039 




Strand 


+ 




o tar l 


1 




End 


1952 




Name 


OJ000330_20.0419.C15.ol.gs 




Method 


GEN SCAN 






on a 

Z / 4 




End 


1952 




P T 


none 




Score 


.48 




Exons 


274. .325, 654. .1952 










Seq. No. 


58421 




Seq. ID 


OJ000330_20.0419 


. Clo 


Gene No. 


122039 




Strand 


+ 




OLalC 


1 




End 


1952 




Name 


OJ000330 20.0419.C15.o2.ts 




Method 


TBLASTX : Soybean 




OLdi U 


654 




End 


878 




r t 


none 




Score 


79 




Exons 


654. .716, 726. .878 






*• 




Seq. No. 


58421 




Seq. ID 


OJ000330_20.0419 


. Clo 


Gene No. 


122039 




Strand 


+ 




o car l 


1 




End 


1952 




Name 


OJ000330 20.0419.C15.ol.ts 




Method 


TBLASTX: Soybean 




OLdlC . 


951 




.End 


1170 




H T 
bl .. 


none' 




Score 


304 




Exons 


951... 1169, 953. .1168, 963. 


.1169, 1072. 


.1170 . , . . 




Seq. No. 


58421 




Seq. ID 


OJ000330_20.0419 


. Clo 


Gene No. 


122039 




Strand 


+ 






1 




End 


1952. 




Name 


OJ000330 20.0419.C15.ol.tm 




Method • 


TBLASTX: Maize * 




b rarr 


1274 




End 


1493 




GI 


none 




Score 


289 




Exons 


1274. .1300, 1302. .1493, 1303. 


.1488 






Seq. No. 


58422 




Seq. ID 


OJ000330_20.0419 


.C16 


Gene No. 


122040 




Strand 


+ 




Start 


62 




End 


1046 





58751 



Name 
Start 
.GI 

Exons : 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000330_20.0419.C16.ol.gp Method AAT/GAP 
62 End . 566 

LIB3431-010-P1-K1-F10 Score 664 

62. .282, 405. .566 

' 3892708/emb|CAA22158.1| 6 . Oe-27* (AL033545 ) putative protein 
[Arabidopsis thaliana] 1 



58422 Seq. ID 

122040 Strand 

62 End 
OJ000330_20.0419.C16.ol.gs Method 

133 End 

none Score 

133.. 282, 405.. 1046 



OJ000330_20.0419.C16 
+ 

104 6 
GENSCAN 
1046 
.51 



58422 Seq. ID 

122040 ■ Strand 

62 End 
OJ000330_20. 0419.C16.ol.np Method 
133 End 
7486603 Score 
133. .282, 405. .1034 

hypothetical protein F7K2.110 - Arabidopsis thaliana 
gi|3892708|emb|CAA22158.1| (AL033545) putative protein 
[Arabidopsis thaliana] gi | 7269099 | emb | CAB7 9208 . 1 | (AL161557) 
putative protein [Arabidopsis thaliana] 



OJ000330_20.0419.C16 
+ 

1046 
. AAT/NAP 
1034 
595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■Exons 

Seq. No. 
Gene No. 



58422 
122040 
62 

OJ000330_20.0419.C16.o2.gp 
584 

LIB34 33-02 6-P1-K1-F6 
584 . .1029 

? 3892708/emb|CAA22158.1| 2.0e-26 (AL033545) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000330_20.0419.C16 

Strand + 

End 1046 

Method AAT/GAP 

End 1029 

Score 844 



58422 
122041 
1155 

OJ000330_20. 0419.C16.o3.gp 
1155 

LIB3.431-010-P1-N1-F11 
1155. .1411 

.'287403/dbj | D10838 | RICSBE1 1.0e-lll Rice, gene .for starch 
branching enzyme 1 



Seq. ID OJ000330_20.0419.C16 
Strand 

End 1411 

Method AAT/GAP 

End 1411 . 

Score 4 90 



58422 

122042 

2227 

OJ000330_20.0419.C16.ol.tm 

111 

none 



Seq. ID OJ000330_20.0419.C16 

Strand , - . 

End 54 84 

Method TBLASTX : Mai ze 

End 830 

Score 77 



111. .212, 126. .281, 130. .288, 399 . . 830, . 404 . . 805, 408. .830 



58422 
122042 



Seq. ID OJ000330_20.0419.C16 
Strand 



58752 




Start 


o o o n 
12.2. I 




17 w *-J 

End 


C. A Q A 

54 o 4 




Name 


OJ000330 20 . 04 19 . C16 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


TOO 

133 




End 


ft o ^ 

926 




GI 


none 




Score 


115 




Exons 


133.. 23 1, 4Uo..66o,. A 2d 


. . boo, 


/ z y . . y zo 






Seq. No. 


58422 




Seq. ID 


OJ000330_20.0419 


.C16 


Gene No. 


122042 




Strand 






Start 


O O O O" 
ZZZ / 




End 


54 o 4 




Name 


~*taaaooa on a /i i ft pi r _t 

OJ0UU33U__zU .0419.C16.Ol 


. tc 


Method 


TBLASTX : Cress 




Start 


1 Oft 

18 9 




•End 


671 




GI 


none 




Score 


101 




Exons 


1 Q ft OQ A 1 Qf| OQQ /IftC 

ioy..zo4, iyu. .zoo, 4Uo 


an i 
. . 6 / 1 , 


a a n a a a 
4 U / . . 664 , 


4 o 9 . .6/1 




beq. no. 


Do4 ZZ 




Seq. ID 


OJ000330_20.0419 


. Lib 


Gene No. 


122042 




Strand 






Start 


2227 




End 


5484 




Name 


OJ000330 20.0419.C16.o2 


.gs 


Method 


GENSCAN 




Start 


2227 




End 


5484 




GI 


none 




Score 


.64 




Exons 


2227. .2900, 3132. .3323, 


4071. 


.4300, 5424. .5484 





Seq. No. 58422 Seq. ID 0 J000330_20 . 04 19 . CI 6 

Gene No. 122042 Strand 

Start 2227 End 5484 

Name' " OJ000330_20 . 0419 . C16 . o2 . np . Method AAT/NAP 

Start 2415 End 3022 

GI * 7486380 Score 228 

Exons 2415.. 3022 

GI Descrip. hypothetical protein F3L17.110 - Arabidopsis thaliana 
gi | 5262765 | emb | CAB4 5913 . 1 | (AL080283) putative protein 
[Arabidopsis thaliana] gi | 7270057 | emb | CAB79872 . 1 | (AL161579) 
putative protein [Arabidopsis thaliana] 



Seq. No. 58422 

Gene No. 122042 ^ . 

Start - >: 2227 

Name '* OJ000330_20 . 04 19 . C16 . o3 . np 

Start 3226 

GI 5777617 

Exons 3226. . 3340 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ000330_20.0419.C16 
Strand 

End 5484 

Method AAT/NAP 

End 3340 

Score 79 



Seq. No. 58423 

Gene No.. . 122043 

Start 1 

Name OJ000330_20 . 04 19 . C17 . ol . np 

Start 1 

GI 3153821 

Exons 1: .34, 3222.. 3343, 3562.. 3798 

GI Descrip. (AF062655) plenty-of-prolines-101 ; POP101; SH3-philo-protein 
[Mus musculus] 



Seq. ID OJ000330_20.0419.C17 

Strand ,+ 

End 37 98 

Method AAT/NAP 

End 3798 

Score 55 



Seq. No. 58423 

Gene No. 122043 

Start . 1 

Name OJ000330_20 . 04 19 . C17 . o2 . gs 



Seq. ID OJ000330_20.0419.C17 

Strand + 

End 3798 

Method GENSCAN 



58753 



Start 
GI 

Exons 



3036 
none 

3036.. 3337, 3466.. 3746 



End 
Score 



3746 
.55 



Seq. No. '. 58423 Seq. ID 

Gene No. 122044 Strand 

Start 13 End 

Name OJ000330_20 . 04 19 . C17 . ol . gs Method 

Start 13 End 

GI none Score 

Exons 13.. 146, 269. .303 



OJ000330_20.0419.C17- 
303 

GENSCAN 

303 

.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58424 Seq. ID 

122045 Strand 

1520 End 

OJ000330_20 . 04 19 . C20 . ol . np Method 

1520 End 

6539263 Score 



OJ000330_20.0419.C20 
+ 

4467 
AAT/NAP 
4361 
831 



1520. .1545, 2712.. 3252, 3460.. 4.361 

(AC011765) hypothetical protein [Arabidopsis thaliana] 



58424 

122045 

1520 

OJ000330 
2641 
none 
2641, 



20.0419.C20.o2.gs 



Seq. ID QJ000330_20.0419.C20 

Strand + 

End 4 4 67 

Method GENSCAN 

End 4 4 67 ■ . 

Score .74 



.4467 



Seq. No. 58424 Seq. ID 

Gene No. 122046 Strand 

Start 4816 End 

Name OJ000330_20 .0419. C20 . ol . gp Method 

Start 4812 End 

GI none Score 

Exons 4812.. 5116 



OJ000330_20.0419.C20. 
+ 

5283 
AAT/GAP 
5116 
528 



Seq. No. 58424 ^ Seq. ID 

Gene No. 122046 Strand 

Start 4816 End 

Name OJ000330_20 . 0419 . C20 . o3 . gs Method 

Start 48.16 . End 

GI .none Score 

Exons 4816. .5208 



OJ000330_20.0419.C20 
+ 

5283 
GENSCAN 
.5208 . . 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



58424 Seq. ID 

122046 Strand 

4816 End 
OJ000330_20.0419.C20,o2.np ., Method; 

4829 End - 

7239505 Score 
4829. .5283 

(AC012654) EST gb|Z37689 comes from this gene 
thaliana] 



OJ000330_20. 0419.C20 
+ 

5283 
AAT/NAP 
5283 • -* 
248 



[Arabidopsis 



58424 
122047 



Seq. ID 
Strand 



OJ000330 20.0419.C20 



58754 



OLdl L. 


53 








End 


1 ft 7 1' 
J. o / X 




Name 


OJ000330 20 


.0419. 


C20.ol 


.gs 


Method 


o Lit LN O w r\ LN 




O La I. U 


53 








End 


1 ft 7 1 
X 0 / X 






none 








Score 


• O .7 




Exons 


53.. 895, 1201.. 1397, 1757.. 1871 




- 


o e CJ . LN o . 


58424 








Seq. * ID 


OJ000330 


on fiZMQ P9 0 


uene lno . 


122048 








Strand 








2749 








End 


4455 




Name 


OJ000330 20 


.0419. 


C20.ol 


.tm 


Method 


TBLASTX: 


LYia ize 


Start 


2749 ■ 








End 


4455 




GI 


none 








Score 


35 




Exons 


2749. .2889, 


2895. 


.2975, 


2905. 


.3162, 2923. .3174, 


^yny, . o X O X , 




2956. .3027, 


2982. 


.3134, 


3003. 


.3140, 3004. .3174, 


■ no ■ ^9£7 




3103. .3309, 


3103. 


.3351, 


3135. 


.3308, 3280. .3378, 


Q -5p O O C Q-7 
jjOO . . jjj / / 




3394. .3633, 


3397. 


.3564, 


3405. 


.3596, 34 


B7. .3657, 


JJOV . .flfiJJ, 




_> J O J . . J^UJ/ 


^70Q 
J / u Zf . 


. J O X D , 


o o o y . 


.4026 






oeq. ln o . 


58424 








Seq. ID 


OJ000330 


9 0 n a i q P9 n 


ft! ^ NT /"*\ 

uene lno . 


122048 








Strand 






uLol L 


2749 








End 


4455 




Name 


OJ000330 20 


0419. 


C20.ol 


.tc 


Method 


TBLASTX: 


Cress " 


Start 


2905 








End 


3990 






none 








Score 


252 




Exons 


2905.V3354, 


2908. 


.3057, _ 


2950. 


.3186," 3108. .3272, 


oi HQ ^ 9 7 Q 
jlU y . . Z>£ 1 y f 




"39ft^ ^dft 


J JJJ . 


^4ft 


J JO J . 


.3876, 3388. .3564, 


OflUZ. . jjuj; 




3442. ;3867, 


3549. 


.3647, 


3556. 


.3636, 3652.. 3858, 


joy / . .oooz, 




3699. .3878, 


3751. 


.3951, 


3871. 


.3990, 3886.. 3990 




oeq. ln o . 


58424 








Seq. ID 


OJ000330 


9 0 0 A 1 Ok CO 0 


Gene No. 


122048 








Strand 






Start 


2749 








End 


4455 




Name 


OJ000330 20 


0419. 


C20.ol 


tw 


Method 


TBLASTX: 


wneai 


OUdXt. 


2911 








End 


4008 






none 








Score 


151 




Exons 


2911. .3171,- 


3009. 


.3170, 


3109. 


.3351, 3235.. 3399, 


3282. .3362, 




3391. .3624, 


354,1-. 


.4008, 


3561. 


.3950, 3858.. 3953' 




oeq. ln o . 


58424 








Seq. ID 


OJ000330 


9 O 0 A 1 Q r*9 0 


Gene No. 


122048 








Strand 






Start 


2749 








End 


4455 




Name 


OJ000330 20. 


0419. 


C20.O3. 


ts 


Method 


TBLASTX: 


ooyoean 




ju jj 








End 


3888 


ul 


none 








Score 


97 ' 




Exons 


. 3033.. 3176, 


3034 . 


.3177, 


3085. 


.3207, .3127. .3351, 


3132. .3347, 




3397 .'.3507, 


3427. 


.3810, 


3729. 


.3887, 3730.. 3888 




Seq. No. 


58424 








Seq. .ID 


OJ000330 


__20.0419.C20 


Gene No. 


122048 








Strand 






O Lai L 


2749 








End ■ 


4455 • 




Name 


OJ000330 20. 


0419. 


C20.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3889 








End 


4386 


GI 


none 








Score 


367 




Exons 


3889. .4386, 


4221. 


.4385 










Seq. No. 


58424 








Seq. ID 


OJ000330 


_20.0419.C20 


Gene No. 


122048 








Strand 







58755 




start 


z 1 4 9 








End 


a a a a 
4 4 00 


Name 


OJ000330 20 


. 0419 . 


/""Oft ~ O 

C20 . o3 


. tc . 


Method 


TBLASTX : Cress 


Start 


o n a /i 

3994 








End 


4314 


GI 


none 








Score 


213 


Exons 


Oft ft vl ^ oi /I 

jyy4 . . 4 ji4 , 


vi n n c 
4 000 . 


A 1 1 O 

.4112 








Seq. No. 


58424 








Seq. ID 


OJ000330_20.0419.C20 


Gene No. 


122049 








Strand 




Start 


A ft O C 

4 y 2 o 








End 


5223 


Name 


OJ000330 20 


n vi i ft 


/"» O A « O 

C20 . o2 , 


. tm 


Method 


TBLASTX: Maize 


Start 


A ft O /T 

4 9z d 








End 


5223 


GI 


none 








Score 


61 


Exons 


^ noc vi o n vi 

4 92 b . . 4 y y 4 , 


vl Q O. GL 

4 y3o . 


vi n ft i 


/I ft Vl 1 

4 y4 1 . 


.5210, 4957. .4992, 4996. .5223 


Seq. No. 


58424 








Seq. ID 


OJ000330_20.0419.C20 


Gene No. 


122049 








Strand 




Start 


A ft O £ 

4 y 2 o 








End 


5223 


Name 


OJ000330 20 


ft A 1 ft 

. 0419 . 


f* O A « O 

C20 . o2 . 


. tc 


Method 


TBLASTX: Cress 


Start 


4 941 








End 


5217 


GI 


•none 








Score 


163 


Exons 


vi a vi 1 c a n v 

4 94 1 . . 5096, 


v! ft C "7 

4 9o / . 


C 1 A A 

. 5100, 


olio . 


.5204, 5116.. 5217 


beq. no. 


0 o 4 Z 4 








.Seq. ID 


OJ000330_20.0419.C20 


Gene No. 


122049 








Strand 




Start 


4926 








End ■ 


5223 


Name 


OJ000330 20 


.0419. 


C20.o2. 


, ts 


Method 


TBLASTX : Soybean 


Start 


4956 








End 


5217 


GI 


none 








Score 


122 


.Exons 


4956. .5048, 


4957. 


.5052, 


5055. 


.5210,. 5056. .5217 



Seq. No. 58425 Seq.^ ID 

Gene No. 122050 Strand 

Start 903 End 

Name O J000330_20 . 04 1 9 . C2 1 . ol . gp Method 

Start 903 End- 

GI uC-osflcypl41hllbl Score 

Exons -' 903. .1201 

GI Descrip. '4151319 1.0e-34 (AF089084) putative auxin efflux carrier 
protein; AtPINl [Arabidopsis thaliana] 1 . 



OJ000330_20.0419.C21 
+ 

1201 
AAT/GAP 
1201 
574 



Seq. No. 


58425 


Seq. ID 


OJ000330 


Gene No. 


122051 


Strand 


+ 


Start 


6374 


End 


8928 ' 


Name 


OJ000330 20. 


. 0419.C21.o2.np " Method' 


AAT/NAP " 


Start 


6374 


. . End 


8837 


GI 


7489524 


Score 


670 


Exons 


6374 . . 6881, 


7149. .8046, 8140. .8225, 8343. .8500, 




8774 . .8837 






GI Descrip. 


probable auxin transport protein - rice 



gi|3377509|gb[AAC39514.1 
REH1 [Oryza sativa] 



,8672, 



(AF056027) auxin transport protein 



Seq. No. 58425 Seq. ID OJ000330_20 . 04 19 . C21 

Gene No. 122051' Strand + 

Start 6374 End 8928 

Name OJ000330_20 . 0419 . C21 . o2 . gp Method AAT/GAP 

Start 8154 End 8928 



58756 




GI 


2311558 


Score 


841 


Exons 


8154. .8225, 8343. .8500, 8596 


..8672, 8774. .8928 


GI Descrip. 


4151319 1.0e-34 (AF089084) putative auxin efflux carrier 




protein; AtPINl [Arabidopsis 


thaliana]* 




Seq. No. 


58425 


Seq. ID 


OJ000330_20.0419.C21 


Gene No. 


122052 


Strand 


+ 


Start 


11719 


End 


13358 


Name 


OJ OOU J JU zu . 04 19 . C21 . o3 . np 


Method 


AAT/NAP 


Start 


I 1 "7 1 Q 

I I / 1 y 


End 


13358 


GI 


c n o n n o o 

5929932 


Score 


231 


Exons 


11719. .11770, 11918. .11985, 


13198.. 13358 


GI Descrip. 


(AF178952) voltage-dependent 


anion channel protein 2 [Zea mays 


Seq. No. 


58425 


Seq. ID 


OJ000330_20.0419.C21 


Gene No. 


1^^053 


Strand 




Start 


1703 


End 


4843 


Name 


OJ00033U 20 . 04 iy . C21 . o4 . ts 


Method 


TBLASTX : Soybean 


Start 


i s~ r r\ 

1660 


End 


1921 


GI 


none 


Score 


81 


Exons 


1660. .1791, 1696. .1776, 1700 


..1840, 1700. .1921 


Seq. No. 


58425 


Seq. ID 


OJ000330_20.0419.C21 


Gene No. 


1 O O C O 

122053 


Strand 




Start 


1703 


End 


4843 - r 


Name 


OJ000330 20 . 0419 . C21 . o3 . tin. 


Method 


TBLASTX: Maize 


Start 


1691 


End 


1990 


GI 


none 


Score 


339 


Exons 


1691. .1990 






Seq. No. 


58425 


Seq. ID 


OJ000330_20.0419.C21 


Gene No. 


*i o o n c: o 

122053 


Strand 




Start 


i ■*} n o 

1/03 


End 


4843 


.Name 


OJ000330 20 . 0419 .C21 .ol . tc 


Method 


TBLASTX: Cress 


Start 1 


1697 


End 


2234 


GI 


none 


Score 


125 


Exons. . . 


■ 16.97. .2233, 1700.. 1990, 2049 


..2234 




Seq. No. 


58425 


Seq. ID 


OJ000330_20.0419.C21 " 


CZ o n o NT r\ 


122053 


Strand 




Start 


1703 


End 


4843 


Name 


OJ000330 20,0419. C21.ol.np . 


Method 


AAT/NAP. 


Start 


1703 


End 


4843 


GI 


7485066 ■ 


Score 


1102 


Exons 


1703.. 3152, 4762. . 4843 v 






GI Descrip. 


hypothetical protein - Arabidopsis thaliana 



gi|2244839|emb|CAB10261.1| (Z97337) hypothetical protein 
[Arabidopsis thaliana] gi 1.7268228 I emb | CAB78524 . 1 1 (AL161540) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


58425 




Seq. ID 


OJ000330_20.0419 


Gene No. 


122053 




Strand 




Start 


1703 




End 


4843 


Name 


OJ000330 20. 


.0419.C21.o2.ts 


. Method 


TBLASTX: Soybean 


Start 


1925 




End 


2461 


GI 


none 




Score 


147 


Exons 


1925. .2461, 


2085. .2426 







58757 





Seq. No. 










Seq. ID 


OJ000330_20.0419.C21 




Gene No. 


122053 








Strand 






"Start 


1703 








End 


4843 




Name 


n Tfinm^n on 
UJUUUJoU zu 


n a i o 

. U4 1 y 


. bZ 1 . Ol 


. tin 


Method 


TBLASTX: Maize 




Start 


l y y i 








End 


3154 ... . 






none 








Score 


89 




Exons . 


i qqi O Q 1 Q 

i y y l . . zo io , 


on/in 
ZU4 U 


o o /i n 
. . ZZ 4 U , 


z oiy . 


.2696, 24! 


39. .2800, 2622. .2801, 






^ /4i . . Z y OO , 


O *7 R' Q 

z / o y , 


"inn a 
. . JUU 4 , 


O Q 1 0 
Zo 1 J . 


.3004, 2846.. 3010, 2882. .2998, 






Z y 4 o . . jU^Z, 


o n q n 
JUoU 


. . Jl04 , 


o n q i 


.3152 






Seq. No. 


58425 








Seq. ID 


OJ000330_20.0419.C21 




Gene No . 


1ZZUOO 








Strand 






Start 


1 / Uj 








End 


4843 ' 




Name 


UJUUUjjU ZU 


. U4 i y . 


OOI ^ 1 

. LZ1 . Ol 


. tw 


Method 


TBLASTX: Wheat 




C? -1- -\ -v- 4- 

btart 


O T Q A 








End 


3020 






none 








Score 


237 




Exons 


z j y 4 . . z o z z , 


o o q c 

zjy t> , 


. . Zo / 0 , 


z / o y . 


.3019, 2763. .3020 . 




Seq. No. 


58425 








Seq. ID 


OJ000330_20.0419.C21 




Gene No. 


122053 








Strand 






Start 


1 o n o 
1 / U o 








End 


4843 




Name 


OJU0U33U zU, 


.0419. 


. Czl . o3 


. tc . 


Method 


TBLASTX: Cress 




Start 


o / on 
v Z 4 Z U 








End 


3022 






none 








Score 


64 


V-J 


Exons 


o/ion or^o 
Z 4 Z U . . Z o 4 Z f 


O /! 0 1 

Z4 Z 1 . 


, . ZO Ol , 


O /I O Q 

z 4 z y . 


.2650, 2528. .2815, 2540. .3019, 


~\ - 




o c ^ i on/io 

1 . . z y4Z, 


O O A C 

Zo 4 b , 


o m o 

. . z y / / , 


o o c c 
Z OOO . 


.3022 




3 't=? 


Seq. No. 


58425 








Seq. ID 


OJ000330_20.0419.C21 


fff 


Gene No. 


122053 








Strand 






Start 


1 / Uo 








End 


4843 


ffl 


Name 


OJUUUool) ZU, 


n ^ i n 
. (J4 ly , 


, Czl . oo 


. ts 


Method 


TBLASTX: Soybean 




otart 


O ^ T A 

Z 4 / 4 








End 


3007 




bl 


none 








Score 


81 




Exons 


O/IT/I OCOQ 

Z4 / 4 . . z oz y , 


ZO 01 , 


, . Z / 1U , 


Zo bp . 


.2714, 2720. .2932, 27.71. .2929, 






c a o n m 
Zo b4 . . JUU7 












. : ~ 


Seq. No. 


58425 








Seq. ID 


OJ000330_20.0419.C21 


7 


Gene No . 


1ZZU04 








Strand 






Start 


bo4 o 








End 


8831 




Name 


ATnnrmA on 
OJUUUooU ZU, 


. U4 i y . 


, Cz 1 . o4 


. tltl 


Method 


TBLASTX: Maize 




otart 


CO /I *3 

Do4o 








End 


6714 




C T 
bl . 


none . 








Score 


328 




Exons 


o34 3 . . o / 14 , 


O / A 

6.3 4 4 . 


. 6712 










Seq. No. 


C O /I o c 
00 4 ZO 








Seq. ID 


OJ000330_20.0419.C21 




Gene No. 


122054 








Strand 






Start 


6343 








End 


8831 




Name 


/"\ "rn n n o o n on 
UJUUUJJU ZU. 


n /t 1 o 

, U4 i y . 


bZ 1 . OZ 


. tc 


Method - 


TBLASTX: Cress . 




Start 


f O "7 A 

■ 6370 








End 


8822 




GI 


none 








Score 


272 




Exons 


6370. .6846, 


6374. 


. 6622, 


6668. 


.6844, 7961. .8050, 7969. .8049, 






8137 . .8226, 


8138. 


.8227, 


8341. 


.8496, 8342. .8500, 8590. .8673, 






8592. .8672, 


8751. 


.8822 










Seq. No. 


58425 








Seq. ID 


OJ000330_20.0419.C21 




Gene No. 


122054 








Strand 





58758 




btaru 


A O 

Do4 o 








bna 


O O O 1 

oo ol 


Name 


UuUUU j jU zU , 


n / i q 
, U4 i y 


. bz 1 . Ol 


. ts 


Metnoa 


TBLASTX: Soybean 


otart 


DO / / 








bna 


C O 1 T 

bo 1 / 


bl 


*Tione 








Score 


yi n o 

4 y o\ 


Exbns 


0 J II.. DO 1 / / 


Dj / / 


. . DDlb, 


C O. *7 Q 

b j / y . 


. DoIj 




Seq. No. 


C O A O C 

Do4zd 








Seq. ID 


OJ000330_20.0419.C21 


Gene No . 


1 o o n c a 
lzz(Jo4 








Strand 




Start 


6343 








End 


8831 


Name 


OJ000330 20. 


,0419 


.C21.o3 


. ts 


Method 


TBLASTX: Soybean 


otar z 


. / o y o 








End 


8831" 


bl 


none 








Score 


98 


Exons 


1QQQ Qrtcn 


/ y by 


. . a UOo , 


Q1 QT 

o 1 o 1 . 


.8226, 8138. .8227, 8341. .8496, 




oo4z . . ooUU , 


OO / 1. 


. .. o oUz , 


QCQC 

ooob . 


.8662, 8590.. 8670, 8592. .8669, 




O / Jl . . OOJl 












Seq. No. 










beq. ID 


/"\Tnnnoon on n-^in /"» o n 
OJUUUooO zO.U4iy.Czl 


Gene No. 


122054 








btrana 




Start 


6343 








bna 


oo jl 


Name 


Tnnn^'jn on 
UJ UUUjjU z U . 


n /i i q 
u 4 1 y 


. bz 1 . Oz 


4- m 

. tm 


Method 


TBLASTX: Maize 


Start 


n a c i 








End 


8831 


GI 


none 








Score 


y4 


Exons 


o n <c i oncn 
/ y Ol . . oUjU , 


O 1 o o 
o 1 JO , 


O O O "7 

. . OZZ / , 


o i ^ n 
o 14 U . 


O O O £T O ' 
. O ZZ D , O . 


oyiT O/tnn oo>io oenn 

i41..o4yy / o342..o500, 




ooyu. .ob/U, 


Qcnc 

ojyj . 


q a a q 
. . o bby , 


one 

O / / 0 . 


O O O 1 
• OOJl 




Seq. No. 


58426- 








beq. ID 


/"\*mnnoon on n/iin /"^oc 
UjUUUooU zU.U4iy.CzD 


Gene No. 


122055 








Strand 




otart 


lutf y 








End 


1323 


Name 


ATnnmiri on 
OJUUUooU zU. 


U4 1 y . 


. Czo . Ol 


.gs 


Method 


GENSCAN- 


C4- v4- 

btart 


luy y 








bna 


1 0 o o 

lozo 


bl 


none 








Score 


. DO 


Exons 


i no Q i qoo 

iuo y . . i o 












Seq. No. 


58427 








Seq. ID 


OJ000330_20 . 04 19 . C26 


Gene No. 


122056 








Strand 


+ 


otart 


O "7 1 
Z / 1 








bna 


• 4 yo 


Name 


(^Tnnmun on 
UJUUUjoU zU . 


n /i i q 
U4 1 y . 


. bz b : Ol 


.gs 


Method 


GENS CAN . 


btart 


Z / 1 








End 


4 95 


bl 


none 








Score 


.65 


Exons 


O T 1 /l QC 

z / 1 . . 4 y o 












Seq. No. 


58427 








Seq. ID 


OJ.000330_20.0419.C2 6 


Gene No. 


122057 








Strand 


+ 


b tart 


>i i /i o 
4 14 z 








End 


5591 


Name 


r\ Tnnmin on 
UJUUUjJU zU. 


U4 l y . 


, Cz b . Oz 


.gs 


Method 


GENSCAN 


Start 


4 14z 








End 


5573 


bl 


none 








Score 


.68 


Exons 


4 14 I . .4195, 


a o n o 

4zy J . 


a r r\ o 

. 4 602 , 


5179 . 


.5331, 5' 


146. .5573 


beq . no . 


0 o 4 z / 








Seq. ID 


OJ000330_20.0419.C26 


Gene No. 


122057 








Strand 


+ 


Start 


4142 








End 


5591 


Name 


OJ000330 20. 


0419. 


C26.o3 


.np 


Method 


AAT/NAP 


Start 


4142 








End 


5591 


GI 


7239503 








Score 


210 


Exons 


4142. .4195, 


4293. 


.4599, 


5188. 


.5591 





GI Descrip. (AC012654) F14023.14 [Arabidopsis thaliana] 



58759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



58427 
122058 
1 

OJ000330_20.0419.C26.ol.np 

1 • '-^ 

6721547 
1. .22, '979. .1073 

(AP001073) Similar to Oryza sativa gene for'Pib. (AB013448) 



Seq. ID OJ000330_20.0419.C26 
Strand 

End 1073 • 

Method AAT/NAP 
End • 1073 

Score 90 



58427 

122059 " - 
4308 

OJ000330_20.0419.C261ol.tm 

4308 

none 

4308. .4466, . 4343. .4435, 4518. 



Seq. ID OJ000330_20.0419.C26 
Strand 

End 4574 

Method TBLASTX: Maize 

End 4574 

Score 203 
.4574 



Seq. No. -58428 
Gene -No. 122060 
Start 3207 

Name OJ000330_20 . 04 19 . C27 . ol . gp 

Start 3207 
GI 228 l 27_l.R1084 
Exons . 3207. .3335 - • - 

GI Descrip. * 588274 9/gb | AAD55302 . 1 | AC008263_33 7.0e-27 (AC008263) Contains 2 
PF_00612 IQ calmodulin-binding motif domains. [Arabidopsis 
thaliana] 1 



Seq. ID OJ000330_20.0419/C27 

Strand + 

End 3335 

Method AAT/GAP 

End* 3335 

Score 225 



.Seq. No. 58429 

Gene No. 122061 

Start 52 

Name OJ000330_20 . 0419 . C33 . ol . gs 

Start 52 

GI none 

Exons 52 . . 145 



Seq. ID OJ000330_20.0419.C33 

Strand + 

End 145 

Method GENSCAN 

End 145 

Score . 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



58430 
122062 . 
1 

OJ000330_20.0419.C37.ol.np 
1 

1931639 

1..25, 1109. .1500, 2718. .2793 

(U95973) lysophospholipase isolog . [Arabidopsis thaliana] 



Seq. ID OJ000330_20.04L9.C37 
Strand - 
End 2793 
Method AAT/NAP 
End 2793 
Score . 157 



58430 
122062 
1 

• OJ000330_20.0419.C37.o2.np 
1751 
6539588 
1751.. 2068 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ000330_20.0419.C37 
Strand 

End. 2793 

Method AAT/NAP 

End 2068 

Score 214 



58430 
122063 



Seq. ID OJ000330_20.0419.C37 
Strand 



58760 



O Cart 


OQpQ 




End 


4509 


Name 


UJUUUjjU 


.u^iy.bj/ .oi.ts 


Method 


TBLASTX : Soybean 


bta-rt 


"3 Q*7 *7 




End 


4495- 


H T 


none 




Score 


36 


Exons 




/Ht;^ yim^ /M"31* 


..4223/ 42561.4495, 4299.. 4457 


oeq - INO . 


co 4 on 




Seq. ID 


OJ000330_20.0419.C37 








Strand 






3989 




End' 


4509 


Name 


OJ000330 20 


.0419.C37.o3.np 


Method 


AAT/NAP 


Start 


3989 




End 


4509 


C T 


7489803' 




Score 


522 


Exons 


3989. .4509 








tai uescrip. 


pol protein 


homolog - maize 


retrotransposon Opie-2 




gi|3645899|gbiAAC49502.1| (U68408) 5' 


end not determined 




experimentally [Zea mays] 






Seq. No. 


58430 




Seq. ID 


OJ000330_20 . 0419 . C37 


Gene No. 


122063 




Strand 




OtaiL 


3989 




End 


4509 


Name 


OJ000330 20, 


.0419.C37.ol.tm 


Method 


TBLASTX: Maize 


0 tar l 


4007 




End 


4508 


H T 


none 




Score 


116 


Exons 


4007. .4498, 


4022.. 4222, 4038 


. .4508 




Seq. No. 


58430 




Seq. ID 


OJ000330_20.0419.C37 


Gene No. 


122063 




Strand 




Of a 


3989 




End 


4509 


Name 


OJ000330 20. 


.0419.C37.ol. tw 


Method 


TBLASTX : Wheat 


0 tar t 


4052 




End 


4507 


C T 


none 




Score 


77 


Exons 


4052. .4225, 


4052. .4228, 4247 


. .4507 




oeq . iNO . 


58431 




Seq. ID 


OJ000330_20.0419.C38 




122064 




Strand 


+ 


Start 


1 




End 


619 


Name 


OJ000330 20. 


.0419.C38.ol.np . 


Method 


..'AAT/NAP 


OldlL 


. 1 




End 


440 


H T 


6682606 




Score 


176 


Exons 


1..22, 242.. 


,440 






tax uescrip. 


(AC016163) putative inositol 


polyphosphate phosphatase, 5V 




partial [Arabidopsis thaliana] 




oeq. no. 


58431 




' Seq. ID 


OJ000330_20.0419.C38 




122064 . 




Strand 


+ " ..... 


Start 


1 




End 


619 


Name 


OJ000330 20. 


.0419.C38.ol.gp 


Method 


AAT/GAP 


Start 


242 




End 


619 


GI ... 


72477 1.R10E 


J4 


Score 


682 


Exons 


242. .619 








GI Descrip. 


•4204695 2.0e-38 (AF117062) ] 


putative inositol polyphosphate 



5-phosphatase At5Pl [Arabidopsis thaliana] 1 



Seq. No. 58431* 

Gene No. 122064 

Start 1 

Name OJ000330_20 . 04 19 . C38 . ol . gs 



Seq. ID OJ000330_20.0419.C38 

Strand + 

End 619 

Method GENSCAN 



58761 




Start 


O A O 

z4 z 




0 w 

End 


a a a 
4 o4 








GI 


none 




Score 


Q "7 
. O / 








Exons 


Z 4 Z . . ft 04 














Seq.- No. 


584 31 




Seq. ID 


^OJ000330 


_20 


.0419 


.C38 


Gene No. 


122065 




Strand 










Start 


TOT 

/z / 




End 


y i u 








Name 


UJUUUooU ZU . U4 1 y . Coo . Ol 


. ts 


Method 


mot 7\ O TV ■ 


Soybean 




Start 


o o n 
Z o(J 




End 


Aid 

4 1 y 








GI 


none 




Score 


Q 1 

o 1 








Exons 


oo.n /i n £ o^o oqo o/io 

Z O U . . 3 U O , Z4 Z . . jy / , Z 4 O 


A 1 Q 

. . 4 1 y 












Seq. No. 


58431 ' 




Seq. ID 


OJ000330 


_20, 


.0419, 


.C38 


Gene No. 


122065 




Strand 










btart 


*7 O "7 

/ Z / 




bna 


qi n 

y iu 








Name 


OJUUUooU zU . U4 1 y . Coo . Oz 


.gp 


Metnod 


AA1 /GAr 








Start 


ion 
ill 




End 


y iu 








GI 


none 




Score 


on a 
Z / O 








Exons 


"7 0 "7 Q1 n 

/ z / . . y i u 














Seq. No. 


58432 




Seq. ID 


OJ000330 


_20, 


.0419, 


.C39 


Gene No. 


122066 




Strand 










Start 


lol 




End 


a on 
4 o / 








Name 


ATAnnoon on n/iin z^on ^ i 
OJUUUooU zU . U4 1 y . Coy . Ol 


. gs 


Method 


GENbCAN 








Start 4. 


lol - 




End 


a on 
4 o / 








GI 


none 




Score 


*7 1 








Exons„ 


lo 1 . . 4 o / 














Seq. No. 


R Q /I O O 

Oo4oo 




beq. id 


UJUUUojU 


_20. 


.0419. 


. C4 o 


Gene No. 


122067 




Strand,.- 


+ 








Start 


1 




End 


5178 








Name 


OJ000330 20.0419.C43.o2 


.np 


Method 


AAT/NAP 








btart 


1 




End 


Ji / o 








GI 


5852175 




Score 


lzo 








Exons 


1..65, 3034'. .3090, 3667 


. .3762 


, 4391. .4 


4z4, 5loy 


. .5178 




GI Descrip. 


(AL117265) zhb0005.1 [Oryza sativaj 










Seq. No.' 


58433 




Seq. ID 


OJ000330 


_20. 


.0419. 


.C43 


Gene No. 


122067 




Strand 


+ 








otart 


1 




End 


CI -JQ 

ol / o 








Name 


OJ000330 20.0419.C43.ol 


.gs 


Method 


GENbCAN 








Start 


307 




End 


. yol 








GI 


. none 




Score 


o 

. DO 








Exons 


307.. 446, 893.. 951 














beq. No. 


58433 




Seq. ID 


OJUUUooU 


_20, 


,0419, 


. C4o 


Gene No. 


122068 




Strand 










Start 


. 1 




End 


526 








Name . 


OJ000330 20.0419.C43.ol 


.np 


Method 


AAT./NAP, 








Start 


1 




End • • 


526 • 








GI 


6539588 




Score 


204 








Exons 


1..28, 218. .526 














GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


58433 




Seq. ID 


OJ000330_ 


_20. 


,0419. 


,C43 


Gene No. 


122069 




Strand 










Start 


2166 




End 


2634 









58762 




Name 


OJ000330_20.0419 


.C43 ,o2 


.gs 


Method 


GENSCAN 






Start 


2166 






End 


2634 






GI 


none 






Score 


. 87 






Extfns 


2i66. .2358, 2465 


. .2634 












Seq. No. 


58434 






Seq. ID 


OJ000330 


20.0419 


.C44 


Gene No. 


122070 






Strand 


+ 






Start 


36 






End 


1847 






Name 


OJ000330_20.0419, 


.C44 .ol 


. gs 


Method 


GENSCAN 






Start 


36" 






End 


1847 






GI 


none 






Score 


. 55 






Exons 


36. .287, 1740. .1! 


347 












Seq. No. 


58435 






Seq. ID 


OJ000330 


_20 . 0419 


.C45 


Gene No. 


122071 






Strand 


+ 






Start 


2050 






End 


2853 






Name 


OJ000330_20 . 0419 , 


.C45.ol 


• gp 


Method 


AAT/GAP 






Start 


2050 






End 


2534 






GI ; 


14600_1 .R1084 






Score 


897 






Exons 


2050. .2534 














GI Descrip. 


f 1438883 6.0e-ll 


(U43840) GmCK3p [Glycine max] • 






Seq. No. 


58435 






Seq. ID 


OJ000330 


_20.0419 


.C45 


Gene No. 


122071 






Strand 


+ 






Start 


2050 






End 


. 2853 






Name 


OJ000330 2'0.0419. 


,C45 . ol 


. tm 


Method 


TBLASTX : i 


Maize 




Start 


2281 






End 


2625 






GI 


none 






Score 


69 






Exons 


2281. .2346, 2283. 


. .2342, 


2304 


..2348, 2325.. 5486, 


2329. .2499, 




2377 . . 2499, 2521 . 


. .2625, 


2572 


. .2625 








Seq. No. 


58435 






Seq. ID 


OJ000330 


_20.0419 


.C45 


Gene No. 


122071 






Strand 


+ 






Start 


2050 






End 


2853 






Name 


OJ000330_20. 0419, 


.C45.ol 


. gs 


Method 


GENSCAN 






Start 


2290 






End 


2712 






GI 


none 






Score ' 


.97 






Exons ^ ' - 


2290 . . 2712 














Seq. No. 


58435 






Seq. ID 


OJ000330 


_20.0419 


.C45 


Gene No. 


122071 






Strand 


+ 






Start 


2050 






End 


2853 






Name 


OJ000330_20. 0419. 


.C45.ol 


•ts 


- Method" 


TBLASTX:, 


Soybean 




Start 


2301 






* ' End ■ • 


2712 ; • ' 






"GI 


none 






• Score' 


■1'62' 






Exons 


2301. .2471, 2302. 


, .2481, 


2562 


..2708, 2572. .2712 






Seq. No. 


58435 






Seq. ID 


OJ0003.30 


_20. 041.9 


..C45 


Gene No . 


122071 






Strand 


. + ..■ .' 






Start 


2050 






End 


2853 






Name 


OJ000330 20.0419. 


C45.ol 


. np 


Method 


AAT/NAP 






Start 


2311 






End 


2853 






GI 


6939222 






Score 


323 






Exons 


2311. .2503, 2551. 


.2716, 


2834 


. .2853 








GI Descrip. 


(AC020579) putative choline 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


58435 






Seq. ID 


OJ000330_ 


_20.0419, 


.C45 



58763 




Gene No. 


122071 




Strand 


+ 




Start 


2050 




End 


2853 




Name 


OJ000330_20 . 0419.C45 .ol 


. tc 


Method 


. TBLASTX: Cress 




Start 


2407 




End 


2712 




GI 


none " r . 




Score 


97 




Exons 


2407.. 2481, 2590.. 2712 










Seq. No. 


58436 




Seq. ID 


OJ000330_20.0419. 


C46 


Gene No. 


122072 




Strand 


' + 




Start 


1 




End 


2550 




Name 


OJ000330 20.0419.C46.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


18 61 




GI 


6939222 




Score 


632 




Exons 


1. .308, 390. .585, 1092. 


.1209, 


1316. .1364, 1546. .1645, 1757. 


GI Descrip. 


(AC020579) putative choline kinase [Arabidopsis thaliana] 


Seq. No. 


58436 




Seq. ID 


OJ000330_20.0419. 


C46 


Gene No. 


122072 




Strand 


+ 




Start . 


1 




End 


2550 




Name 


OJ000330 20.04L9.C46.ol 


.gp 


Method 


AAT/GAP 




Start 


187 




End 


2296 




GI 


10475 1.R1084 




Score 


2052 




Exons 


187. .308, 390. .585, 1092. .1209, 1316.. 


1363, 1542.. 1645, 






1757. .2296 










GI Descrip. 


'1438883 9.0e-93 (U4384' 


0) GmCK3p [Glycine max] ■ 




Seq. No. 


58436 




Seq. ID 


OJ000330_20.0419. 


C46 


Gene No. 


122072 




Strand 


+ 




Start' 


1 




End . 


2550 




Name 


OJ000330 20.0419.C46.ol 


.gs 


Method 


GENSCAN 




Start 


187 




End 


2550 




GI 


none 




Score 


.71 




Exons 


187. .308, 390. .585, 1092. .1209, 1316.. 


1363, 1542. .1645, 






1757. . 1791, 1940. .2088, 


2402. 


.2550 






Seq. No. 


58436 




Seq. ID 


OJ000330_20.0419. 


C46 


Gene No. 


122073 




Strand' 






Start 


3161 




End 


6695 




Name 


OJ000330 20.0419.C46.o2 


.np 


Method 


AAT/NAP 




Start 


3098 




End 


4066 




GI 


7340909 




Score 


132 




Exons 


3098.. 3124, 3277.. 3409, 


3743. 


.4066 






GI Descrip. 


(AP001550). hypothetical 


protein [Oryza 


sativa] 




Seq. No. ■ 


58436. . 




Seq. ID 


OJ000330__20.0419. 


C46 


Gene No. 


122073 




Strand 






Start 


3161 




End 


6695 




Name 


OJ000330 20.0419.C46.o2 


.gs 


Method 


GENSCAN 




Start 


3161 




End. ■ 


6695.- 




GI 


none 




Score 


.62 




Exons 


3161. .3844, 5570. .5760, 


5856. 


.5971, 6546. .6695 




Seq. No. 


58436 




Seq. ID 


OJ000330_20.0419. 


C46 


Gene. No . 


122074 




Strand 






Start' 


6901 




End 


7023 




Name 


OJ000330 20.0419.C46.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


184 




End 


1340 





58764- 



bl 


none 








Score 


203 




Exons 


184. .309, 186. .311, 385 


C Q C 

. . DoD, 


386. .583, 


387. .587, 388. .585, 




1U / / . . liyb, 


1 C\ Q 1 

iuy i . 


1 1 QQ 

. 1 1 y o 


i r\ o/o 

iuyo . 


.1197, 1100. .1198, 


lo!4 . . lo4 U , 




1315. .1-338 














Seq. No. 


58436 








Seq. ID* 


-OJ000330 


_20.0419.C46 


Gene No. 


122074 








Strand 






Start 


6901 








End 


7023 




Name 


OJ000330 20 


.0419. 


C46.ol 


. C S 


Method 


TBLASTX: 


Soybean 


Start 


184 








End 


18-4 9- 




GI 


none 








Score 


168 




Exons 


184. .309, 186. .296, 387 


C Q T 

. . Oo / , 


388. .585, 


1077. .1220, 1085. .11 




1 H Q£ 10 01 

i u y b . . ±zz i f 


1 O.O 1 


i ^ a c. 
. 1 O DO , 


1 c, R C\ 
1 OOU . 


.1645, 1748. .1849 




beq. no. 


58436 








Seq. ID 


OJ000330 


_20.0419.C46 


Gene No. 


122074 








Strand 






Start 


/ram 
by u i 








End 


7023 




Name 


UJUUUjjU Z\j 


n a 1 q 
. U4 1 y . 


b4 b . Ol 


4- r-i 

. tc 


Method 


TBLASTX: 


Cress 


Start 


i n q n 
lUoU 








End 


1849 V 




GI 


none 








Score 


205 




Exons 


i non i o o n 
lUoU . . LZZK) r 


i n q i 


. LZ 1U , 


1 ceo 

loo J . 


.1645, 1573. .1647, 


10 / 4 . . 1 b4 o , 




1 /4 o . . lo 4 y , 


l/OO. 


. lozU 










'Seq. No. 


58436 








Seq. ID 


OJQ00330 


_20.0419.C46 


Gene No . 


122074 








Strand 






Start 


com 

by ui 








End 


7023 




Name 


. OJUUUooU Zu 


. U4 1 y . 


b4 O . Ol 


. tw 


Method 


TBLASTX: 


wneat 


Start 


1 1 0 J < 








End - 


1-930 




GI 


none 








Score 


88 




Exons ' 


1 i CO i OOO 

11 j j . . 1Z jo f 


1 1 CO 

lloo . 


i o n q 
. IzUo , 


i lo y . 


.1212, 1314 . .1361, 


101/1 lOCI 

1J14 . . lobl , 




i oi c 1 o/ro 
1 J10 . . 1 DOZ t 


1 C. A 1 

104 / . 


. 1 b4 0 , 


1 c c n 
lOOU . 


.1651, 1552.. 1647, 


1 /4 / . . Io04 , 




■\ 1 A Q 1 QCQ 
1 /4 O . . IbDO, 


1 "7 C. C 

1 / oo . 


1 QCO 

. IbDO, 


i / yz . 


.1857, 1867. .1893, 


~l Q~] A 1 OQ/ 

lo / 4 . . my 4 , 




1887. .1928, 


1889. 


.1930 










Seq. No. 


58436 








Seq., ID 


OJ000330 


OH O/IIQ c A a 
Z U . U 4 i y . b4 D 


Gene No. 


122074 








Strand 






'Start 


6901 








End 


7023 




Name 


OJ000330 20 


.0419. 


C4 6.o2 


4- n-i 


Method 


TBLASTX: 


Maize 


Start 


1545 








End 


1944 




bl 


none 








Score 


161 




Exons 


1545. .1646, 


1547. 


. 1645, 


1 c, c o 


.1647, 1573. .1647, 


1748. .1840, 




1755. .1862, 


1851. 


.1892, 


1 QHO 

i yuo . 


.1944 






beq. wo. 


58436 ' 








Seq.' ID' 


OJ000330 


_20.0419.C4 6 


Gene No... 


122.074 








Strand- 






Start 


6901 








End 


7023 




Name 


OJ000330 20 


.0419. 


C4 6.o3 


.np 


Method 


AAT/NAP 




Start 


6901 








End 


7023 




GI 


7340920 








Score 


157 .. 




Exons 


6901. .7023 














GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


58437 








Seq. ID 


OJ000330 


_20.0419.C47 


Gene No. 


122075. • 








Strand 


.+ 




Start 


. 228 








End 


1055 ' 




Name 


OJ000330 20 


0419. 


C47.ol 


.gs 


Method 


GENSCAN 




Start 


228 








End 


458 





58765 




C T 


none 


Score 


. bl 




Exons 


OOQ ./ICQ 

Z Z 0 . . 4 0 0 








seq. no. 


c q / on 
DO 4 o 1 


Seq. ID 


OJUUUoJO 2U.U4iy. 


C4 / 


Gene No. 


. 122075 


Strand 


+ 




Start 


228 


_ End 


1055 




Name 


OJ000330 20.0419.C47.ol.np 


Method 


AAT / NAP 




Start 


302 


End 


i n c c 




GI 


6006359 


Score 


68 


- 


Exons 


302. .399, 1018. . 1055 








GI Descrip . 


(AP000559) hypothetical protein [Oryza 


sat i va ] 




Seq. No. 


58438 


Seq. ID 


OJ000330_20.0419. 


C48 


Gene No. 


122076 


Strand 






otart 


21 


End 


3 / £ 




Name 


OJ000330 20.0419.C48.ol.gs 


Method 


p r M CP 7\ M 




btart 


21 


End 


C *"7 O 




t 
bl 


none 


Score 






Exons 


21. .572 ' 








Seq. No. 


58439 


Seq. ID 


OJUUUooU zU.U4iy. 


Col 


Gene No. 


122077 


Strand 


+ 




Start 


1 


End 


539 




Name 


OJ000330 20.0419.C51.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


539"' t 




GI 


6358810 


Score 


296 . " 




Exons , 


1...539 








GI Descrip. 


(AC010675) putative alpha-amylase [Arabidbpsis thaliana] 




Seq. No. - 


58439 


Seq. ID 


OJ000330_20.0419. 


C51 


Gene No. 


122077 


Strand 


+ 




otart 


1 


End 


539 




Name 


OJ000330 20.0419.C51.ol.tm 


Method 


TBLASTX: Maize 




start 


243 


End '. 


462 




GI 


none 


Score 


221 




Exons t 


.243. .461, 243. .461, 244. .462 








Seq. No. 


58439 


Seq. ID 


OJ000330_20.0419. 


C51 


Gene No. 


122077 


Strand 


+ 




C 4 1 -v~ 4- 

btart 


1 


End 


539 




Name 


OJ000330 20.0419.C51.ol.tc 


Method 


TBLASTX: Cress 




Start 


321 


End 


530 




bl 


none 


Score 


276 




Exons 


321.. 530, 325. .528 








Seq. No. 


58439 


Seq. ID 


OJ000330_20.0419. 


C51 


Gene No. 


122077 


Strand 


+ 




Start 


1 


End 


539 




Name 


OJ000330 20.0419.C51.ol.ts 


Method 


TBLASTX : Soybean 




Start 


34 9 


End 


525 




GI 


none 


Score 


180 




Exons 


349. .525, 351. .518 








Seq. No. 


58440 


Seq. ID 


OJ000320_21.0419. 


C4 


Gene No. 


122078 


Strand 






Start 


1 


End 


701 




Name 


OJ000320 21.0419.C4.ol.np 


Method. 


AAT /NAP 





58766 






Of v-f 


i • 


End 


701 






C T 


£7 9 1 c: a 7 


Score 


85 






Exons 


1 CiO ^0^1 7 H 1 
1 . . DU, DZ.fl . . / U 1 










ui uescrxp. 


^nruu iu / j / oiiuixar t.o uiyza 


sativa gene for Pib. (AB013448 




Seq. No. 


58441 


Seq. ID 


OJ000320 21.0419 


..C5 




Gene No. 


122079 


Strand 


- 








7 7 


End 


1689 






Name 


UJUUU j^U Z 1 . U fi 1 -? . . 0 1 . y S 


Method 


GENSCAN 






o tar u 


7 7 


End 


1664-"' 








none 


Score 


.89 






TT* v /"\ r"\ 


77 I^A 97 ^ft^ AQR -fiftQ 


1279. . 145 


8, 1572. .1664 ' 






oeq . NO . 


^ R 4 4 1 
3 0 ft ft J_ 


Seq. ID 


OJ000320_21.0419 


.C5 




Gene No . 


122079 


Strand 








Start 


77 


End 


1689 






Name 


OJ000320 21.0419.C5.ol.tm 


Method 


TBLASTX: Maize 






O Ld r L 


315 


End 


1689 








none 


■ Score 


57 






Exons 


315. .398, 317. .379, 492. .614 


, 493. .633, 493. .606, 549.. 








622. .672, 630. .671, 1279. .1353, 1393.. 


1437, 1563. .1658, 








1624. .1689 








L'-J 


Seq. No. 


584 4'2 


Seq. ID 


UJUUU o^U Zl.U4iy 


.C6 




Gene. No. ■ 


122080 


Strand 


T 






otari 


621 


End 


OOHH 
<L£ 1 f 




f\ i 


Name 


OJ000320 21.0419.C6.ol.gs 


Method 


LrhNbCAN 




iy 


otart 


621 


End ' 


9 9 7 7 








none ' ,* 


Score 


.68 




V-3 


Exons 


621. .781, 932. .1031, 1842. .1897, 2055. 


.2277 




f y 


Seq. No. 


58442 


Seq. ID 


OJ000320_21.0419 


.C6 


3 


Gene No. 


122081 


Strand 








ouarr. 


3718 


End 


3936 






Name 


OJ,000320,21.0419.C6.o2.gs 


Method" 


GENSCAN 




L-i 


otart 


3718 


End 


3936 






C T 


none 


Score 


.62 , . 


*■ - 




Exons 


3718. .3936 










Seq. No. 


58443 


Seq. ID 


OJ000320_21.0419 


-C7 




Gene No. 


122082 


Strand 


+ 






otart 


21. 


End. . 


800 






Name 


OJ000320 21.0419.C7.ol.gs 


Method 


GENSCAN 






otart 


21 


End ' 


800 






C T 
bl 


none . . - 


Score . 


' .55 . . 






Exons 


21. .101, 221. .425, 694. .800 










oeq . no . 


58443 


Seq. ID 


OJ000320_21.0419 


.C7 






122083 


Strand. 


+ • 






Start 


■4117 


End 


8128 






Name 


OJ000320 21.0419.C7.ol.np 


Method 


AAT/NAP 






Start 


2878 


End 


8128 






GI 


7485814 


Score 


239 . 






Exons 


2878. .2905, 4827. .4914, 5496 


..5563, 59 


87. .6229, 8104. .8: 


128 




GI Descrip. 


hypothetical protein F19I3.6 


- Arabidopsis thaliana 





gi|3033379|gb|AAC12823.1| (AC004238) putative WRKY-type 
DNA-binding protein [Arabidopsis thaliana] 



58767 




Seq. No. 


58443 








Seq. ID 


OJ000320_21.0419.C7 


Gene No.~ : ' 


1t AA A o o 

122083 - 








Strand 


+ 


Start 


A 1 1 "7 * 

4117 








End 


8128 


Name 


OJ000320_21 . 


A A 1 A 

0419 . 


. C7 . o3 . 


gs 


Method 


GENSCAN 


Start 


4117 








End 


6443 


GI 


none 








Score 


.71 


Exons 


4117. . 4 167 , 


4779. 


C A C A 

. . 5250, 


C A A A 

5332 . 


.5563, 5987. .6443 . 


Seq. No. 


58443 








Seq. ID 


• --.OJ000320_21.0419.C7 


Gene No . 


1220o4 








Strand 




Start 


i o a a 

1300 








End 


2227 


Name 


OJ000320 21. 


A A 1 A 

0419, 


. C / . o2 . 


gs 


Method 


GENSCAN 


Start 


1 AAA 

1300 








End 


2227 


GI 


none 








Score 


. 62 


Exons 


1300 . . 1431 , 


A T A A 

2192 . 


A A A "J 

. . 2227 








Seq. No. 


58443 








Seq. ID 


' OJ000320_21.0419;C7 


Gene . No . 


1 A A A O C 

122085 








Strand 




Start 


94 68 








End 


12332 


Name 


/~\ Tf\ A A A A A AT 

OJ000320 21. 


0419, 


. C7 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


54 95 








End 


6164 


GI 


none 








Score • 


124 


Exons 


54 95 . . 5560, 


54 96, 


> . 5564 , 


5969 . 


.6139, 5985. .6164 


Seq. No. 


58443 


*"* 






Seq. ID 


OJ000320_21.0419.C7 


Gene No. 


T A A A O d 

122085 








Strand 




Start 


94 68 








End 


12332 


Name 


/•-n -|- <"i A A 1 A A A 1 

OJ000320 21. 


0419 , 


. C7 . o3 . 


ts 


Method 


TBLASTX : Soybean 


Start 


C A A 

54 96 








End 


6146 


GI 


none 








Score 


128 


Exons 


5496. . 5564 , 


54 98, 


. .5560, 


C A /" A 

5969 . 


.6142, 5985. .6146 


Seq. No. 


584 4 3 








Seq. ID 


OJ000320_21.0419.C7 


Gene No . 


122085 








Strand 




Start 


9468 








End 


12332 


Name 


OJ000320 21. 


0419. 


,C7.ol. 


gp 


Method 


AAT/GAP 


Start 


9219 








End 


12118 


GI 


1068 1.R1084 








Score 


2135 


Exons 


9219. . 9575, 


9695. 


, .9799, 


9895. 


.9977, 10537. .10675, 10983 11048, 




11131. .11227 


, 11476. .11614, 11837. .11961, 12049. .12118 


GI Descrip. 


1 55964 72/emb|CAB514 10. 1 


1 l.Qe 


-113 (AL096882) putative. protein 




[Arabidopsis 


thaliana] 1 








beq. no. 


58443 ' 








Seq. ID 


OJ000320_21.0419.C7 


Gene No. 


122085 








Strand 




Start 


9468 








End 


' 12332 


Name 


OJ000320 21. 


0419. 


,C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9320. 








End .. 


12119 


GI 


• none 








Score- 


42 


Exons 


9320. .9373, 


9324. 


, .9350, 


9457. 


.9576, 9462.. 9575, 9692.. 9805, 




9693. .9773, 


9703. 


, .9801, 


9894 . 


.9980, 9895.. 9963, 10515 .. 1067 6, 



10534. .10698, 10535 .. 10678 , 10538 .. 10723, 10539 .. 10724 , 

10980. .11048, 10983. .11045, 10984 .. 1104 9, 11125 .. 1 122 9, 

11128. .11229, 11132. .11230, 114 81 .. 11558 , 11493 .. 11561 , 

11494. .11616, 11826. . 11960, 11839 .. 11961 , 12030. .12119 



58768 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start,,. 

GI 

Exons 



GI Descrip. 

Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58443 

122085 

9468 

OJ0Q0320_21.04L9.C7 .ol. ts 

94 68 

none 



Seq. ID OJ000320_21.0419.C7 
Strand 

End 12332 . 

'Method TBLASTX : Soybean 

End- 11166 

Score 151 



9468. .9575, 9472. .9573, 9692. .9805, 9695.-9784, 9895. .9933, 
98 95. .9933, 10574. .10678, 10980. .11048, 11128. .11166 



Seq. ID OJ000320_21.0419.C7 
Strand 

End' 12332 
Method GENSCAN 
End- 11987- 
Score .9 

9468.-9575, 9695.. 9799, 9895.. 10004, 10537 .. 10675 , 10983 .. 1104 8 , 
11131. .11227, 11476. .11614, 11837. .11987 



58443 

122085 

9468 

OJ000320_21. 0419.C7-.o5.gs 

9468 

none 



58443 

122085 

9468 

OJ000320_21.0419.C7.o2.np 

9471 

6581058 



Seq. ID OJ000320__21.0419.C7 
Strand 

End 12332 

Method AAT/NAP 

End 12332 

Score 1328 



9471.. 9575, 9695.. 9799, 9895.-9977., 10537 .. 10675, 10983 .. 11048 , 
11131. .11227, 11476. .11614, 11837 .. 11961 , 1204 9 .. 12153, 
12186.. 12332 • 

(AF192467) Sgtl [Oryza sativa] * 



58443 

122085 

9468 

OJ000320_21.0419.C7 .ol. tc 

9474 

none 



Seq. ID OJ000320__21.0419.C7 
Strand 

End 12332 

Method TBLASTX : Cress 

End 9966 

Score 73 



9474..9S75, 9474.-9575, 9475.-9576, 9692. .9805, 9694. .9810,' 
9895.^9966, 9895.-9966 - 



58443 Seq. ID 

122085 Strand 

9468 End 

OJ000320_21.0419.C7 .o2.ts Method 

11838 End 

none Score 



OJ000320_21.0419.C7 
12332 

TBLASTX: Soybean. 

12125 

121. 



11838^.11957, 11839. .11958, 12030 .. 12125 



Seq. ID OJ000320_21.0419.C8 
Strand 

End. 708 

Method AAT/GAP 

End 702 

Score 449 



58444 
122086 
447 

OJ000320_21.0419.C8 .ol.gp 
447 

1068_1.R1084 
447. .702 

'5596472/emb|CAB51410.1| 1.0e-113 (AL096882) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 



58444 



Seq. ID OJ000320_21.0419.C8 



58769 





Gene No. 


122086 




Strand 








Start 


'447 




End 


708 






Name 


OJUUOJ^O Zl . 04 19 . Co . OX . 


np 


Method 


AAT/NAP 






Start 


A A *7 

4 4 7 




End 


618 






GI 


65ol05o 




Score 


24 8 






Exons 


A A 1 £. 1 O 

4 47.. bio 












bi uescrip. 


(At lyz^b /) bgti [Uryza 


sativa 


] 








Seq. No. 


58444 




Seq. ID 


OJ000320_21.0419 


.C8 




Gene No. 


122086 




Strand 








Start 


A A "7 
4 4/ 




End 


n a o * 

/0o 






Name 


/"\TAAA"DOA Ol A >| 1 A /"i O — .T 

OJOOOi^O . 21. 0419. Co. ol. 


tm 


Method 


TBLASTX : Mai ze 






Start 


4 4o 




End 


t a n 

708 






GI 


none 




Score 


a r 

4 6 






Exons 


44o..b4o, 649. ,/0o 












Seq. No. 


58445 




Seq. ID 


OJ000320_21.0419 


,C9 




Gene No. 


122087 




Strand 








Start 


CQ/" 

jy 0 




Ena 


1 A A 

704 






Name 


OJ000320 21.0419.C9.ol.- 


gs 


Method 


GENSCAN 






Start 


596 




End 


704 






GI 


none 




Score 


. 57 






Exons 


E A T A /I 

596 . . /04 












Seq. No. 


5H446 




Seq. ID 


OJ000320_21.0419 


. C10 




Gene No. 


122088 




Strand 


+ ■ 




y 


Start 


3410 




End 


5558 






,, Name 


/"\TAAA"30A Ol A ^ T A i"* 1 A ^.O 

OJUOOozO z 1 . 04 1 9 . C10 . OZ 


.gs 


Method 


GENSCAN 






Start 


3410 f 




End 


5558 






GI 


none 




Score 


.71 






Exons 


3410. .3561, 3601. .3777, 


3956 . , 


.4070, 4165. .4448, 4501. .4 


606, 


y 




54 99. . 555o 












Seq. No. 


58446 




Seq. ID 


OJ000320_21.0419 


.C10 




Gene No. 


122089 




Strand 








Start 


230 




End 


1396 






Name 


•OJ0003-20 21:0419. CIO. ol 


.gs 


Method 


GENSCAN 






Start 


230 




End 


1396 






GI 


none 




Score 


.73 






Exons 


230.. 334, 833. .950, 1107. .1396 








beq . wo . 


58446 




Seq. . ID 


OJ000320_21.0419 


. C10 




Gene No. 


122089 




Strand 








Start 


230 " 




End 


1396 






Name 


OJ000320 21. 0419. C10. ol 


. np 


Method . 


AAT/NAP . 






Start 


737 




End 


1312 






. GI 


1170745 




Score 


430 






Exons 


737. .982, 1107. .1312 











GI Descrip. LATE EMBRYOGENESIS ABUNDANT PROTEIN LEA14-A gi | 167326 (M88321) 

Group 4 late embryogenesis-abundant protein [Gossypium hirsutum] 
gi I 167328 (M88322) Group 4 late embryogenesis-abundant protein 
[Gossypium hirsutum] 



Seq. No. 58446 - Seq. ID 

Gene No. 122090 Strand . 

Start 6814 End 

Name OJ000320 21 . 0419. C10 . ol . tm Method 



OJ000320_21.0419.C10~ 
7090 

TBLASTX: Maize 



58770 





732 


End 


1 JU J 






none 


Score 


ft ^ 




Exons 


732.. 815, 736.\819, 740r.931, 


785. .922 


qqi Q7p 


yOD t 




932. .985, 942.. 989, 1101.. 1292, 1106'/. 


1 9 Q1 1 i^n^ 

±£y± f Iljj. . IjUj 




Can NT /-\ 

oeq. ln o . 


58446 


Seq. ID 


n 1000^0 f\ 91 
UUUUUjl.U ^.i.v^iy 


c\ n 

.LIU 


Gene No. 


122090 


Strand 






Start 


6814 


End 


7090 




Name 


OJ000320 21.0419.C10.ol.ts • 


Method 






Of a y+- 


732 


End 


1 9 Q1 






••sr.- ■ 

none 


Score 


7 ^ 




Exons 


732. .821, 740. .931, 785. .928, 


934. .984 




1 9 Q1 
■ ±£y x f 




•1107. ,1280 








Seq. No. 


58446 


Seq. ID 


OJ000320_21.0419 


.C10 


Gene No. 


122090 


Strand 








6814 


End 


7 n QO 




Name 


OJ000320 21.0419.C10.o3.gs 


Method 


Kj Ej LN O LM.LN 






6814 


End 


7 D QO 
/ u y u 






none 


Score 


69 






6814 . .7090 








o e q . ln o . 


58447 


Seq. ID 


OTnnn^9n 9i n4i q 


pi o 


Gene No. 


122091 


Strand 


+ — 




Start 


104 


End 


2323 




Name 


OJ000320 21.0419.C12-.ol.np 


Method 


AAT/NAP 






104 


End 


2323 




r* t 


4895183 


Score 


447 




U 1 \r /-\ r~i o 


104. .130, 1018. .1206, 2138. .2323 








(AC007661) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


58447 


Seq. ID 


OJ000320_21.0419 


.C12 


Gene No. 


122091 


Strand 


+ 




OLdl L 


104 


End 


2323 




Name 


OJ000320 21.0419.C12.ol.gs 


Method 


GENSCAN 




q +• v-t- 


364 


End 


1769 




CT 
OX 


none 


Score 


. 62 




17" YAn cj 

IjAUUO 


364.. 439, 1044'. .1292, 1539.. .1567, 1692 


..1727, 1762.. 1769 


o e q . in o * 


58447 


Seq. ID 


OJ000320_21.0419 


.C12 


Gene No. 


122092 


Strand 






Start 


2078 


End 


2323 




Name 


OJ000320 21.0419.C12.ol.tm 


Method . 


• TBLASTX: Maize 




Of a r*+* 


906 


End 


2323 




CI 


. none 


Score 


248 




Exons 


906. .1223, 907. .990, 911. .1222, 912. .1229, 1063. .1224, 






1225. .1293, 1228. .1296, 1229. 


.1315, 2110.. 2322, 2117.. 2323 


Seq. No. 


58447 


Seq. ID 


OJ000320_21. 0.419 


.C12 


Gene No. 


122092 


Strand 






Start 


2078 


End 


2323 




Name 


OJ000320 21.0419.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1014 _ - 


End . 


2253 




GI 


none 


Score 


342 




Exons 


1014. .1295, 1033. .1296, 1066. 


.1293, 2116.. 2253, 2117.. 2251 


Seq. No. 


58447 


Seq. ID 


OJ000320_21.0419 


.C12 



58771 



Gene No. 122092 Strand 

Start 2078' End 2323 

Name OJ000320_21 . 0419 .C12 .o2 . gs Method GENS CAN 

-Start 2078 . . End 2290 

GI none - Score . .86 

Exons 2078.. 2290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ; 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 



58448 

122093 

1 

OJ000320_21.0419.C13.ol.np 
1 

4895183 



Seq. ID OJ000320_21.0419.C13 

Strand + 

End 1103 

Method AAT/NAP 

End 1103 

Score 889 



1. .236, 274. .328, 427. .682, 771. .1103 

(AC007661) hypothetical protein [Arabidopsis thaliana] 



58448 • " 

122093 

1 

OJ000320_21. 0419.C13.ol.gs 
58 

none 

58. .328, 427. .682, 771. .1041 



Seq. ID OJ000320_21.0419.C13 

Strand + 

End. 1103 

'Method GENSCAN 

End 1041 

Score .72 



■-584 4 8 • 
122093 
1 

OJ000320_21. 0419.C13.ol.gp 
127 

uC-osroM202017d01bl 
127. .328, 427. .695 

t 4895183/gb|AAD32770.1|AC007661_7 8.0e-40 (AC007661) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID OJ000320_21. 0419. C13 

Strand + 

End 1103 

Method AAT/GAP 

End 695 

Score 845 



58448 
122094 
765 . < 

OJ000320_21.0419.C13.ol.tm 

' 1 

none 



Seq. ID OJ000320_21.0419.C13 
Strand 

End 1053'' 

Method TBLASTX :-Mai ze 

End 67 0 

Score 492 



1..339, 3. .329, 427. .501, 431. .499, 500. .670, 501. .668, 511. .669 



58448 
122094 

765. . . 

OJ000320_21.0419.C13.ol.ts 
1 

none 



Seq. ID OJ000320__21.0419.C13 

Strand ■ - 

End . 1053 

Method TBLASTX : Soybean 

End 1041 

Score 301 



1..219, 3. .2,27, 12. .227, 283 . . 312 , • 519 . . .68 9, 519 . . 701 ,. .527 . . 703, 
772. .924, 774. .926, 943. .1041, 951. .1031 



Seq. No. 58448 

Gene No. 122094 

Start 765 

Name OJ000320_21 . 04 1 9 . C13 . bl . tc 

Start 504 

GI none 



Seq. ID OJ000320_21.0419.C13 
Strand 

End 1053 

Method TBLASTX : Cress 

End 902 

Score 297 



58772 



Exons 


£*CiA £QG mn £1 A 
DU 41 . . Do y , 0 1U . . D / 41 , 


^ ^ i 

j j j 


7 0^ 
. . / U j / 


779 QOH 

/ / z . . y u u , 


/ / *±. .yuz 




beq . no . 


JO 4 41 o 






beq. IJJ 


ujuuujzu zi.u*±iy 


. L- 1 J 


Gene No . 








Strand 






Start 


765 : 






End 


1053 




Name 


OJ0.00320_21.0419.C13 


.o2 


• gp 


Method 


AAT/GAP 




b tar t 


/ DO 






End 


1053 




bl 


imoi i di no/i 
1U j/l l.r\lUo4i 






Score 


478 




Exons 


/DO. , 1U JJ 












GI Descrip. 


41 0 y J 1 O j / y D \ HH.1JJZ / /u 


.1IAC007661 7 l.Oe- 


■52 (AC007661) 






nypo unci- 1 ud j_ piro tein 


[Arabidopsis thaliana] 1 




Seq. No. 


58448 






Seq. ID 


OJ000320_21.0419 


.C13 


Gene No. 


122094- 






Strand 


- 




o tar u 


' 7 £ ^ 
/ DO 






End 


1053 




Name 


ujuuu j^u zi.u4tiy.bij 


.o2 


. tm 


Method 


TBLASTX: Maize 




btart 


7 £Q 
/Do 






End 


1053 




bl 


none 






Score 


322 




Exons 


/DO. . 1U4 j, / 0 y . . IUj J 












Seq. No. 


58449 






Seq. ID 


OJ000320_21.0419 


.C14 


Gene No. 


122095 






Strand 


+ 




Of 


i j j 






End 


1409 




Name 


' UJUUUjzU zl.U4tiy.blfl 


.ol 


-:gs 


Method 


GEN SCAN 




btart 


TOO 
1 JJ 






End 


1374 




bl 


none 






Score 


.85 




Exons 


1*3 "3 TAC COO TCO 

Ijj . . jUD, JO J. . 1 0£ r 


850 


. .1374 








Seq. No. 


58449 






Seq. ID 


OJ000320_21.0419 


.C14 


Gene No. 


122095 






Strand 


+ 




o tart 


Ijj 






End 


1409 




Name 


UJUUUjzU Zl.Uftiy.bl4l 


.ol 


. tw 


Method 


TBLASTX: Wheat 




btart 


boy 






End 


1091 




bl 


none 






Score 


89 




Exons 


££Q 7R9 £7/ 7^1 
DDy . . / Oz , D/4I../01/ 


859 


. .1089, 


861. .1091 




Seq. No. 


58449 






Seq. ID 


OJ000320__21.0419 


.C14 


Gene No. 


122095 






Strand 


+ 






Ijj 






End 


1409 




Name 


oTnnmon Ol Ayi 1 Q PI A 
UJUUUjzU zl.U4liy.bl4J 


.ol 


. tm 


Method 


TBLASTX: Maize 




bt art 


a q o 
byz 






End 


1155 




bl . 


none 






Score 


58 




Exons 


d y z . . / o 41 , t>yj../oz, 


857 


. .904, 


858. .1154 


[, 859. .1155 




beq . no . - 


j o 41 41 y • 






Seq.. ID 


OJ00.0320_21.0419 


Pi A 
. U 1 4i 


Gene No. 


122095 






Strand 


+ 




Start 


133 






End 


1409 




Name 


OJ000320 21.0419.C14 


.ol 


.np 


Method 


AAT/NAP 




btart 


697 . 






End-., 


.14 09 




bl 


7385051 






Score ■ 


652 




Exons 


697. .752, 858. .1409 












GI Descrip. 


(AF216385) beta-adaptin- 


-like protein A 


[Arabidopsis thaliana 


Seq. No. 


58449 






Seq. ID 


OJ000320_21.0419 


.C14 


Gene No. . 


122095 






Strand 






Start 


133 






End , 


1409 




Name 


OJ000320 21.0419.CL4. 


.ol 


. tc 


Method 


TBLASTX: Cress 





•58773 



Start 
GI - 
Exons 



- 732 End 1110 

none „ Score 260 

732. .752, 858. .1052, 859. .1053, 1078. .1110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58449 

122095 

133 

OJ000320_21.0419.C14 .ol.ts 

858 

none 



Seq. ID OJ000320_21.0419.C14 

Strand + 

End 1409 

Method TBLASTX : Soybean 

End 1155 

Score 43 



858. .890, 859. .891, 876. .1115, 892. .1116, 1114. .1155 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . 
Start 1 ' , 
Name 
Start 
GI 

Exons 



58450 

122096 

1 

OJ000320_21. 0419.C16.ol.np 
1 

7385051 



Seq. ID OJ000320_21.0419.C16 

Strand •+ 

End 1958 

Method AAT/NAP 

End 1958 

Score 915 



1..27, 313. .433, 905. .1103, 1400. .1628, 1750. .1958 

(AF216385) beta-adaptin-like protein A [Arabidopsis thaliana] 



58450 

122096 

1 

OJ000320_21.0419.C16.o3.ts 

282 

none 

282. .434, 300. .431 



Seq. ID OJ000320_21.0419.C16 

Strand + 

End 1958 

Method TBLASTX : Soybean 

End 434 

Score 177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start. ' 
GI . 
Exons 



58450 

122096 

1 

OJ000320_21.0419.C16.ol.gs 

309 

none 



Seq. ID OJ000320_21.0419.C16 

Strand + 

End 1958 

Method GENSCAN 

End 1916 

Score .92 



309. .433, 905. .1103, 1400. .1628, 1750. .1916 



58450 

122096 

1 

OJ000320_21.0419.C16.o2.ts 
935 

.none . 



Seq. ID OJ000320_21.0419.C16 

Strand + 

End - 1958 

Method TBLASTX : Soybean 

End 1432 

Score 251 



935.. 1114, 936.. 1106, 946.. 1119, 1400.'. 1432 



Seq. No. 58450 

Gene No. 122096 

Start 1 

Name OJ000320_21.. 04 1 9. C I 6 . ol . .tm. 
Start ■ 995 

GI none 
Exons 



Seq. ID OJ000320_21 ..0419. C1'6 

Strand + 

End 1958 . 

Method • • TBLASTX : Mai ze - . 

End 1919 ' ... 

Score 179 



99.5. .1114, 999. .1106, 1397. .1627, 1398. .1565, 1399. .1638, 
1400. .1633, 1748. .1918, 1749. .1919 



Seq. No. 
Gene No. 
Start 



58450 

122096 

1 



Seq. ID OJ000320_21.0419.C16 
Strand + 
End 1958 



58774 



Name 

Start 

GI 

Exons 



OJ000320_21 . 04 19 . CI 6 . ol . ts Method TBLASTX : Soybean 
1432 - End 1919 

none * Score 260 

1432. .1638, 1454. .1633, 1748. .1918, 1749. ."'1919 



Seq. No. 58451 

Gene No. 122097 

Start 1 

Name OJ000320_21 . 04 19 . C18 . ol . np 

Start 1 

GI 2695866 

Exons 1..152, 246.-548, 664. .878 

GI Descrip. (Y15894) kinesin-like protein 2beta [Mus musculus] 



Seq. ID OJ000320_21.0419.C18 

Strand + 

End 878 

Method AAT/NAP - 

End 878 

Score 4 93 



Seq. No. 58451 

Gene No. 122097 

Start 1 

Name OJ000320_21 . 04 19 . C18 . ol . tc . 

Start 1 -■ 

GI none 
Exons 



Seq. ID OJ000320_21.0419.C18 

Strand + 

End 878 

Method . TBLASTX: Cress • 

End 4 02 

Score 72 



1..60, 54. .152, 55. .153, 90. .158, 232. .288, 248. .292, 249. .284, 
277 . .402 



Seq. No. 
Gene No. 
'Start 
Name 
Start 
GI 

Exons 



58451 
122097 
1- 

OJ000320_21.0419.C18.ol.tm 
1 



none 

1..150, 1. 
662. .877 



Seq. ID OJ000320_21.0419.C18 

Strand + 

End 878 

Method TBLASTX: Maize 

End 877 

Score 246 

150, 9. .152, 219. .548, 232. .552, 648. .875, 661. .876, 



Seq. No. 


58451 




Seq. ID 


OJ000320_21.0419.C18 


Gene No. 


122097 




Strand 


+ 


Start 


1 




End 


878 


Name 


OJ000320 21.0419.C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start ' 


1 




End 


832 • / 


GI 


none 




Score 


-245 


Exons 


1. .153, 1. .147, 9. .155, 


225. 


.341, 247. 


.552, 247 . .549, 644.'. 




661. .831, 662. .832 








Seq. . No. 


58451 




Seq. ID 


OJ000320_21.0419.C18 


Gene No. 


122097 




Strand 


+ 


Start 


1 . . 




End ' 


878 . 


Name 


OJ.0'00320 21.0419.C18.ol 


..gs 


Method 


GENSCAN ... . , , 


Start 


13 




End 


651 


GI 


none 




Score 


.72 


Exons 


13. .152, 246. .548,. 585.- 


.651 . 






Seq. No. 


58451 




Seq. ID 


OJ000320_21. 0419.C18 


Gene No. 


122097 




Strand 


+ 


Start 


1 




End 


878 


Name 


OJ000320 21.0419.C18.ol 


.gp 


Method 


AAT/GAP 


Start 


306 




End' - 


'8 65 


GI 


LIB34 34-038-P1-K1-D12 




Spore 


845 


Exons 


306. .548, 664 . .865 








GI Descrip. 


'2978452/gb|AAC24 615. 1 | 


9.0e 


-47 (AE001274) MCAK; L549.3 ■ 



58775 



[Leishmania major] ' 

Seq. No. 58452 Seq. ID 
Gene' No.. 122098 Strand- 
Start 333' 'End 
Name OJ000320_21 . 04 19 . C22 . ol . gs Method 
Start 333 End 
GI - none Score 
Exons 333.. 425 



OJ000320_21.0419.C22 
+ 

425 

GENS CAN ' 

425 

.79 



Seq. No. 58452 Seq. ID 

Gene No. 122099 Strand 

Start 4573 End 

Name OJ000320_21 .04 1 9 . C22 . o2 ; gs Method 

Start 4573 End 

GI none Score 

Exons 4573.. 5038, 5202.. 5345, 6340.. 6794 



OJ000320_21.0419.C22 

6964 
GENSCAN 
6794 
.59 



'Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

GI Descrip. 



58452 

122099 • ' 

4573 

OJ000320_21.0419.C22.ol.np 
4576 
7484934 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 21.0419.C22 



6964 
AAT/NAP 
6964 
357 

4576. .4722, 4808. .5070, 5202. .5345, 6266. . 6459* «6918 6964 • 
DNA-binding protein homolog T9A21.10 - Arabidopsis thaiiana 
gi|4038481|emb|CAA16788.1| (AL021713) DNA binding-like protein 
[Arabidopsi^-.thaliana] gi | 7268610 | emb | CAB78819 . 1 1 (AL161548) DNA 
binding-like protein [Arabidopsis thaiiana] 



Seq. No. 


58452 








Seq. ID 


OJ000320 


_21.0419, 


.C22 


Gene No. 


122099 








Strand 








Start 


4573 








End 


6964 






Name 


OJ000320 21, 


.0419, 


.C22.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


4909 








•End 


5047 






GI 


none 








Score 


149 






Exons ' 


4909. .5043, 


4913, 


, .5047', 


4940. 


, .5047 








Seq. No. 


58452 








Seq. ID 


OJ000320 


_21.0419, 


.C22 


Gene No. 


122099 








Strand 








Start 


4573 








End 


6964 






Name 


OJ000320 21, 


.0.4 19. 


.C22.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5186 








End 


5344 




GI 


none 








Score 


226 






Exons 


5186. .5344 
















Seq. No. 


58452 








Seq. ID 


OJ000320 


_21.04l9. 


.C22 


Gene No. 


122099 








Strand 








Start 


4 573 . 








- End,. . . 


6964 ... 






Name 


OJ000320 21. 


.0419'. 


,C22.ol. 


tm 


Method - 


TBLASTX: 


Maize 




Start 


6415 








End 


6835 






GI 


none 








Score 


54 






Exons 


6415. . 6480, 


6420. 


. . 6461, 


6462. 


. 6554, 6465. . 6551, 


6549.. .6590, 




6550. .6591, 


6657. 


, . 6725, 


6732. 


.6797, 678S..6835 






Seq . No . 


58453 








Seq. ID 


OJ000320 


_21.0419. 


,C23 


Gene No. 


122100 








Strand 


+ 







58776 



Start' 
Name 
Start 
GI 

Exons 



1861 

OJ000320_21.0419.C23.ol.gs 

1861 

none 

1861. .1948, 2269. .2448, 2606. 
3563. .3965 



End 

Method 

End ... 
- Score * 



4213 
GENSCAN 
3965 
.56 



,2693, 2916.. 3054, 3299.. 3417, 



Seq. No. 58453 Seq. ID 

Gene No. 122100 - Strand 

Start 1861 End 

Name OJ000320_21 . 0419. C23 . ol . tm Method 

Start 3588 End 

GI none Score 

Exons 3588.. 3668, 3713.. 3775, 3714.. 3782, 
3870. .3971 



OJ000320_21 .0419.C23 
+ 

4213 ' 

TBLASTX: Maize 
3971 
42 

3821.. 3967, 3833.. 3877, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58453 Seq. ID OJ000320_21 . 04 19 . C2.3 

122100 . Strand + 

1861 End 4213 

OJ000320_21 . 0419. C23 . ol . gp Method AAT/GAP 

3652 End 4213 

32630_1.R1084 Score 1113 

3652. .4213 

? 4455359/emb| CAB36769.il 5.0e-29 (AL035524) putative protein, 
[Arabidopsis thaliana] ' ~ 



Seq. -ID - OJ000320_21.0419.C23 
Strand 
End 

Method 
End 
Score 

3713. .3919, 3714. .3935, 3897. .3977, 3923. .3967, 3973. .4002 



58453 

122100 

1861 

OJ000320_21.0419.C23.ol.tw 

3713 

none 



+ 

4213 

TBLASTX : Wheat 

4002 

151 



58453 

122100. 

1861*''" 

OJ000320_21.04i9.C23.ol.np 

3744 

7489281 

3744. .3962 

translocase 7K chain 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



OJ000320_ 
+ 

4213 
AAT/NAP 
3962 
226 



21.0419.C23 



gi| 3319774 | emb | CAA76125 
tuberosum] 



TOM7, 

II 



mitochondrial - po.tato 
(Y16228) TOM7 protein [Solanum 



Seq. No. 58454 

Gene No. 122101 

Start , 147 ... 

Name OJ000320_21 . 0419 . C24 . ol . gs 

Start 147 

GI none 

Exons 147.. 209 



Seq. ID OJ000320_21.0419.C24 

Strand + 

■End 209 .... 

Method. GENSCAN 

End '209 • " 

Score .87 



Seq. No. 58454 Seq. ID 

Gene No. 122102 Strand 

Start 506 End 

Name OJ000320_21 . 04 19 . C24 . ol . gp Method 



OJ000320_21.0419.C24 
+ 

973 

AAT/GAP 



58777 




Q+- ~x v- 4- 


rh a 

DUD 








tinu 


y / 0 


rj 
ui 


none 








Score 


one 

yuo . *», 


Exons 










z • 




Seq-. No. 


58454 






'■•*: 


■r- Seq. ID 


OJ000320_21.0419.C24 


Gene No. 


122103 








Strand 














iiina 


9 £R/1 

Z ODH 


Name 


UJUUUJZU Zl 


n a 1 o 


HO A r>. 1 

. OZ 3 . 0 1 


. cm 


Method 


i BLiAb 1 a : Mai ze 


otart 


P 4 Q ~ 

O ft y 








Hjna 


1 lH z 


LfI 


none 








Score 


"3 R A 
J 3 ft 


Exons 


QAQ 1 1 d 9 • 


A ^n 

ODU . • 


1 1 ^7 








Seq. No. 


58454 








Seq. ID 


OJ000320_21.0419.G24 


Gene No. 


122103 • 








Strand 






PP9 
O O Z 








End 


Z ODH 


Name 


r» Tnnn ^9 n 9 i 

UJ UUU jZU Z 1 




.C24.o2 


. ts 


Method 


i Dii/io 1 a . boyoean 


Of a v-+- 


q n q 








End 


i no a 
1 u y 4 


L»l 


none 








Score 


"7 1 

/ 1 


Exons 




p p ^ 
000. . 


1086, 888.. 1094 




Seq. No. 


58454 








Seq. ID 


OJ000320_21.0419.C24 


Gene No. 


122103 








Strand 




Cf a vf 


0 O Z 








End 


9 £ R A 

Z OD 4 , . 


Name 


UJUUU jZU Zl 




.C24 .o2 


,gs 


Method 




C -1 1 "v"* +- 

otart 


QQO 

0 oZ 








End 


0 O Q A 

Z jo U 




none 








Score " 


. y / 


Exons 


QQO 1 1 TO 

ooZ . . 11 / Z, 


1 r a a 

1 0 OH . 


.2022, 


2236. , 


.2380 




oeq . wo . 


C Q A C /! 

Do h Oh 








Seq. ID 


OJ000320_21.0419.C24 


Gene No. 


122103 








Strand 




Start 


882 








End 


2654 


Name 


DTfinn^9n 91 

UJUUU jZU Zl 


. U fl 1 ^7 


.C24 ,ol 


,np 


Method 


AAT/NAP 


btdn 


OOD 








End 


2603 


C T 
Vjl 


1 R n r 1 








Score 


937 


Exons 


QQC 1 1 TO 

00D. .11 / Z , 


1 3 o4 . 


.2022, 


2236. , 


.2412, 2493. .2603 


bl UcSCiip . 




Detd" 


adaptin 


-like 


protein A 


[Arabidopsis thaliana] 


o e q . no. 


3 O fi 3 ft 








Seq. ID 


'OJ000320_21.0419.C24 


Gene No . 


i o 0 1 n "3 

1ZZ IUj 








Strand 




otart 


QQO 

00Z 








End 


2654 


Name 


OJ000320 21 


.0419 


.C24 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1618 








End 


2654 


Iji 


none 








Score 


59 


Exons 


1 CI Q T CA A 

1 blo . . 1 t>4 H / 


1 bz 1 


. . 1656, 


1669. 


. .1731," 167 9. .1732, 1737. .1931, 




1 TOQ QOO 

1 / jo . 1 y.oz , 


1 / ob> 


. .1930, 


1858.. 


..1941, 1939. .20.25, ,1940. ,.2.023, 




1 QCi 9 fl 9 R 
1 yDl . . ZUZ3 , 


1 y 01 


. .2053, 


2213. 


,.2413, 2221. .2415, 2233. .2424, 




OA Q1 9 £0/1 
Z <J y 1 . . Z O U ft , 


O /I Q O 

z h y j 


. .2606, 


2500. 


,.2604, 2541. .2654 


beq. no. 


C Q yi C A 








Seq. ID 


OJ000320_21.0419.C24 












Strand 




Start 


882 








End 


2654 


Name 


OJ000320 21 


.0419 


.C24.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1831 








End 


2618 


GI 


none 








Score 


83 


Exons 


1831. .2025, 


1858 


. .2025, 


2221. 


.2415, 2236. .2424, 2259. .2432, 




2279. .2434, 


2505 


. .2618, 


2512. 


.2604, 2553. .2618 



58778 




Oeq . LN (J • 


0 0 4 0 4 








Seq. ID 


OJ000320 


_21.0419 


.C24 


•Gene No. 


122103 








Strand 








Start 


882 








End 


2654 






Name 


n.Tfinn^n 91 




P94 nl 
^Z 4 . UX 


. LW 


Method 


TBLASTX :' 


Wheat 




O Lai L 


x o Dj 








End 


2531 








none 








Score 


145 






Exons 


1 QCQ 9D97 

IODj. . ZUZ / , 


1 ft 64 
X 0 04 . 


909^ 
. Z UZ -J , 


9991 
z z Z 1 . 


.2415, 2236. .2424, 


2364. .2423, 












• 








Seq. No. 


58455 








oeq. ±u 


r\ ta n m 9 n 


91 n/ti q 
z i . u 4 1 y 


. Lz o 


Gene No. 


122104 








Strand 


+ 






O Lai L 


4^4 6 








End 


4702 






Name 


VJU U UU J^U z x . 


n 4 1 Q 
, u 4 x y . 


P9 ft i^l 
UZ 0 . OX . 


■ gp 


Method 


AAT/GAP 






O Lar L 


A *i A (Z . . — ' 








End 


■4702 






ox 


^nn^ S4 1 








Score 


668 








4^4 6 4709 
















Seq. No. 


58455 








Seq. ID 


OJ000320 


O 1 Pi A 1 Q 

z 1 . U4 1 y 


poo 
. Czo 


Gene No. 


122105 








Strand 








o Lai L 


1 ^99 








End 


6485 






Name 


n tod n ^ 9 n 9 1 

UUUUU J^U z x . 


u 4 ± y . 


POO r\ 1 
UZ O . Ox . 


. gs 


Method 


GEN SCAN 






Of a -yi- 
OLa.lL 


1 R9Q ~~ 
X D Z 








End 


3850 






C T 
\j X 


none 








Score 


.86 






Exons 


1 ^90 1 £91 
X O Z :? . . X OZ X , 




9 fl 9 Q 
. Z UZ y , 


977 Q 
Z / / y . 


.2943, 3064. .3850 






oeq. wo. 










Seq. ID 


OJ0 00320 


O 1 Pi A 1 Q 


. Uzo 


Gene No. 


122105 








Strand 








Start 


1529 








End 


6485 






Name 


OJ000320 21. 


0419. 


C28.ol, 


.np 


Method 


AAT/NAP 






OLait 


3002 








End 


5556 






IjX 


6692100 








Score 


69 






Exons 


3002. .3191, 


3263. 


.3430, 


5531. 


.5556 










(AC007764) F22C12 


.16 [Arabidopsis thaliana] 






Seq. No. 


58455 








Seq. ID 


OJ000320_ 


_21.0419 


.C28 


Gene No. 


122105 








Strand 








O L^iX L 


1529 








End 


•6485- 






Name 


OJ000320 21. 


0419. 


C28.o2. 


gs 


Method 


GENSCAN 






OLaXL 


... 4 032 








End 


6485 






CI T 
laX 


none 








Score 


.95 






Exons 


4032. .4368, 


4794. 


.4853, 


5406. 


.5502, 5699. .5891, 


6400. . 6485 


Seq. No.. 


58456 








Seq. ID 


OJ000320 


^21.0419 


..C29 


Gene No. 


122106 








Strand 


+ 






o Lax L 


63 . . - - 








End 


391 






Name 


OJ000320 21. 


0419. 


C29.ol. 


gs 


Method 


GENSCAN 






Of a v-fr- 


63 








End 


391 






CI T 
LjX 


none 








Score 


.82 . 






Exons 


63. .178, 269 


.391 
















58456 








Seq. ID 


OJ000320_ 


_21.0419. 


.C29 


Gene No . 


122107 








Strand 


+ 






Start 


2351 








End 


4904 






Name 


OJ000320 21. 


0419. 


C29.o2. 


gs 


Method 


GENSCAN 






Start 


2351 








End 


4904 






GI 


none 








Score 


.43 






Exons 


2351. .2617, 


2821. 


.3438, 


3554 . 


.4084, 4683. .4904 







58779 






Seq. No. 


58456 




Seq. ID 


"OJ000320_21.0419.C2 9 




Gene No. 


122107 




Strand 


+ 




Start 


2351 




End. 


4904 




Name 


OJ000320 .-21.0419.C29.ol 


.np 


Method 


AAT/NAP 




Start 


2992 




End 


4901 




GI 


3747093 




Score 


1037 




Exons 


2992.. 3438, 3554.. 4086, 


4685. 


.4901 






GI Descrip. 


(AF095577) endopolygalacturonase [Prunus persica] 




Seq. No. 


58456 




Seq. ID 


OJ000320_21.0419.C29 




Gene No. 


122108 




Strand 






Start 


5238 




End 


5775 




Name 


OJ000320 21.0419.C29.ol, 


. tc 


Method 


TBLASTX: Cress • ■ 




Start 


3070 




End 


4063 




GI 


none 




Score 


95 




Exons 


3070. .3291, 3162. .3233, 


3361. 


.3411, 3553.. 3831, 3554.. 3973,. 






3919. .3951, 3986. .4063 










Seq. No. 


58456 




Seq. ID 


OJ000320_21.0419.C29 




Gene No. 


122108 




Strand 






Start 


5238 




End 


5775 




Name 


OJ000320 21.0419.C29.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


3418 




End „ 


4060 


Vf 


GI 


none 




Score 


35 




Exons 


3418. .3486, 3578. .3949, 


3580. 


.3834, 3989.. 4060 


eS 


Seq. No. 


58456 




Seq. ID 


OJ000320_21.0419.C29 




Gene No. 


122108 




Strand 






Start 


5238 




End ^ 


5775 




Name 


OJ000320 21.0419.C29.ol. 


. ts 


Method 


TBLASTX: Soybean 


= y 


Start 


3554 




End 


4051 




GI 


none 




Score 


335 




Exons 


3554. .3949, 3589. .3708, 


3760. 


.3831, 3977.. 4051 




Seq. No. 


58456 




Seq. ID 


OJ000320_21.0419.C29 


f - 


Gene No. 


122108 




Strand 






Start 


5238 




End 


5775 




Name 


OJ000320 21.0419.C29.o2, 


- QP 

-? It 


Method 


AAT/GAP 




Start 


5238 


End 


5775 




GI 


15790 1.R1084 




Score 


808 




Exons 


5238. .5576, 5686.-577.5 










GI Descrip. • 


. '4455359/emb|CAB367.69.1| 


1 9.0e- 


-42 (AL035524) putative .proteir 






[Arabidopsis thaliana] ' 










Seq. No. 


58456 




Seq. ID 


OJ000320_21.0419.C29 




Gene No. 


122108 




Strand 






Start 


5238 




End 


5775 




Name 


OJ000320 21.0419.C29.o2. 


tc 


Method . 


TBLASTX: Cress 




Start 


5433- 




End 


5731 




GI 


none 




Score 


62 




Exons 


5433. .5555, 5463. .5579, 


5476. 


.5586, 5680. .5730, 5696. .5731 




Seq. No". 


58456 




Seq. ID 


OJ000320_21.0419.C29 




Gene No. 


122108 




Strand 






Start 


5238 




End 


5775 




Name 


OJ000320 21.0419.C29.ol. 


tw 


Method 


TBLASTX: Wheat 



58780 



Start 


545 / 






End 


5730 




GI 


none 






Score 


125 




Exons 


545 / . . 5582, 


C A C *3 

5 4 do 


C C O O Z. A C A 

. . 5588,*- 5 464 . . 


5601, 5680.. 5730 




Seq. No. 


58456 






Seq. ID 


OJ000320__21.0419, 


.C29 


Gene No. 


122108 






Strand 






Start 


5 2 oo 






End 


5775 




Name 


OJU0Uo2U 21. 


A A 1 C\ 

0419 


. C29 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


a a c o 

54 bo 






End . 


5745 




GI 


none 






Score 


109 




Exons 


5 4 DO . . 50 / y , 


54 / o 


. . 55 / / , 5 ooU . . 


5745, 5691. .5717 




Seq. No. 


58456 






Seq. ID 


OJ000320_21. 0419, 


.C29 


Gene No. 


122108 






Strand 






Start 


52oo 






End 


5775 




Name 


OJUUUozu. 21 . 


04 19 


. C29 . o3 . gs 


Method 


GENSCAN 




Start 


54 do 






End 


5715 




GI 


none .*• 






Score 


1 




Exons 


5463 . . 5576, 


5686 


. .5715 








Seq. No. 


584 56 






Seq. ID 


OJ000320_21.0419, 


, C29 


uene lno . 


1 991 OR 






Strand 






Start 


5238- 






End 


5775 




Name 


OJ000320 21. 


0419 


.C29.o2.np 


Method 


AAT/NAP 




Start 


5466 






End 


5775 




•GI 


7487959 






Score 


178 




Exons 


5466. .5576, 


5686 


. .5775 








GI Descrip. 


MSP1 protein 


. homolog T13J8.110 - Arabidopsis thaliana 





Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



gi|4455359|emb|CAB36769.1| (AL035524) putative protein' 
[Arabidopsis thaliana] gi | 7269654 | emb | CAB7 9602 . 1 | (AL161572) 
putative protein [Arabidopsis thaliana] 



58457 

122109 

3743 

OJ000320_21 
3743 
5734621 
3743. .3797, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8553 

(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza satiya] 



0419.C30.o2.np 



5812. .6016, 8498. 



OJ000320_21.0419.C30 
+ 

8553 

AAT/NAP, . 
.8553. 
133 



58457 

122110 ....... 

1 

OJ000320 21.0419.C30.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000320_21.0419.C30 

7950 
AAT/NAP 
3112 
789 



7487959 

1. .202,- 288. .365, 443. .94 2, 1020. .1057, 2309. .2642, 2910. .3112 
MSP1 protein homolog T13J8.110 - Arabidopsis thaliana 
gi|4455359|emb|CAB36769.1| (AL035524) putative protein 
[Arabidopsis thaliana] gi | 7269654 | emb | CAB7 9602 . 1 | (AL161572) 
-putative protein [Arabidopsis - thaliana] 



58457 
122110 



Seq. ID 
Strand 



"OJ000320 21.0419.C30 



58781 



.-Start 
Name 
Start 
GI 

Exons 



OJ000320_21.0419.C30.ol- ts 
1 

none 



End 7950 

Method TBLASTX : Soybean 

End 535 

Score 12 9 



1..189, 1..189, 3. .212, 8. .193, 260.. 316, 318. .368, 320. .370, 
436. .534, 443. .535 



Seq. No. 

•Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58457 
122110'' ' 
1 

OJ000320_-21.0419.C30.ol.tw 
1 

none 



Seq. ID OJ000320_21.0419.C30 
Strand 

End 7950 

Method TBLASTX : Wheat 

End 744 

Score 78 



1..42, 22. .192, 37. .150, 98. .193, 562. .744 



58457 
122110 
■1 

OJ000320_21.0419.C30.ol.tm 
1 



none 

1..195, 1. 
574. .630 



Seq. ID OJ000320_21.0419.C30 
Strand 

End 7950 ' 

Method . TBLASTX: Maize 

End 630 

Score 179 

189, 3. .194, 329. .367, 333. .368, 436. .561, 443. .574, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
■ Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



584 57" 
122110 
1 

OJ000320_21.0419.C30.ol.gs' 
33 

none 



Seq. ID OJ0.00320_21.0419.C3_0 
Strand 

End 7950 

Method GENSCAN 

End 7950 

Score .54 



33. .192, 284. .365, 443. .942, 1317. .1411, 1689. .1788, 2208. .2243, 
2335. .2423, 2521. .2642, 2910. .3169, 4567. .4626, 5002. .5057, 
5425. .5477, 5527. .5923, 7668. .7950 



58457 

122110 

1 

OJ000320_21.0419.C30.ol.gp 
101 

4714811 



Seq. ID OJ000320_21.0419.C30 
Strand 

End 7950 

Method AAT/GAP 

End 1050 

Score 1290 



101. .192, 283. .365, 443. .942, 1020. .1050 

4455359/emb|CAB36769.1| 5.0e-29 (AL035524) putative protein 
[Arabidbpsis thaliana] 



Seq. No. 58457 

Gene No. 122110 

Start 1 

Name OJ000320_21 .0419. C30 . o2 

Start 664 

GI none 

Exons 664.. 951, 665.. 940, 802 

Seq. No. 58458 

Gene No. 122111 

Start 6 

Name OJ000320_21 . 0419. C31 . ol 

Start 6 



Seq.. ID OJ00.0320_21.0419..C30 
Strand 

End 7950 

.tm Method TBLASTX: Maize 

End 1062 

Score 134 
..945, 1015. .1062, 1017. .1061 

Seq. ID OJ000320_21.0419.C31 

Strand + 

End 1130 

•gs Method GENSCAN 

End 1130 



58782 



GI 

Exons . 

Seq. No. 
Gene No. 
Start 
Name 
Start ; 
GI 

Exons 

GI Descrip. 



none 

6. .133,. 833. .1130 



Score 



58459 Seq. ID OJ000320_21 . 0419 . C33 

122112 Strand + 

2795 End 6113 

OJ000320_2i. 04 19 . C33 . ol . np Method AAT/NAP 

2795 End' 4616 

729774 , Score 307 

279S..2879, 3811. .3995, 4075. .4217, 4263. .4616 

HEAT SHOCK FACTOR PROTEIN HSF30 (HEAT SHOCK TRANSCRIPTION FACTOR 
30) (HSTF 30) (HEAT STRESS TRANSCRIPTION FACTOR), 
gi 1 100265 Ipir | IS25480 heat shock transcription factor HSF30 - 
Peruvian tomato gi | 194 90 | emb | CAA47870 . 1 | (X67601) heat stress 
transcription factor HSF30 [Lycopersicon peruvianum] 



Seq. No. 58459 

Gene No. 122112 

Start 2795 

Name ' OJ000320_21 . 0419 . C33 . ol 

Start 3741 

GI none 

Exons 3741. .4 022, - 4 075. .4220, 

Seq. No. . 58459 

Gene No. 122113 

Start -6768 

Name OJ000320_21 . 04 19 . C33 . ol 

Start 3788 

GI none 

Exons' 3788.. 3994, 3789.. 3995, 



Seq. ID OJ000320_21.0419.C33 

Strand + 

End 6113 

.gs Method GENSCAN . 

End 6113 

Score .91 
4.263. .4780, 5903. .5926, 6022. .6113 

Seq. ID OJ000320_21.0419.C33 
Strand 

End 7031 

.tm Method TBLASTX : Maize 

End " 4173 

Score 191 
4074. .4145, 4075. .4173 



Seq. No. 


58459 








Seq. ID 


OJ000320 


_21.0419.C33 


Gene No. 


122113 








Strand 






Start 


6768 








End 


7031 




Name 


OJ000320 21. 


.0419. 


C33.ol, 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3815 








End 


4494. ■ 




GI 


none 








Score 


217 




Exons 


3815. .4018, 


3816. 


.3995, 


4074. 


.4148, 4075. .4170, 


4285. .4494 


Seq. No. 


58459 








Seq. ID 


OJ000320 


_21.0419.C33 


Gene No. 


122113 








Strand 






Start 


6768 








End 


7031 




Name 


OJ000320 21. 


.0419. 


C33.o'l. 


. t s' 


'Method ' 


TBLASTX: 


Soybean' ■ ' - 


.Start 


.3815 








End 


4512 




GI 


none 








Score 


215 




Exons 


3815. .4018, 


3816. 


.3995, 


4074. 


.4166, 4075. .4170, 


4285. .4512 


Seq. No. 


58459 








Seq. . ID. 


OJ00032.0 


_21.0419.C33 


Gene No. 


122113 








Strand 






Start 


6768 








End 


7031 




Name 


OJ000320 21, 


.0419. 


C33.ol. 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3815 








End 


4157 




GI 


none 








Score 


201 




Exons 


3815. .3994, 


3816. 


.3995, 


4066. 


.4149, 4074. .4157, 


4075. .4149 


Seq. No. 


58459 








Seq. ID 


OJ000320 


_21.0419.C33 



■58783 



Gene No. 


122113 


Strand 




otart 


O / DO 




n n *5 1 
/UjI 


Name 


ojouuozU z i . 04 l y . c J J . oz . gs 


Metnoa 


GENSCAN 


Start 


o / bo 


hnd 


n Ct'ii 
/UJI 


GI 


none 


Score 


' c; n 
. Dy 


Exons 


an ao "7ri"3i 
b / bo . . /UjI 






beq. no. 


Do 4 bU 


beq. liJ 


Uo UUU JZU 


Gene No. 


122114 


Strand 




Start 


5710 


End 


9909 


Name 


OJ000320 21.0419.C34 .ol.-np 


Method 




Start 


5710 


End 


i y z 4 


GI 


7523516 


Score 




Exons 


5710.. 5771, 7877. .7924 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sat iva ] 


Seq. No. 


58460 


Seq. ID 


OJ000320 


Gene No. 


122114 


Strand 




0 4- -i v4- 

5t art 


5710 


End 


9909 


Name 


OJ000320 21.0419.C34.o2.gs 


Method 


GENSCAN 


Start 


6968 


End 


9909 


GI 


none 


Score 


.87 


Exons 


6968. .7149, 7200.. 7346, 7584 


..7672, 8813. .9909 


Seq. No. 


58460 


Seq. ID 


OJ000320 


Gene No. 


122115 . 


Strand 




Start 


114 05 


End 


11849 


Name 


OJ000320 21.0419.C34 .o3.gs 


Method 


GENSCAN 


Start 


11405 


End 


11849 


GI 


none 


Score 


.71 


Exons 


114 05. .11783, 11791. .1184 9 






Seq. No. 


58460 


Seq. ID 


OJ000320 


Gene .No. 


122116 


Strand 




Start 


13063 


End 


17904 


Name 


OJ000320 21.0419.C34 .o4 .gs 


Method 


GENSCAN 


Start 


13063 


End 


17904 


GI 


.none 


Score 


.72 


Exons 


13063. .13198, 13277. .13667, 


15911. . 16045, 16146 




16348. .16409, 17355 .. 17593 , 


17801.. 17904 


Seq. No. 


58461 


Seq. ID 


OJ000320 


Gene No. 


122117 


Strand 


+ 


btart 


402 


End 


541 


Name 


OJ000320 21.0419.C35.ol.gs . 


. Method 


'.GENSCAN 


Start 


402 


End 


541 


GI 


none 


Score 


.48 


Exons 


402. .541 






beq . no . 


58462 


Seq. ID 


OJ000330 


Gene No. 


122118 


Strand 


+ 


Start 


660 


End 


977 


Name 


OJ000330 21.0419.Cl.ol.gs 


Method 


GENSCAN 


Start 


660 


End 


977 


GI 


none 


Score 


. 9 


Exons 


660. .666, 844. .977 







58784 



Seq. No. 58462 Seq. ID OJ000330_21 . 04 19 . CI 

Gene No. 122119 .Strand 

Start 1566 End 1965 ^. 

Name . OJ000330_21 . 0419 . CI . ol . gp Method AAT/GAP 

Start 1566 ^ ■ End 1965 

GI 557_1.R1084 Score 769 

Exons 1566.. 1965 

GI Descrip. ' * 57 6771/gb | U16256 | OSU16256 0.0e+00 Oryza sativa cone' SRI 
' sucrose-regulated mRNA, 3 ,, -end sequence' 





Seq. No. 


58462 


Seq; ID 


OJ000330^ 


_21 


.0419. 


CI 




Gene No. 


122120 


Strand 












OUdl L 


1 Q1 ft 

X _7 X O 


End 


1995 










Name 


nTnnn^^n 9i n^i q n ^9 rrc 

UJUuUjjU Z X . U 4 X .7 . X ■ OZ . CJ S 


Method 


GEN SCAN 










Of a r*+- 


1 Q1 Q _ 


End 


1995 










ul 


none 


Score 


.83 












1 Q1 Q 1 QQR 














o e q . in o . ; 


CO A £ "3 
JO 4 ! O j 


Seq. ID 


OJ000330_ 


9 1 
Z 1 


.0419. 


C2 




UCllC 1NU • 


199191 

- X ^. X ^ X 


Strand 












Start 


1 


End 


1196 










Name 


OJ000330 21.0419.C2.ol.np 


Method 


AAT/NAP 












i 

X 


End 


1196 










Z 1 jUU / 0 


Score 


84 










Exons 


1 1 09 "5 A n /I9Q 1fl7£ 1 1 














oi uescrip . 


L v irtuo dox piotein j rice gx 


|886405|gb|AAA99964 


.11 


•1L37528; 


h' s 

?! ; 




JLJOX prOLclIl LUiyZd bdClVdJ 












L;J 


Seq. No. 


58463 • 


Seq. ID 


OJ000330_ 


_21, 


.0419. 


C2 


Z ; 2 


Gene No, 


122121 


Strand 










- ."3 


OLdll- 


i 

X 


End 


1196 










Name 


uuuuu j ju z x . u h ± z? . <^z . o i . gp 


Method 


AAT/GAP 








\ y 






End 


424 








5 


ox 


cc *7 1 D 1 Oft 4 
DDI ± . r\X UO ft 


Score 


123 










Exons 


-3 4 0 _ 4 94 

-JfiU. • ft Z *i 














ox uescxxp. 


o / o / / x / get uidzjd i ucuiozjo u 


. 0e+00 Oryza sativa 


cone SRI 


il 
r ™ 




sucrose-regulated mRNA, 3''-< 


end sequence' 








■ H"" 


oeq. in o . 


jo 4 O J 


Seq. ID 


OJ000330_ 


_21. 


.0419. 


C2 


L. Ui 


ijene no . 


1 9 9 1 91 
L Z Z 1 Z 1 


Strand 










r ."i 


otdit 


1 
1 


End 


1196 










Name 


OJ000330 21.0419.C2.ol.gs 


Method 


GENSCAN 










Start 


340 


End 


588 










GI 


none 


Score 


.66 










Exons, 


340. .421, .530. .588 . - r . 














Seq. No. 


58464 


Seq. ID 


OJ000330_ 


_21. 


,0419. 


C3 




Gene No . 


122122 


Strand . 












Start 


320- 


.End.. 


7 92 : . 










Name 


OJ000330 21.0419.G3.ol.gs " • 


Method 


GENSCAN 










Start 


320 


End 


792 










GI 


none 


Score 


.44 










Exons 


320. .370, 415. .493, 698. .792 














Seq. No. 


58465 


Seq. ID 


OJ00033'0_ 


_21. 


,0419. 


C5 




Gene No. 


122123 


Strand 












Start 


439 


End 


549 









MADS" 



58785 



Name 

Start 

GI 

Exons 



OJ000330_21.0419.C5.ol.gs 

439 

none 

439.. 549. 



Method GENSCAN 
End 549 
Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58466 Seq. ID OJ000330_21 . 04 1 9 . C7 

122124 Strand 
5094 End 
OJ000330_21 . 04 19-. C7 . o2 . np ' Method 
5094 End 
4512671 Score 
5094.. 5137, 5930.. 6103, 6364.. 6524 
(AC006931) En/Spm-like transposon 
gi | 4 929128 | gb | AAD338 68 . 1 | AF14 1375 
factor 1 [Arabidopsis thaliana] 
gi|4929130|gb|AAD33869.1|AF141376_l (AF141376) protodermal 
factor 1 [Arabidopsis thaliana] 



OJ000330_ 
+ 

7033 
AAT/NAP 
7033 
227 
6552. . 6615, 



6707. .7033 



protein [Arabidopsis thaliana] 
1 (AF141375) protodermal 



58466 Seq. ID OJ000330 

122124 " Strand + 

5094 End 7033 

OJ000330_21 . 0419 . C7 . ol . np Method AAT/NAP 

5145 End 5229 

5852084 Score'-- 77 
5145.. 5229 

(AL117264) zwh0007.1 [Oryza sativa]' 



21. 0419. C7 



Seq. No. 


58466 








Seq. ID 


OJ000330_ 


_21, 


.0419 


.C7 


Geh'e No. 


122124 








Strand 


+ 








Start 


5094 








End 


7033 








Name 


OJ000330 21.0419. 


,C7, 


.o2 


• gp 


Method 


AAT/GAP 








Start 


6173 








End 


6388 








GI 


427450 








Score 


375 








Exons 


6173.. 6388 


















Seq.. No. 


58466 








Seg. ID 


OJ000330_ 


_21, 


.0419 


.C7 


Gene No. 


122124 








Strand 


+ 








Start 


5094 








End 


7033 








Name 


OJ000330 21.0419. 


C7. 


.o3. 


■ gp 


Method 


AAT/GAP 








Start 


6704 








End 


6971 








GI 


2311563 








Score 


455 








.Exons 


6704. .6971 


















Seq. No. 


58466 , 








Seq: TD 


OJ000330_ 


_2i; 


.0419 


.C7 


Gene No. 


122125 








Strand. 


+ 








Start 


7056 








End 


7294 








Name 


OJ000330 21.0419. 


C7. 


.04. 


-gp 


Method 


AAT/GAP 








Start 


7056 








End . 


7294 








GI 


3760560. 








; Score - 


4.24 








Exons 


7056. .7294 ■ 


















Seq. No. 


58466 








Seq. ID 


OJ000330_ 


_21. 


.0419 


.C7 


Gene No. 


122126 








Strand 










-Start 


708 








End 


788. 








Name 


OJ000330 21.0419. 


C7. 


.ol. 


.gp 


Method 


AAT/GAP 








Start 


7 08 








End 


788 








GI 


38012 1.R1084 








Score 


101 









58786 



Exons 

GI Descrip.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start .\ 
Name 
Start 
GI 

Exons 



708. .788 

' 4097947-/gb|U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds ? 



58466 

122127 

6699 

OJ000330_21.0419.C7 .ol.tm 

669.9 

none 



Seq. ID OJ000330_21.0419.C7 
Strand 
End 

Method 
End 
Score 



6959 

TBLASTX: Maize 

6959 ' 

90 



6699. .6749, 6707. .6748, 6804. .6959, 6816. .6938 



58467 

122128 

1870 

OJ000330_21.0419.C8 .o3.np 
1870 
.•'7340909 



Seq. ID OJ000330 21. 0419. C8 



Strand 
End 

Method 

End 

Score 



+ 

8608 
AAT/NAP 
8608 
60 



1870.. 1943, 2349. .2378, 5577. .5718, 5895. .5999, 8564. .8608 
(AP001550) hypothetical protein [Oryza sativa] 



58467 Seq. ID 

122128 Strand 

1870 End 
OJ000330_21.0419.C8.o2.gs ' Method 

2436 ■ *- End 

none Score 
2436. .3332 



OJ000330_21.0419.C8 
+ 

8608 
GENSCAN 
3332 
1 



Seq. No. 58467 Seq. ID 

Gene No. 122128 Strand 

Start 1870 End 

Name OJ000330_21 . 0419 .C8 .o2 .np Method 

Start 2457 End 

GI 7486634 Score 

Exons 2457.. 2628, 2761.. 3236 

GI Descrip. hypothetical protein F8B4.190 - Arabidopsis thaliana 

gi|4049351|emb|CAA22576.1| (AL034567) nodulin-like protein 
[Arabidopsis thaliana] gi | 7270153 | emb | CAB79966 . 1 | (AL161581) 
nodulin-like protein [Arabidopsis thaliana] 



OJ000330_21.0419.C8 
+ 

8608 
AAT/NAP 
3236 
267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58467 Seq. ID OJ000330_21 . 0419 . C8 . 

122129 Strand 

631 End ' 5336 • 

OJ000330_21.. 0419.C8.ol.np . .Method . AAT/NAP 

631 End 5336 

6069646 Score 366 

631.. 956, 5303.. 5336 

(AP000616) similar to putative reverse transcriptase (AC005315). 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar- to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 



58467 

122130 

8457 



Seq. ID 

Strand 

End 



OJ000330 21. 0419. C8 



10512 



58787 








041'Q PR ol tm 


Mot" hnH 
1 It. L. 1 1VJLA 


1 DXxrlO lAi ud lie 




art 


5811 _ 

«J V -J X 




FnH 

HjI 1U • * 








none 






977 
£.11 




Fx on s 

U AUl lO 


5831* 6019 


5833 601ff- ■ 








Seq. No. 


58467 




Seq. ID 


OJ000330_21.0 : 419. 


C8 


Gene No. 


122130 




Strand 






Start 


8457 




FnH 


1 0S1 9 






o.toooho 9i 


04 1 Q PR ol f- w 


Mo +■ ^H 


TRT aQTY • Wheat- 
J. DXj/t.0 1A . INIlcal 




C+- a rt 


58 60 _ 

*J O U \J 




FnH 


601 Q 

U v X Zf 




VJ J. 


none 




ouui c. 


901 




F! von ^ 


5860 6018 


5861 6019 








Seq. No. 


'58467 




Seq. ID 


OJ000330_21.0419. 


C8 


Gene No. 


122130 




Strand 








8457 




FnH 


1 0S1 9 




INclIUC 


o.toooho ?1 


04 1 Q PR o4 ctq 


Mof h /^H 
lie u i iuu 


VJ Hi IN O V--.rt.LN 




o Lai L 


84^7 ~~ 




FnH 


1 0 SI 9 




GI 


none 




Score 


fiR 




F von q 


R4 S7 8 S7 s 


1034 9' 1 OS 1 9 








Cpn No 


5R4 6R 

*J O *3 V O 






O,T0n0330 91 D41Q 


\^ zJ 


Gene No. 


122131 




Strand 






Start. 


3256 




End 


4247 




Name 


flJOOOHO 91 


0419 PQ o9 no 


Method 


AAT/NAP 




O Lai L 


19S6 ~~ 

w) 41. U 




End 


4247" 




\j X 


6QQ7 1 7 




Score 


191 






19S6 HS9 


3fi8? 4947 








OX L>COL*J L U ■ 


V \J O ~J Z? } 


Lll 1 J\.1 1U Wl 1 piUUclll 


[Arabidopsis thaliana] 




OCl^i IN ^ . 


58468 




Seq. ID 


OJ000330_21.0419. 


PQ 

Z* 


Gene No. 


122132 




Strand 






Start 


96 




End 


1521 




Name 


OJ000330 21 


.0419.C9'.ol.np 


Method 


AAT/NAP 




q+- a ri - 

O Ldl. L 


96 




End 


1521 




\J X 


5852084 




Score 


92 




TT 1 von q 


96.. 182, 1480.. 1521 








O X UCoOJ L LJ • 


(AL117264) 


zwh0007.1 [Oryza 


sativa] 






Seq. No. 


.58468 




Seq. ID 


OJ000330_21.0419. 


C9 


Gene No. 


122133 




Strand 






Start 


3861 . 




End 


4166 ... 




KI a tti o 


OJ000330 21 


.0419.C9.ol.tm 


Method 


TBLASTX : Maize 




J Let! L 


3861 




-find 


4166 




\J X 


-none 




Score 


•10.5. 






3861. .3923, 


3861. .3917, 3863. .3919, 4002. .4166, 4005. .4136 


Seq. No. 


58469 




Seq. ID 


OJ000330_21.0419. 


C10 


Gene No. 


122134 




Strand 






Start 


■1939 




End 


2308 




Name 


OJ000330 21 


.0419. C10. ol.gs 


Method 


GENSCAN 




Start 


1939 




End 


2308 




GI 


none 




Score 


.41 




Exons 


1939. .2060, 


2158. .2308. 








Seq. No. 


58469 




Seq. ID 


OJ000330_21.0419. 


C10 


Gene No. 


122135 




Strand 







58788 



Q 4- a v~+- 


3574 


End 


8511 




Name 


OJ000330 21.0419.C10.o2.gs 


Method 


GENSCAN 






3574 


End 


8511 




P T 


none 


Score 


.54 




Exons 


.3574. .3593, 5105. .5252, 6066 6221," 84 19 . . 8511 




Seq. No. 


58470 


Seq. ID 


OJ000330_21.0419. 


C12 


Gene No. 


122136 


Strand 


+ 






594 


End 


830 




Name 


OJ000330 21.0419.C12.ol.gp 


Method 


AAT/GAP 




Of ivf 


594 


End 


830 




P T 


2310154 


Score 


429 ' 




Exons 










o e q . ln o . 


58471 


Seq. ID 


OJ000330_21.0419. 


pi i 


i^ene ino. 


122137 


Strand 


+ 






1 


. End 


1659 




Name 


OJ000330 21.0419.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End ■ 


.1659 




P T 


478809 


Score 


972 




Exons 


1..124, 182. .421, 826. .1281, 


1390. .1659 




GI Descrip. 


protein kinase 6 (EC 2.7.1.- 


■) - soybean gi | 170047 (M67449) 




protein kinase [Glycine max] 


gi| 444789|prf | | 1908223A protein 




kinase [Glycine max] 








Seq. No. 


58471 


Seq. ID 


OJ000330_21.0419. 


C13, . 


Gene No. 


122137 ■ 


Strand 


+ 






1 


JEnd 


1659 




Name 


OJ000330 21.0419.C13.ol.gs 


Method 


GENSCAN 




O 4 , v-+- 

otarc 


48 


End 


1632 




P T 


none 


Score 


.59 




Exons 


48. .421, 826. .1281, 1390. .1632 






oeq . ino . 


58471 


Seq. ID 


OJ000330_21.0419. 


C13 


bene ino . 


122137 


Strand 


+ 




o Lai L 


1 


End : . 


1659 




Name 


OJ000330 21.0419-.C13.ol.gp 


Method 


.AAT/GAP 




Start 


982 


End 


1588 




P T 


. LIB3434-042-P1-K1-C2 


Score 


9,06 




Exons 


982. .1281, 1390. .1588 








GI Descrip. 


, 478809/pir||S29851 2.0e-53 


protein kinase 6 (EC 2.7.1.- 


■) " 




soybean >g.i 170047 (M67449) 


protein kinase [Glycine max] 






>gi_444789_prf 1908223A protein kinase [Glycine max] * . 




Seq. No. 


58471 


Seq. ID. 


OJ00.0330_2.1 ..'0419. 


C13 


Gene No. 


122138 


Strand 


+ 




Q+- O y--|- 


2861 


End 


3286 




Name 


OJ000330 21.0419.C13.o2.gp 


Method 


AAT/GAP 




Of -.v-f 


2861 


End. . 


3286 . 




P T 


none 


Score 


757 • 




Exons 


2861. .3286 








Seq. No. 


58471 


Seq. ID 


OJ000330_21.0419. 


C13 


Gene No. 


122139 


Strand 






Start 


3146 


End 


5 67 9 ; ' r 




Name 


OJ000330 21.0419.C13.o2.ts 


Method 


TBLASTX: Soybean 




Start 


158 


End 


1640 





58789 




ox 


none 






Score 


232 


Exons 


158. .421, 199. .417, 802 


199 4 


, 816. .1280, 817. .1281, 1378".. 




1398. .1514, 


1441. .1530, 


1 C^Q 

1 y . 


.1611, 1571.. 1618, 1596.. 1640 


oeq. NO. 


584 71 






Seq. ID 


OJ000330_21.0419.C13 


Gene No. 


122139 ■ 






Strand 




Start 


3146 






End 


5679 


Name 


OJ000330 21 


.0419.C13.pl 


. cm. 


Method 


TBLASTX: Maize 




344 






End 


1281 


p t 


none 






Score 


114 


Exons 


344. .424, 344. .421, 346 


A O "5 
. • 4Z J/ 


814. .1266, 815. .1264, 816. .12! 




817. .1281 










Seq. No. 


Sft A 1 1 

*J O 4 / X 






Seq. ID 


nifinn^^n 91 n^iQ pi ^ 


Gene No. 








Strand 




OLdl L 


J X 1 O 






End 


do / y 


Name 


o.Tnnm^n 9i 


.0419.C13.ol 




Method 


TDT SQTY • Pr-ooc 




O JJ 






End 


1 9^Q 


P T 


none 






Score 


501 


_xons 


835. .1239, 


840. . 1238 








Seq. No. 


JO 4 / ± 






Seq. ID 


OJ000330_21.0419.C13 


Gene No. 


1 901 -3Q 






Strand 






-ji / 

JlID 






End 


5679 


Name - r - 


o.Tnnrn^n 9i 


.0419.C13.o2 


.tw 


Method 


T.BLASTX: Wheat 


otarr 


fifi9 _ 
o o z. 






End" ' 


1509 


pt 


none 






Score 


191 


jijXons 


q co i i ni 

O D^Z . . X x u X , 


931. .1089, 1099. .1272, 1120 


..1209, 1396.. 1509 


oeq. jno. 


58471 






Seq. ID 


OJ000330_21.0419.C13 


Gene No. 


1 991 






Strand 




Start 


^1 A fi 

J140 






End 


5679 


Name 


rvrnnn^n 9i 


.0419.C13.o4, 


. tm 


Method 


TBLASTX: Maize 


otdl U 


X o / o 






End 


1640 


P T 








Score 


189 


XT' v /-\ r~i o 


1 -JIG "I R 4 CL 


1398. .1514,, 


1441. 


.1530, 154 9. .1611-,. 1571. .1618, 




\L596..1640 










oeq . 1NO . 


Sfi 4 7 1 

J04 f 1 






Seq. ID 


OJ000330_21.0419.C13 


Gene No. 


1 9 91 Q 
x 1 0 y 






Strand 




Start 


3146 






End 


5679 


Name 


. OJ000330 21 


.0419.C13.pl. 


. ts 


Method 


TBLASTX: Soybean . 


OtalL 


3143 , 






End 


4310 


P T 


none 






Score 


268 


Exons 


3143. .3262,. 


3368. .3793,. 


3402.. 


.3791, 3897.. 3971, 3898.. 3933, 




4053. . 4310, 


4054. .4218 








Seq. No. 


58471 






Seq. ID 


OJ000330_21.0419.C13 


Gene No. 


122139 






Strand 




Cf a v+- 


■ 3146 






End • 


5679 - 


Name 


OJ000330 21 


.0419.C13.o2. 


,gs 


Method 


GEN SCAN 


Start 


3146 






End 


4748 


GI 


none 


3895. .3970, ' 




Score 


.69 


Exons 


3146. .3800, 


4052. 


. 4748 




Seq. No. 


58471 






Seq. ID 


OJ000330_21.0419.C13 


Gene No. 


122139 






Strand 





58790 




Start 3146 ' End 5679 

Name OJ000330_21 . 04 19 . C13 . o2 . np Method AAT/NAP 

Start 314 9 End 5679 

GI ' 6997181 * Score 1078 

Exons 3149.. 3309, 3340.. 3800, 3895.. 3970, 4052.. 4388, 5628.. 5679 



GI Descrip. (AC023839) unknown protein [Arabidopsis/ thaliana] 



Seq. No. 58471 Seq. ID 

Gene No. 122139 Strand 

Start 3146 End 

Name 0 J000330_2 1 . 04 1 9 . C13 . o3 . tm Method 

Start 3152 End 

GI none Score 

Exons 3152.. 3235, 3368.. 3586, 3402.. 3584 



OJ000330_21.0419.C13 
5679 

TBLASTX: Maize 

3586 

142 



Seq. No. 58471 Seq. ID 

Gene No. 122139 Strand 

Start 314 6 End 

Name OJ000330_2 1 . 04 1 9 . C13 . o2 . tc Method 

Start 34 91 End 

GI none Score 

Exons 3491.. 3796, 3534.. 3797, 3897.. 3932 



OJ000330_21.0419.C13 
5679 

TBLASTX: Cress 

3932 

222 





Seq.^ No... 


58471 








Seq. ID 


OJ000330_21.0419. 


C13 




Gene No. 


122139 








Strand 






f h 


Start 


■3146 








End 


5679 




fi = 


Name 


OJ000330 2-1, 


.0419. 


C13 . ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


3542 








End 


4097 




^ ■=? 


GI 


none 








Score 


140 






Exons 


3542. .3796, 


3546. 


.3710, 


3894. 


.3971, 4053. .4097 






Seq. No. 


58471 








Seq. ID 


OJ000330_21.0419. 


C13 




Gene No. 


122139 








Strand 








Start 


3146 








End 


5679 






Name 


OJ000330 21, 


.0419. 


C13.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


3587 








End 


4193 






GI 


none 








Score 


126 




% 


Exons 


- 3587.. 3793, 


3588. 


.3794, 


3876. 


.3971, 3877.. 3960, 4053.. 4193 




Seq. No. 


58471 








Seq. ID 


OJ000330_21.0419. 


C13 




Gene No. 


122139 








Strand 








Start 


3146 








End 


5679 






Name 


OJ000330 21. 


.0419. 


C13.o3 


. tc 


Method 


TBLASTX: Cress 






Start 


4092 








End 


4391 






GI 


none. . . 








Score 


66 . 






Exons 


4092. .4391, 


4309. 


.4380 












Seq. No. 


58471 








Seq. ID- 


OJ000330_21.0419. 


C13 




Gene No. 


122139 








Strand 








Start 


3146 








End 


5679 • 






Name 


OJ000330 21, 


,0419. 


C13.o5 


. tm 


Method 


TBLASTX: Maize 






Start 


4197 








End 


4398 






GI 


none 








Score 


90 






Exons 


' 4197. .4397, 


4309. 


.4398 












Seq. No. 


58472 








Seq. ID* 


OJ000330_21.0419. 


C14 




Gene No. 


122140 








Strand 







58791 



Start 


652 




End 


Anno 
4 / /o 


Name 


OJ000330 21.0419.C14.ol 


. gs 


Method 


GENSCAN 


Start 


652 




End 


a ^ r\ ~j - 

4 707 


GI . 


-none ■' ' 




Score ■ 


- . 62 


Exons 


652. .873, 2194. .2293, 3036.. 


3zz4 , i /oo 


. . 3994 , 4303 . . 4 / 0 / 


Seq. No. 


58472 ' 




Seq. ID 


OJ000330_21.0419.C14 


Gene No. 


122140 




Strand 




Start 


652 




End -i. • 


A "7 "7 o 

4 / /o 


Name 


OJ000330 21.0419.C14.ol 


■ gp 


Method 


AAT / GAP 


Start 


3255 




End 


o i c n 

3759 


GI 


Zol /ODD 




Score 


n o o 
933 


Exons 


3255.-3759 








Seq. No. 


58472 




Seq. ID 


OJ000330_21.0419.C14 


Gene No . 


122140 




Strand 




Start 


652 ■ 




End 


4778 


Name 


OJ000330 21.0419.C14 .o2 


. tm 


Method 


TBLASTX:Maize 


Start 


3717 




. End 


4340 


GI 


none 




Score 


118 


Exons 


3717. .3827, 3728. .3865, 


3732 


..3827, 3829. .3936, 3842. .3937, 




3848. .3934, 3927. .3998, 


3932 


..4018, 3933. .3998, 3935. .4018, 




4263. .4340 








Seq. No. 


, 58472 




Seq. ID 


OJ000330_21.0419.C14 


belle LnL?. 


122140 




Strand 




Start 


652 




End 


4778 


Name 


OJ000330 21.0419.C14 .ol 


.np 


Method 


AAT /NAP 


Start 


3791 




End 


3994 


GI 


7239515 




Score 


89 


Exons 


3791. .3994 








GI Descrip. 


(AC012654) Strong similarity 


to the putative protein kinase 



F26A9.10 gi | 6682614 from A. thaliana on BAC gb|AC016163 ; It 
contains an eukaryotic protein kinase domain PF 100069. This 





gene is cut 


off. 


[Arabidopsis 


thaliana 


] 


Seq. No. 


58472 






Seq. ID 


OJ000330_2i;0419.C14 


Gene No. 


122140 






Strand 




Start 


652 






End 


4778 


Name 


OJ000330 21 


.0419. 


C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


3848 






End 


3995 


GI 


none 






Score 


67 


Exons 


3848. .3994, 


3863. 


.3991, 3936. 


.3995 




Seq. No.. 


58472 . 






Seq. . ID 


OJ.000330_21.Q419.-C14 


Gene No. 


122140 






Strand 




Start 


652 






End 


4778 


Name 


OJ000330 21 


0419. 


C14 ,ol. tm . . 


Method 


TBLASTX: Maize 


Start 


4354 






End 


4778 


GI 


none 






Score 


100 


Exons 


4354. .4515, 


4355. 


.4492, 4396. 


.4503, 4501. .4596, 4507. .4605, 




4508. .4606, 


4606. 


.4752, 4606. 


.4749, 4608. .4778 


Seq. -No. * 


58472 






Seq. ID 


OJ000330_21.0419.C14 


Gene No. . 


122140 






Strand 




Start 


652 






End 


4778 


Name 


OJ000330 21 


0419. 


C14 .o2.gp 


Method 


AAT /GAP 



58792 



• 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4597 • End 4752 

uC-osflcyp068e01bl Score 283 

4597. .4752 

, 4539004/emb|CAB39625.1| 2.0e-42 (AL049481) putative protein 
kinase [Arabidopsis thaliana] ' 

58473 Seq. ID OJ000330_21 . 04 19 . C15 

122141 Strand 

1 End 1392 

OJ000330_21 . 0419 . C15 . ol . gp Method AAT/GAP 

1 End 1018 

uC-osflcyp068e01bl Score 496 

1..92, 849. .1018 

1 4 5390047 emb| CAB39625.il 2.0e-42 (AL049481) putative protein 
kinase [Arabidopsis thaliana] 1 



Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58473 

122141 

1 

OJ000330_21. 0419.C15.ol.np 
1 

3776559 



Seq. ID OJ000330_21.0419.C15 
Strand 

End ' . ' 1392 
Method AAT/NAP 
End 1392 
Score 357 



1..92, 849. .1076, 1374. .1392 

(AC005388) Strong similarity to gene F14J9.26 gi 13482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis." 
thaliana] 



Seq. No. 


58473 


Seq. ID 


OJ000330_21.0419.C15 


Gene No. 


122141 


Strand 




Start 


1 


End 


1392 


Name 


OJ000330 21.0419.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


1077 


GI 


none 


Score 


91 


Exons 


1..90, 3. .92, 678. .737, 843 


.1070, 849 


..1031, 850.. 1077 


Seq. No. 


58473 


Seq. ID 


OJ000330_21.0419.C15 


Gene No. 


122141 


Strand 




Start 


1 


End 


1392 


Name 


OJ000330 21.0419.C15.ol. ts 


Method 


TBLASTX: Soybean 


Start 


3 


End 


1077 


GI 


none 


Score 


243 


Exons 


3. .95, 843. .881, 850. .1077, 


936. .1070, 


946. .1077 


Seq. No. 


.58473 . 


Seq. ID . 


OJ00033O_21.0419.C15 


Gene No. 


122141 


Strand 




Start 


1 


End 


1392 


Name 


OJ000330 21.0419.C15.ol.tw 


Method 


TBLASTX: Wheat- 


Start 


15 


End 


1079 . 


GI 


none 


Score 


61 


Exons 


15. .80, 15. .92, 840. .899, 8^ 


tO. .1070, 841. .1077, 933. .1079, 




937. .1077, 938. .1078 






Seq. No. 


58473 


Seq. ID 


OJ000330_21:. 0419.C15 


Gene No. 


122141 


Strand 




Start 


1 


End 


1392 


Name 


OJ000330 21.0419.C15.ol.gs 


Method 


GENSCAN 



58793 



Start 
GI 

Exons 



854 
none 

854 . . 1076 



End 
Score 



1076 
.65 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
.Start . 
Name 
.Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58473 

122141 

1 

OJ000330_21 . 0419.C15.ol . tc 

942 

none 

942. .1070, 943. .1077 



Seq. ID OJ00p330_21.0419.C15 
Strand 

End 1392 

Method TBLASTX: Cress. 

End 1077 

Score 133 



58474 
122142 
1 

OJ000330_21.0419.C16.ol.np 
1 

3776559 
1..415, 1334. .1449 

(AC005388) Strong similarity to gene F14J9.26 gi 13482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ000330_21.0419.C16 
Strand 

End 1449 

Method AAT/NAP 

End 1449 

Score 50.6 



58474 

122142 

1 

OJ000330_21.0419.C16.ol.tc 

119 

none 

119. .358, 138. .371 

58474 

122142 

1 

OJ000330_21. 0419.C16.ol. tm 

119 

none 

119. .346, 126. .344, 179. .346 

58474 

122142 

1 

OJ000330_21.0419.C16.ol.ts 

119 

none 



Seq. ID OJ000330_21.0419.C16 

Strand ' - 

End 14 4 9 

Method TBLASTX : Cress 

End 371 

Score 213 



Seq. ID OJ000330_21.0419.C16 
Strand 

End 1449 

Method TBLASTX : Mai ze 

End 34 6- 

Score 32 6 



Seq. ID OJ000330_21.0419.C16 
Strand 

End 1449 

Method TBLASTX : Soybean 

End . 1448. 

Score 335 



119. .418, 126'.. 416, 295. .417, 1326. .1448, 1331. .1447 



58474 

122142 

1 

OJ000330_21.0419.C16.ol.tw 
119 

none 4 . 

119.. 283, 129.. 284 " T " 



Seq. ID OJ000330_21..0419..C16 
Strand 

End 1449 

Method TBLASTX : Wheat 

End 284 

Score 159 



Seq. No. 



58474 



Seq. ID OJ000330_21.0419.C16 



58794 



• 



Gene No. 122142 Strand - 

Start 1 End 1449 

Name OJ000330_21 . 04 19 . C16 . ol. gs Method GENSCAN 

Start * ' . 131 End 415 

GI none Score .75 

Exons 131.. 415 



Seq. No. 58474 

Gene No. 122142 

Start 1 

Name OJ000330_21 . 0419 . CI 6 . ol . gp 

Start 145 

GI "~ 2317355 

Exons 145. .415, 1334. .1449 

GI Descrip. 4539004/emb | CAB39625 . 1 | 2.0e-42 (AL049481) putative protein 
kinase [Arabidopsis thaliana] 



Seq. ID OJ000330_21.0419.C16 
Strand 

1449 
AAT/GAP 
1449 
683 



End 

Method 

End 

Score 



Seq. No. 58475 

Gene No. 1-2214 3 

Start 645 

Name OJ000330_21 . 04 19 . C17 . ol . gs 

Start 645 

GI none 
Exons 



Seq. ID OJ000330_21.0419.C17 
Strand 

End 9351 

Method GENSCAN 

End 9351 

Score .48 



645. .677, 1294. .1340, 2927. .2985, 3084. .3241, 4938. .5076, 
5386. .5532.,, 92.57. .9351 



Seq. No. 58476 

Gene No. 122144 

Start 452 

Name OJ000330_21 . 04 19 . CI 9 . ol . np 

Start 452 

GI 2130078 

Exons 452.. 518, 614.. 716, 799.. 832 

GI Descrip. MADS-box protein 3 - rice gi | 886405 | gb | AAA99964 . 1 1 (L37528) MADS 
box protein' [Oryza sativa] 



Seq. ID OJ000330_21.0419.C19 

Strand + 

End - 832 

Method AAT/NAP 

End 832 

Score 179 



Seq'. No. . 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 
GI Descrip. 



Seq. No. 

Gene. No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



58476" 
122144 
452 

OJ000330_21.0419.C19.ol.gp 
453 

557_1.R1084 
453. .518, 614. .716 . 

, 576771/gb|U16256|OSU16256 O'.Oe+OO Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 f 1 -end sequence 1 



Seq. ID". OJ000330_21.0419.C19' 
Strand + 
End 832 
Method AAT/GAP 
End 716 
Score 280 



58477 
122145 
1 

OJ000350_22.0419.Cl.ol.np 
1 

4680179 
1. .922 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000350_22.0419.C1 

Strand . . + . . 

End . .922 . 

Method AAT/NAP 

End 922 

Score 1343 



58477 
122145 



Seq. ID OJ000350__22 . 0419. CI 
Strand + 



58795 



m 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_22.0419.Cl.ol.ts 

5 

none 



End 922 

Method TBLASTX : Soybean 

End 400 

Score 57 ■ 



5. .37, 5. .37, 41. .400, 43. .84, 157. .390 



58477 Seq. ID 

122145 Strand 
1 End 
OJ000350_22 . 04 19 . CI . o2 . tm Method 
5 End 
none Score 

5. .130, 131. .451, 202. .330 



Seq. No. 58477 Seq. ID 

Gene No. 122145 Strand 

Start 1 End 

Name OJ000350_22 . 04 19 .CI . o2 . tw Method . 

Start 113 '■ End 

GI none Score 

Exons 113.. 415, 154.. 414 

Seq. No. 58477 Seq. ID 

Gene No. 122145 Strand 

Start 1 End 

Name ' OJ000350_22 . 04 19 . CI . ol . tw Method 

Start 416 End 

GI none . Score 

Exons, 416. .841, 418. .834, 491. .841 

Seq. No. 58477 Seq. ID 

Gene No. 122145 Strand 

Start 1 End 

Name OJ000350_22 . 04 19 . CI . o2 . ts Method 

Start 422 End 

GI none Score 

Exons 422. . 670 



OJ000350_22.0419.C1 
+ 

922 

TBLAS TX : Ma i 2 e 

451 

100 



OJ000350_22.0419.C1 
+ 

922 

TBLASTX: Wheat 

415 

418 



OJ000350_22.0419.C1 
+ 

922 

TBLASTX: Wheat 

841 

600 



OJ000350_22.0419.C1 
+ 

922 

TBLASTX : Soybean 

670 

207 



Seq. No. 58477 Seq. ID 

Gene No. 122145 Strand 

Start 1 End 

Name OJ000350_22 . 04 1 9 . CI . ol . tm Method 

Start 488 End. 

GI : - none. Score 

Exons 488.. 841, 493.'. 834 



OJ000350_22.0419.C1 
+ 

922 

TBLASTX: Maize 

841 

465 



Seq. No. 58478 Seq. ID OJ000350__22 . 04 19 . C2 

Gene No. 122146 . ,. . Strand - 

Start 1 End. 903. 

Name OJ000350_22 . 0419 . C2 . ol . np Method AAT/NAP' 

Start 1 End 903 

GI 6983859 Score 1540 

Exons 1..903 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. No. 



58478 



Seq. ID OJ000350_22.0419.C2 



58796 



Gene No, 122146 . 

Start 1 

Name OJ000350_22 . 04 19 . C2 . ol . tm 

Start 2 

GI none 

Exons 2.. .430, 3.. 431, 365.. 586, 

Seq. No. 58478 

Gene No. 122146 

Start 1 

Name - OJ000350_22 . 0419 . C2 . o3 . tw 

Start 17 

GI none 

Exons 17.. 142, 18.. 143 



Strand 
End 

Method 
End - 
Score 



903 

TBLASTX: Maize 

590 

241 



379. .432, 435. .581, 437. .589, 438. .590 

Seq. ID. OJ000350_22.0419.C2 
Strand 

End 903 

Method TBLASTX: Wheat 

End 143 ■ ■ 

Score 115 



Seq. No. 58478 

Gene No. 122146 

Start 1 

Name OJ000350_22 . 04 19 . C2 . oi . gs 

Start 38 

GI none 

Exons 38.. 835 



Seq. ID OJ000350_22.0419.C2 
Strand 

End 903 

Method . GENSCAN 

End 835 
Score .9 



Seq. No. 58478 

Gene No. 122146 

Start 1 

Name OJ000350_22 . 04 19 . C2 . ol . tw 

Start - 143 

GI none 

Exons 143.. 769, 144.. 713 



Seq. ID OJ000350_22.0419.C2 

Strand - . 

End 903 

Method TBLASTX : Wheat 

End 7 69 

Score 313 



Seq. No. 58478 

Gene No. 122146 

Start 1 

Name OJ000350_22 . 04 19 . C2 . o2 . tm 

Start 638 

= GI none 

£xons 638.. 901, 642.. 902 

Seq. No. 58478 

Gene No. 122146 

Start 1 

Name OJ000350_22 . 04 19 . C2 . ol . ts 

Start 728 

GI none 

Exons 728.. 901, 729.. 902 



Seq. ID OJ000350_22.0419.C2 
Strand 

End 903 

Method TBLASTX : Mai ze 

End 902 % 

Score 219 * 



Seq. ID OJ000350_22.0419.C2 
Strand 

End 903 

Method TBLASTX: Soybean 

End 902 

Score . 148 



Seq. No. 58478 

Gene No. 122146 

Start 1 

Name OJ000350_22 . 04 19 . C2 . o2 . tw 

Start 776 

GI none 

Exons ' 776.. 901, 780.. 902 



Seq. ID OJ000350_22.0419.C2 

Strand - . 

End 903 ■ 

Method TBLASTX : Wheat 

End 902 

Score 143 



Seq. No. 
Gene No. 



58479 
122147 



Seq. ID OJ000350_22.0419.C3 
Strand + 



58797 





otdit 


1394 




End 


5509 






Name 


OJ000350 22 


.0419.C3.o2.np 


Method 


AAT/NAP 






Start ' 


1394 




End 


5509 






GI 


72284 57 - 




Score 


5647 






Exons 


1394. .1760, 


1822. .3757, 3821. 


.4654, 4777. .5509 






GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor 


Gypsy-Ty3 type 








retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 






■ sativa] 












Seq. No. 


58479 




Seq. ID 


OJ000350_22.0419 


.C3 




Gene No. 


122148 




Strand 








Start 


1 




End 


5448 






Name 


OJ000350 22 


.0419.C3.ol.np 


Method 


AAT/NAP • • 






Start 


1 




End ' 


261- 






GI 


6983859 




Score 


292 






Exons 


1. .261 












GI Descrip, 


(AP001168) 


Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


tyi 






(AF061282) 


[Oryza sativa] 










Seq. No. 


58479 ' 




Seq. ID 


OJ000350_22.0419, 


.C3 




Gene No. 


122148 




Strand 








Start 


1 




End 


5448 






Name 


OJ000350 22 


.0419.C3.o4 .tm . 


Method 


TBLASTX: Maize 






Start 


110 




End 


5364 






GI 


none 




Score 


74 






Exons 


110.. 259, 147.. 260, 5224.. 5364 








Seq. No. 


58479 




Seq. ID 


OJ000350_22.0419. 


>C3 


Si I 


Gene No. 


122148 




Strand 








Start 


1 




End 


5448 






Name 


OJ000350 22 


.0419.C3.o6.tw 


Method 


TBLASTX: Wheat 






Start 


110 




End 


260 




3 


GI 


none 




Score 


94 






Exons 


110.. 259, 125.. 259, 132.. 260, 


162. .260 








Seq. No. 


- 58479 




Seq. ID 


OJ000350_22.0419. 


*C3 


I 8 * 


Gene No. 


122148 . 




Strand 








Start 


1 




End 


5448 




L 


Name 


OJ000350 22 


.0419.C3.o4.tw 


Method 


TBLASTX: Wheat 






Start 


2051 




End 


2440 






GI 


none 




Score 


54 






Exons 


2051, .2095, 


2102.. 2200, 2119. 


.2199, 2167. .2406, 2183. .2440 




Seq. No. 


58479 




Seq. ID 


OJ000350_22.0419. 


,C3 




Gene No. 


122148 




Strand 








Start 


1 




End ■ 


5448 






Name 


OJ000350 22 


.0419.C3^o3. tm 


Method 


TBLASTX: Maize 






Start 


209.0 




End 


2338 






GI 


none 




Score 


196 






Exons 


2090. .2338, 


' 2092. .2337 










Seq. No. 


58479 




Seq. ID 


OJ000350_22.0419. 


,C3 




Gene No. 


122148 




Strand 








Start 


1 




End 


5448 






Name 


OJ000350 22 


.0419.C3.o3.tw 


Method 


TBLASTX: Wheat 






Start 


3178 




End 


3664 






GI 


none 




Score 


409 





58798 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3178.. 3351, 3179.. 3664, 3373.. 3633 



58479 

122148 

1 

OJ000350_22 < 

3828 

none 

3828. .3926, 

58479 

122148 

1 

OJ000350_22. 

3869 

none 

3869. .4093, 



0419.C3.ol.tw 



Seq. ID 

Strand 

End • 

Method 

End 

Score 



OJ000350_22.0419.C3 
5448 

TBLASTX: Wheat * 

4291 

62 



3829. .4284, 3830. .4291, 3830. .4285 



0419.C3.o2.ts 



4100. .4234 



Seq. ID 

Strand 

End 

Method- 
End 
Score 



OJ000350_22.0419.C3 
5448 

TBLASTX : Soybean 

4234 

114- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58479 

122148 

1 

OJ000350_22. 
3959 " 
none 

3959. .4315, 

58479 

122148 

1 

OJ000350_22. 

4342 

none 

4342. .4626, 



0419.C3.ol. tm 



3994.. 4305, 4010. 



0419.C3.o2.tm 



4343. .4627, 4615. 



Seq. ID 

Strand 

End 

Method 
End 
■Score 
.4315 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.4725 



OJ000350_22.0419.C3 
5448 

TBLASTX: Maize 

4315 

382 



OJ000350_22.0419.C3 
5448 

TBLASTX: Maize 

4725 

279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene Ho. 

Start 

Name 

Start 

GI 

Exons 



58479 

122148 

1 

OJ000350_22. 

4399 

none 

4399. .4629, 

58479 
122148 • 
1 

OJ000350_22. 

4478 

none 

4478. .4621, 



0419.C3.o2.tw 



Seq. ID 
Strand 
"End 
Method 
End 
Score 



OJ000350_22.0419.C3 

54 4 8 V > 

TBLASTX: Wheat 
4818 
279 



4400. .4630, 4612. .4818, 4638. .4793 



0419.C3.ol. ts 
4495. .4620, 4618. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4848 



OJ000350_22.0419..C3 
5448 

TBLASTX: Soybean 

4848 

151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58479 

122148 

1 

OJ000350_22, 

5152 

none 

5152. .5448, 



0419.C3.o5.tw 



5181. .5444, 5212. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5445 



OJ000350_22.0419.C3 
5448 

TBLASTX: Wheat 

5448 

280 



58799 



Seq. No. 58480 
Gene No. 122149 
■Start 1 

Name OJ000350_22 . 04 1 9 . C4 . pi . np 

Start '* 1 

GI 7228457 
Exons 1..295, 362.. 1912 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ000350_22.0419.C4 

Strand + 

End 1915 

Method AAT/NAP 

End 1912 

Score 2958 



Seq. No. 58480 
Gene No. ' 122149 

Start 1 

Name OJ000350_22 . 04 1 9 . C4 . ol . gs 

Start 143 

GI none 

Exons 143.. 879, 1099.. 1915 



Seq. ID OJ000350_22.0419.C4 

Strand + 

End 1915 

Method GENSCAN 

End 1915 

Score .69 ... 



Seq. No. 58480 

Gene No. 122150 

Start 2535 

Name OJ000350_22 . 04 19 . C4 . o3 . tw 

"Start 3 

GI none' 

Exons 3.. 68, 136.. 360, 137. .427 



Seq. ID OJ000350_22.0419.C4 
Strand 

End 3562. 

Method TBLASTX: Wheat 

End 427 

Score 77 .; 



Seq. No. 58480 

Gene No. 122150 

Start 2535 

Name OJ000350_22 . 04 19 . C4 . ol . tm 

Start 782 

GI none 
Exons 



Seq. ID OJ000350_22.0419.C4 
Strand 

End 3562 

Method TBLASTX: Maize 

End 1125 

Score 346 



782. .1105, 811. .1092, 991. .1125 



- Seq. No. 58480 

Gene No. 122150 

Start 2535 

Name OJ000350_22 . 04 19 . C4 . ol . tw 

Start 919 

GI none 

Exons. . 919. .1269, . 920. .1300 



.Seq. ID OJ000350_22.0419.C4' 
Strand 

End 3562 

Method TBLASTX : Wheat 

End 1300 

Score 356 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



584-80 

122150 

2535 

OJ000350_22 .0419.C4 . o2 . tw 

1301 

none 



1301. .1585, 1306. .1590, 1777. .1899, 177 



Seq. ID OJ000350_22.0419.C4 
Strand 

End 3562 

Method TBLASTX : Wheat 

End 1903 

Score 268 ■ 

1903 



Seq. No. ■ 58480 
Gene No. 122150 
Start 2535 

Name OJ000350_22 . 04 19 . C4 . o2 . tm 

Start 1772 



Seq. ID OJ000350_22.0419.C4 
Strand 

End 3562 

Method TBLASTX: Maize 

End 1915 



58800 






GI 


none 


Score 


1 O A 

184 








Exons 


1 "7 "7 O 1 Ql c 1T7*7 1 Q1 1 












Seq. No. 


58480 


Seq. ID 


OJ000350_22. 


0419 


.C4 




Gene No. 


122150 


Strand 










Start 


o c o c 


End 


3562 








Name 


OJ000350 22 . 04 19 . C4 . o2 . gs 


Method 


GENSCAN 








Start 


O C *3 C 

25 Jo 


End 


OTA/ - 

3506 








GI 


none 


Score 


1 








Exons 


2535 . . 3506 












Seq. No. 


5o4oU 


Seq. ID 


OJ000350 22. 


0419, 


. C4 




Gene No. 


122150 


Strand 










. • Start 


2535 


End 


3562 ■ 








Name 


OJ000350 22.0419.C4.o2.np 


Method 


AAT/NAP 








Start 


2538 


End 


3562 








GI 


7228456 


Score 


1398 








Exons 


2538..3S62 












GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 








Seq. No. 


58481 


Seq. ID 


OJ000350_22. 


0419, 


.C5 




Gene No. 


122151 


Strand 


+ 








. Start 


18400 


End 


20114 






C3 ' 

. 


Name 


OJ000350 22.0419.C5.o6.np 


< -Method 


AAT/NAP 






% -J: 


Start 


18400 


End 


2011'4* 






^ ' = 


GI 


6907086 


Score 


1119 








Exons 


18400. .19185, 19249. .19472, 


19709. .20114 






~ H 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






1 : 1 


Seq. No. 


58481 


Seq. ID 


OJ000350_22. 


0419. 


. C5 




Gene No. 


122152 


Strand 








ry 


Start 


455 


End 


10470 








Name 


OJ000350 22.0419.C5.ol.np 


Method 


AAT/NAP 






f.l 


Start 


344 


End 


4905 








GI 


4680179 


Score 


7730 








Exons 


34 4.. 4 905 












GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






w 


t- 

Seq. No. 


58481 


Seq. ID 


OJ000350_22. 


0419, 


■ C5 




Gene No. 


122152 


Strand 










Start 


455 


End 


10470 








Name 


OJ000350 22.0419.C5.ol.gs 


Method ■ 


GENSCAN 








Start 


455 ^ 


End 


10470 








GI 


none 


Score 


.43 








Exons 


455. .1135, 1337. .1398,.. 1554. 


.4905, 5316. .5438, 5482 


. .6075, 






8572.. 8657, 8749.. 8863, 9284 


. .9334, 9619. .10470 








Seq. No. 


58481 


Seq. ID 


OJ000350_22. 


0419, 


,C5 




Gene No. 


122152 


■ Strand 










Start 


455 


End 


10470 








Name 


OJ000350 22.0419.C5.o2.np 


Method 


AAT/NAP 








Start 


5158 


End 


6009 








GI 


5042448 


Score 


1259 








Exons 


5158; .6009 











GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



58801 



D C . LN (J • 


Rff 4 ft 1 




UJUUU jjU ZZ. 


CiA 1 Q PR 
U4 ± y . 


Gene No. 


122152 


Strand 






Start 


455 


End 


10470 




LNdllltr 


OJ000350 22.0419.C5.o3.np 


Method- 






OLdL L 


6276 


End 


± U 4 1 U 




P T 


6907089 


Score 


1 occ 
1Z DO 




U 1 YAH c 


6276.. 6296, 9697.. 10470 










(AP001129) hypothetical protein [Oryza 


SaLlvd J 




oeq. LN O . 


58481 


Seq. ID 


UUUUUjjU zz . 


U4 ± y . lo 


Gene No . 


122152 


Strand • 






Start 


455 


End 


10470 




Name 


OJ000350 22.-0419.C5iOl.gp 


Method • 


AAT/GAP- 




Start 


6641 


End 


6851 




GI 


1631463 


Score 


306 




Exons 


6641. .6851 








GI Descrip. 


4 680178/gb|AF111709. 1 IAF111709 5.0e-81 


Oryza sativa 


subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy • type Retrosat 
retrotransposon, complete sequences; and unknown genes 



oeq. ln o . 


58481 


Seq. ID 


ujuuujju zz. U4±y 


p 


t^ene no . 


122153 


Strand 






o rarii 


12093 


End 


14 yo i 




Name 


OJ000350 22.0419.C5.o4 . np 


Method 


7\ 7\ T> / M 7\ D 

HJ\l / N/ir 






12093 


End 


1 4 yo 1 




PT 


4680179 * , ~ 


Score 


Z4 UZ 




Exons 


12093. .13795; 13898.. 14951 








GI Descrip. 


(AF111709) " polyprotein [Oryza 


sativa ; 


subsp. indica] ^ 




beq. lno. 


58481 


Seq. ID 


UJUUUojU Zz. U4iy. 


p c 


Gene No . 


122154 


Strand 






Start 


15445 


End 


16226 




Name 


OJ000350 22.0419.C5.o5.np 


Method 


AAT/NAP 




Start 


15445 


End 


16226 




GI 


6002794 


Score 


1212 




Exons 


15445. .16226 








GI Descrip. 


(AF149813) unknown [Oryza sativa] 






Seq. No. 


58481 


Seq. ID 


0 J000 35 0_22. 0419. 


,C5 


Gene No. 


122155 


Strand 






Start 


16526 


End 


19850 




Name 


OJ000350 22.0419.C5.o8.tm 


Method 


TBLASTX: Maize . 




Start . 


368 


End • . 


' 565 




GI 


none 


Score 


189 




Exons 


368. .565 








Seq. No. 


58481 


Seq. ID 


OJ000350_22.0419. 


,C5 


Gene No. 


122155 


Strand 






Start 


16526 


End 


19850 




Name 


OJ000350 22.0419.C5.o6.tw ■ 


Method 


TBLASTX: Wheat 




Start 


389 


End 


722 




GI 


none 


Score 


110 




Exons 


389.. 721, 513.. 722 








Seq. No. 


58481 


Seq. ID 


OJ000350_22.0419. 


,C5 


Gene No. 


122155 


Strand 






Start 


16526 


End 


19850 





58802 



Name OJ000350_22 . 04 1 9 . C5 . ol . tm 

Start 569 

GI- none 

Exons 569.. 1009', 582.. 1007,. 1007, 

Seq. No. 58481 

Gene No. 122155 

Start 16526 

Name OJ000350_22 . 04 1 9 . C5 . ol . tw 

Start 722 

GI none 

Exons 722.. 1348, 723.. 1346 



Method TBLASTX : Maize 

End 1168 

Score 251 
1168, 1014.. 1160 

Seq. ID OJ000350_22.0419.C5 
Strand 

End 19850 

- Method TBLASTX: Wheat 

End 1348 

Score 344 



Seq. No. 58481 

Gene No. 122155 

Start 16526 

Name OJ000350_22 . 04 19 . C5 . o4 . tm 

Start 1217 

GI none 

Exons 1217.. 1507, 1221.. 1508 

Seq. No. • 58481 

Gene No. 122155 

Start 16526 

Name OJ000350_22 . 04 1 9 . C5 .*o2 . ts 

Start 1307 

GI none 

Exons 1307.. 1567, 1308.. 1562 



Seq. ID OJ000350_22.0419.C5. 
Strand 

End 19850 

Method TBLASTX : Mai ze 

End 1508 

Score 250 



Seq. ID OJ000350_22.0419.C5 
Strand 

End 19850 

Method TBLASTX : Soybean 

End 1567 * 

Score 160 ■ 



Seq. No. 58481 

Gene No. 122155 

Start 16526 

Name OJ000350_22 . 04 19 . C5 . o5 . tw 

Start 1355 

GI none 

Exons 1355.. 1615, 1356.. 1598, 1555. 

Seq. No. r 58481 

Gene No. 122155 

Start 16526 

Name OJ000350_22 . 04 1 9 . C5 . o2 . tw 

Start 1837 

..GI . none 

Exons 1837.. 2346, 19£1 . .-2268 , 1925. 
. 12115. . 12381 



Seq. ID OJ000350_22 .0419.C5 
Strand 

End 19850 

Method TBLASTX : Wheat 

End 1833 

Score 226 
.1833, 1661. .1762 

Seq. ID OJ000350_22.0419.C5 
Strand 

End 19850 

Method TBLASTX : Wheat 

End 12381 

Score 210 

.2314, 12102. .12323, 12102 .. 12380/ 



Seq. No. 58481 

Gene No. 122155 

Start 16526 

Name' OJ000350_22 . 04 19 . C5 . o2 . tm 

Start 1909 

GI none 

Exons 1909.. 2220, 1911.. 2222, 1921. 
12115. .12306 



Seq. ID OJ000350_22.0419.C5- 

Strand - 

End 19850 

Method TBLASTX: Maize - 

End 12308 

Score 14 6 

.2274, 2006.. 2272, 12 102 .. 12308 , 



Seq. No. 
Gene No. 



58481 
122155 



Seq. ID OJ000350_22.0419.C5 
Strand 



58803 






btart . 






End 


T rt O C rt 

19850 




Name 


OJ000350 22.0419 


-C5.o3.ts 


Method 


TBLASTX : Soybean 




Start 


2095 




End-. 


'12374 




GI 


none 




Score 


210 




Exons 


2095 . . 234 0 , 1212 


rt i rt n h a 

9 . . 1237 4 








Seq. No. 


58481 




Seq. ID 


OJ000350_22.0419.C5 




Gene No. 


122155 




Strand 






Start 


16526 




End 


19850 




Name 


OJU00350 22.0419 


. C5 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


2311 




End 


12845 




GI 


none 




Score 


43 




Exons 


• 2311 . .264 6, 2354 


A f\ A a >l A A 

. . 2404 , 2429 . 


.2560, 2632. .2811, 1234 5 .. 12659, 






12 oo6 . . 12o 4 o 










Seq. No. 


58481 




Seq. ID 


OJ000350_22.0419.C5- 




Gene No. 


122155 




Strand 






Start 


16526 




End 


19850 




Name 


OJ000350 22.0419 


. C5 . o4 . tw 


Method 


TBLASTX: Wheat 




Start 


2347 




End 


12683 




GI 


none 




Score 


257 




Exons 


2347 . .2649, 2348 


. . 2617 , 2547 . 


.2648, 12387. .12683, 12390 .. 12623 , 






1 O/O/ 1 A/-Tf\ 

12424 . . 12639. 








%'J 


Seq. No. 


58481 




Seq. ID 


OJ000350_22.0419.C5 




Gene* No." 


122155 




Strand 




tu 


Start 


16526 




End 


19850 




Name 


OJ000350 22.0419 


.C5.ol.ts 


Method 


TBLASTX : Soybean 


f: I 


Start 


2362 




End 


12791 




GI 


none 




Score 


173 


%'J 


Exons 


2362.. 2721, 2363, 


..2617, 2641. 


.2721, 2725.-2757, 2726. .2755, 


fy 




12396. .12755, 12424 .. 12639, 12679 .. 12774 , 12759. .12791 




Seq. No. 


58481 




Seq. ID ; , 


OJ000350_22.0419.C5 


IS 


Gene No. 


122155 




Strand 






Start 


16526 




End 


19850 " 


f ~ 


Name ' 


OJ000350 22-. 0419, 


.C5.o3. tw 


Method 


TBLASTX: Wheat 




Start 


2698 




End 


13215 


fh 


GI 


none 




Score 


14 9- >, 




Exons 


2698. .3180, 2731, 


..3030, 2741. 


.3076, 12732. .13214, 12760.. 13215 




Seq. No. 


58481 . 




Seq. ID 


OJ000350_22.0419.C5 




Gene No. 


. 122155 




Strand 






Start 


.16526 




End . 


19850 




.Name 


OJ000350 22.0419. 


■C5.o5.tm 


Method 


TBLASTX: Maize 




Start 


2879 




End 


13203 




GI 


none 




Score 


165 




Exons 


2879. .3070, 2881, 


..3168, 12915 


. .13187, 


12915. . 13202, 12916.. 13203 




oeq. no. 


58481 




Seq. ID 


OJ000350_22.0419.C5 




Gene No. 


122155 




Strand 






Start 


16526 




End 


19850 




Name * 


OJ000350 22.0419. 


X5.o8.tw 


Method 


TBLASTX: Wheat 




Start 


3343 




End 


13760 




GI 


none 




Score 


104 




Exons 


3343.. 3528, 3344. 


,.3499, 3550. 


.3759, 3611. .3706, 13356 .. 13526, 



13384. . 13530, 13539 .. 137 60, 13606 .. 1371 6, .13707 .. 137 60 



58804 



Seq. No. 


58481 








Seq. ID 


OJ000350_22.0419 


.C5 


Gene No. 


122155 








Strand 


— 




Start 


16526 








End 


19850 




Name 


OJ000350_22. 


. 0419. 


C5.p7. 


tm 


Method 


TBLASTX: Maize 




Start 


3442 








End 


13766 




GI 


none 








Score 


63 




Exons 


3442 . . 3762, 


3617 . 


. 3706, 


13443 


. . 13766 






Seq. No. 


58481 








Seq. ID 


OJ000350_22.0419 


,C5 


Gene No. 


122155 








Strand 






Start 


16526 








End 


19850 




Name 


OJ000350_22 , 


.0419. 


C5.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


4102 








End 


14477 




GI 


none 








Score 


99 




Exons 


4102 . .4398, 


4114 . 


.4395, 


4211 . 


.4381, 14076. .14477 




Seq. No. 


58481 








Seq. ID 


OJ000350_22.0419 


.C5 


Gene No. 


122155 








Strand 






Start ■ 


16526 








End 


19850 




Name 


OJ000350_22, 


. 0419. 


C5.o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4279 








End 


14735 




GI 


none 








Score 


114 




Exons - 


4279. .4608, 


4279. 


.4638, 


4 538. 


.4639, 14358. .14735 




ft*- 

Seq. No. 


.58481 








Seq. .ID 


OJ000350_22.0419, 


.C5 


Gene No. 


122155 








Strand 






Start 


16526 








End 


19850 




Name 


O.JQ.00350 22. 


.0419. 


C5.o2. 


gp 


Method * 


AAT/GAP 




Start 


f65"26 








End 


17019 




GI 


38782 1.R1084 






Score 


805 





Exons 16526. .17019 

GI Descrip. 1 606964 3/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
■ • DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 58481 Seq. ID 

Gene No. t 122155 ' Strand - ' 

Start " ' 16526 End 19850 

Name OJ000350_22 . 0419 . C5 . o3 . gs Method GENSCAN 

Start 16812 End 19850 

GI none Score .61 

Exons 16812. .16885, 17992 .. 18096, 18529 .. 18554 , 18644 

18851. .19082, 19720. .19850 



OJ000350 22. 0419. C5 



18801, 



Seq. No. 58482 Seq. ID 

Gene No. 122156 Strand 

Start 8528 End 

Name OJ000350_22 . 04 19 . C6 . o2 . tc Method 

Start 1373 End 

GI none Score 

Exons 1373.. 1525, 1374.. 1523 



OJ00.0.350_22. 041 9. C6 
9976 

TBLASTX: Cress 

1525 

131 



Seq. No. 58482 Seq. ID 

Gene No. 122156 r* Strand 

Start 8528 - End 

Name OJ000350_22 . 04 19 . C6 . o2 . tm Method 

Start 1373 End 



OJ000350_22.0419.C6 
9976 

TBLASTX: Maize 
1783. 



58805 



GI 

Exons 



none 



Score 



250 



1373. .1615, 1374. .1616, 1649. .1783, 1653. .1751 



Seq. No. ^ 58482 ^ . 

Gene No. " 122156 

Start 8528 

Name OJ000350_22 . 04 19 . C6 . ol . np 

Start 7795 

GI 7263561 ' 

Exons 7795.. 7916, 8570.. 9267, 9475. 
GI Descrip. 



Seq. ID OJ000350_22.0419.C6 

Strand - ' 

End - 9976 

Method AAT/NAP 

End 9802 

Score 526 
.9802 

(AL161667) MYB transcription factor-like protein [Arabidopsis 
thaliana] 



Seq. No. 58482 

Gene No. 122156 

Start 8528 

Name OJ000350_22 . 0419 . C6 . o2 . gs 

Start 8528 

GI none 

Exons 8528.. 9267, 9475.-9976 



Seq. ID OJ000350_22.0419.C6 
Strand 

End 9976 

Method GENSCAN 

End 9976 

Score .96 



.Seq. No. . 58482 

Gene No. 122156 

Start 8528 

Name OJ000350__22 . 0419 . C6 . ol . tm 

Start 8681 

GI none 
Exons 



Seq. ID OJ000350_22.0419.C6 
Strand 

End 9976 

Method TBLASTX : Maize 

End 9676 

Score 57 



8681. .8725, 8713. .8766, 8717. .8767, 8718. .8777, 8723. .8803, 
8768. .8971, 8768.-9268, 8769. .9230, 9098. .9265, 9476. .9628, 
9476.-9676, 9477. .9653 



Seq. No. 58482 

Gene No. 122156 

Start 8528 

Name OJ000350_22 . 04 19 . C6 . ol . tc 

Start • 9137 

GI none 
Exons 



Seq. ID OJ000350__22.0419.C6 
Strand 

End 9976 

Method TBLASTX: Cress 

End 9664 

Score 78. 



9137. .9265, 9144. .9227, 9476. .9664, 9495. .9644 



Seq. No. 58482 

Gene No. 122156 

Start 8528 

Name OJ000350_22 . 0419 . C6 . ol . ts 

Start 9221 

GI . none „ 

Exons 9221.. 9268, 9476. .9679, 9477, 



Seq. ID OJ000350_22.0419.C6 
Strand 

End 9976 

Method TBLASTX : Soybean ...... 

End 9679 

Score 161 
.9650 



Seq. No. 58483 . 

Gene No. 122157 
Start - 1 

Name OJ000350_22 . 04 19 . C7 . ol . np 

Start . 1 

GI "7228442 
Exons 1..432, 517;. 1939, 3654.. 3709 

GI Descrip. (APO'01366) EST C28 952 (C62 945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. ID OJ000350_22.0419.C7 
Strand + 

25972 
AAT/NAP 
3709 
1235 



End 

Method 

End 

Score 



58806 



Seq. No. 58483 

Gene No. 122157 

Start 1 

Name . OJ000350_22 . 04 19 . C7 . ol . gs 

Start 52 

GI none 

Exons .52.. 1876, 1929.. 2143, 2398. 



Seq. ID OJ000350_22.0419.C7 

Strand + 

End 25972* 

Method GEN SCAN 

End 10140 

Score .58 
,2629, 2695.. 2775, 3030. .3166, 



7688.. 7879, 7942.. 8305, 8382.. 9365, 10010.. 10140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58483 

122157 

1 

OJ000350_22 . 041 9 . C7 . o2 . np 

6169 

6478936 

6169. .6261, 7688. .7845, 7926. 



Seq. ID OJ000350_22 .0419.C7 

Strand + 

End 25972 

Method AAT/NAP ■ 

End 16413 

Score 1433 

.8299, 8382. .9365, 16286. .16413 



(AC011436) putative laccase [Arabidopsis thaliana] 



58483 Seq. ID 

122157 Strand 

1 End 

OJ000350_22 . 04 1 9 . C7 . o2 . gs Method 

12386 End 

none Score 



OJ000350_22.0419.C7 
+ 

25972 
GENSCAN 
25972 
.45 



12386. .12528, 14674 .. 14918, 14 939 .. 15130, 15336 16166, 

17520. .17551, 18210. .18380, 19353 .. 194 95 , 1964 0 . . 204 78 , 

22556. .22641, 22811 .. 22891 , 2334 9 .. 234 56, 2364 9 .. 23800, 

24004 . .24203, -24364 .. 24486, "24576 .. 254 96, 25941. .25972 



Seq. No. 58483 Seq. ID 

Gene No. 122157 Strand 

Start 1 End 

Name " OJ000350_22 . 04 19 . C7 . ol . gp Method 

Start 15084 End 

GI LIB3475-008-P1-K1-C6 . Score 
Exons' . ' 15084. .15130, 15248... 15720 

GI Descrip.' '2347188 9.0e-26 (AC002338) laccase isolog [Arabidopsis 

thaliana] >gi_3150401 (AC004165) putative laccase" [Arabidopsis 
thaliana] 1 



OJ000350_22.0419.C7 
+ 

25972 
AAT/GAP 
15720 
993 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name • • 
Start 
GI 

Exons 



58483 

122157 

1 

OJ000350_22 .0419.C7 ,o3.np 

19043 

6907086 

1904 3. . 19825, 19887. .20153, 



Seq. ID OJ000350_22 .0419..C7 

Strand + 

End 25972 

Method AAT/NAP 

End 20807 

Score 1022 
20403. .20588, 20622.. 20807 



(AP001129) hypothetical protein [Oryza sativa] 



58483 

122157 

1 

-*OJ000350_22 . 04 19 . C7 . o7 . np 
23333 
3805964 



Seq. ID OJ000350_22 .0419.C7 



Strand 
End 

Method 

End 

Score 



+ 

25972 
AAT/NAP ■ 
25745 
855 



23333. .23456, 2364 9 .. 23800, 24004 .. 24250, 24364 .. 24486, 



58807 



GI Descrip. 



24576. .25496, 25621.. 25745 

(Y13773) laccase [Populus balsamifera subsp. trichocarpa] 



Seq. No. 


58483 




Seq. ID 


OJ000350 22.0419 


.C7 


bene lno . 


122157 




Strand 


+ 






1 




End 


25972 




Name 


OJ000350 22. 0419. C7. 


o5 . np 


Method 


AAT/NAP 




Of 3 y~ f 

o tar l 


23370 




End 


25745 




bl 


7546691 




Score 


998 




Exons 


23370. .23456, 23649. 


.23800, 


' 24004. .24250,' 24364 .. 2448 6, 






24576.-25496, 25621. 


.25745 








GI Descrip. 


(AL163652) laccase-like protein [Arabidopsis thaliana]' 




beq . INO . 


58483 




Seq. ID 


OJ000350_22.0419 


. b / 


bene ino . 


122157 




Strand 


+ 






1 




End 


25972 




Name 


OJ000350 22. 0419. C7. 


o2.gp 


Method 


AAT/GAP 




Of 2 yf 


24887 




'End 


25168 




b± 


428558 




Score 


540 




TP \r ^ 


z4 oo / . . zo 1 oo 










Seq. No. 


58483 




Seq. ID 


OJ000350_22.0419 


.C7 


bene jno . 


122158 




Strand 


+ 




Cf a 

otart 


28770 




End 


31995 




Name 


OJ000350 22. 0419. C7 . 


o3 . gp 


Method 


AAT/GAP 




O +- -3 yf 


28685 




End 


28998 




bl 


58082 1.R1084 




Score 


612 




n<xons 


28685. .28998 










GI Descrip'. 


'4895187/gb|AAD32774 


.1|AC007661_11 6.' 


Oe-24 (AC007661) unkrio 




protein [Arabidopsis 


; thaliana] 1 






beq . ino . 


58483 




Seq. ID 


OJ000350_22.0419 


.C7 


bene wo . 


122158 




Strand 


+ 




Of a r-4- 


28770 




End 


31995 




Name 


OJ000350 22. 0419. C7. 


o3.gs 


Method 


GENSCAN 




Qf >~f 

o t art 


28770 , K ■ 




End 


31995 




r* t 

bl 


none 




Score 


' .83 




Exons 


28770. .29399, 29781. 


.30914, 


31303.. 31995 




beq . ino . 


58483 




Seq. ID 


OJ000350 22.0419 


.C7 


bene lno . 


122158 




Strand 


+ 




Of -) v-f 


28770 




End 


31995 




Name 


OJ000350 22. 0419. C7. 


08 .np 


. Method ■ 


AAT/NAP 




Of -i 

oiart 


28770 




End 


29417 




C T 

bl 


4895187 




Score . 


699 - 




Exons 


28770. .29417 












(AC007661) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


58483 




Seq. ID 


OJ000350_22.0419, 


.C7 


Gene No. 


122158 




• Strand 


+ 




Start 


28770 




End 


31995 




Name 


OJ000350 22. 0419. C7. 


o9.np 


Method 


AAT/NAP 




Start 


28918 




End 


31992 




GI 


6822055 




Score. . 


1360 




Exons 


28918. .29011, 30403. 


.30914, 


31303. .31992 




GI Descrip. 


(AL132957) f ructokinase-like protein 


[Arabidopsis thaliana] 



58808 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



58483 Seq. ID 

122158 Strand 
28770 End 
OJ000350_22 . 04 19 . C7 . o4 . gp Method 
29070 End 
68365_1.R1084 Score 
29070. .29621 

, 4895187/gb|AAD32774.1|AC007661_ll l/0e-37 (AC007661) unknown 
protein [Arabidopsis thaliana] ' 



OJ000350_22.0419.C7 
+ 

31995 
AAT/GAP 
29621 
1068 



Seq. No. 


58483 




Seq. ID 


OJ000350_22.0419.C7 


Gene No. 


122159 




Strand 




Start 


32168 




End 


■40180 


Name 






Method 


TBLASTX: Maize 


Start 


924 _ 




End 


1506 


GI 


none 




Score 


135 


ij A \J 1 1 


924 1046 


925 1077 1077 


1382, 1078. 


,.1386, 1426. .1506, 




1428 14S4 








O C ^ • IN ■ 


58483 




Seq. ID 


OJ000350_22.0419.C7-. 


Gene No. 


122159 




Strand 




Start 


32168 




End 


40180 


Name 


OJ000350 22 


.0419.C7.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1215 




End 


1575 


GI 


none 




Score - 


:188 




1215. . 1364, 


1216.. 1392, 1216 


..1365, 1405.. 1575, 1413.. 1460, 




1417.'. 1506, 


1439.. 1522 






Seq. No. 


58483 




Seq. ID 


OJ000350_22\0419.C7 


Gene ■ No . 


122159 




Strand 




Start 


32168 




End 


40180 


Name 


OJ000350 22 


.0419.C7.o4 ,ts 


Method 


TBLASTX: Soybean 


Start 


7733 




End 


24205 


GI / 


none 




Score 


120 


Exons 


7733. .7849, 


7744. .7845, 7926 


..8198, 7927. .8214, 12395 .. 12532 , 




14 674 .. 14 74 5, 14 675 .. 14 920, 


14764. .14901, 23667. .23783, 




24004 . .24198, 24005.. 24205 






Seq. No. 


58483 




Seq. ID 


OJ000350_22.0419.C7 '* 


Gene No. 


122159 




Strand 




Start 


32168 




End 


40180 


Name 


OJ000350 22 


.0419.C7.o3.tc 


' Method 


TBLASTX:. Cress . 


Start 


.7778 . 




End 


24199 / 


,GI 


none 




Score 


67 


Exons 


7778. .7849, 


7786.. 7845, 7926 


. ..8210, .7 927. .8214, 14 675 .. 14 920 , 



24005. .24199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI, 

Exons 



58483 . 
122159 
32168 
OJ000350 
7927 
none 
7927. 
14862 
24005 



22.0419.C7.ol.tw 



8214, 7947.. 8204, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7981. .8205, 



OJ000350 22. 0419. C7 



40180 

TBLASTX: Wheat 
24413 
352 

14675. .14920, 



14677.-. 14919, 



14969, 
24199, 



14988. 
24032. 



.15053, 
.24196, 



14989. 
24037. 



,15054, 
,24198, 



15013. 
24363. 



, 15054, 
,24413 



58809 



Seq. No. 58483 

Gene No. 122159 

Start 32168 

Name - OJ000350_22 . 04 19 .C7 . 06 . tm 

Start 8031 

GI none 
Exons 



Seq. ID OJ000350_22.0419.C7 
Strand 

End 40180 

Method TBLASTX : Maize 

End 24 7 60 

Score 74 



8031. .8135, 8031. .8135, 8032. .8136, 8035. .8136, 8139. .8372, 
8140. .8325, 8371. .8559, 8381. .8560, 14779 ... 14895, 14 780 .. 14896, 
14989. .15129, 15006 .. 15125, 15007 .. 1512-6, 1508 1 .. 15140 , 
15253. .15327, 15336 .. 15398 , 24 104 .. 24 199, 24 109 .. 24 198 , 
24357. .24482, 24599 .. 24 760, 24607. .24759 



Seq. No. . 58483 

Gene No. 122159 

Start 32168 

Name OJ000350_22 . 04 1 9 . C7 . 08 . ts 

Start 8221 

GI none 
Exons 



Seq. ID OJ000350_22.0419.C7 
Strand 

End 40180 

Method TBLASTX : Soybean 

End 24823 

Score 52 



8221. .8289, 8372. .8632, 8389. .8580, 15043 .. 15132, 15226. 
15330. .15404, 15413 .. 15490, 24387 .. 24482, 24 560 .. 24823 , 
24598. .24813 



15327, 



ru 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58483' 
122159 
32168 

OJ000350_22.0419.C7.o3.tw,- 

8389 

none 



Seq. ID OJ000350_22.0419.C7 
Strand - 
End 

Method 
End 
Score 



40180 

TBLASTX: Wheat 

28818 

191 



8389. .8598, 8390. .8593, 15315 .. 15362, 24563 .. 24859, 
24598. .24765, 28759 .. 28818- 



58483 Seq. ID 

122159 Strand 

32168 End 

OJ000350_22 . 04 19 . C7 . 08 . tc Method 

8422 ' End 

none , Score 



OJ000350_22.0419.C7 
40180 

TBLASTX: Cress 

25291 

187 



8422. .8631, 8423. .8632, 8726. .8794, 8932. .9000, 8990. .9061, 
9113. .9169,. 15292. .15327, 15330 .. 15401, 15416 .. 15496, • 
157 64. .15889, 15766. .15888, 15911. .15973, 15916. .15969, 
24623. .24865, 24 625 .. 24813, 2514 8 2521 6, 25235.. 25291 



Seq. No. . .58483 

Gene No. 122159 

Start 32168 ... 

Name OJ000350_22 . 04 19 . C7 . o3 . ts 

Start 8825 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.OJ0.00350_22.0419.C7 " 

40180 ... . * 

TBLASTX : Soybean 
25688 
64 

8825.. 8884, 9008.. 9070, 9077. .9235, 9112.. 9228, 9283.. 9378, 
9284. .9367, 10009. .10083, 15683. .157 93, 15821. .15889, 
15887. .16063, 15907 .. 16062 , 16079 .. 16168, 16081 .. 16167, 
16266. .16415, 16285 .. 164 1 6, 25004 25063, 25118 .. 25216, 
25298. .25408, 25402 .. 25500, 25409. . 25498, 25607 .. 25687 , 
25620. .25688. 



Seq. No. 
Gene No. 



58483 
122159 



Seq. ID 
Strand 



OJ000350 22. 0419. C7 



58810 



Start 
Name 
Start 
GI 

Exons 



32168 End 

OJ000350_22 . 04 19 . C7 . o2 . tm Method 

9077 End 

none Score 



40180 

TBLASTX: Maize 

25688 

158 



9077. .9235, 9077. .9238, 9186. .9239, 9281 .. 9364 , 9283 .. 9369 
9284.. 9367, 10009 10083, 10009 10083, 15880 1607 1 , 
15881. . 16075, 16078. .16170, 16079 16168, 16279 16353, 
16284. . 16394, 16284 .. 16403, 16285 .. 16401 , 25211 .. 25294 , 
25298.-25393, 25318 .. 25398 , 25409 254 98 , 254 11 254 97, 
25593.-25688, 25620.. 25688 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 
Exons • 

Seq. No. 
Gene No. 



58483 

122159 

32168 

OJ000350_22.0419.C7.o6.tc 

9283 

none 

9283. . 9366, 
16027. . 16062, 
162-85. . 16422, 



9284..9367, 10009 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. .10080, 



OJ000350' 22. 0419. C7 



16079. 
25405. 



16168, 
25500, 



58483 

122159 

32168 

OJ000350_22.0419.C7.o5.tm 
28763 ' * ' 

none 

■28763. .29035, 28770 .. 2 9015, 
29069. .29107, 29070.. 29123 

58483 

122159 

32168 

OJ000350_22.0419.C7.o4 .tc 

28769 

none 

28769. .29011, 28770 .. 29012, 
29118. .29171, 29141.. 29167 

58483 

122159 

32168 

.OJ000350_22.0419.C7.o5.ts. 
28769 
none 

28769. .29011, 28770 .. 2 9012, 

58483 

122159 

32168 

OJ000350_22.0419.C7.o7 .tc 

30402 

none 

30402. .30599, 3044 4 .. 304 91 , 

58483 
122159 



16081. 
25406. 



40180 

TBLASTX: Cress 
25688 
110 

16004. .16063, 
16167, 16284. .16418, 
25498, 25602.. 25688 



Seq. ID OJ000350_22.0419.C7 
Strand 

End 40180 

Method TBLASTX Maize 

End 29123 

Score 367 
28964 . .29035, 29025 .. 2 9075, 



Seq. ID OJ000350_22.0419.C7 
Strand 

End 40180 

Method TBLASTX: Cress 

End 29171 

Score 299 * 
29052. .29108, 29063 .. 2 9107 , 



Seq. ID OJ000350__22.0419.C7 
Strand 

End . 4 018.0 

Method . TBLASTX: Soybean 
End 29183 
Score . 310 
29070. .29126, 29109.. 29183 

Seq. ID OJ000350_22.0419.C7 
Strand 

End 40180 

Method TBLASTX: Cress 

End 30599 

Score 217 
30479. .30598 

Seq. ID OJ000350_22.0419.C7 
Strand 



58811 




Start 


- 32168 




End 


4 m fi n 


Name 






Mc**t~ hnH 

1 JC L 1 LI 


i oj-ir-io ia • ouyucati 


U UCli. u 


J \J *3 J -U 




PnH 






nunc 






^4 0 

~j *i 


PvAn c: 


JUT J J i i' JU / Ul / JUtO^ • 


• JU 1 \J\J 






O C ^ . LN tj • 


O O *s O J 




Seq. ID 


OJ000350_22.0419 


Gene No . 


122159 




Strand 




Start 


- " 32168 




End 


40180 


Name 


OJ000350 22.-0419. C7. 


o8.tm 


Method 


TBLASTX: Maize 


Start 


30860 




End 


31455 


GI 


none ' 




Score 


76- 


Exons 


30860. .30919, 30861. 


.30914, 


30866. .30925, 31292 .. 31438 , 




31300. .31455, 31300. 


.31452, 


•31302. .31454 





58483 






Seq. ID 


OJ000350_22.0419, 


n 7 


Gene No. 


122159 






Strand 






Start 


32168 






End 


40180 




Name 


OJ000350 22. 0419. C7. 


\J*J ■ L. 


Method 


TBLASTX: Cress 




Ofa v-f- 

ouai i 


31297 






End 


31703 




rij 


none 






Score 


224 






31297. . 


31527, 31302. 


"31 4 QQ 


31612. .31701, 31620.. 31703 




Jdlj . IN . 


58483 






Seq. ID 


OJ000350_22..0419, 


CI 


Gene Np. 


* 122159 




.- 


Strand : 






.Start- 


32168 






End 


40180 




LN CIJ.LLC 


OJ000350 22. 0419. C7. 


o 1 • tm 


Method 


TBLASTX: Maize 




Cf a v-f 


31455 






End 


31972 






none 






Score 


855 




F von q 

Cj A. L> J. 1 0 


31455. . 


31967, 31456. 


"31 Q7 1 


31823. .31972 




O ^ • ln u • 


58483 






Seq. ID 


OJ000350_22.0419, 


pi 

. L, / 


Cono NT o 

OtSLLtS LNU • 


122159 






Strand 






C-t- a v-+- 


32168 






■ End 


40180 




Name 


OJ000350 22. 0419. C7. 


Ol . IS 


Method 


TBLASTX: Soybean 




Start 


31458 






. End 


31997 




GI 


none 






Score 


723 




Exons 


31458. . 


31544? 31459. 


.31992, 


31596. .31997, 318 4 1 . . 31996 




Seq. No. 


58483 






Seq. ID 


OJ000350_22.0419. 


,C7 


Gene No. 


122159 






Strand 






Start 


32168 






, End 


40180. 




Name 


OJ000350 22. 0419. CI. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


31704 






End 


31995 




GI 


none 






Score . 


76 




Exons 


31704 . . 


31790, 31705. 


.31995, 


31707.. 31994 




Seq. No. 


58483 






Seq. ID 


OJ000350_22.0419. 


,C7 


Gene No. 


122159 






Strand 






Start 


32168 






End 


40180 




Name 


OJ000350 22. 0419. C7. 


olO . np 


Method 


AAT/NAP 




Start 


32168 






End 


36729 




GI 


4895186 




Score 


1299 




Exons 


32168. . 


32223, 33158. 


.33351, 


33421. .33896, 33994. :34223, 






34322. . 


34454, 34549. 


.34632, 


347.31. .34806, 34 8 93.-34 959, 






36663. . 


36729 











GI Descrip. (AC007661) similar to axi 1 protein from Nicotiana tabacum 



58812 



[Arabidopsis thaliana] 

Seq. No.'" 58483 
Gene No. 122159 
Start . '32168 

Name OJ000350_22 . 04 19 . C7 . o4 . gs 

Start 33147 
GI none 

Exons 33147. .33351, 33421 33712 , 

34322. .34454, 35708 35793, 
38689. .38873, 39153 .. 39193, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
33778. .33896, 
36269. . 36.777, 



OJ000350 22. 0419. C7 



40180 
GENSCAN 
40180 
.52 

33994. 
36906. 



39280. . 39422, 40008. 



34223, 
37192, 
40180 



Seq. No. 58483 Seq. ID 

Gene No. 122159 Strand 

Start 32168 End 

Name OJ000350_22 . 04 19 . C7 . o9 . ts Method 

Start 33168 End 

GI none Score 

Exons 33168. .33341, 33181.. 33282 



OJ000350_22.0419.C7 
40180 

TBLASTX: Soybean 

33341 

75 



Seq. No. 58483 
Gene No. 122159 
Start 32168 

Name OJ000350_22 . 04 19 . C7 . o2 . ts 

Start 33400 
GI none 
Exons 33400. 

33423. 
' 33999. 



.33582, 33410. .33574, 
.33677, 33740. .33898, 
.34190 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 22. 0419. C7 



40180 

TBLASTX : Soybean 
■34193 
122 

33412. .33633, 33420 .. 3374 9, 
33741. .33899, 33993 .. 34 193, 



Seq. No. 58483 

Gene No. 122159 

Start 32168 

Name OJ000350_22 . 0419. C7 . ol.. tc 

Start 33412 

GI none 
.Exons 



Seq. ID OJ000350_22.0419.C7 
Strand 
.End 
Method 
End 
Score 



40180 

TBLASTX: Cress 

34193 

290 



33412. .33723, .33420 .. 3374 9, 3342 1 . .'33738 , 33824 .. 338 98 , 
33849. .33899, 33993 .. 34 193, 34099.. 34182 



Seq. No. * 58483 

Gene No. 122159 

Start 32168. 

.Name ' OJ000350_22 . 04 19 . C7 . o7 . tm 

Start. 33418 

GI none * 

Exons 33418. .33588, 33420 .. 33659, 
33740.. 33898 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ000350_22.0419.C7 

40180 . 
TBLASTX -.Maize 
33898 

.69 . ... 



33649.-33735, 33654 .. 3374 9, 



Seq. No. 58483 Seq. ID OJ000350__22 . 04 19 . C7 

Gene No.' 122159 Strand' 

Start 32168 End 40180 

Name OJ000350_22 . 04 1 9 . C7 . o5 . gp Method AAT/GAP 

Start 33449 End 33908 

GI ' uC-osflcyp055b03bl . Score 884 

Exons 33449. .33908 

GI Descrip. '4895186/gb I AAD32773 . 1 | AC007661_10 2.0e-69 (AC007661) putative 
growth regulator protein [Arabidopsis thaliana] 1 



58813 



Seq. No. 
Gene No. 
•Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58483 

122159 

32168 

OJ000350_22.0419.C7.o6.gp 
33830 

29740 1.R1084 



OJ000350 22. 0419. C7 



Seq. ID 
Strand 

End 40180 
'Method AAT/GAP 
End 34 630 

_ Score 901 

33830. .33896, 33994 .. 34223, 34322 .. 34 454 , 34549.. 34630 
Ma95186/gb|AAD32773.1|AC007661_10 3.0e-50 (AC007661) putative 
growth regulator protein [Arabidopsis thaliana] 1 



58483 

122159 

32168 

OJ000350_22. 0419.C7.o3. tm 

34083 

none 

340.83. .34235, 34089 . . 34223, 
34325. .34456, 34546 .. 34638 , 
34733. .34792, 34737. .34793 



Seq. ID OJ000350_22.0419.C7 
Strand 

End 40180 

Method TBLASTX : Maize 

End 34793 

Score 139 
34096. .34224, 34322 .. 34456, 
34551. .34637, 34730 .. 34789, 



Seq. No. 58483 

Gene No. 122159 

Start 32168 

Name OJ000350_22 . 0419 . C7 . o7 . ts 

Start 34322 

GI none 

Exons 34322. .34456, 34329.-34 457, 
34730. .34792, 34730 .. 34792, 



Seq. ID 
Strand 
End 

Method ' 
End 
Score 



OJ000350 22. 0419. C7 



40180 

TBLASTX : Soybean 
34959 
85 

34S46..34638, 34551 .. 34 637 , 
34903. .34959, 34915. .34956 



Seq. No. 58484 

Gene No. 122160 

Start 836 

Name OJ000350_22 . 0419*. C8 . ol . gp 

Start 836 

GI 55400_1.R1084 

Exons ■ 836. .1079', 1673 
GI Descrip. 



OJ000350 22. 0419. C8 



Seq. ID _ 
Strand 

End 4 625 

Method AAT/GAP 
End 2991 
Score 188 4 
1884, 2458.. 2991 
, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58484 

122160 

836 

OJ000350_22. 0419.C8,ol.gs 

940 

none 



Seq. ID OJ000350_22.0419.C8 
Strand 

End 4 625 

Method GENSCAN 

End 4 625 

Score .84 



940. .1079, 1673. .1884, 2458. .2738, 2767. .3011, 3651. .3677, 
3828. .3953, 4191. .4197, 4542. .4625 



Seq. No. 58484 

Gene No. 122160 

Start 836 

Name OJ000350_22 . 04 19 . C8 . ol . np 

Start 945 

GI 6822058 
Exons 



4625 , . 
AAT/NAP 
2836 
228 

945. .1079, 1673. .1884, 2458. .2641, 2767. .2836 



Seq. ID OJ000350_22.0419.C8 
Strand 
End 

Method 
End 
Score 



58814 



GI DescriD 


(AL132957) putative protein 


[Arabidopsis thaliana] 




Sea No 






Seq. ID 


OJ000350_22.0419 


;c8 


Gene No. 


122161 




Strand^ 






Start 


5060 




End 


5901 




Name 


OJ000350 22. 


0419.C8.o2.tm 


Method 


TBLASTX: Maize 




o u a J. >— 


1680 




End 


2798 




GT 


none 




Score 


151 




pynn <5 


1680. .1886, 


1680. .1886, 1681 


..1887, 1709. .1903, 2457. .2627 




2458. .2595, 


2538. .2651, 2760 


. .2798 






Seq. No. 


58484 ' 




Seq. ID 


OJ000350_22.0419 


.C8 


Gene No. 


122161 




Strand 






Start 


5060 




End 


5901 




Name 


OJ000350 22. 


0419.C8 .o2 .gs 


Method 


GENSCAN 




Start 


5060 




End 


5797 




GI 


none 




Score 


.88 




Pynn r 

J_J *\ \y l l o 


5060. .5797 










Qprr No 


58484 




Seq. ID 


OJ000350_22.0419 


. C8 


(Zpnp NO 


122161 




Strand 






Start 


5060 




End 


5901 




Name 


.OJ000350 22. 


0419.C8.o2.np 


Method 


AAT/NAP 




Start 


5228 




End 


5901 




GI 


6822059 




Score 


509- 




Fynn o 


5228. .5901 










GT Dp* t i n 


(AL132957) Machado- Joseph disease MJDla-like protein 






[Arabidopsis 


thaliana] 








Seq. No. 


58484 




Seq. ID 


OJ000350_22.0419 


.C8 


Gene No. 


122161 




Strand 






Start 


5060 




End 


5901 




Name 


OJ000350 22. 


0419. C8.ol. tin 


Method 


TBLASTX: Maize 




Start 


5335 




End 


5708 




GI 


none , 




Score 


454 




F.xon ^ 


'5335. .5433, 


5336. .5698, 5349 


. .5708, 54 


09. .5699 




Seq. No. 


58484 




Seq. ID 


OJ000350_22.0419 


.C8 


Gene No. 


122161 




Strand 






Start 


5060 




End 


5901 




Name 


OJ000350 22. 


0419.C8 .ol .ts 


Method 


TBLASTX : Soybean 




Start 


5552 




End 


5833 




GI. 


none 




Score 


262 




F.ynn 

i_i \y I 1 O 


5552. .5833, 


5556. .5810 








ij ^ V.J . LX \J . 


58484 




Seq. ID 


OJ000350_22.0419 


.C8 


Gene No. 


122161 




Strand 






Start 


5060 




End 


5901 




Name 


OJ000350 22. 


0419.C8.o2.gp 


Method 


AAT/GAP 




Start 


5727 




End 


5800 • 






426168 




Score 


112 




Exons 


5727. .5800 










GI Descrip. 


2262199 l.Oe 


-08 (U64822) josephin MJD1 


[Homo sapiens] 




Seq. No. 


' 58485 




Seq. ID 


OJ000350_22. 0419 


.C9 


Gene No. 


122162 




Strand 






Start 


888 




End 


3202 





58815 




Name 


OJ0003S0 22 0419 C9 ol- tm 

VU \J \J \J \J m W T _1_ _y • V*-* • V/ J- • Lilt 




J. D .LxrtO 1 A • LMd. X L, fci 




Start 


856 ~ "~~ 


End 


1 1 4 R 
114Q 




GI 


none 


Q, r~< t~\ y~ o 


O ± 




R von c> 


RS6 9*30 ft'fift Q^S fiftfi QS^ 


Q ft 1 114: 


o i f)4 R 1 1 9 R 




Qpa No 

k*> ^ vJ • IN v*/ • 


58485 




n.Tnnn'^n oo n.4iQ 




Gene No. 


122162 


Strand 






Start 


888 


End 


3202 




Name 


OJ000350 22.0419.C9.ol.gp 


■ Method 






Start 


888 


End 


1 91 R 




GI 


426168 


Score 


■j y z? 




Exonq 


888. .1215 








GT Dp srrin 

\J -I- 1— kj W JL -1. k-/ • 


2262199 1.0e-08 (U64822)* josephin MJD1 


r Hrnnn cani oriel 




Seq. No. 


58485 


Seq. ID 


OJ000350_22.0419 


.C9 


Gene No. 


122162 


Strand 






Start 


888 


End 


3202 




Name 


OJ000350 22.0419.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


888 


End 


1145 




GI 


none 


Score 


53 




p. von s 


888. .929, 889. .924, 993. .1145 


, 1045. .1125 




Seq. No. 


58485 


Seq. ID 


OJ000350_22.0419 


.C9 


Gene No. 


12-2162. 


Strand 






Start 


888 


End 


3202 




Name 


■ OJ000350 22.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


8 91 


End 


3202 




GI 


none 


Score 


. 64 




i_j w 1 1 o 


891. .1064, 1233. .1334, 3140.. 


3202 






Spa No 


58485 


Seq. ID 


OJ000350_22..0419, 




Gene No . 


122162 


Strand 






Start 


888 


End 


3202 




Name 


OJ000350 22.0419.C9.ol.np 


Method 


AAT /NAP 




Start 


891 


End 


1154 




GI 


6822059 


Score 


266 




F. von s 


891.. 1154 










(AL132957) Machado- Joseph disease MJDla-like protein 






[Arabidopsis thaliana] 








Seq. No. 


58485 


Seq. ID 


OJ000350__22.0419. 


■ C9 


Gene No. 


122162 


Strand 






Start 


888 


End 


3202 




Name 


OJ000350 22.0419.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


909 


End . 


114 2 .. . 




GI 


none 


Score 


90 




F! von c: 


909. .935, 987. .1142, 1045. .1125 






Seq. No. 


58486 


Seq. ID 


OJ000350_22.0419. 


C10 


Gene No. 


122163 


Strand 


+ 




Start 


3591 


End 


3749 




Name 


OJ000350 22.0419.C10.o2.gs 


Method 


GENSCAN 




Start 


3591 


End 


3718 




GI 


none 


Score 


.47 




Exons 


3591. .3718 








Seq. No. 


58486 


Seq. ID 


OJ000350_22.0419. 


C10 



58816 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI ■ Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



122163 
3591 

OJ000350_22.0419.C10.ol.np 
3594 
4895180 
3594.. 3749 

(AC007 661) 3-oxo-5-alpha-steroid ^-dehydrogenase [Arabidopsis 
thaliana]; 



Strand + 

End 374 9 

Method AAT/NAP 

End 37 4 9 

Score 102 



58486 

122164 

1345 

OJ000350_22.0419. 

1345 

none 

1345.. 1511, 2335, 

58487 
122165 > 
1 

OJ000350_22.0419. 
1 

4895180 
1..422 

(AC007661) 3-oxo- 
thaliana] 

58487 
122165 • 
' 1 

OJ000350_22.0419. 
56 

none 
56. .502 



C10.ol.gs 
.2566 

Cll.ol.np 



Seq. ID OJ0.00350_22. 0419. C10 
Strand 

End 2566 

Method GENSCAN' 

End '2566 



Score 



.71 



Seq. ID OJ000350_22.0419.C11 

Strand + 

End 502 

Method AAT/NAP 

End 422 



Score 322 
5-alpha-steroid 4 -dehydrogenase [Arabidopsis 



Seq. ID OJ000350_22.0419.C11 
Strand + 

502 



Cll.ol.gs 



End 

Method GENSCAN 
End 502 



Score 



.5 



Seq. No. 58487 S£q. ID OJ000350_22 . 0419 . Cll 

Gene No. 122166 Strand 

Start 185 End 575 

Name OJ000350_22 . 04 19 . Cll . ol . gp Method AAT/GAP 

Start ' 185 End 575 

GI 34732JL. R1084 Score 728 

Exons 185.. 575 

GI Descrip. 1 3877047 /emb | CAA9.2173 . 1 1 1.0e-15 (Z68116) Similarity to . Human 
3-oxo-5-alpha-steroid 4-dehydrogenase protein {PIR Acc.No. 
A35856) [Caenorhabditis elegans] V 



Seq. No. 


58487 






Seq. ID 


OJ000350_22.0419, 


.Cll 


Gene No. 


122167 






. Strand 






Start 


2194 






End 


3989 




Name 


OJ000350 


_22. 


,0419. Cll. ol.ts 


Method 


' TBLASTX : Soybean 




Start 


92 






End 


425 




GI 


none 






Score 


383 




Exons 


92. .412, 


93. 


, .425 








Seq. No. 


58487 






Seq. ID 


OJ000350_22.0419, 


.Cll 


Gene No. 


122167 






Strand 






Start 


2194 






End 


3989 





58817 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exbns 



OJ000350_22.0419.Cll.ol.tc - Method 

171 End 

none Score 
171. .431, 174 ;. 278, 305. .412 



TBLASTX: Cress 

431 

306 



Seq. ID OJ000350 22.0419.C11 



58487 

122167 Strand 

2194 End 3989 

OJ000350_22 . 0419 .Cll . o2. gs Method GENSCAN 

2194 End- 3784 

none Score . 93 

2194. .2513, 2885. .2994, 3146. .3226, 3594. .3784 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58487 Seq. ID OJ000350_22 . 0419 . Cll 

122167 Strand 

2194 End 3989 

OJ000350_22. 0419. Cll. o2.gp Method AAT/GAP 

2798 End 3785 

2423_1.R1084 Score 1149' 

2798. .3226, 3594. .3785 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. . 58487 *" Seq. ID 

Gen-e^ No. • 122167 Strand 

Start 2194 • End 

Name OJ000350_22 . 041 9 . Cll . ol . tm Method 

Start ^975 End 

GI none Score 
Exons 



OJ000350_22. 0419. Cll 
3989 

TBLASTX: Maize 

3786 

45 



2975. .3049, 3094. .3228, 3098. .3229, 3107. .3229, 3593. .3784, 
3594. .3785, 3594. .3785, 3595. .3786 



Seq. No. 


58487 




Seq. ID 


OJ000350_22.0419, 


.Cll 


Gene No. 


122167 




Strand 






Start 


■2194- 




End 


3989 




Name 


OJ000350 22 


.0419.Cll.o2;tc 


Method 


TBLASTX: Cress 




Start 


3095 




End 


3662 




GI 


none 




Score 


117 




Exons 


3095. .3229, 


3097. .3228, 3100. 


.3258, 3593. .3661, 3594. .3662 


Seq. No. 


58487 




.Seq. ID 


OJ000350_22.0419. 


.Cll 


Gene No. 


122167 




Strand 






Start 


2194 




End 


3989 




Name 


• OJ000350 22 


.Q419.Cll.o2.np. 


Method 


AAT/NAP 




Start 


■ 3103 




End 


3989 




GI 


6522578 




Score 


420 




Exons 


3103. .3226, 


3594.. 3784, 3946. 


.3989 






GI Descrip. 


(AL133292) 


starch phosphorylase H (cytosolic form) -like 


protein 



[Arabidopsis thaliana] 



Seq. No. 58487 Seq. ID OJ000350_22 . 04 1 9 . Cll 

Gene No. 122167 Strand - . 

Start 2194 ' End 3989 

Name OJ000350_22 . 04 19 . Cll . o2 . ts Method TBLASTX : Soybean 

Start * 3121 End 3789 

GI none Score 112 



58818 



Exons 



3121. .3228, 3122. .3226, 3126. .3230, 3127. .3258, 3490. .3555, 
3593. .3784, 3597. .3788, 3600. .3785, 3601. .3789 





oeq. NO. 


CO/ Ql „ 

D 0 H o / . 


beq. ±u 


UJUUUodU ZZ. U4iy.bll 




Gene No . 




Strand 








Z J. V 4 








Name 


ujuuujdu zz.U4iy.bii.oi.tw 


Method 


i bijAb ix : wneat 




Of -ivf 

o car u 


q ^ 
joy j 




*3 "7 Q 1 




C T 
bl 


none 


Score 


1 A A 
14 4 




Exons 


3593... 3787, 3600.. 3785 








oeq . ino • 


58488 


Seq. ID 


UJUUUOOU ZZ.U4iy.bl-3 




bene ino . 


122168 


Strand 


+ 




btart 


1 


End 


y yz 




Name 


OJ000350 22.0419.C13.ol.np 


Method 


TV 7\ rp / XT 7\ n 




b cart 


1 


End 


y yz 






7340881 


Score 


q a 

0 D 




Exons 


1..237, 343. .417, 975. .992 










(AP001551) hypothetical protein [Oryza 


.sat. i va j 




Seq. No. 


58488 


Seq. ID 


OJ000350_22.0419.C13 




Gene No. 


122168 


Strand 


+ 




otdit 


1 


End 


992 




Name 


OJ000350 22.0419.C131ol.gp , 


Method 


AAT/GAP 


vJ 


otart 


: 96 * . 


End 


306 


t ! s 


PT 

bl 


1631463 


Score 


304 


a j t 


Exons 


96. .306 








GI Descrip. 


4 680178/gb|AF111709.1 IAF111709 5.0e-81 


Oryza sativa subsp. 


r -"s 


% 


indica Re.trosat 1 retrotransposon and Ty3-Gypsy type Retrosat 


i j J 




retrotransposon, complete sequences; and unknown genes 


v5 


oeq . ino . 


58488 


Seq. ID 


OJ000350_22.0419.C13 




Gene No . 


122168 


Strand 


+ 






1 


End 


992 




Name 


OJ000350 22.0419.C13.o2.np 


Method 


AAT/NAP 


-L. 3 


o car t. 


37 6 


End 


992 


£. 


bl 


690708.9 


Score 


651 




Exons 


376. .865, 969. . 992 






£^ 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


fh 
** ~ 


beq . no . 


58488 


Seq. ID 


OJ000350_22.0419.C13 




Gene No . 


122169 


Strand 








78. 


End 


.898 




Name 


OJ000350 22.0419.C13.ol.gs 


Method 


GEN SCAN 




C v~ 4- 

btart 


78 


End 


898 . 




bl 


none 


Score 


.47 






78. .163, 299. .580, 856. .898 








Seq. No. 


58489 


Seq. ID 


OJ000350_22.0419.C15 




Gene No. 


122170 


Strand 


+ ■ ■ 




Start 


1 


End 


3328 




Name 


OJ000350 22.0419.C15.ol.np 


Method 


AAT/NAP 




Start 


1 v 


End 


3014 < ■ - 7 . . 




GI 


6539581 


Score 


649 




Exons 


1..76, 629. .790, 940. .1570, 


1685. .2137, 


2219. .2502, 2606. .301- 




GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, ] 



clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



58819 



Seq. No. 58489 • 

Gene No. 122170 

Start 1 

Name OJ00'0350_22 . 04 19 . C15 . ol . 

Start 402 

GI none 

Exons 402.. 476, 570.. 786, 880, 
2055.. 2142, 2606.. 3328 



Seq. ID OJ000350_22.0419.C15 

Strand + 

End ■ 3328 

gs Method GEN SCAN 

End 3328 

Score .83 
.1123, 1685. .1833, 1977 2008,.. 



Seq. No. 58489' 

Gene No. 122170 

Start 1 

Name OJ000350_22 . 04 19 . C15 . o2 . 

Start 1268 

GI none 

Exons 1268.. 1327, 1406.. 1432, 
2597. .2716 



"Seq. ID OJ000350_22.0419.C15 

Strand + 

End 3328 '• • 

tw Method TBLASTX: Wheat • 

End 2716 



Score 



84 



2227. .2331, 2371. .2511, 2379. .2504, 



Seq. No. 58489 

Gene No. 122170 

Start 1 

Name OJ000350_22 . 04 19 . C15 . ol . 

Start 1346 

GI none 

Exons^ 1346.. 1456, 1360.. 1458, 
1684 . .2004 



Seq. ID OJ000350_22.0419.C15 

Strand + 

End 3328 
ts Method * TBLASTX : Soybean 

End 2004 

Score 132 ; 
1363. .1464,' 1461. .1568, 1462. .1569, 



Seq. No. 58489 

Gene No. 122170 

Start 1 

Name OJ000350_22 . 0419 . C15 . ol . 

Start 1376 

GI none 

Exons 1376.. 1456, 1462.. 1569, 



^ Seq. ID OJ000350_22.0419.C15 

Strand + 

End 3328 

tm Method TBLASTX : Maize 

End 2115 

Score 61 
1684. .1794, 1834. .2115 



Seq. No. 58489 

Gene No. 122170 

Start 1 

Name OJ000350_22 . 0419 . C15 . ol . 

Start 1498 

GI none 

Exons . . 1498. ..1569, 1684.. 2043 



tw 



Seq. ID OJ000350_22.0419.C15 

Strand + 

End 3328 

Method TBLASTX : Wheat 

End 2043 

Score 62 



Seq. No. 58490 

Gene No. 122171 

Start 26 

Name OJ000350_22 . 0419 . C16 . ol . 

Start 26 

GI none 

Exons 26.. 350, 465.. 662, 715., 
2947. .3096, 3773. .3821 



gs 



Seq. ID OJ000350_22.0419.C16 
Strand 

End 3821 

Method GENSCAN 

End : 3821 



Score 



,8 



579, 955. .1719, 2655. .2690, 2760. .2890, 



Seq. No. 58490 

Gene No.- 122172 

Start 5315 

Name OJ000350 22 . 04 19 . C16 . o2 . 



Seq. ID OJ000350_22.0419.C16 
Strand 

End 5894 

.gs Method GENSCAN 

58820 



Start 


5315 


End - 


5894 






GI 


none 


Score 


. 43 






Exons 


-5315. .5437, .5566. .5834, 5846.. 5894 








Seq. No. 


584 91- 


Seq. ID 


OJ000350_ 


22.0419, 


,C17 


Gene No. 


122173 


Strand 


+ 






Start 


2119 


End 


8780 






Name 


OJ000350 22.0419.C17.ol.np 


Method 


AAT/NAP 






Start 


2119 


End 


4798 






GI 


7460053 


Score 


49 






Exons 


2119. .2275, 2703. .2808, 2910. .3268, 3503. .3644, 


4734. .4798 


GI Descrip. 


hypothetical protein T5I7.17 - Arabidopsis thaliana 






gi I 2088640 |gb IAAB95272.il i 


(AF002109) • 


unknown protein 






[Arabidopsis • thaliana] 










Seq. No. 


58491 


Seq. ID 


OJ000350 


22.0419. 


C17 


Gene No. . 


122173 


Strand 


+ 






Start 


2119 


End 


8780 






Name 


OJ000350 22.0419.C17\ol.gp 


Method 


AAT/GAP ' 






Start ' 


2569 


End 


2837 






GI 


uC-osflM202080h07bl 


Score 


463 






Exons 


2569. .2837 










GI Descrip. 


M895190/gb|AAD32777.1 | AC0.07 661_14 2. 


Oe-58 (AC007661) unknown 




protein- [Arabidopsis thaliana] 1 <• 








Seq. No. 


58491 


Seq. ID 


OJ000350_ 


22.0419. 


C17 


Gene No. 


122173 


Strand 


+ 






Start 


- 2119 


End 


8780 






Name 


OJ000350 22.0419.C17.ol.gs 


Method 


GENSCAN 






Start 


2613 


End 


8780 






GI 


none 


Score 


.9 






Exons 


2613. .2816, 2910. .3260, 3353. .3644, 3742. .3849, 


3936. .4042, 




5141. .5314, 6000.. .6111, 8713. .8780 








Seq. No. 


58491 


Seq. ID 


OJ000350_ 


22.0419. 


C17 


Gene No. 


122174 


Strand 


+ 






Start 


15045 


. End 


19251 






Name 


OJ000350 22.0419.C17.o2.np 


Method 


AAT/NAP- 






Start 


15045' ' 


End 


19248 






GI 


4895190 


Score 


• 756 






Exons 


15045. .15077, 15154 .. 1524 3, 


16845. .16931, 17025. 


.17093, 






17722. .17802, 17891 .. 17962, 


18064 . .18123, 18212.. 


.18312, 






18473. .18568, 18644,. . 18690, 


. 18773. . 18828., 18877. 


.18933, 






19171.. 19248 










GI Descrip. 


(AC007661) unknown protein. 


[Arabidopsis thaliana 


]■ 




Seq. No. 


58491 


Seq. ID 


OJ000350_ 


22.0419. 


C17 


Gene No. 


122174 


Strand 


+ 






Start 


15045 


End 


19251 






Name 


OJ000350 22.0419.C17.o4.gs 


Method 


GENSCAN 






Start 


15045 


End 


19251 






GI 


none 


Score 


.91 






Exons 


15045. .15077, 15154 .. 15243, 


16845. .16931, 17025. 


.17093, 






17891. .17962, ■ 18064. .18124, 


18210. .18312, 18473. 


.18568, 






18644 . .18690, 188 12 .. 18933, 


19171. .19251 






Seq. No. 


58491 


Seq. ID 


OJ000350_ 


22.0419. 


C17 



58821 






122174 




Strand 


+ 






Start 


15045 




End 


19251 






Name 


OJ000350 22.0419.C17 


. o2 . gp 


Method 


AAT/GAP 






Start 


16840 




End 


'18292 






GI 


2312423 




Score 


769 






l—t *\ W 1 1 o 


16840 16931 17025 


.17093, 17722. . 17802, 17891 


. .17962, 






18064 18124 18210 


.18292 










V? X 1_> O \^ J- X k_/ ■ 


48 95190/ abl AAD32777 


1IAC007661 14 2.0e- 


-58 (AC007661) unknowi 




nrni"Pi n r ATahi don 6 ? vc; 


fha 1 i ^n^ 

U 1 1 G J LC111CI 


1 
1 








Seq. No. 


58491 




Seq. ID 


OJ000350 


_22.0419 


.C17 


Gene No. 


122175 




Strand 








Start 


10336 




End 


10992 

X \J ZJ Zt 






Name 


OJ000350 22 0419 C17 




1 JC L-i IUU 








Start 


10336 _ 






1 0999 

± \J Zf Zt 






GI 


none 






• 0 j 






J— 1 *W \-/ 1 1 o 


10336 10473. 10843 


1 0992 










Seq. No. 


58491 




Seq. ID 


OJ000350 


_22.0419 


.C17 


Gene No. 


12217 6 




Strand 








Start 


12294 




End 


13154 






Name 


OJ0003S0 2? 0419 CI 7 


. o3 . gs 


Method *■ 


GENSCAN 






Start 


12294 _ 




End 


13154 






GI 


none 




Score 


.57 






pr von ^ 


122 94 12422 13107 


.13154 










Seq. No. 


58491 




Seq. ID 


OJ000350 


_22.0419, 


.C17 


Gene No. 


122177 




Strand 








Start 


21155 




End 


24061 






Name 


OJ000350 22.0419.C17 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


2649 




End 


3167 






GI 


none 




Score 


174 






Rvnn "=? 

1—1 A t^UJ 


2649. .2801, 2649. .2783, 2912.. 


.2992, 2913.. 3167, 


3059. .3100 


O ~ • LV \J . 


58491 




Seq. ID 


OJ000350 


_22.0419, 


■ C17 


Gene No. 


122177 




Strand 








Start 


21155 




End 


24061 






Name 


OJ000350 22.0419.C17 


.06. tm 


Method 


TBLASTX:: 


Maize 




Start 


3467 




End 


3793 






GI 


none 




Score 


36 






F! von ^ 


3467. .3505, 3493. .3513, 3508.. 


.3639, 3509.. 3640, 


3738. .3791, 




3740. .3793 














58491 




Seq. ID 


OJ000350 


_22.0419. 


.C17 




122177 




Strand 








Start 


21155 




End 


24061 






Name 


OJ000350 22.0419.C17 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


15054 




End 


18915 






GI 


none 




Score 


46 






Pvon q 
i_l Awl 1 o 


15054 . .15092, 15151. 


.15243, 16841. .16948, 16845 


. .16931, 






17024. .17077, 17025. 


.17078, 17722. .17808, 17750 


. .17803, 






17875. .17961, 17906., 


.17962, 18061. .18123, 18212 


. .18313, 






18229. . 18327, 18471. , 


.18569, 16 


S645. . 18686, 18772 


. .18837, 






18856. .18915 












Seq. No. 


58491 




Seq. ID 


OJ000350 


_22.0419. 


,C17 


Gene No. 


122177 




Strand 









58822 



Start 
Name 
Start 
GI 

Exons 



21155 End 
OJ000350_22 . 04 1 9 . C17 . o3 . tm Method 
16869 ... End" 

none - Score 

16869. .16913, 17007 .. 17069, 17732. 

17899. .17961, 17906 . .-i7962, 18057. 

18158. .18304, 18211. .18312, 18212. 



24061 

TBLASTX: Maize 
18312 
37 

.17800, 17743. .17799, 
.18125, 18061. .18123, 
,18307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58491 • Seq. ID 
122177 Strand 
21155 End 
OJ000350_22 .0419. C17 . o5 . tm Method 
18471 End 
none Score 



OJ000350_22.0419.C17 
24061 

TBLASTX: Maize 

18969 

149 



18471. .18569, 18471 .. 18578, 18488 18595 , 18 64 4 .. 18 694 , 
18645. .18689, 18705 .. 18743, 18762 18815, 18770 .. 18835, 
18772. .18870, 18835 .. 18969, 18888. .18941 



Seq. No. 58491 

Gene. No. 122177 

Start 21155 

Name OJ000350_22 . 04 19 . C17 . o3 . np 

Start 20451 

GI 6063554 

Exons 20451. .20623, 2 1772 .. 22019, 
GI Descrip. 



OJ000350 22.0419.C17 



Seq. ID _ 
Strand 4 - 
End 24061 
Method AAT/NAP 
End 24061 
Score 203 
24025.. 24061 

(AP000615)" ESTs AU075609 (C63344 )', C7 1850 (E04 64) ,C98 611 (E04 64) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


58491 


Seq. ID 


OJ000350_22.0419. 


C17 


Gene No. 


122177 


Strand 






Start 


21155 


End 


24061 




Name 


OJ000350 22.0419.C17.o5.gs 


Method 


GENSCAN 




Start 


21155 


End 


22276 




GI 


none 


Score 


.82 




Exons 


21155. .21271, 21.638. .21730, 


21784 . .22042, 22047. .22276 




Seq. No. 


58491 


Seq. ID 


OJ000350_22.0419. 


C17 


Gene No. 


122177 


Strand 






Start 


21155 


End 


24061 




Name 


OJ000350 22.0419.C17.o6.gs 


Method 


GENSCAN 




Start 


22790 


. End 


24031 




GI . 


none ... ..• 


. Score 


.56 . 




Exons 


22790. .24031 








Seq. No. 


58491 


Seq. ID 


OJ000350_22.0419. 


C17 


Gene No. 


122177 


Strand 






Start 


21155. 


End 


24061 




Name 


OJ000350 22.0419.C17.o4.np 


Method 


AAT/NAP 




Start 


22793 


End 


24061 ■ 




GI 


6983860 


Score 


2177 




Exons 


22793. .24061 








GI Descrip. 


(AP001168) Similar to 22- kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


58491 


Seq. ID 


OJ000350_22.0419. 


C17 


Gene No. 


122177 


Strand 







58823 




j Lai L 


91 1 SR 






Z 4 U 0 X 




Ma mo 
LN CllUC- - 


n.Tnnn^^n 99 H4iq pi 7 


■a 








OLdl L 


JO, 




i_na 


9^17 1 

z jx / x 




(IT s 


none 




Score 


IjD 




DAUllO 


9 9 ft ^ ft 9 'U 7 fi 9 v 9ftQn 

JO . • lJI / U; Z Z O 27 U • 


9^171 

. Z O X / X 








Qesrr Kly-\ 

oeq . iNu . 


Rft 4 Q1 
O 0 4 _7 X 




Seq. ID 


OJ000350_22.0419. 


. Ll / 


Gene No. 


122177 




Strand 






Start 


21155 




End 


24061 




IN a -LLC 


o.TOnn^sn 99 04iQ pi 7 


. ol . tm 


Method 


TBLASTX: Maize 




OLal L 


9^n^^ — 

6 jUjj 




End 


23618 






r-\ /~\ n o 




Score 


113 




Exons 


9^n^^ 9^4^p 9^n^4 


9 "394 0 
. Z Jz 4 U , 


23298. .23459, 23456 .. 23617 , 
















Seq. No. 


58491 




Seq. ID 


OJ000350_22.0419. 


,C17 


Gene No. 


122177 




Strand 






Of- n r f 
O Lai L 


91 1 




End 


24061 




Name 


UJUUUJjU Z Z . U 4 X .7 . Lv X / 


1 

. ol . tw 


Method 


TBLASTX: Wheat 




O Lai. L 


9^171 ~~ 




End 


23797 




riT 


none 




Score 


51 






9^171 9?7Q7 9^179 


9 ?94 n 

. Z JZ ft U , 


23213. .23626, 23286.. 23795 




Seq. No. 


58491 




Seq. ID 


OJ000350_22.0419. 


C17 


Gene No. 


122177 




• Strand 






O LCti. L 


9 1 1 S S ■ * 




End 


24061 




Name 


pTnnn^^n 99 0410, pi 7 

UUUUU j jU ZZ.U4X;7.LxX / 


. OZ . LiU 


Method 


TBLASTX: Maize 




O Lai. L 


t JODO 




End 


23958 




(IT 
\j x 


none 




Score 


299 




DAUl I O 


9^666 9?Q c >( : i 9*3fi7D 

£ J O U O • . t J7JOf l JO / u • 


. Z J Z? J / , 


23670. .23957, 23671.. 23958 




Seq. No. 


58491- 




Seq. ID 


OJ000350__22.0419. 


C17 


Gene No. 


122177 




Strand 




- 


OLdi L 


91 1 




End 


24061 




Name 


nTnnn^^n 99 H4iq pi 7 

UJUUUjjU Z Z . U 4 X ;? .L-X / 


. OZ . LS 


Method 


TBLASTX : Soybean 




O LaX L 


Z J / JO 




End 


24016 




PT 

LJ X v. 


none 




Score 


192 




LiAUil J 


9^7Sfi 94016 917R7 

ZJ/JO..Z4UXO/ ZO /J/ • 


• Z 4 U U D 








Seq. No. 


58491 




Seq. ID 


OJ000350_22.0419. 


C17 


Gene No. 


122177 




Strand 






O LCLX L 


9 1 1 S S 

X X J J 




End 


24061 




Name , 


n to n n ^ r fi 99 04iQ pi 7 

UU UUU JO U ZZ.U4X_7.LxX/ 


. OZ . tw. 


Method 


TBLASTX :.Wheat 




J Lax L 


Z J O U 4 




End 


24059 




AjX. 


none 




. . Score 


260 . 






9?ftf14 940SP, 9^PDfi 

t JOU1 # • l4u JO / Z J O U O . 


94 n R Q 
. z 4 u j ;? , 


23808. .24059 


- 


Seq. No. 


58492 




Seq. ID 


OJ000350_22.0419.. 


C20 


Gene No. 


122178 




Strand 


+ 




o Lax L 


j j 




End 


1262 




Name 


ninnn^Rn 99 H4io. P9n 

UuUUU jjU Z Z * U 4 X _? • L/Z U 


.ol. gs 


Method 


GENSCAN 




Start 


53 




End 


1231 




GI 


none 




Score 


.92 




Exons 


53. .61, 814. .1231 










Seq. No. 


58492 




Seq. ID 


OJ000350_22.0419. 


C20 


Gene No. 


122178 




Strand 







58824 



Start 


53 




1262 




Name 


OJ000350 22.0419.C20.ol.np 


Method 


AAT/NAP 




Start 


814 


End 


12 62 




■'GI 


6983861 


Score 


771 




Exons 


'814.. 1262 








GI Dpsrrio 

\J -1- J— ^ V*-* J- -I- k*/ * 


(AP001168) Similar to gypsy- 


type retrotransposon RIRE8B 


DNA, 




internal region (AB014741) [Oryza sativa] 




Seq. No. 


58493 


Seq. ID 


OJ0003.50_22.0419. 


C21 


Gene No. 


122179 


Strand 


-f 




Start 


175 


End 


1363 




Name 


OJ000350 22.0419.C21.ol.gs 


Method 


GENSCAN 




Start 


175 


End 


1270 




GI 


none 


Score 


.76 




Exons 


175. .521, 546. .723, 820. .1270 






Seq. No. 


58493 


Seq. ID 


OJ000350_22.0419. 


C21 


Gene No. 


122179 


Strand 


+ ■ 




Start 


175 


End 


1363 




Name 


OJ000350 22 0419 C21 ol no 


Method 


AAT/NAP 




Start 


175 


End 


1363 




GI 


6983860 


Score 


1755 




Exons 


175. .1363 








(it np «?rri t> 
\j J. i — ' ^ o ^> j_ _i_ l*/ • 


(£P001168) Similar to 22 kDa 


kaf irin cluster.; - Ty3-Gypsy 






(AF061282) [Oryza sativa] 








Seq. No. 


58493 


Seq. ID 


OJ000350_22.0419. 


C21 


Gene No. 


122179 


Strand 


+ 




Start 


175 


End 


1363 




Name 


OJ000350 22.0419'.C21.o2. tw 


Method 


TBLASTX: Wheat ' 




Start 


336 


End 


534 




GI 


none 


Score 


208 




Exons 


336. .533, 337. .534, 361. .534 








Seq. No. 


58493 


Seq. ID 


OJ000350_22.0419. 


C21 


Gene No. 


122179 


Strand 


+ 




Start 




End- 


1363 




Name 


OJ000350 22.0419.C21.ol.tw 


Method 


TBLASTX : Wheat 




Start 


583 


End 


936 




GI 


none 


Score 


296 




Exons 


583. .780, 586. .936 








Seq. No. 


58493 


Seq. ID 


OJ000350_22.0419. 


C21 


Gene No. 


122179 


Strand 


' + 




Start 


175 . 


End. . 


.1363 




Name 


OJ000350 22.0419.C21.ol.tm 


Method 


TBLASTX : Maize 




Start 


586 


End 


924 




GI 


none 


Score 


24 7 




Exons 


586. .924, 586. .882 








Seq. No. 


58493 


Seq. ID 


OJ000350_22.0419. 


C21 


Gene No. 


122179 


Strand 


+ ' 




Start 


175 


End 


1363 




Name 


OJ000350 22.0419.C21.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1102 


End 


1353. 




GI 


none 


Score 


89 




Exons 


1102.. 1224, 1116.. 1157, 1210 


. .1353, 1251. .1352 





58825 



Seq. No. 


58494 • 


Seq. ID 


OJ000350_22.0419 


.C2 


Gene No. 


122180 


Strand' * 






Start 


117 


End 


753 




Name 


OJ000350 22 . 0419.C22 ,ol .gs 


Method 


GENSCAN 




Start 


117 


End 


753 




GI 


none 


Score 


. 93 




Exons 


117. .373, 463. .5.61, 640. .753 








Seq. No. 


58495 


Seq. ID 


OJ000320_22.0419 


.CI 


Gene No. 


122181 


Strand 


+ 




Start 


1 


End 


1733 




Name 


OJ000320 22.0419.Cl.ol.gp 


Method 


AAT/GAP 




Start 


• 1 


End 


1733 




GI 


342 1.R1084 


Score 


3159 




Exons 


1. .1733 








GI Descrip . 


f 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


ro 




■ sativa] *■ 








Seq. No. " 


58495 


Seq. ID 


OJ000320_22'.0419 


.CI 


Gene No. 


122181 


Strand 


+ 




Start 


1 


End 


1733 




Name 


OJ000320 22.0419.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1672 




GI 


6742729 


Score 


2647 




Exons 


1..1672 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


58495 


Seq. ID 


OJ0.00320__22.0419 


.CI 


Gene No . 


122181 


Strand 






Start 


1 


End 


1733 




Name 


OJ000320 22.0419.Cl.o3.tw 


Method 






Start 


2 


End 


289 




GI 


none 


Score 


1 "30 




Exons 


2. .79, 3. .80, 60. .284, 80. .2E 


S9, 81. .284 


t , 83. .289 




Seq. No. 


58495 


Seq. ID 


OJ000320_22.0419, 


.CI 


Gene No. 


122181 


Strand 


+ 




Start 


1 


End 


1733 




Name 


OJ000320 22.0419.Cl.o2.tm 


Method 


TBLASTX : Maize 




Start 


3 


End 


323 




GI 


none 


Score 


128 




Exons 


3. .119, 129. .323 








Seq. No. . . 


58495. . . 


. Seq..,. ID 


OJ000320 ..22.0419, 


.ci 


Gene No r 


122181 


Strand 


+ 




Start 


1 


End 


1733 




Name 


OJ000320 22.0419.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


153 


End 


395 . 




GI 


none 


Score 


216 




Exons 


153. .395 








Seq. No. 


58495 


■ Seq. ID 


OJ000320_22.0419. 


■ CI 


Gene No. 


122181 


Strand 


+ 




Start 


1 


End 


1733 




Name 


OJ000320 22.0419.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


428 


End 


838 





58826 




GI none Score 87 

Exons 428. .478, 429. .491, 497. .679, 501. .719, 508. .720, 517. .720, 

747. .836, 752. .838, 753. .836 



Spa Wo 


58495 






uClji X L/ 




^pnp Mo 


122181 






o L x ct i ivJ. 




Start 


1 






End 


1733 


Name 


OJ000320 22 


0419 CI ol 


L, W 






Start 


839 






End 


1727 


GI 


none 






Score 


863 


Exons 

1-J *\ \s liu 


839 1726. 


840' 1727 










584 95 






oeij. x u 


r>.7nno?90 99 04iQ pi. 


uCHC IVU • 


122181 






C-f- -r^ nH 

OCX cLliU 


+ • ' 


Start 


1 






End 


1733 

X / O J 


Name 


OJ000320 22 


0 419 PI nl 


LIU 


l ie LilUU 


TRT.A9TY • Ms i 70 

I Di/nO 1 A • Lid X Z, ct 


Start 


882 






End 


1196 


GI 


none 






Score' 


300 


Exons 


882. .1196, 


893. .1168 








Seq. No. 


58495 






Seq. ID 


OJ000320_22.0419.C1 


Gene No. 


122181 






Strand 


+ 


Start 


1 






End 


1733 


Name 


OJ000320 22 


.0419. CI. ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1123 






End 


1575 


GI 


none 






Score 


175 


Exons 


' 1123. .1305, 


1127. .1564, 


1127. 


.1570, 1131. .1574, 1324. .1575, 



1425. . 1574 



Seq. No. 58496 

Gene No. 122182 

Start 222 

Name. OJ000320_22 . 04 19 . C2 . ol . gs 

Start 222 

GI none 
Exons „■ 



Seq. ID OJ00t>320_22.0419.C2 

Strand + 

End 5323 

Method GENSCAN 

End 5323 

Score .91 



222. .728, 1649. .2692, 2719. .2904, 2950 : .3069, 3144. .3285, 
3395. .3540, 3542 . . 4227 4 337 . . 4 510 , 4607. .4717, 4802. .4826, 
4969. .5067, 5147. .5323 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58496 Seq. ID 

122182 Strand 
222 End 
OJ000320_22 . 0419 .C2 . ol .np Method 

1634 • End' 
4680204 Score 
1634. .3069, 3144. .3424 

(AF114171) hypothetical protein [Sorghum bicolor] 



OJ000320_22.0419.C2 
+ 

5323 
AAT/NAP 
3424 

822'. 



58496 

122182 

222 

OJ000320_22.0419.C2.o2.np 

1634 

4680204 



Seq. ID OJ000320_22.0419.C2 

Strand + ' 

End 5323 

Method AAT/NAP 

End 5314 

Score 1023- . - . ' 



1634. .3069, 3144. .4227, 4337. .4510, 4607 . .4826, 5177 .. 5314 
(AF114171) hypothetical protein [Sorghum bicolor] 



58827 



Seq. No. 58496 
Gene No. 122183 
Start 735 

Name OJ000320_2? :? 04 1 9 . C2 . ol . gp 

Start . 735 

GI LIB34 77-003-P1-K1-E9 

Exons 735.. 773, 5580.. 5648 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I ) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID - OJ000320_22.0419.C2 
Strand 

End 5648 

Method AAT/GAP 

End 5648 

Score 158 ... 



Seq. No. 58496 

Gene No. 122183 

Start 735 

Name OJ000320_22 . 04 19 . C2 . ol . tw 

Start 2277 

GI none 
Exons 



Seq. ID OJ000320_22.0419.C2 
Strand 

End 5648 • 

Method TBLASTX: Wheat 

End 2680 

Score 62 



2277. .2417, 2277. .2387, 2279. .2515, 2279.-2428, 2380. .2520,- 
-2510.. 2680 



Seq. No. 58496 

Gene No. 122183 

Start 735 

Name OJ000320_22 . 04 19 . C2 . o2 . tw 

Start 4154 

GI none 
Exons 



Seq. ID OJ000320_22.0419.C2 
Strand 

End ' 5648 

Method TBLASTX : Wheat 

End 4 67 6 

Score 63 



4154. .4234, 4323. .4505, 4373. .4498, 4605. .4676" 



Seq. No. 58497 

Gene No. 122T84 

Start 42 

Name OJ000320_22 . 04 19 . C3 . ol . gp 

Start 42 

GI 21474_1.R1084 

Exons 42.. 185, 557.. 599 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliaha] V . *-•*'.-•' 



Seq. ID OJ000320_22. 0419.C3 

Strand +' 

End 599 

Method AAT/GAP 

End 5 99 

Score 252 



Seq. No. 58497 

Gene No. 122185 

Start 19 

Name OJ000320_22 . 04 19 . C3 . ol . np 

Start 19 

GI 7106528 

Exons. . 1,9. ...144, 23.81 ... 24 96. 

GI Descrip. (AP001278) EST D40774 (S2920 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000320_22.0419.C3 
Strand 

End 2496 

Method AAT/NAP 

End 2496 

Score - 73 



Seq. No. 5.84 97 

Gene No. 122185 

Start 19 

Name. OJ000320_22 . 04 19 . C3 . ol . gs 

Start . 346 

GI none 

Exons 346.. 1029, 1037.. 1201, 1291. 



Seq.' ID OJ000320_22.0419.C3 
Strand 

End 2496 

Method GENS CAN 

End 2029 

Score .81 
1798,- 1800. .2029 



Seq. No. 



58497 



Seq. ID OJ000320_22.0419.C3 



58828 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



122185 Strand 

19 End 2496 

OJ000320_22 r04 19 . C3 . o2 . np Method AAT/NAP 

379 End 1823' 

4539677 Score 942 

379.-933, 1037. .1201, 1291. .1823 

(AF061282) patatin-like protein [Sorghum bicolor] 



58497 

122185 

19 

OJ000320_22.0419.C3.ol.tc 

391 

none 



Seq. ID OJ000320_22. 0419.C3 
Strand 

End 2496 

Method TBLASTX: Cress 

End ■ 1746 

Score 12 



391. .612, 401. .538, 547. .840, 1022. .1117, 1082. .1180, 
,1288. .1434, 1409. .1435, 1456. .1554, 1457 1543, ■ 1555 .. 1746, 
1556.. 1612, 1697.. 1729 



Seq. No. 58497 

Gene No. 122185 

Start 19 

Name OJ000320_22 . 04 19 . C3 . ol . tm 
Start ' 400 

GI none 
Exons 



Seq. ID OJ000320_22.0419.C3 
Strand 

End 2496 
Method TBLASTX: Maize 
End 1746 
Score 69 

400. .615, 413. .562," '616. .834, 616.. 84*9, 1022. .1222," 1029. .1-202, 
1282. .1461, 1283. .1441, 1303. .1.443, 1432. .1584, 1474. .1542, 
1558.. '1680, 1558.. 1746 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58497 . 
122185 
19 

OJ000320_22.0419.C3.o2.ts 

445 

none 

445. .615, 616. .735, 745. .840 

58497 

122185 

19 

OJ000320_22.0419.C3.ol.ts 

1016 

none 



Seq. ID- OJ000320_22.0419.C3 
Strand 

End 2496 

Method TBLASTX : Soybean 

End 840 

Score 82 



Seq. ID OJ000320_22.0419.C3 
Strand 

End 2496 

Method TBLASTX : Soybean 

End 1738 

Score 49 



1016. .1078, 1038. .1079, 1109. .1213, 1113 .. 1178 ,. 1282 .. 14.34 , ' 
1330. .1431, 1415.. 1444, 1465. .1554, 1558. .1644, 1568. .1612, 
1691. .1735, .. 1703. .1738 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58498 

122186 

1 

OJ000320_22.0419.C4 .ol.gp 

1 

342 1.R1084 



Seq. ID OJ000320_22.0419.C4 

Strand + 

End 884 

Method AAT/GAP 

End 884 

_ Score 1087 

1..33, 69. .88, 171. .268, 378. .884 

'4574406/gb|AAD24042.1| -O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 



58499 



Seq. ID OJ000320 22. 0419. C7 



58829 




Gene No. 


122187 




Strand 


+ 


Start- 


770 




End 


7742 


KJ -3 rn o 


o.Tfinn??n ?9 ridiQ P7 ni 


gs 


Method 


GENSCAN 


OLal L 


77 n ~ 




End 


7602 „ 


P T 


none 




Score 


.63 


TP \r r™\ c* 


770 P.47 Qfl^ 107Q 19 


I86..1309, 2505. 


.2612, 3151. .3544, 




/in9R /me; 4090 4c.n0 


4545. 


.4667, 6628.. 7003, 7599.. 7602 


oeq. in 0 . 


R Q vl Q Q 

0 0 ft y y 




Seq. ID 


OJ000320_22.0419.C7 


ucne lno • 


1 9 91 P. 7 




Strand 


+ 


Start 


770 




End ■ 


7742 


Name 


OJ000320 22.0419.C7.ol. 


np 


Method 


AAT/NAP 




1 fil 9 




End 


7742 • 


P T 


7 1 fTfi R 1 £ ' 




Score 


156 


Exons 


1 0 1 aan 9^fin 9S^ft 

lulc . . 1DDU/ Z jOU • . t JJO; 


3112. 


.3227, 4054. .4115, 4413. .4557, 




77DR 774 9 












. protein [Oryza 


sativa] 


Seq. No. 


58499 




Seq. ID 


OJ000320_22.0419.C7 ■ 


Gene No. 


122187 




Strand 


+ 


O t_ CiX. L 


77 n 




End 


7742 


Name 


piTnrin'39n 99 pi/iiq n ^1 


tm 


Method 


TBLASTX: Maize 


jlari. 


D O ft O 




End . ' 


6998 


PT 
ul 


^ none 




Score 


199 


C 1 V7 in C"» 


D O h Q . • O y O O , D04 j , . Dy^O 








oeq. LN 0 . 


0 ts 0 u u 




Seq. ID 


OJ000320_22.0419.C8 


P^n^ Mo 

uCllC LN W • 


1 991 Rft 

J. X O O 




Strand 


+ 


Start 


1840 




End 


1927 


Name 


OJ000320_22.0419.C8.ol. 


gp 


Method 


AAT/GAP 


O LclX L 


1 p.40 

1 O fi U 




End 


1927 


PT 
bl 


-J7 £f| n 
O / 0UD4U 




Score 


101 


Exons 


1 p a n 1 Q97 
lolU . • 1 y Z. / 








bi. UcoLiip . 


41 7^49n/Hhin | Ran^ll £1 I 9 


.oe-11 


(AB008097) cytochrome P450 




LmaDlUOpSIS LildllariaJ 








Seq. No. 


58500 




Seq. ID 


OJ000320_22. 0419.C8 


Gene No. 


122189 




Strand 


+ 


Cfa r f 
O UClX L 


9 R7 ^ 




End 


4930 


Name 


nTfinn^9n 99 D41q pp ai 


gs 


Method 


GENSCAN 




9 R7 ^ 

Z J / J 




End 


4930 


P T 
bl 


none 




Score 


.45 


DAUI 1 0 


9R7^ 96R6 9670 97P4 


2936. , 


..3302, 3737.. 3809, 4121.. 4930 


Seq. No. 


58500 . 




Seq. ID . 


OJ00.0320_22.0419.C8 


Gene No. 


122190 




Strand 


+ 


C +- y-f- 

OLdlL 


Zj u 0 0 




End 


6016 


Name 


PiTnnm'jn 99 n / 1 q pq ^0 


gs 


Method 


GENSCAN 


Q+- y- +- 


RO Rfl ~~ 


End 


6016 


PT 
ul 


none 




Score ■ 


.99 • • 


Exons 


rorp R/iQi ccjTyi ^mc 








Seq. No. 


58500 




Seq. ID 


OJ000320_22.0419.C8 


Gene No. 


122191 




Strand 


+ 


Start 


6648 




End 


1094 9 


Name 


OJ000320 22.0419.C8.o3. 


gs 


Method 


GENSCAN 


Start 


6648 




End 


10949 



58830 





none 




Score 


.53 




Exons 


6648.. 6710, 8888.. 9022, 10027 .. 10050, 


10420. .10711, 10903.. 10 


oeq . ino . 


58500 




Seq. ID 


OJ000320_22.0419 


.C8 


ucUc IN (J • 


122191 




Strand 


+ 






6648 




End 


10949 . 




Name 


OJ000320 22. 0419. C8 


,o2 .gp 


Method 


AAT/GAP 




Start 


7256 




End 


7807 




P T 


4879016 




Score 


787 




Exons 


7256. .7807 










oi uescrip. 


6041757/gfeJ AC011806 


.1IAC011806 0.0e+00 


Genomic Sequence 


For 




Oryza sativa Clone ' 


10P20, L'emont Strain, Complete Sequence, 




complete sequence 










oeq. LNO . 


58500 




Seq. ID 


OJ000320_22.0419, 


.C8 


Gene No. 


122192 




Strand 


+ 




Start 


21274 




End 


31889 




Name 


OJ000320 22. 0419. C8 


. 06 . gs 


Method 


GENSCAN 




OLaXl. 


21274 




End 


31889 




PT 

bl 


- none 




Score 


.64 




T* 1 v /"\ r^i c 


21274. .21485, 25109 


. .26675, 


26806. .27426, 28874 .. 29047 , 






30645. .30709, 31064 


. .31134, 


31777. .318 


89 




oeq. NO . 


jo jUU 




Seq. ID 


OJ000320_22.0419. 


,C8 




• 122192 




Strand 


+ 




Start 


2127-4 




End 


31889 V 




Name 


OJ000320 22. 0419. C8 


. o3 . np 


Method 


AAT/NAP 






28330 




End V 


29271 




PT 


6466937- 




Score 


317 




Exons 


28330. .29271 










oi uescrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidopsis 




tnaiiana j 










Seq. No. 


58500 




Seq. ID 


OJ000320_22.0419, 


■ C8 


Gene No. 


122193 




Strand 


+ 






39989 




End 


40340 




Name 


. OJ000320 22., 0419. C8 


. o9 . gs 


Method 


GENSCAN 




olaiL 


39989 




End 


40340 




PT 
ol 


none 




Score 


.49 






39989. .40118, 40267 


. .40340 








oeq. no. 


58500 




Seq. ID 


OJ000320_22.0419. 


,C8 


Gene No. 


122194 




Strand 






Start 


40473 




End ' 


43099 




Name 


OJ000320 22.0419.C8 


. o 6 . np 


Method . 


AAT/NAP . 






40473 




End 


43099 




P T 
ol 


5091513 




Score 


537 




Exons 


40473. .40501, 42766 


. .43099 








GI Descr ip . 


(AB023482) Hypothetical protein [Oryza 


sativa] 






58500 




Seq. ID 


OJ000320_22.0419. 


,C8 


Gene No. 


122195 




Strand 






Start 


1 




- End 


1336 




Name 


OJ000320 22. 0419. C8 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1336 




GI 


126669 




Score 


49 




Exons 


1..20, 1008.. 1336 











58831 



GI Descrip. M PROTEIN, SEROTYPE 5 PRECURSOR gi | 8004 1 | pir | IA28616 protein M5 
precursor - Streptococcus pyogenes gi | 153813 (M20374) 5 M 
protein [Streptococcus pyogenes] 



9*^rr Mo 

JCU t IN \J t 


58500 






Seq. ID 


OJ000320_22.0419 


• V^y O 




122196 






Strand 






J Lai l 


11425 






End 


16907 




Name 


OJ000320 22. 0419. C8 


o4 . gs 


Method 


GENSCAN 




O Lai L 


11425 






End 


16907 




GI 


none 






Score 


.43 




Exons 


11425. . 


11470, 11514 


. .11591, 


12716. .12813, 13287. .13424, 






14867. . 


15037, 16902 


16907 










' 58500 






Seq. ID 


OJ000320_22.0419 




VJ ^ 1 1 V3 m 


122197 






Strand 






J Lai L 


18105 






End 


■ 19596 




Name 


OJ000320 22. 0419. C8 


i uj . yo 


Method 


GENSCAN 




J Lai L 


18105 






End 


19596 




GI 


none 






Score 


.79 




Exons 


18105. . 


18701, 18722 


. . 18944, 


18 987. .19030, 194 05. .19596 




O ~ L^ « LNv • 


58500 






Seq. ID 


OJ000320_22.0419, 


.C8 


UCllC ln l< • 


122198 






Strand 






O L a I. L 


28614 






End 


33572 




Name 


OJ000320 22. 0419. C8 


. o4 . np 


Method 


AAT/NAP 




Start 


28614 






End 


33572 




GI 


6815097 




Score 


307 




Exons 


28614. . 


28639, 31814 


. .31873, 


32859.-33572 - 




GI Descrip. 


(AP001081) Similar 


to putative copia polyprotein (AC006248) 




[Oryza 


sativa] 










JCU • IN ■ 


58500 






Seq. ID 


OJ000320_22.0419. 


,C8 




122199 






Strand 






Start 


40530 






End 


43099 




Name 


OJ000320 22. 0419. C8 


.,ol . tw 


Method 


TBLASTX: Wheat 




O L a i- L 


28388 






End 


.28783 ... 




GI 


none 






Score 


91 




Exons 


28388. . 


28465, 28468 


. .28545, 


28616. .28783 




O G LJ • LN W . 


58500 






Seq. ID 


OJ000320_22.0419. 


,C8 




122199 






Strand 






Start 


40530 






End 


43099 




Name 


OJ000320. 22. 0419. C8 


. ol.tm 


Method. 


. TBLASTX: Maize 




J Lai L 


28501 






End 


29164 




GI 


none 






Score 


61 




Exons 


28501. . 


28557, 28595 


. .28807, 


28805. .28900, 28806 .. 28910, 






28982. . 


29143, 28988 


. .29164 








Seq. No. 


58500 






Seq. ID 


OJ000320_22.0419. 


C8 


Gene No. 


122199 






Strand 






Start 


40530 






End 


43099 




Name 


OJ000320 22. 0419. C8 


. o5 . np 


Method 


AAT/NAP 




Start 


40530 






End 


43099 




GI 


■ 7106.512 






Score 


1827- 




Exons 


40530. . 


40903, 40958 


. .41968, 


42038. .42138, 4 3080 .'. 4 3099 




GI Descrip. 


(AP001278) EST C9842 9 (E0138 ) 


i corresponds to a re'gion of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 



58832 




Seq. No. 


58501 


Seq. ID 


OJ000320 22.0419 




Gene No. 


122200 


Strand 


+ 




Start 


1 


End 


2358 




Name 


OJ000320 22 0419 C9 ol no 


Method 


AAT/NAP 




Start 




End 


2358 




GI 


7106512 


Score 


2152 




i_j s\ \y 1 1 o 


1 977 1439 ?3Sfl 








QT De ^rri n 


(AP001278) EST C9842 9 ( E01 38 1 


corresponds to a region of 






dtpHi pfpH rrpnp • K wr-tot" h ^t" i cz\ 1 


pX ULclIl 


[Ui yZa SatlVaJ 




Seq. No. 


58501 


Seq. ID 


OJ000320_22.0419 


.C9 


Hanp No 


122200 • 


u LI dl l\JL 






Start 


1 




0 "3 ^ Q 
Z J JO 




Name 


OJ000320 22 0419 C9 ol as 


ixie tnoa 


H TT M Q C Zi M 
\j Cj IN O L-R.IN 




Start 


31 _ 


hi in 


O DO 




GI 


none 


Score 






F*y on s 

i_J V^/ 1 1 O 


31 . . 663 








Seq. No. 


58501 


Seq. ID 


".OJ000320_22.0419 


.C9 


fjanp No 


122200 


Strand 


+ 




Start 


1 


End 


2358 




Name 




Method 


GENSCAN 




Start 


1504 ~~ 


End 


2350 




(IT 




- Score 


.73 ^ 






1504 2350 








Seq. No. 


58502 


Seq. ID 


OJ000320_22.0419 


. C10 


Gene No. 


122201 


Strand 


+ 




Start 


r 


End 


1189 




Name 


OJ000320 22.0419.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1189 




GI 


7106512 


Score 


1260 




Exons 


1..1089, 1170. .1189 








GI Dpsrri r> 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


f ho 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


58502 


Seq. ID 


OJ000320_22.0419. 


.C10 


Gene No . 


122201 


Strand 


+ 




Start 


1 


End 


1189 




Name 


OJ000320 22.0419.C10.ol.gs 


Method 


GENSCAN 




Start 


187 


End 


1178 




GI 


none 


Score 


.86 * 




Ryfin e 

J— J KJ llO 


187. .937, 991. .1178 








Seq. No. 


58502 


Seq. ID 


OJ000320_22.0419. 


, C10 


Gene No. 


122202 


Strand 


+ 




Start 


2027 


End 


6443 




Name 


OJ000320 22.0419.C10.o3.np 


Method 


AAT/NAP - 




Start 


2027 


End 


6443 




GI 


7486711 


Score 


1010 




Exons 


2027. .2081, 4446..6443 








GI Descrip. 


hypothetical protein F8M12.22 


- Arabidopsis thaliana 





gi|3513745|gb|AAC33961.1| (AF080118) contains similarity to 
reverse trancriptase (Pfam: rvt.hmm^ score: 42.57) [Arabidopsis 
thaliana] 



58833 



Seq. No. 


cocno 
OoOUZ 




beq. id 


OJUUUozU ZZ.U4iy.ClU 


-Gene No. 


122203 




Strand 




Start 


1528 




End 


1680 


Name 


/^taaaooa oo a a t a. /"'in ~ o 


.np 


Method 


AAT/NAP 


Start 


1 C O O 




End 


1 /"OA 

1680 


GI 


/lUoOl 3 




Score 


O D C 

235 


Exons 


1COO 1 ^ o n 








GI Descrip. , 


{APUUlz/o) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


COCAO 

bo 5U2 




Seq. ID 


/"\TAAAOOA O O A VI 1 A P 1 A 

OJU00320 2z.U419.ClU 


bene jno . 


122204 




Strand 




Start 


3314 




■ End 


3584 


Name 


OJ000320 22. 0419. CIO. ol, 


• gp 


Method 


AAT/GAP 


Start 


3314 




End 


3584 


GI 


3761181 




Score 


410 


Exons 


3314.. 3529, 3553.. 3584 








GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib 


gene 






Seq. No. 


58502 




Seq. ID 


OJ000320_22. 0419. C10 


Gene No. 


122205 




Strand 




Start 


5716 




End 


6192 


Name" 


OJ000320_22 . 0'419.C10.ol . 


. tm 


Method 


TBLASTX: Maize . 


Start 


5716 




End 


6180 


GI v 


none 




Score 


104 - . 


Exons 


5716. .5880, 5863. .6180, 


5920. 


.6003, 6075. .6116 


Seq. No. 


58502 




Seq. ID 


OJ000320_22 . 04 19. C10 


Gene No. 


122205 




Strand 




Start 


5716 




End 


6192 


Name 


OJ000320_22 . 04 19. C10. ol . 


, tw 


Method 


TBLASTX: Wheat 


Start 


5761 




End 


6141 


GI 


none 




Score 


2 60 


Exons 


5761. .5979, 5763. .5852, 


5917. 


.5982, 5967. w ;6119, 5973.. 6071, 




5974. .6141, 5974. .6141 








Seq. No. 


58502 




Seq. ID 


OJ000320_22 .0419. C10 


Gene No. 


122205 




Strand 




Start 


5716 




End 


6192 


Name 


OJ000320 22. 0419. C10. ol. 


. ts 


Method 


TBLASTX : Soybean 


Start 


5905 




End 


6192 


GI 


none 




Score 


198 


Exons 


5905. ..6192 . 








Seq. No. 


58503 




: Seq. ID. . 


OJ000320_22.04.r9.Cll 


Gene No. 


122206 




Strand 


+ 


Start 


371 




End 


1294 


Name 


OJ000320 22.0419.Cll.ol. 


tw 


Method 


TBLASTX: Wheat . 


Start 


299 




End 


.700 


GI 


- none 




Score- 


328 


Exons 


299. .700, 307. .687, 485. 


.700 






Seq. No. 


58503 




Seq. ID 


OJ000320_22.0419.C11 


Gene ' No . 


122206 




Strand 


+ 


Start 


371 




End 


1294 


Name 


OJ000320 22.0419.Cll.ol. 


gs 


Method 


GENSCAN 


Start 


371 




End 


1294 



5?834 



\J X 


1 1 UI 




Score 


1 A 








P von g 


^71 1 9 QA 














Seq. No. 


58504 




Seq. ID 


OJ000320_ 


_22. 


0419 


.C12 


Gene No. 


122207 




. Strand 


+ 








Start " 


1 




Hi 1 1U 


9 1 QO 








Name 


nTfinn?9n 99 n^i q n o 


.gs 


\A s*\ r*l /"^ y-^i 










OLdl L 


1 "31 ™~ 

1 Jlu 




Lsnu 


9 1 QO 








PT 
VjX 


none 




Score 


7 £ 








Exons 


1 JlO • . Z X _7U 
















jo jUI 




Seq. ID 


OJ000320_ 


_22. 


0419 


.C12 


Gene No. 


122208 




Strand 


+ 








Start 


2954 




End 


8170 








Name 


0,7000190 99 04iQ n9 n9 


. gs 


Method 


GENSCAN 








O Lai L 


9 ~~ 




End 


8170 








\3 X 


none 




Score 


.57 










9Q C »4 1464 1694 41ftQ 


A 707 


..4952, 5249..S427, 


5884. .6038, 




619S 7111 7111 7R76 


/ DDI 


. .8170 










o c q . in o . 


JO JU4 




Seq. ID 


OJ000320_ 


22. 


0419 


.C12 


Gene No. 


122208 




Strand 


+ 








Start 


2954 




End 


8170 










0.7000^90 99 04iQ ri9 ni 


.np 


Method . 


AAT/NAP 










1009 — 




End 


4249 










D^y / 1 / / 




Score 


992 








Exons 


?oo9 4 94 q 
















^ rt.*^ JO J J / IiypULIlcLiLdl 


protein [Arabido'psis thaliana] 




Seq. No. 


58504 




Seq. ID 


OJ000320_ 


22. 


0419 


. UxZ 


Gene No. 


122209 




Strand 


+ 








o t_ a. x u 


18809 




End 


19333 








Name 


OJ000320 22.0419.C12.o5 


.gs 


Method 


GENSCAN 








uLdlL 


18809 . 




End 


19333 








vj X 


none 




Score 


.65 










18809. .18836, 19092. .19333 












Seq. No. 


58504 




Seq. ID 


OJ000320_ 


22. 


0419 


.C12 


Gene No. 


122210 




Strand 










O l_ d X L. 


581 




End 


1590 








Name 


OJ000320 22.0419.C12.ol 


.gp 


Method 


AAT/GAP 








O Lai L 


581 




End 


1590 








ox 


none 




Score 


983 










581. .850, 1231. .1344, 1428.. 


1590 










Seq. No. 


58504 




Seq. ID 


OJ000320_ 


22. 


0419, 


.C12 


Gene No. 


122211 




Strand 










q+- o rt- 

O L a. X U 


1676 




End 


2129 








Name 


OJ000320 22.0419.C12.o2, 


■ gp 


Method 


. AAT/GAP - 








Of a y~+- 

O Ldx L 


1676 




End 


2129 








GI 


none 




Score 


885 








Exons 


1676. .2129 














Seq. No. 


58504 




Seq. .ID 


OJ000320_ 


22. 


0419. 


.C12 


Gene No. 


122212 




Strand 










Start 


2172 




End 


2633 








Name 


OJ000320 22.0419.C12.o3. 


■ gp 


Method 


AAT/GAP 









58835 




Start 


z 1 / z 










OCT? 




p T 


none 








Score 


QQ1 

0 0 1 




Exons 


Z 1 1 Z . . Zoo3 - 




* 










Seq. No. 


C O C A A 

58504 








- Seq. ID 


OJ000320_22.0419, 


.C12 


Gene No. 


122213 








Strand 






Start 


9718 








End 


20905 




Name 


OJU003zO_ZZ . 


U4 1 9 . 


pi 0 _ 1 

LIZ . Ol . 


tm 


Method 


TBLASTX : Maize 




Start 


O 1 A O 

3143 








End 


3799 




GI 


none 








Score 


354 




Exons 


3143 . .3598, 


0 1 /i 0 
314 0 . 


0 a n o. 


oi y b . 


.3573, 3602.. 3631, 3656.. 3706, 




j / u / . . 0 i y y 














Seq. No. 


58504 








Seq. ID 


OJ000320_22.0419, 


.LIZ 


Gene No. 


122213 








Strand 






Start 


y / lo 








End 


20905 




Name 


OJUUU3ZU ZZ . 


n a 1 q 


LIZ . OZ . 




Method 


TBLASTX: Wheat 




Start 


01/10 
314 3 








End 


3519 




GI 


none 








Score 


327 '■ 




Exons 


Jl4 j. . OOl / , 


O 1 / O . 


. jo 1 y , 


"5 1 Q 1 

j 1 y / . 


.3499, 3199. .3519 




Seq. No. 


58504 








Seq. ID 


OJ000320_22.0419, 


.Liz 


Gene No. 


122213 








Strand 






Start 


m 1 0 
y / lo 








End 


20905 




Name 


i OJ000320_22 . 


041 9 Y .>. 


■ Liz . Ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


0 r a n 

364 9 








End 


4063 * 




GI 


none 








Score 


207 




Exons 


3649. . 3816, 


O C C A 

3650 . 


0 0 0 £ 
. 38zo, 


O O O T 

3oz / . 


.4063, 3829. .4062 




Seq. No. 


58504 








Seq. ID 


OJ0003-20_22.0419, 


.LIZ 


Gene No. 


122213 








Strand 






Start 


y / 18 








End 


20905 




Name 


OJU003zU zz . 


A /I 1 A 

U4 1 9 . 


p 1 0 0 
Liz . Oz . 


tm 


Method 


TBLASTX: Maize 




Start 


3803 








End 


4075 




GI 


none 








Score 


189 




Exons 


*38U3 . .39/0, 


O Q O A 

o8zU . 


0 q a q 

. jy 69 , 


a n 1 n 
4 U1U . 


.4075, 4034. .4072 




Seq. No. 


C O C A /I 

58504 








Seq. ID 


OJ000320_22.0419, 


. Liz 


Gene No. 


122213 








Strand 






Start 


9718 








End 


20905 




Name 


OJUUUoZU zz . 


0419. 


C12.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5z /z 








End 


19233 




GI 


none 








Score 


194 




Exons 


5z /z . . 54Z4 , 


5273. 


.5422, 


19050 


.■.19232, 


19076. .19231, 






.1 y u / / . . 1 yzoz 


, 19108. .192-33 








Seq. No. 


58504 








Seq. ID 


OJ000320_22.0419, 


.C12 


Gene No. 


122213 








Strand 






Start 


9/18 








End 


. .20905 . 




Name 


/-\ t A A A O O A 00 

OJUOU3zO zz . 


0419. 


C12.o3. 


gs 


Method 


GENS CAN 




Start 


9718 








End 


10939 




GI 


none 








Score 


.79 




Exons 


9718. .9895, 


9961. 


.10400, 


10511. .10939 






Seq. No. 


58504 








Seq. ID 


OJ000320_22.0419. 


X12 


Gene No. 


122213 








Strand 






Start 


9718 








End 


20905 





58836 






OJ000320 22.0419.C12.o3.np 


Method 


AAT /MAP 






DUdJL L 


10151 


End 


1 fid 9 






Cl T 


477580 


Score 


O / 






Exons 


10151. .10243, 16303.. 16432 










ox L>trov_i. X£J . 


merozoite protein Bb-1 - Babesia bovis 


/ f -y 3 /■« in s-\ in ^ \ 

\1I aCjulcUL ) 








58504 


. Seq. ID 


OJ000320_22 


.0419. 


pi 0 

LIZ 


Gene No. 


122213 


Strand 








Start 


9718 


End 


20905- 






Name 


OJ000320 22.0419.C12.o4 . gs 


Method 


GENSCAN 






ou. ar l 


11344 


End 


16746 






P T 

OX 


none 


Score 


.68 








11/344 . .12243, 12785 .. 1288 9, 


12987. .13080, 13507. .13616, 






13945. .14 532, 14814 164 62, 


16701. .16746 






o c ^ ■ IN (J • 


58504 


Seq. ID 


OJ000320_22, 


.0419. 


PI 9 
LIZ 


Gene No. 


122213 


Strand 








Start 


9718 


End 


20905 






in dl tic 


OJ000320 22.0419.C12.o4.np 


Method 


AAT /NAP 








15937 


End 


20459 








6862925 


Score 


62 






EjXOIio 


15937. .16016, 19065. .19205, 


20437. .20459 








(AC018907) hypothetical protein [Ara.bidopsis thaliana] 




Seq. No. 


-58504 


Seq. ID 


OJ000320_22, 


.0419. 


C12 


Gene No. 


122213 


Strand 








O l_cLX 


9718 


End 


20905 






Name 


OJ000320 22.0419.C12.o6.gs 


Method 


GENSCAN 








20021 


. End 


20905 






(IT 
\j X 


none 


Score 


.84 






TT" v y\ 0 


20021. .20164, 20843.. 20905 










Con Mr» 
O c (J * LN U . 


58505 


Seq. ID 


OJ000320_22, 


.0419. 


pi 


Gene No. 


122214 


Strand 


+ 






Start 


4148 


End 


5174' 






Name 


OJ000320 22.0419.pi3.ol.np 


Method 


AAT /NAP 








'■■ 414 8 


End 


5174 






PT 
\j x 


6907086 


Score 


1056 






Exons 


4148. .4924, 4985. .5174 










Cl T r*\ s-\ 0 >~ t r^i 
oX L/cSCxXp. 


(AP001129) hypothetical protein fOryza 


sativa] 






C £i /r KT r\ 
O C Cj . LN U . 


58505 


Seq. ID 


OJ000320_22. 


0419. 




Pono Mr\ 
otrilfc; LNu>. 


122215 


Strand 








Start 


2182 


End 


2746 






Name . ■-. ' ■ 


OJ000320 22.0419.C13.o2.gp 


Method 


AAT /GAP 






0 Lai t 


2182 


End 


2746 






ci T 
0 X 


38782 1.R1084 


Score 


815 






IT 1 v y™\ c* 


2182. .2204, 2256. .2746 










Cl T O ci 0 >~ t t~\ 
OX UcoLI ip . 


1 6069643/dbj | AP000616 . 1 | AP000616 0 . Oe+00 . Oryza. sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


58505 


Seq. ID 


OJ000320_22 . 


0419. 


C13 


Gene No . 


122215 


Strand 








Start 


2182 


End 


2746 






Name 


OJ000320 22.0419.C13.ol.gp 


Method . 


AAT /GAP 






Start 


2240 


End 


2746 






GI 


38782 1.R1084 


Score 


812 







58837 



F. yn ns 

DAUl JO 


2240. .2746 








'6069643/dbj | AP000616 . 1 1 AP000616 O.^Oe+00 Oryza 




DNA, chromosome 6, clone : P0514G12 1 






58506 


Seq. ID 


OJ000320 


Gene No. 


122216 


Strand 




Start 


1 


End 




Mamp 
LNCHUC 


OJ000320 22.0419.C14 .ol.np 


Method 


AAT /MAP 


Start 


1 


End 


4 4 3 


(IT 


6983857 


Score 


24 4 




1..443 






OX C« O \_- -i- -L • 


(AP001168) hypothetical protein [Oryza 


sativa ] 


Seq. No. 


58506 


Seq. ID 


OJ000320 

\J\J \J \J \J ■~J \J 


Gene No. 


122216 


Strand 


-j- ' 


Start 


1 


End 




Name 


OJ000320 22.0419.C14.ol.gs 


Method 




Start 


102 


End 


4 9^ 

*± Z> J 


<St J. 


none 


Score 






102.. 493 








58506 


Seq. ID 


OJ000320 


Gene No. 


122217 


Strand 


+ 


Start 


2437 


End 


2797 


Name 


OJ000320 22.0419.C14.o3.np 


Method 


AAT AN A P 


o Lai L 


2437 


End 


2797 ' 




7510076 


Score 


81 


F von q 


2437.. 2797 








hypothetical protein Y50E8A.i 


- Caenorhabditis i 


Sea. No. 


58506 


Seq. ID 


OJ000320 


Gene No. 


122218 


Strand 




Start 


1 


End 


1608 


Name 


OJ000320 22.0419.C14.o2.np 


Method 


AAT /NAP 


Start 


1 


End 


1608 


GI 


6721547. 


Score 


75 


Exons 


1..86, 1511. .1608 







GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. ' (AB013448) 



Seq. No. 58506 

Gene No. 122219 

Start 3304 

Name OJ000320_22 . 04 19 . CI 4 . o2 . gs 

Start 3304 " 

GI .. none 

Exons 3304. .3723, 4480. .4578 



Seq. ID OJ000320_22. 0419.C14 
Strand 

End 4578 
Method GENSCAN 
End ' .4578 • 
Score ... 5 



Seq. No. 58507 

Gene No. 122220 

Start 162 - - 

Name OJ000320_22 . 04 19 . CI 5 . ol . gp 

Start 162 

GI 2310235 

Exons 162.. 199, 612.. 751 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ000320_22 . 04 19 . CIS 
Strand + 

1305 ■ - 

AAT /GAP 
751 
303 



End 

Method 

End 

Score 



58838 




Seq. No. 


58507 






Seq. ID 


OJ000320_22, 


.0419 


.C15 


Gene No. 


122220 






Strand 


+ 






OLaiL 


1 £9 
X oz 






Hi Id 


1 ^OR 
1 jU J 






Name 


htooo^o 99 


. U ft X .? 


. Li j . 01 . g s 


ixieunoa . 


P T M Q P Zi M 






C -f- 










1 970 
X Z / O 






p t 
oX 


none 






Score 


£4 
. Dfl 






Exons 


£19 1 97R 
DlZ . . XZ / 0 














oeq. NO. 


DoOU / 






oeq . i JJ 


Pi TOO 0 ^9 0 99 
UJUUU jZU zz . 


O A 1 Q 

. u <± 1 y 




Gene No. 


122220 






Strand 


+ ~~ 






Start 


162 






End 


1305 






Name 


Pitooo^o 9 9 

UJUUU JZU zz 


04 1 Q 
. U 4 X Z? 


PI S r\1 nT-i 


Method 


AAT/NAP 






otdrt 


Dl J 






End 


1305 






PT 








Score 


715 






Exons 


O X .3 . . 1 JU J 














OX UcoL-Iip . 


/an 141 71 ^ 

\ r\C X X ft X f X } 


TMP9 — 
1 IN tr Z 


1 1 r*\ v^i +~ a 1 i-* 

iijvc proLein 


[Sorghum bicolor] 






Seq. No. 


58507 






Seq. ID 


OJ000320_22, 


.0419 


.C15 


Gene t No . 


122220 






Strand 


+ 






C +- 

OLalt 


1 £9 
X DZ 






End 


1305 






Name 


DTnnm9n 99 

UJUUU jZU zz 


04 1 Q 
. U ft X y 


. U10 .OX. T,W 


Method 


TBLASTX: Wheat 






y oo 






End 


1304 






p t 


none 






Score 


97 






Exons 


jDj . . 1U / U, 


1 nR"? 
1U J J • 


1 "304 1 0^4 
. X j U ft , XUOfi. . 


1278, 1061... 1303 






Seq. No. ; 


58507 






Seq. ID 


■OJ000320222. 


.0419 


.C15 


Gene No. 


122220 






Strand 


+ 






Otdll 


1 £9 
X OZ 






End 


1305 






Name 


pi tooo "39 o 99 

UJUUU jZU zz 


04 1 Q 
. U4 Xy 


.L1j.OI.IS 


Method 


TBLASTX: Soybean 












End 


1304 






PT 


none 






Score 


238 






HjXons 


i or ^ 1 ^04 


1 0Q4 

X U -7f± 


1 ^OO 
. . IjUU 










Seq. No. 


58508 






Seq. ID 


OJ00'0330_22. 


,0419 


.C7 


Gene No. 


122221 






Strand 








OLail 


Off 


_ 




End 


632 






Name 


UJUUUjjU ZZ 


04 1 Q 


. U / . OX . Cf s 


■ Method 


GENS CAN 






otar u 


Off 






End 


632 








none 






Score 


.58 






Exons 


J / / . . DOZ 














Seq. No. 


58509 






Seq. ID 


OJ000330_22. 


0419. 


.C8. 


Gene No. 


122222 






Strand 


+ 






Q+- a r-+- 


10 7-1 






End 


31'61 • " ' 






Name 


PiTOOo'^n 9 9 
UJUUUjjU Zz. 


04 1 Q 


. uo . ox . gs . 


Method 


GENSCAN 






otart 


1 Q 7 1 
X O / X 






End 


3161 






P T 
laX 


none 






Score 


. 65 






Exons 


i 071 9141 
X 0 1 X * . Z X ft X , 


9 7 4 0 
Z / f± U 


9Q1Q 9QR4 


.3161 








Seq . No . 


joOIU 




■ 


Seq. ID 


OJ000330__22. 


0419 


. Clz 


Gene No. 


122223 






Strand 


+ 






Start 


182 






End 


309 






Name 


OJ000330 22 


.0419 


.C12. ol.gs 


Method 


GENSCAN 






Start 


182 






End 


309 






GI 


none 






Score 


.95 






Exons 


182. .309 















58839 



beq. no. 


CQC1 1 




beq. ijj 


UUUUUjjU 


OO C\ A 1 Q 


. tl t> 


Gene No. 


122224 




Strand 








Start 


291 




End 


2049 






Name 


OJ000330 22.0419.C16.ol 


.np 


"Method 


AAT/NAP 






Start 


81 




End 


1687 






GI 


3128224 * 




Score 


109 






Exons 


81. .110, 1365. .1687 












GI Descrip. 


(AC004077) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


58511 




Seq. ID 


OJ0Q0330 


22.0419 


. Clo 


Gene No. 


122224 




Strand 








Start 


291 




End 


2049 






Name 


OJ000330 22.0419.C16.ol 


.gs 


Method 


GENSCAN 






Start 


291 




End 


2049 






GI 


none 




Score 


. 77 






Exons 


291. .467, 1365. .1727, 1883.. 


2049 








Seq. No. 


58512 




Seq. ID 


OJ000330 


_22.0419 


.C21 


Gene No. 


1 o o o o c 
LZZZZd 




Strand 


+ 






Start 


170 




End 


1471 






Name 


OJ000330 22.0419.C21.ol 


. gs 


Method 


GENSCAN 






Start 


170 




End 


1471 






GI 


none 




Score 


.6 






Exons 


170. .50.0, 1305. .1471 












Seq. No. 


58513 




Seq. ID 


OJ.000330 


_22.0419 


,C26 


Gene" No. 


12222 6 




Strand 


+ 






Start 


1905 




End 


2277 






Name 


OJ000330 22.0419.C26.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1899 




End 


2277 






GI 


none 




Score 


94 






Exons 


1899. .1997, 1902. .1997, 


1904 


..2002, 2068. .2160, 


2068. .2160, 




2224 . .2277 












Seq. No. 


58513 




Seq. ID 


OJ000330_ 


_22.0419 


.C26 


Gene No. 


122226 




Strand 


+ 






b rart 


1905 




End 


2277 






Name 


OJ000330 22.0419.C26.ol 


.gs 


Method 


GENSCAN 






Start 


1905 




End 


2169 






GI 


none 




Score 


.54 






Exons 


1905. .1997, 2092. .2169 












Seq. No. 


58514 




Seq. ID 


OJ000330_ 


_22.0419 


..C30 


Gene No. 


122227 • ' 




Strand 








Start 


505 ^" ' 




. End 


843 






Name . 


OJ000330 22.0419.C30.ol 


.gs ■ 


Method 


GENSCAN 






Start 


505 




End 


843 






GI 


none 




Score 


.47 






Exons 


505. .843 












beq . jno . 


58515 




Seq. ID 


OJ000330_ 


_22.0419 


.C32 


Gene No . 


122228 




Strand 


+ 






Start 


. 618 




End 


1019 






Name 


OJ000330 22.0419.C32.ol 


.gs 


Method 


GENSCAN 






Start 


618 




End ■ 


- 1019 






GI 


none 




Score 


.79 






Exons 


618. .718, 758. .1019 













588"4 0 



Seq.- No. 


58516 


Seq. ID 


OJ000330_22 


.0419 


.C35 


Gene No. 


122229 


Strand 


+ 






Start 


489 


End 








Name „ 


OJ000330 '22.0419.C35.ol.np 


Method 








Start 


489 


End 








GI 


7523502 


Score 


lob 






Exons 


489. .585, 898. .1213 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sat l va ] 






Seq. No. 


58517 


Seq. ID 


OJ000330_22 


.0419 


.C40 


Gene No. 


122230 


Strand 


T 






btart 


167 


End 








Name 


OJ000330 22.0419.C40.ol.gs 


Method 








btan 


167 


End 


Z J fl 






bl 


none 


Score 


A 






Exons 


167. .234 










Seq. No. 


58517 


Seq. ID' 


OJ000330_22 


.0419 


.C40 


Gene No % 


122231 


Strand 








Start 


1 


End 


9 1 *5 






Name 


OJ000330 22.0419.C40.ol.np 


Method 








Start 


1 ' 


End 


9 1 *3 






GI 


7363272 


Score 


82 






Exons 


1..213 










GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 






Seq. No. 


58518 


Seq. ID 


OJ000330_22 


.0419 


.C42 


Gene No . 


122232 


Strand 


+ 






Start 


295 


End 


421 






Name 


OJ000330 22.0419.C42.ol.tm 


Method 


TBLASTX: Maize 




btart 


199 


End 


383 






bl 


none 


Score 


275 






Exons 


199. .363, 200. .367, 201. .383, 


201. .377 








oeq . cmo . 


58518 


Seq. ID 


'OJ000330_22 


.0419 


C A 0 
. Z 


bene no . 


122232 


Strand 


+ 






Start " 


295 


End 


421 






Name 


OJ000330 22.0419.C42.ol.np ' 


Method 


AAT/NAP 






bt art 


295 


End 


421 






bl 


7524724 


Score 


98 






Exons 


295. .421 










GI Descrip. 


ORF42f gi|7484523|pir| IT07557 


hypothetical protein 


42f. 






Japanese black pine chlbroplast gi | 1262718 | dbj | BAA04433 


T 1 




(D17510) ORF42f. [Pinus thunbergii.] 








Seq. No. 


58519 


Seq. ID 


OJ000330_22 


.0419 


.C43 


bene no . 


122233 


Strand 








Start 


847 


End 


1272 






Name 


OJ000330 22.0419.C43.ol.gs 


Method 


GENSCAN 






Start 


847 


End 


1272 






GI 


none 


Score 


.78 






Exons 


847. .868, 1202. .1272 










"Seq. No. 


58520 


Seq. ID 


OJ000330__22 


.0419 


.C44 


Gene No. 


122234 


Strand 


+ 






Start 


98 


End 


590 







58841 



# • 





LNdltlC ____ 


OJOOO^O 99 041 9 P44 nl as 




O C-i IN O V^-TiLN 








O L. a X L 


9R _ 


End 


S90 

J J w 








O X 






R 








Pvnn c 


Qft SQO 












Seq. No. 


58521 


Seq. ID 


OJ000330_22 


.0419 


.C45 




Gene No. 


122235 


Strand 


+ 








Qf arf 
O 1— CJ. -L L , 


211 


End 


303 








LMalllC 


n.7000^0 99 0419 P4S n1 rrc; 




O Hi Vi O V_/rt IN 








O LaL L 


X X 


PnH 

Hil 1U 


^o^ 








GI 


none 




. 46 










X X . • J VJ _> 












JC^ • IN U • 


~J O 


. OCLji X U 




0419 

• \J H X .7 , 


P4 




Gene No. 


122236 


Strand 


+ ■ ~~ 








Start 


310 


End 


465 








Name 


OJ000330 22.0419.C46.ol.np 


Method 


AAT /NAP 








o u d x. L- 


310 


End 


4 








o X 


7363271 


Score 


X T 








uAUl i O 


310. .465 












ox ucoli < 


(AP001552) hypothetical protein [Oryza 


oaf T TT3 1 

oaLi vaj 








• Seq. No. 


58522 


Seq. ID 


OJ000330_22 


.0419, 


.C46 


i ;Jj 


Gene No. 


122237 


Strand 


+ 






L : : 


a rt- 

O Lai L 


373 


End 


S09 






a; = 
j : H 


Mama 


OJ000330 -22.0419.C46.ol.gs 


^ Method 


O Lj LN O V_,rtXN 






; 


o L. d x u 


373 


End 


S09 






.-■^ 


ox 


none 


Score 


• j & 






I 1 i 


J_i A ^ 1 1 O 


373. .509 










- v~ 


Seq. No. 


58523 


• Seq. ID 


OJ000330_22 


.0419. 


.C50 


5 


Gene No. 


122238 


Strand 










583 


End 


X u 0 X 








Name 


OJ000330 22.0419.C50.ol.gs 


Method 


, O1I1I.N O^-rtXN 








OLal L 


583 


End 


1 fift 1 








O X 


none 


Score 








W 


uAUl io 


583. .628, 1024.. 1061, 1140. 


,.1334, 14 61 


1 6R 1 
. . X U O X 








Seq. No. 


58524 


Seq. ID 


OJ000330_22 


.0419. 


;C51 


r -~i 


Gene No. 


122239 


Strand 










Cf art 
J Lai U 


1424 


End 


1 R S9 

X O J .7 










OJ000330 22.0419.C51.ol.gs. 


Method 


O Cj LN O V_,riLN , 








o Lax L 


1424 


End 


1 ft S Q 








OX 


none . 


Score 


ftV 








I? v^r> c 


1424'; .1591,. 1678-.; 1859 . 












OctJ. IN vj . 


58525 


Seq. ID 


o.tooo^o 9? 


ri4 1 q 








122240 


Strand 


+ ~~ 








Start 


1 


End 


84.9 








Name 


OJ000330 22.0419.C53.ol.np 


Method 


AAT /NAP 








Start 


1 


End 


849 








GI 


5739323 


Score 


127 








Exons 


1..35, 72. .262, 828. .849 












GI Descrip. 


(AF166121) Cf2/Cf5 disease 


resistance protein homolog [Hordeum 






vulgare] 












Seq. No. 


58526 


Seq. ID 


OJ000330_22 


.0419. 


C54 



58842 



Gene No. 122241 Strand 

Start 194 End 

Name OJ000330_22 .0419. C54 . ol . gs Method 

Start 194' End 

GI none Score 

Exons 194.. 342, 402.. 452, 1942.. 2535 



+ 

2668 
GEN SCAN 
2535 . 
.65 



Seq. No. .58526 Seq. ID 

Gene No. 122241 Strand 

Start 194 End 

Name OJ000330_22 . 04 19 . C54 . ol . gp Method 

•Start 1332 End 

GI 73837_1.R1084 Score 

Exons 1332. .1444,' 1518. .1849 

GI Descrip. 1 5852170/emb | AL117265 . 1 1 OST17804 1.0e-149 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



OJ000330_22.0419.C54 
+ 

2668 
AAT/GAP 
1849 
820 



Seq. No. , 58526 
Gene No. 122241 
Start 194 

Name OJ000330_22 . 04 19 . C54 . ol . tm 

Start ' 1679 
GI none 
Exons 1679. 

2154. 

2461. 



.1708, 1803.. 1856, 
,2204, 2164 . .2202, 
,2598 



1807 
2218 



Seq. ID OJ000330_22.0419.C54 

Strand + 

End 2668 

Method TBLASTX : Maize 

End 2598 

Score 56 
.1851, 1954. .1995, 1968. .2003, 
.2370, 2235.. 2330, 2460.. "2588, 



Seq. No. 58526 

Gene No. 122241 

Start 194 

Name OJ000330_22 . 04 19 . C54 . ol . ts 

Start 2236 

GI none 

Exons 2236.. 2322, 2463.-2588, 2467. 



Seq. ID OJ000330_22.0419.C54 



Strand 
End 

Method 
End 
Score 
.2598 



+ 

2668 

TBLASTX: Soybean 

2598 

59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 

Seq. .No.. 
Gene No. 
■Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



58526 Seq. ID 

122241 Strand 

194 End 

OJ000330_22.0419.C54 .ol.np Method 

2247 End 

6587871 Score 
2247.. 2367, 2.458.. 2668 

(AC012680) unknown, protein . [Arabidopsis thal.iana] 



OJ000330_22.0419.C54 
+ 

2668 

AAT/NAP ' • 
2668 
140 



58527 < . 

122242 

1 

OJ000330_22.0419.C55.ol'. np 
1 

6587871 



Seq. ID. OJ000330 .-22..0419..C55 



Strand 
End 

Method 
End 
Score ■ 



+ 

2384 
AAT/NAP 
2180 
592 



1..44, 161. .323, 461. .607, 1661. .2180 

(AC012680) unknown protein [Arabidopsis thaliana] 



58527. - Seq. ID 

122242 Strand 

1 End 

OJ000330_22.0419.C55.ol.gs Method 



OJ000330_22.0419.C55 
+ 

2384 
GENSCAN 



58843 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



77 End 941 

none Score . 98 

77. .323, 461. .607, 916. .941 



58527 
122242 
1 

OJ000330_22.0419.C55.ol.gp 
4 60 

33901_1.R1084 
460. .607, 1661. .2384 

1 42 62154 /gb | AAD14 454 | 2.0e-47 (AC005275) putative protein 
phosphatase regulatory subunit [Arabidopsis thaliana] 1 



Seq. ID OJ000330_22.0419.C55 
Strand + 

2384 
AAT/GAP 
2384' 
1651 



End 

Method 

End 

Score 



58527 

122242 

1 

OJ000330_22.0419.C55.o2.gs 

1627 

none 

1627. .2151 



Seq. ID OJ000330_22.0419;C55 

Strand + 

End 2384 

Method GENSCAN 

End 2151 

Score .98 



Seq. No. 58527 

Gene No. 122243 

Start 3002 

Name OJ000330_22 . 0419 . C55 . ol . tm 

Start 92 

GI none 
Exons 



Seq. ID OJ000330_22..0419.C55 
Strand 

3325 

TBLASTX : Maize 
1959 
43 



End 

Method 
End 
- Score 

92. .130, 164V. 322, 166. .321, 208. ,324, 221. .328, 456. .596, 
456.-. 527, 460. .609, 460. .609, 4 93 . . 594 , ■ 502 . . 594 , 1647. .1946 
1660. . 1959, 1681. . 1782 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



58527 

122243 

3002 

OJ000330_22.0419.C55.ol.tc 

4 93 * 

none 



Seq. ID OJ000330_22.0419.C55 
Strand 

End 3325 

Method' TBLASTX : Cress 

End 1956 

Score 87 



493..S94, 1660. .1899, 1665. .1895, 1888. .1956 



58527 
122243 
3002 ' ' 

OJ000330_22.0419.C55.ol.ts 

502 

none 



Seq. ID OJ000330_22.0419.C55 
Strand 

End 3325 

Method' TBLASTX: Soybean 

End. .1944 . . ., . . 

Score 147 



502. .609, 502. .594, 1659. .1943, 1660. .1944, 1690. .1782 



58527 

122243 

3002 

OJ000330_22.0419.C55.o3.gs 

3002 

none 

3002.. 3102, 3162.. 3325 



Seq. ID OJ000330_22.0419.C55. 
Strand 

End 3325 

Method GENSCAN 

End 3325 

Score .5 



Seq. No. 



58528 



Seq. ID OJ000330_22.0419.C56 



58844 



Gene No. 122244 Strand + 

Start 4 9 _ End 189 

Name OJ000330_22.0419.C56.ol.gs Method GENSCAN 

Start 49 End 189 

GI none Score .98 

Exons 49.. 189 



Seq. No. 58528 

Gene No. 122245 

Start 2348 

Name OJ000330_22 . 04 1 9 . C56 . o2 . gs 

Start ' 2348 

GI none 

Exons 2348.. 2607 



Seq. ID OJ000330_22.0419.C56 

Strand + 

End 2607 

Method GENSCAN 

■End 2607 

Score .82 



Seq. No. 
Gene No. 
Start 
■Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58529 

122246 

736 

OJ000330_22.0419.C57.ol.gs 

736 
none 

736. .821 



Seq. ID OJ000330_22.0419.C57 

Strand 

End 821 

Method GENSCAN 

End 821 

Score .49 



58530 
122247 
1 

OJ000310_23.0419.C2.ol.np 

1 . 

6691469 
1. .169 

(AB030709) AHMP2 [Triticum aestivum] 



Seq. ID OJ0003'10_23.0419.C2' 
Strand + 

169 

AAT/NAP 
169 
55 



End 

Method 
End 
Score 



Seq. ID OJ000310_23.0419.C4 

Strand + 

End 717 

Method, AAT/NAP _ . 



58531 
. 122248 
1 

OJ000310_23.0419.C4 .ol.np 

1 

7489454 
1. .717 

bacterial blight-resistance protein Xal - rice 

gi | 2943742 | dbj IBAA25068.il (AB002266) XA1 [Oryza sativa] 



End 
Score 



717 
333 



Seq. No. 


58531 








Seq. ID 


OJ000310_23.0419. 


■ C4 


Gene No. 


• 122248 








Strand 


+ 




Start 


i ; 








. End " . 


: 717. . 




Name 


OJ000310 23. 


.0419. 


C4 .ol, 


. ts 


Method 


TBLASTX: Soybean 




Start 


5 








End 


529 




GI 


none 








Score 


66 




Exons 


5. .127, 137, 


. .529, 


217. , 


.339, 


451. .528 ■ 






Seq. No. 


58531 








Seq. ID 


OJ000310_23.0419. 


.C4 


Gene No. 


122248 








Strand 


+ 




Start* 


1 








End 


7.17 




Name 


OJ000310 23. 


.0419. 


C4 .ol. 


.gs 


Method 


GENSCAN 




Start 


59' 








End 


710 




GI 


none 








Score 


.88 




Exons 


59. .710 















58845 






Seq. No. 


58531 






Seq. ID 


OJ000310_23 


.0419. 


,C4 




ocllc LNvJ . 








OCXcillU 


+ 








o Lai T. 


"I 
X 






EjiICJ. 


717 








Ns.ni© 


OTfinmi 0 9*3 04 1 Q P 4 




■f-m 
. LIU 




TBLASTX: Maize 








^ ^ ~~ 






TTnH 


700 








yj x 


none 






Score 


1 7 

X / D 








F vr\n o 
JjAUHo 


7fin 
















Seq. No. 


58532 






Seq. ID 


n.iooo^i o 9^ 

vUUUUJIU Z. J 


04 1 Q 

■ \J H X y 1 


.C5 






1 9994 Q 

X c. c. *i _7 






Q-h rA nH 










O L dX L 


^ft 
jOO 








91 fi7 








LN cuue 


o.tooo^i o 9^ 041Q r.^ 


ol 


. gs 


fie UI1UU 


GEN SCAN 










JOD 








2167 










none 






Score 


• j j 








r von o 


^ftfi ^9S 6Q0 ft7ft 


2149. . 


91 67 










Seq. No. 


58533 






Seq. ID 


n.Tnnn^i n 9 ^ 

VjUUUUjXU ^j 


n 4 1 q 

■ U 4 X J < 


.C6 




ociie InvJ . 


1 999 * 






C f- y- -a nH 
O LI dllU 










O Ldi L 


0 X J 






Hiiia 


ft 99 








Name 


ninnn^i n 9^ 04iQ r& 


ol 


.gs 


ixie tnoa 


GENSCAN 








C-f- a r f 
OLdlL 


fii ^ — 

0 x j 






Htna 


822 








fir 

O X 


none 






Score 


79 








Exons 


ci -a ft99 
Oxj. . OtZ 














W 


Seq. No. 


58534 






Seq. ID 


UuUUUjIU - Zj 


OA 1 Q 


.C7 


xy 


Carin NT r\ 


1 999R1 

jl 






o Lidnu. 












1 £ft 








ft 

0 j j 






f.j 
i~fi 


Nairie 


HTnnn^i n 9V 041Q n 


ol 


.gs 


Vl /^S 

L v ie inoa 


GENSCAN 










1 CO — 
x 0 O 






JjilCl 


839 










none 






Score 


■ U J 






: 


Exons 


1 fift 91 ^ ft99 ft^Q 
















Seq. No. • 


58535 






Seq. ID 


n.Tnnn^i n 9^ 

UUUUUJ1U Z.J 


04 1 Q 


,C8 


L *-H 


bene lno . 


122252 






jLI dllU 


-j. 










777 






Haiti 


1 99Q 








Name 


OJ00.0310 23. 0419. C8. 


ol 


.gs 


L v JeL,IlUCa 


. GENSCAN 










777 






HilltJ. 


1229 








VaX 


none 








• J *i 








Exons 


777. .868, 1060. .1229 














Seq. No. 


58536 






Seq. ID 


UJUUUjIU Zj. 


0 4 1 Q 

. U 4 X 7/ • 


X9 




oene inu . 


122253 






C -j- r anH 


-j- 










24 ■ 






Hilia. 


4 9 9 








..Name 


OJQ00310 23. 0419. C9. 


ol 


.gs 


LYieunoa 


\J Hi IN l_3 v^rin 








Of -j v.4- 


24 






ttnci 


422 








bl 


none 






o x e 


.96 








Exons 


24. .422 
















Seq. No; 


58536 






Seq. ID 


" OJ000310_23< 


.0419. 


C9 




Gene No. 


122254 






Strand 










Start 


1245 






End 


2725 








Name 


OJ000310 23.0419.-C9. 


o2, 


.gs 


Method 


GENSCAN 








Start 


1245 






End 


2725*-.. 








GI 


none 






Score 


.5 








Exons 


1245. .1325, 2663.-2725 













58846 



Seq. No. 58537 Seq. ID 

Gene No. 122255 _ Strand 

Start 238 End 

Name OJ000310_23 .0419. CIO . ol . gs Method 

Start 238 End 

GI none Score 

Exons 238.. 641 



OJ000310_23. 0419. CIO 
+ 

641 

GEN SCAN 

641 

.76 



Seq. No. 58538 Seq. ID 

Gene No. 122256 Strand 

Start 1 - End 
Name ; ; OJ000310_23 . 04 19 . Cll . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1. .255 



OJ000310_23.0419.C11 
4 62 

AAT/GAP 

255 

477 



Seq. No. 


58538 




Seq. ID 


OJ000310_ 


_23, 


.0419, 


.Cll 


Gene No. 


122256 




Strand 










Start 


1 




End 


462 








Name 


OJ000310'23.0419< 


.Cll.ol.gs 


Method 


GENSCAN 








Start 


42 




End 


4 62 








GI 


none 




Score 


.84 








Exons 


.42.. 462 














Seq. No. 


58539 




<Seq. id : 


OJ000310_ 


_23, 


,0419, 


,C12 


Gene No. 


122257 




Strand 










Start 


■ 927 




End 


2520 








Name 


OJ000310 23.0419, 


,C12.ol.gs 


Method 


GENSCAN 








Start 


927 




End 


2520 








GI 


none 




Score 


.81 








Exons 


927. .1043, 1078.. 


.1293, 1563. 


.1662, 2453 


l. .2520 









Seq. No. 58540 

Gene No. 122258 

Start 209 End 

Name OJ000310_23 . 04 19 . C13 . ol . gs Method GENSCAN 

Start 209 ; . End 1275 

GI none Score 

Exons 209.. 280, 502.. 594, 1147.. 1275 



Seq. ID OJ000310_23.0419.C13 
Strand + 

1275 



.86 



Seq. No. 58540 
Gene No. 122259 

Start 197 End 

Name - OJ000310_23 . 04 19 . C13 . ol . np Method AAT/NAP ■' • 

Start . 197 End 530 . . . 

GI 282994 Score 113 

Exons 197.. 530 

GI Descrip. Sipl protein - barley gi 1167100 (M7.7475) seed imbibition protein 
[Hordeum vulgare] 



Seq. ID OJ000310_23.0419.C13 
Strand 

530 



Seq. No. 58541 Seq. ID OJ000310_23 . 04 19 . C14 

Gene No. 122260 Strand 

Start 202 End 781 

Name OJ000310_23 . 04 19 . C14 . ol . gs . Method GENSCAN 

Start '202 End 781 

GI none Score .51 

Exons 202.. 333, 394., 511, 753.. 781 



58847 



Seq. No. 


58542 




Seq. ID 


OJ000310 


Gene No. 


122261 




Strand 


+ 


Start 


1 




End- 


4350 


Name 




0419 CI 5 ol 


• lip UCL11UU 


AAT /MAP 


Start 


1 — 

X 






1638 


GI 


6721512 




Score 


4 4 


J— I A 1 o 




1475 1503 


1 638 

• . 1UJO 






( APDD1 072 1 


hvnni"hpi"i c^l 




o d t — L v a J 


Seq. No. 


58542 




Seq. ID 


OJ000310 


Gene No. 


122261 




Strand 


+ 


Start 


1 




End 


4350 


Name 


OJ000310 23 


.0419.C15.ol 


. gs Method 


GENSCAN 


Start 


1350' 




End 


4350 


GI 


none 




Score 


. 68 


Exons 


1350. .1419, 


1931. .2083, 


2774. .2898, 2939. .3154, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3364. .3398, 3536. .4044, 4150. .4184, 4205. .4350 



58542 Seq. ID 

122261 Strand 
1 End 
OJ000310_23 . 04 19 V C15 . o3 . np Method 
1984 End 
6721558 Score 
1984. .2083, 2774. .2898, 3797. .4009 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ000310_23.0419.C15 
+ 

4350 
AAT /NAP 
4009 
244 



58542 

122261 

1 

OJ000310_23.0419.C15.o4 .np 
2648 
6721561 
2648. .2707, 
(AP001073 



2966. .3154, 
EST AU082058 



3224. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3282, 



OJ000310_ 
+ 

4350 
AAT /NAP 
4105 
- 849 
3364. .4105 



23.0419.C15 



C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj |BAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 

Seq. No. 
Gene No. . 
Start 
Name 
Start 



58542 Seq. ID 

122262 Strand 
92 End 2856 

OJ000310_23 . 0419 . C15 . o2 . np Method AAT /NAP 
92 End 2856 

7523517. . Score .88 

92.. 112, 1358;.1412, 1554. .1682, 2827.. 2856 ■ 
(AP001633) hypothetical protein [Oryza sativa] 



OJ000310 23.0419.C15 



58543 Seq. ID 

122263 Strand 

14 9 End 

OJ000310_23. 0419.C16.ol.gs Method 

149 End 



OJ000310_23.0419.C16 
+ 

493 

GENSCAN 
493 



58848 



GI 

Exons 

Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

149. .322, 



Score 



.65 



356. .493 



58543 Seq. ID 

122264 Strand 

4948 End 
OJ000310_23 . 04 19 . CI 6 . o3 . gp Method 

4948 End 

61605_3.-R1084 Score 
4948. .4974, 5235- .5534 

' 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] f 



OJ000310_23.0419.C16 
+ 

5534 
AAT/GAP 
5534 
441 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58543 Seq. ID 

122265 Strand 

1106 End 
OJ000310_23.0419.C16.o2.gs Method 

1106 End 

none . Score 

1106.. 1477, 1539. .2751, 2983'!. 3017 



OJ000310_23.0419.C16 

10576 
GENSCAN 
3017 
.87 



Seq. No. 


58543 




Seq. ID 


OJ000310_ 


_23.0419.C16 


Gene No. 


122265 




Strand 






Start 


1106 




End 


10576 




Name 


OJ000310 23 


.0419.C16.ol.np 


Method 


AAT/NAP 




Start 


1109 




End 


6861 




GI 


5902445 




Score 


2813 




Exons 


1109. .2342, 


2382. .2802, 5490. 


.6861 






GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


58543 




Seq. ID 


OJ000310_ 


_23.0419.C16 


Gene No. 


122265 




Strand 






Start 


1106 




End 


10576 




Name 


OJ000310 23 


;0419.C16.o3.gs 


Method 


GENSCAN 




Start 


3682 




End 


8980 




GI 


none 




Score 


.43 




Exons 


3682. .4007, 


4022. .4114, 4856. 


.5082, .5499. .5721, 


5888. .6059, 



6112. .6687, 6706. .6844, 6944. .7519, 7579.-8534, 8585. .8980 



Seq. No. 58543 Seq. ID OJ000310_23 . 04 1 9 . C16 ^ 

Gene No. 122265 Strand 

Start 1106 End 10576 

Name OJ000310_23 . 04 19 . C16 . o2 . gp Method AAT/GAP 

Start 5227 End 5494 

GI . 616.05_3.R1084 . ... Score. .4.41, ... 

Exons 5227.. 5494 

GI Descrip. * 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. ■ 58543 Seq. ID 

Gene No. 122265 Strand 

Start 1106 End 

Name 0 J000310_2 3 . 04 1 9 . CI 6 . o2 . np Method 

Start .■ 6928 End 

GI 5902444 Score 

Exons 6928.. 8572, 8759.. 8985 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ000310_23.0419.C16 

10576 
AAT/NAP 
8985 
997 



58849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58543 

122265 

1106 

OJ000310_23.0419.C16.o3.np 

8447 

7523517 



Seq. ID OJ000310_23.0419.C16 
Strand 

End 10576 

Method AAT/NAP 

'End 10576 

Score 300 



84 47. .8471, 10071. .10116, 10266. .10576 
(AP001633) hypothetical protein [Oryza sativa]- 



58543 
122265 ' 
1106 

OJ000310_23.0419.C16.o4 . gs 

9137 

none 

9137. .9943 



Seq. ID OJ000310_23.0419.C16 
Strand 

End 10576 •■ 

Method GENSCAN 

End 9943 

Score .94 



Seq. No. 58543 

Gene No. 122266 

Start 11331 

Name OJ000310_23 . 04 19 . CI 6 . o4 . tw. 

Start 11-18 

GI none 
Exons 



Seq. ID OJ000310_23.0419.C16 

Strand ■ - 

End 11805 

Method TBLASTX : Wheat 

End 1715 

Score 63 



1118. .1249, 1119. .1241-, 1274. .1447, 1467. .1715 



Seq. No. 58543 

Gene No. 122266 

Start 11331 

Name OJ000310_23 . 04 19 . CI 6 . o3 . tw 

Start 1839 

GI none 

Exons 1839.. 2222, 1840.. 2214 



Seq. ID OJ000310_23.0419.C16 
Strand 

End 11805 

Method TBLASTX : Wheat 

End 2222 

Score 204 



Seq. No. 58543 
Gene No. - 122266 

Start- . .11331 ■ 

Name OJ000310_23. 04 19. CI 6. o2 . tm 

Start 1917 

GI none 

Exons 1917.. 2222, 1918.. 2205 



Seq. ID OJ000310_23.0419.C16 

Strand . : 

End 11805 ' - 

Method TBLASTX : Maize 

End 2222 

Score 149 



Seq. No. 58543 

Gene No. 122266 

Start 11331 . 

Name OJ000310_23. 04 19. CI 6. 08 . tw 

Start 2364 

GI none 

Exons. 2364. .2684, 2554. .2679 



Seq. ID OJ000310_23.0419.C16. 
Strand 

End . ■ -11805 
Method TBLASTX : Wheat 
End 2 684 

Score 59 



Seq. No. 58543 

Gene No. 122266 

Start 11331 

Name OJ000310_23 . 0419 . C16 . o7 . tw 

Start 2724 

GI none 
Exons 



Seq. ID OJ000310_23.0419.C16 
Strand 

End 11805 
Method TBLASTX: Wheat- 
End 5818 
Score 109 



2724. .2807, 5480. .5584, 5592. .5762, 5594. .581$ 



58850 



Seq. No. 58543 

Gene No. 122266 

Start 11331 

Name OJ000310_23 . 04 19 . CI 6 . ol . ts 

Start 5907 

GI none 

Exons 5907.. 6134, 6145.. 6291, 6146. 



Seq. ID OJ000310_23.0419.C16 

Strand - . 

End 11805 

Method TBLASTX : Soybean 

End 6291 

Score 68 
.6232 



Seq. No. 58543 

Gene No. 122266 

Start 11331 

Name OJ000310_23 . 04 19 . 

Start 5962 

GI none 

Exons 5962.. 6156, 5964. 



Seq. ID OJ000310_23.0419.C16 
Strand 

End 11805 

Method TBLASTX: Wheat 

End 6345 * 

Score 114 ' 
.6140, 6145. .6345, 6146. .6235, 6148. .6342 



C16.o2.tw 



Seq. No. 58543 

Gene No. 122266 

Start 11331 

Name OJ000310_23 . 04 19 . 

Start 6060 

GI none 

Exons 6060. 



C16.o3. tm 



,6140, 6145. .6402, 6146. 



Seq. ID OJ000310_23.0419.C16 
Strand 

,End 11805 

Method TBLASTX: Maize 

End 6402 

Score 64 
.6235 



Seq. No. 58543 

Gene No. 122266 

Start 11331 

Name OJ000310_23 . 0419 . CI 6 . ol . tm 

Start 6430 

GI none 

Exons 6430.. 6786, 6458.. 6706 



Seq. ID OJ000310_23.0419.C16 
Strand 

End 11805 

Method TBLASTX : Maize 

End 6786 

Score 188 



Seq. No. 58543 

Gene No. 122266 

Start 11331 

Name OJ000310_23 . 0419 . CI 6 . ol . tw 

Start 6461' 

GI none 

Exons 6461.. 6907, 6461.. 6808, 6472. 



Seq. ID OJ000310_23.0419.C16 

Strand - . . 

End 11805 

Method TBLASTX: Wheat 

End 6915 . 

Score 345' 
.6915 



Seq. No. 58543 

Gene No. 122266 

Start 11331 

Name . . OJ000310_23 . 04 19 . CI 6 . o2 . ts 

Start 6511 

GI none 

Exons 6511.. 6645, 6652.. 6876 



Seq. ID OJ000310_23.0419.C16 
Strand 

End • 11805 

Method TBLASTX: Soybean " 

End 687 6 

Score 100 



Seq. No. 58543 

Gene No. 122266 

Start 11331 

Name OJ000310_23 . 0419. 

Start 7108 

GI none 

Exons 7108.. 7263, 7118. 

7379. .7498 



Seq. ID OJ000310__23.0419.C16 
Strand 

End 11805 
Method • TBLASTX: Wheat 
End 74 98 

Score 40 
.7183, 7182. .7268, 7264. .7341, 7378. .7497, 



C16.o5. tw 



58851 



Seq. No. 58543 Seq.- ID OJ000310_23 . 04 19 . C16 



Gene No . 


lzzz bo 


Strand 






o tart 


lljjl ' * 


End 


11805 


■ 


Name 


UJUUUjIU z J . U4 i y . OX D . Ob . tw 


Method 


TBLASTX: 1 


Wheat 


OLaiC 


qi nn 

o i y u 


End 


8582 






none 


Score 


70 




Exons 


8190. .8450, 8245. .8424, 8424 


..8531, 8476. .8526, 


8538. .8582 


oeq . ino . 


DO 0 4 j 


Seq. ID 


OJ000310 


z j . U4 1 y . CI b 


Gene No . 


T O O O £T 

lzzz bb 


Strand 






b tart 


1 1 j Jl 


End ' ' 


11805 




Name 




Method 


GENSCAN 




C •(- v- -f- 

bt art 


11 jj! 


' End 


11805 ■ 




bl 


none 


Score 


.81 




Exons 


lljjl . . llo jj, ll/ob..llo(Jj 








Seq. No. 


58544 


Seq. ID 


OJ000310 


_23.0419.C17 


Gene No. 


122267 


Strand 


+ 




ot art 


J / O 0 


End 


5360 




Name 


OJ UUU J 1 U zj.U41y.Cl/. oz . np 


Method 


AAT/NAP 




pi. _ ~~4- 

btart 


*D H O C 
J / O 0 


End 


5360 




GI 


o /z yu ju 


Score 


150 




Exons 










GI Descrip. 


(Acuuyi//) putative ring-Hz 


zinc finger protein 


ATL6 




[Arabidopsis thaliana] 








Seq. No. 


58544 


Seq. ID 


OJ000310 


_23.0419.C17 


Gene No . 


Izz z bo 


Strand 






Start 


T T T 

III 


End 


4361 




Name 


ujuuujiu z j . U4 i y . ci / . oi . gs 


Method 


GENSCAN 




Start 


III 


End 


4361 




Lrl 


none 


Score 


. 64 




Exons 


///..yj/, iyb4..zl/o, j114 ... 


3271, 3561 


..3707, 3778.. 3879, 




4 j U j . . 4 jbl 








Seq. No. 


58544 


• Seq. I'D ' 


OJ000310_ 


_23.il419.C17 


Gene No. 


122268 


Strand 






Start 


777 


'; End 


4361 




Name 


OJ000310 23.0419.C17.ol.np 


Method 


AAT/NAP 




Start 


1432 


End 


3858 




bl 


6691469 


Score 


131 




Exons 


1432.. 1'487, 3555.. 3707, 3778 


. .3858 






GI Descrip. 


(AB030709) AHMP2 ■ [Triticum- aestivum] 






Seq. No. 


58544 


Seq. ID 


OJ000310_ 


_23.0419.C17 


Gene No. 


122269 


Strand 






Start 


4904 


End 


6789 




Name 


OJ000310 23.0419.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


3558 


End 


6708 




GI 


none 


Score 


63 




Exons 


3558. .3644, 3571. .3705, 3576 


..3707, 3781. .3864, 


3782. .3889, 




4153.. 4269, 4154.. 4270, 4155 


. .4277, 6177. .6254, 


6178. .6255, 




\ 6179. .6256, 6179.. 6265, 6625 


..6708 






Seq. No. 


58544 


Seq. ID 


OJ000310_ 


_23.0419.C17 


Gene No. 


122269 


Strand 







58852 



Start 

Name 

Start 

GI" 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 



4 904 End 
OJ000310_23 . 04 19 . C17 . o2 . gs Method 
4904. End 
none Score - 

4904. .5530, 6377..6502, 6610.. 6789 



58545 Seq. ID 

122270 Strand 

1663- End 2291 

OJ000310_23 .0419. C18 . ol . np Method AAT/NAP 

1663 End 2291 

6539585 *\ Score 114 

1663. .1733,. 2117. .2291 

(AP000837) hypothetical protein [Oryza sativa] 



6789 
GENSCAN 
6789 
-.59 



OJ000310 23'.0419.C18 



58546 

122271 

482 

OJ000310_23.0419.C19.ol.gs 

482 
none 

482. .636, 748. .782 

58546 

122272 

1439' 

OJ000310_23.0419.C19.ol.gp 

1439 

2311709 

1439. .1713 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_23.0419.C19 
+ 

782 

GENSCAN 

782 

.69 



OJ000310_23.0419.C19 
+ 

1713 
AAT/GAP 
17.13 
494 



Seq. No. 58546 Seq. ID 

Gene No. 122273 Strand 

Start 1475 End 

Name OJ000310_23 . 04 19 . CI 9 . o2 . gs Method 

Start 1475 End 

GI none Score 

Exons ' 1475. :-1644 



OJ000310_23.0419.C19 

1644 
GENSCAN 
1644 
.9 



Seq. No. 58547 Seq. ID 

Gene No. 122274 Strand 

S.tart 4 27 . End . 

Name OJ000310_23 . 04 1 9 . C20 . ol . gp Method 

Start 427 End 

GI . . .57713_5.R1084 . Score 

Exons 427.. 677 

GI Descrip. ' 6015116/sp | 082653 | ERG_ARATH 3.0e-34 GTP-BINDING PROTEIN ERG 
>gi_367 6071_emb_CAA7 697 9_ (Y17969) ERG protein [Arabidopsis 
thaliana] 1 .. 



OJ000310_23.0419.C20 
+ 

677. 

AAT/GAP 
677 
.435 



Seq. No. 58547 Seq. ID 

Gene No. 122275 Strand 

Start 4 06 End 

Name OJ000310_23 .0419. C20 . ol . gs Method 

Start 406 End 

GI none Score 

Exons 406. .539 



OJ000310_23.0419.C20 
539 

GENSCAN . 

539 

.84 



58853 




Seq. No.' 


58548 


Seq. ID 


OJ000310_23.0419.C22 


Gene No . 


lZZZ 1 b 


Strand 




CH 1 -*■*+- 

otart 


1U4 


T-> _1 

End 


. D / y 


Name 


ujuuuoiu z j . u h i y . z . oi . gs 


Method 


Pr\7CP7\ M 

bLNbLAN 


otart 


1U4 


End 


C ^ o 

o / y 


C T 


none 


Score 


Q Q 
. OO 


Exons 


JLU4..ZoJ, jyi . . OlD, DUZ..D/y 






Seq. No. 


58548 


. Seq. ID 


' OJ000310_23. 0419.C22 


Gene No . 


LZZZ 1 D 


Strand 




otart 


1U4 


End 


C "7 Pi 

o / y 


Name 


vjjuuuoiu z J . 04 1 y . Lz2 . oi . tm 


Method 


TBLASTX : Maize 


Of 

otart 


1 Q A 

i y 4 


End 


C 1 Pl 

d / y 


C T 


none 


Score 


1U J 


Exons 


1 Q A OQO Om OIQ 001 oon 
134 . .£00/ ZV / . . Z / o , ZZ L . . Zo\J , 


OO O . . D Jl 


cq/; COQ CPt"7 CTQ 


Seq. No. 


58549 


Seq. ID 


OJ000310_23.0419.C23 


Gene No . 


1 O O O T T 

LZZZ/ / 


Strand 




btart 


Jo Jo 


End 


A C\ A ZL 

4 045 


Name 


ATAAA01 Pi O O A j) 1 n /-l O O — 1 ^, 

ojooojio 2 J . 04 iy . C2 J . oi . gs 


Method 


GENSCAN 


Start 


JO 


End 


A Pi /I C 

4 045 


GI 


none 


Score 


. 78 


Exons 


OCOO OAO/^ ZlAylC 

JoJo..jyOJ, Jy2o..4U45 






oeq . no . 


58550 


Seq. ID 


OJ000310_23. 0419.C24 


Gene No. 


122278 


Strand 


''+ 


Start 


1 


End 


3891 


Name 


OJ000310 23.0419.C24.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3891 


GI 


6466937 


Score ■ 


1637 


Exons 


1..645, 1821. .2413, 2455. .3453, 3662.. 


3891 


GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






beq. no. 


58550 


Seq. ID 


OJ000310_23.0419.C24 


Gene No. 


122278 


Strand 


+ 


Start 


1 


End 


3891 


Name 


OJ000310 23.0419. C24 .o2.np * 


Method 


AAT/NAP 


Start 


1 


End 


3891 


GI 


7489045 


Score 


1194 


Exons 


1..645, 1821. .2413, ,2455. .3471, 3674.. 


3891 


GI. Descrip. 


polyprotein -.tomato gi | 4235644 | gb I AAD13304 . 1 | (AF119040) 




polyprotein [Lycopersicon esculentum] 




Seq. No. 


58550 


Seq. ID 


OJ000310_23.0419.C24 


Gene No. 


122279 


Strand 




Start 


2372 


End 


3891 


Name 


.OJ000310 23.0419.C24.ol.tw 


Method 


TBLASTX: Wheat 


Start 


'95 


End 


576 


GI 


none 


Score 


149 


Exons 


95. .334, 133. .342, 324. .572, 


325. .576 




Seq. No. 


58550 


Seq. ID 


OJ000310_23.0419.C24 ' 


Gene No. 


122279 


Strand 




Start 


2372 


End 


3891 


Name 


OJ0Q0310 23.0419.C24.o3.tm 


Method 


TBLASTX: Maize 



58854 



otart 


155 








bna 


t>y 4 




P T 


none 








Score 


1 "7 "3 
1 f O 




Exons 


155. .334, 163. .291, 170 




ozo . . o y 4 


"5T7 CQ1 OQi 




Seq. No*. 


58550. 








Seq. ID 


OJ000310_23.0419 


.C24 


Gene {No . 


122279 








Strand 






Of 2 y-t- 

o tare 


2372 








End 


j o y i 




Name 


OJ000310 23 


.0419 


.C24 .o : 2 


. ts 


Method 


i BiiAo i a : boyoean 




Of n 

otart 


. 553 








End 


ZUo 0 




bl 


none 








Score 


0 1 




Exons 


553. .606, 1824.. 


2009, 2000.. 2086 






oeq . no . 


58550 








Seq. ID 


OJ000310_23.0419 


.C24 


Gene No. 


122279 








Strand 






Start 


2372 








End 


3891 




Name 


OJ000310 23 


.0419 


.C24.o2 


. tm 


Method 


TBLASTX: Maize 




otart 


182.4 








End 


2349 






none 








Score 


166 




•Exons 




lobU 


. . iyy / , 


' 1 QQO 

id yz 


.2008, 1987.. 2253, 2000.. 2263, 




2251. .2349 














Seq. No. 


58550 








Seq. ID 


OJ000310_23.0419 


CO A 


Gene No. 


122279 








Strand- 






otart 


2372 








Encl 


3891 




Name 


- : OJ000310 23, 


.0419 


.C24 .o3, 


. tw 


Method 


TBLASTX : Wheat 




Start 


1824 








End 


2200 




bl 


none 








Score 


135 




Exon's 


1824 . .1997, 


1841 


. .1975, 


1981. 


.2166, 1994.. 2200 




Seq. No. 


58550 








Seq. ID 


OJ000310_23.0419 


. CZh 


Gene No. 


122279 








Strand 






C -1 1 v- 4- 

o tart 


2372 








End 


3891 




Name 


OJ000310 23. 


.0419 


.C24.o4. 


. tm 


Method 


TBLASTX: Maize 




OA > v- 4- 

bt art 


2365 








End 


2801 






none 








Score 


53 




Exons 


2365. .2424, 


2463 


. .2564, 


2583. 


.2801 






Seq. No. 


58550 








Seq. ID 


OJ000310_23.0419 


.C24 


Gene No. 


122279 








Strand 






bt art 


2372 








End 


3891 




Name 


OJ000310 23. 


.0419 


.C24.o2. 


,gs 


Method 


GENSCAN 




Start 


2372 








End 


3814 




GI 


none 








Score 


. 63 




Exons 


2372. .2501, 


3755 


. .3814 










Seq. No. 


58550 








Seq. ID 


OJ000310_23.0419 


.C24 


Gene No. 


122279 








Strand 






Start 


2372 








End 


3891 




Name 


OJ000310 23. 


,0419 


.C24.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2568 








End 


2969 




GI 


none 








Score 


291 




Exons 


2568. .2969, 


2744 


. .2968 










Seq. No. • 


58550 








Seq. ID 


OJ000310_23.0419 


.C24 


Gene No. 


122279 








Strand 






Start 


2372 








End 


3891 




Name 


OJ000310 23. 


,0419 


.C24.ol. 


tm 


Method 


TBLASTX: Maize 





58855 






otart 


O O Pi o 

2802 








End 


3420 








kjl 


none 








Score 


398 








Exons 


2 8 U2 . . J2Uy , 


OQCC 

2oOD . 


. o2Uo , 


0 n 0 q 


.3209, 3211. .3420, 


3259. .3387, 






o 2 o 4 . . 3 A I y 


















Seq. No. 


•58550 








oeq. ID 


r\ Tfi n n *3 1 n 
UJUUUolU 


2o . U4 1 y 


r"~> a 
. Lz 4 




Gene No. 


122279 








Strand 










Of 1 y-f 


2o /2 










*3 Q Q 1 

jo y 1 








Name 


OJUUU J10_2 J 


. U4 iy . 


C24 . Ol 


. ts 


Method 


TOT 7A CTY • 


ooyoean 






ptart 


o o o o 
2o22 








tjna 


o2U y 








Vjl 


none 








Score 


339 








Exons 


OQOO *3 1 "3 fi 

2822 . . oloU , 


2o2o . 


. J2U y / 


2oo2 . 


.3209 










Seq. No. 


58550 








Seq. ID 


OJ000310 


0 "3 n A 1 Q 
2 j . u 4 1 y 


r*o a 
. U2 4 




Gene No. 


122279 








Strand 










Of vf 


2o /2 








End 


3891 








Name 


A THAmi O "3 

OJUUUJ1U 2J 


. U4 iy . 


024 . 04 


. tw 


Method 


TBLASTX : 


wneat 






otart 


JUo / 








End 


3396 










none 








Score 


141 








Exons 


oUO / . . o2 lo , 


jU o2 . 


I'll T 

. o2 1 / , 


oZ4 1 . 


.3396, 3252.. 3389 








Seq. No. 


58550 








Seq. ID 


OJ000310 


20 . U4 1 y 


OO A 

. U2 4 




Gene No. 


12227? 








Strand 


- 








otart 


2o /2 








End 


3891 






*3 


Name 


OJUuTJJIU 2o 


. U4 iy . 


r*o / r 
C24 . OO 


. tm 


Method 


TBLASTX: 


Mai ze 






Start 


*3 t n n 

j / u y 








End 


00 yi 








GI 


none 








Score 


180 






?3 


Exons 


0 / u y . . Joyi, 


O / 12 . 


"3 q a n 


5 1 1 / . 


.3890 


. - . 






: ; S 


Seq. No. 


58551 








Seq. ID 


OJ000310 


2o . U4 1 y 


OQ 1 




Gene No. 


122280 








Strand 


-f 






fl a 


otart 


y / 0 








End 


1267 








Name 


piTfinmin o*3 
UJUUUolU 2J 


. U4 1 y . 


LjI . Ol 


. gs 


Method 


GENSCAN 








btart 


y / 0 








End 


1267 








GI 


none 








Score 


.76 








Exons 


Q"7 Q 1 O C~7 

y / 0 . .12 0/ 
















1 .1 


Seq. No. 


58551 








Seq. ID 


OJ000310 


2o . U4 1 y 


. LJ1 


f5 


Gene No. 


122281 








Strand 










otart 


Z013 








End 


3259 








Name 


UJUUUolU 2o 


. U4 iy . 


Lol . 02 


. gs 


Method 


GENSCAN 








Start 


2olO 








End 


3259 








GI 


none 








Score 


.81 








Exons 


2 0 1 0 . . 2 0 4 0 , 


0 con 
2 o2U . 


.2 / 4 U , 


o2o4 . 


.3259 










Seq. No. 


58551 








Seq. ID 


OJ000310 


0 0 n a 1 0 

2 J . U4 1 y 


. Col 




Gene No. 


122282 








Strand 










Start 


J20 / 








End 


3604 








Name 


OJUUUolU 2o 


. U4 1 y . 


C Jl . Ol 


. tw 


Method 


TBLASTX: 


Wheat . 






■ Start 


J2o / 








End 


3604 








GI 


none 








Score 


185 








Exons 


3257. .3604 


















Seq. No. 


58552 








Seq. ID 


OJ000310 


_23.0419 


.C32 




Gene No. 


122283 








Strand 


+ 








Start 


50 








End 


603 








Name 


OJ000310 23, 


.0419. 


C32.ol 


.gs 


Method 


GENSCAN 







58856 




Start 


50 


FnH 

EiilLi 


U U J 


GI 


none 




.59 


Ex on s ; 


SO 229 418 603 






Sea No 


58553 


^pn TO 

uC^ • if 


OJ000310 2 3 0419 f 


Gene No. 


122284 


Strand 


+ _ 


Start 


2239 


End 


2763 


Name 


OJ000310 23 0419 C33 ol no 




AAT/NAP 


Start 


2239 _ 




27 63 


GI 


5852179 




4 8 5 

1 O .J 


Exon^ 


2239 2472 2547 2763 








(Al, 117265} 7hh0009 1 fOrvza 


oaf i TTa 1 
o a i L V d J 




Sea No 


58 553 




OJ000310 23 041'9 C 


Gene No 


122285 


Strand 




Start 


370 


End 


642 


Name 


OJ000310 23.0419.C33.ol.gp 


Method 


AAT/GAP 


Start 


3.70 


, End 


.. 642 


GI 


61605 1.R1084 


Score 


461 


Exons 


370. .642 






GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


137 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 ' 



_0 C V-j ■ IN (J * 


58554 


Seq. ID 


n.~rn on ^i n 9 ^ 


04 1 Q 

. U 4 ± _? 


rid 


OCllC IN \_J • 


122286 


Strand 


_f_ 






OL.Cti.L- 


98 6 


End 


1 1 fiR 






Name 


OJ000310 23.0419.C34.ol.gs 


Method 


GENSCAN 






Start 


986 


End 


1168 






GI 


none 


Score 


.43 






Exons 


986. .1168 










Seq. No. 


58555 


Seq. ID 


OJ000310_23, 


,0419 


.C36 


Gene No. 


122287 


Strand 


+ 






Start 


54 


End 


927 






Name- 


OJ000310 23.0419.C36.ol.gs 


Method 


GENSCAN 






Start 


54 


End 


927 






GI 


none . 


Score 


1 






Exons 


54 . . 927 










Seq. No. 


58556 


Seq. ID 


OJ000310_23. 


,0419 


.C37 


Gene No. 


122288 


Strand 


+ 






Start 


. 1 


■ End 


1325 






Name 


OJ000310 23.0419.C37.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1325 






GI 


690708.9 ... 


Score 


1673 , ■ 






Exons 


1..1325 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


58556 


Seq. ID 


OJ000310_23. 


0419 


.C37 


Gene No. 


122289 


Strand 








Start 


1 


End 


1573 






Name 


OJ000310 23.0419.C37.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


1573 






GI 


6498441 


Score 


255 






Exons 


1. .75, 1413. .1573 










GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



58857 



retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 58556 

Gene No. 122289 

Start 1 

Name OJ000310_23 . 0419. C37 . ol . tw 

Start 1413 

GI none 

Exons 1413.. 1568, 1414.. 1569 



Seq. ID OJ000310_23.0419.C37 

Strand - ' 

End 1573 

Method TBLASTX: Wheat . 

End 1569 

Score 107 



Seq. No. 58557 
Gene No. 122290 
Start 1 

Name ' OJ000310_23 .0419. C38 . ol . np 

Start 1 
GI 7228457 
Exons 1..1084, 1146.. 1243 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa]'' 



Seq. ID OJ000310_23.0419.C38 
Strand 

1243 
AAT/NAP 
1243 
1741 



End 

Method 

End 

Score 



Seq. No. 58557 

Gene No. 122290 

Start 1 

Name OJ000310_23 .'0419 . C38 . ol . tw 

Start 466 

GI none 
Exons 



Seq. ID OJ000310_23.0419.C38 
Strand 

End 1243 

Method • TBLASTX: Wheat 

End 858' 

Score 83 



466. .723, 578. .739, 706. .804, 707. .787, 811. .858 



Seq. No. 58557 

Gene No. 122290 

Start 1 

Name OJ000310_23 . 0419 . C38 . ol . tm 

Start 568 

GI none 

Exons 568.. 816, 569.. 853 



Seq. ID OJ000310_23.0419.C38 

Strand - * 

End 1243 

Method TBLASTX: Maize 

End 853 

Score 8 9 



Seq. No. 58558 

Gene No. 122291 

Start 305 

Name OJ000310_23 . 0419 . C40 . ol . gs 

Start 305 

GI none 

Exons 305. .519 



Seq. ID OJ000310_23.0419.C40 

Strand + 

End 519 

Method GENSCAN 

End 519 

Score .81 



Seq. No. 58558 

Gene No. 122292 

Start 732 

Name OJ000310_23 . 0419 . C40 . o2 . gs 

Start 732 

GI none 

Exons 732.. 875 



Seq. ID OJ000310_23.0419.C40 
Strand 

End 954 

Method GENSCAN 

End 875 

Score .91 



Seq. No. 58558 

Gene No. 122292 

Start 732 

Name OJ000310_23 . 0419 . C40 . ol . np 



Seq. ID OJ000310__23.0419.C40 
Strand 

End 954 

Method AAT/NAP 



58858 



Start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



747 End 

5487873 Score 
747. .954 

(AF110333) PrMC3 [Pinus radiata] 

58559 \ Seq. ID 

122293 Strand 

8 64 " End 
OJ000310_23.0419.C41.ol.gs Method 

8 64 End 

none Score 
864. .1036 



954 
90 



OJ000310_23.0419.C41 

.1036 
GENSCAN 
1036 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58560 Seq. ID 

122294 Strand 

4 68 End 

OJ000310_23 . 04 19 . C42 . ol . gp Method 

4 68 End 

-2312838 Score 
468. .528 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



OJ000310_23.0419.C42 
+ 

528 

AAT/GAP 
528 
67 



58561 Seq. ID 

122295. Strand 

727 ' " End 
OJ000310_23.0419.C4 5.ol.gs Method 

727 End 

. none Score 
727. .843 



OJ000310_23.0419.C45 
843 

GENSCAN 

843 

.55 



Seq. No. 58562 Seq. ID 

Gene No. 122296 Strand 

Start 147 End 

Name OJ000310_23 .0419. C4 6 . ol . gp Method 

Start 147 End 

GI * .705_1.R1084 ■ ^ Score 

Exons 147 . .775 

GI Descrip. 1 1362184/pir | | S56685 2.0e-37 histone H2B-8 - wheat 

>gi_531058_dbj_BAA07157_ (D37943) protein H2B-8 [Triticum 
aestivum] 1 



OJ000310_23.0419.C46 
+ 

775 

AAT/GAP 
775 
975 



Seq. No. 58562 Seq. ID 

Gene No. 122296 Strand 

Start 147- .* End , 

Name OJ000310_23 . 04 19 . C4 6 . ol . gs Method 

Start 245 End 

GI none Score 

Exons 245. .706 

Seq. No. 58562 Seq. ID 

Gene No. 122296 Strand 

Start 147 End 

■Name OJ000310_23 .0419.C46.ol.np Method 

Start 245 End 

GI ■ 3913804 Score 

Exons 245. .703 



OJ000310_23.0419.C46 
+ 

775 

GENSCAN 

706 

.8 



OJ000310_23.0419.C46 
+ 

775 

AAT/NAP 
7 03 
676 



58859 




ox ucoLlip, 


HISTONE H2B.3 gi | 577825 | emb | CAA4 9584 | 


^Aoyyouj hzo nistone 




mays] 






Seq. No. 


58562 ' * 


Seq. ID 


OJ000310 23.0419.C46 


Gene No. 


izzzy d 


Strand 


+ 


^ta rt- 

O Lai L 


14 / 


End 


/ / 3 


Ha mo 


OJ000310 zj.U4iy.C4o.ol.-tc 


Mesthod 


1 dl/\o 1 a : Lress 


O t, a. X t. 


4z / 


End 


n on 
1 z / 


ox 


none 


Score 


AAA 
fi *4 f* 


Hi A U 1 1 CD 


42 / . . byo, 4 31.. /Z / 






Seq. No. 


58562 


Seq.- ID ■ 


OJ000310 23.0419.C46 


Gene No. 


izzzyb 


Strand 


+ 


CLdl L 


14 / 


End 


77c 

/ / 3 


Name 


i^taaaoia o*3 a / 1 n a c _ 1 j_ „ 
0JUUU31U zJ.U4iy.C4o.Ol. tm 


Method 


1 oiiAo i a : Maize 


o cclx t. 


4Z / 


End 


/ IZ 


O T 

o X 


none 


Score 


/I yl 
4 4 3 




ylOT 11*1 *7 1 A 

427. .711, 431. .712 






Seq. No. 


58562 


Seq. ID 


OJ000310_23.0419.C4 6 


Gene No. 


izzz y o 


Strand 


+ 


OLalL 


1 < T 

14 / 


End 


/ / 3 


Name 


/■^ T A A A O 1 A O O a /i i n A C — i j_ „ 

0JUUUJ1U Z3.U4iy.C4o.Ol.ts 


Method 


1 bii/\b i a : boyoean 


O LcLX L 


4Z / 


End 


/ uy 


OX 


none 


Score 


4 O 1 


Exons 


4Z / . . by b, 4 ol . . / U9 


■* 




Seq. No. 


58562 


Seq. ID 


OJ000310_23.0419.C4 6 


Gene No. 


iz zz y b 


Strand 


+ 


Of- o r +- 


14 / 


End 


TIC 

/ / 3 


Name 


(JJUUUolU Z 3 . U4 iy . C4 o . oi . tw 


Method 


1 BLAb 1 a : wneat 


Of- a y-f- 


a on 
4 Z / 


End 


/ uu 


C1T 
\3 X 


none 


Score 


1 3 y 


Exons 


4Z/..byy, 4Z/..3/U, 431... 535, 


4 31.. 700, 


/TC^ "7 A A 

o3 b . . / UU 


Seq. No. 


58563 


Seq. ID, 


OJ000310_23.0419.C50 


Gene No. 


■ izz z y / 


■ Strand 


+ 


ij Lai L 


OOA * 

z z y 


End 


y jz 


Name 


(JJUUU J 1U Z3 . U4 1 y . C5U . oi . gs 


Method 




C -1- -y--(- 

O Lai L 


o O Q 

zz y 


End 


A 0 0 

y 3z 


O X 


none 


Score 


Q O 

. oZ 


L. 1 v /*"N >~\ £y 


ZZ9..Z97, 372. .739, 816. .932 






o e q . ln o . 


58563 


Seq. ID 


^TAAAOTA'AO A /I 1 A ' /-> f- /^y 

OJUUU31U_Z3 .0419. C50 


Gene No.. 


122298 • 


Strand .. 




Start 


1 


End 


153 


IN CLiLlt; 


OJ000310 23.0419.C50.ol.np 


Method 


7\ 7\ rp / XT 7\ D 


o tdlt 


1 


End 


133 




6522541 


Score 


y b . 


Exons 


1..153 






CI T o c: v "i r^i 
OX UcoLIipt 


(AL132955) receptor-kinase like protein 


l [Arabidopsis thalian 


Seq. No. 


58564 


Seq. ID 


OJ000310_23.0419.C55 


Gene No. 


122299 


Strand 




Start 


1 


End 


511 


Name 


OJ000310 23.0419.C55.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


354 



58860 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



705_1.R1084 Score 
1..277, 335. .354 
'■•1362184/pirl IS56685 2.0e- 
>gi_531058_dbj_BAA07157_ i 
aestivum] ? 

58564 Seq. ID 

122299 Strand 
1 End 
OJ000310_23.0419.C55.ol .gs Method 
21 End 
none Score 
21. .224, 330. .511 



444 



37 histone H2B-8 - wheat ' 
D37943) protein H2B-8 [Triticum 



OJ000310_23.0419.C55 
511 

GENSCAN 

511 

.83 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000310_ 
+ 

1294 
AAT/NAP 
1294 
721 



23.0419.C56 



58565 
122300 
164 

OJ000310_23.0419.C56.ol.np 
164 

213008 
164 .. 1 
protei 
recept 
recept 

.gi| 1586408 |prf| I2203451A receptor kinase-like protein [Oryza 
sativa] 



2 

294 

n kinase Xa21 (EC 2.7.1.-) - rice gi|1122443 (U37133) 
or kinase-like protein [Oryza sativa] gi 12586085 (U72723) 
or kinase-like protein [Oryza longistaminata] 



Seq. No. 58565 

Gene No. 122300 

Start 164 

Name OJ000310_23 . 0419 . C56. ol . tw 

Start 356 

GI none 
Exons 



Seq. ID OJ000310 23.0419.C56 



Strand 
End 

Method 

End 

Score 



+ - 

1294 

TBLASTX: Wheat 

1288 

38 



356. .385, 494. .586, 509. .592, 521. .661, 626. .847, 749. .814, 
770. .892, 913. .1287, 914. .1288 



Seq. No. 58565 

Gene No. 122300 

Start, . 164 

Name OJ000310_23 . 04 19 . C56 . ol . ts 

Start 374 

GI none 
Exons 



Seq. ID . OJ000310_23.0419.C56 

Strand + 

End 1294 

Method TBLASTX : Soybean 

End 1279 

Score . 160 . 



374. .658, 395. .658, 485. .658, 488. .949, 494. .661, 554. .6.61, 
572. .940, 610. .660, 682. .723, 697. .954, 704 . . 940, 707 . . 94 9, ■ 
. 710. .1138., 956. .1144, 957 . .1.013,. 959. . 1144, . 991 . .1122, . 
1000. .1086, 1010. .1129, 1034. .1141, 1148.. 1279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58565 Seq. ID 

122300 Strand 

164 ■ ■ End 

OJ000310_23. 0419.C56.ol.tc Method 

383 End 

none Score 



OJ000310_23.0419.C56 
+ 

1294 

TBLASTX: Cress 

1273 

132 



383. .661, 38,6. .658, 395. .658, 395 . . 658 , ■ 395 . . 64 9, 395. .661, 
488. .586, 539. .661, 596. .661, 676. .939, 681. .743, 707. .955, 
710. .949, 710. .952, 710. .787, 713. .949, 758. .955, 959. .1144, 
970. .1095, 983. .1138, 983. .1147, 1051. .1143, 1148. .1273 



58861 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58565 Seq. ID 
-122300 Strand 

164 End"'* 

OJ000310_23 . 0419 . C56 . ol . tm Method 

...4 91 End 

■ ; none Score 
491. .634, 545. .853, 704. .784, 

58566 Seq. ID 

122301 Strand 
1 ' End 
OJ000310_23.0419.C57.ol.gp ■ Method 
1 ' End ' 
LIB34 31-010-P1-N1-F11 Score 
1. .210 

1 287 4 03/dbj I D10838 | RICSBE1 1. 
branching enzyme 1 

58566 '■ Seq. ID 

122302 Strand 
54 9 End 
OJ000310_23 . 0419 . C57 . ol . gs Method 
549 . End 
none * Score 
549. .917 



OJ000310_23.0419.C56 
+ 

1294 

TBLASTX: Maize 

1228 

84 



845. .1228, 937. .1227 



OJ000310_23.0419.C57 
+ 

210 

AAT/GAP 

210 

361 



0e-lll Rice gene for starch. 



OJ000310_23.0419.C57 
+ 

917 

GENSCAN 
917 
. 96 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



OJ000310 23.0419.C58'- 



58567 Seq. ID 

122303 Strand. - 

1 End 861 

OJ000310_23. 0419.C58 .ol.np Method AAT/NAP 

1 End 825 

6759435 * Score 77 
1..20, 566. .825 

(AL137189) putative protein [Arabidopsis thaliana] 



'58567 Seq. ID 

122303 - Strand 

1 End 
OJ000310_23. 0419.C58.ol.gs Method 

136 End 

none Score 
136. .861 



OJ000310_23.0419.C58 
861 

GENSCAN 

861 

.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58568 

122304 

1 

OJ000310_23. 
1 

6721562 
1..34, 309.. 



0419. C65. ol.np 



734 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_23 . 0419. C65. 
734 

AAT/NAP 
734 
476 ■ 



(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical .protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



58862 




Seq. No. 


58568 




Seq. ID 


OJ000310_23.0419.C65 


Gene No. 


122304 




Strand 




O Lai i_ 


,1 




End 


734 


Name 


n tooo^i n 9 1 


0 4 1 Q C K o 1 fw 


Method 


TBLASTX: Wheat 


oial I 






End 


351 




none 




Score 


75 


CjXOIIo 


^ i oo 99 


111 i fis ^ns 


182. .307, 208. .351, 209. .313 


Seq. No. 


58568' 




Seq. ID 


OJ000310_23. 041-9. C65 


Gene No. 


122304 




Strand 






i 
j. 




End 


734 


Name 


n tooo^i n 9 ^ 




Method 


GENSCAN 


Cf v--j- 


1 p 
X o 




End 


729 




none 




Score 


.58 


Exons 


1 o 74 9Q9 


7 9 Q 






Q arr NT ^ 

oeq. ln o . 






Seq. ID 


OJ000450_21.0420.C1 




122305 




Strand 




Start 


1 V 




End 


2632 


Name 


OJ000450 21. 


0420.Cl.ol.np 


Method 


AAT/NAP 


Of- -a 
oLalL 


1 




End 


1025 




7363274 




Score 


527 


Exons 


1..534, 616. 


.1025 






oi ue scrip. 


(AP001552) Similar to Arabidop.sis thaliana DNA chromosome 4, BAC 


- 


clone F17A8; 


putative protein. (AL04-94 82) . [Oryza sativa] — • ' 


Seq . No . 


58569 , 




Seq. ID 


■OJ000450_21.0420.C1 


Gene No. 


122305 




Strand 






1 




End 


2632 


Name 


OJ000450 21. 


0420.Cl.ol.gs 


Method 


GENSCAN 




378 




End 


2632 




none 




Score 


.78 


U 1 V i^i Tl Q 
Ej A. 1 1 O 


378. .509, 870. .1275, 1668.. 


1858, 2389. 


.2457, 2596.. 2632 


o e q . in u . 


58569 




Seq. ID 


OJ000450_21.0420.C1 




122306 




Strand 




Start 


4254 




End 


12548 


Name 


OJ000450 21. 


0420.CI.o2.gs 


Method 


GENSCAN 


Of a v-+- 


4254 




End 


11268 


PT 


none 




Score 


.55 


Exons 


4254 . .4444, 


4511. .4639, 4747. .4944, 4950. .5089, 5447. .5539, 




6518. .7616, 


7734.. 7846, 8578.. 9628, 10021 .. 10120 , 10500 ... 10673 , 




11185. .11268 








beq . jno . 


585,69 




Seq.-' ID 


GJ000450_21.0420.C1 




122306 




Strand 




Start 


4254 




End 


12548 


Name 


OJ000450 21. 


0420.Cl.o2.gp 


Method 


AAT/GAP 


jLaiL 


6389 




End 


6718 


bl 


4716124- 




Score 


639 


Exons 


6389. .6718 








GI Descrip. 


2832695/embl 


CAA16793.il 1.0e-15 (AL021713) putative protein 




[ArabidojDsis 


thaliana] 






Seq. No. 


58569 




Seq. ID 


OJ000450_21.0420.C1 


Gene No. 


122306 




Strand 




Start 


4254 




End 


12548 



58863 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000450_21.0420.Cl.o2.-np 

6487 

7487848 

6487.. 7658, 8610. .9252, 9307, 



Method AAT/NAP 
End 12548 
Score 1248 
.9594,. 12527. .12548 



hypothetical protein T9A21.50'-- Arabidopsis thaliana 
gi I 2832694 | emb | CAA16792.il (AL021713) putative protein 
[Arabidopsis thaliana] gi | 7268613 | emb | CAB7 8822 . 1 | (AL161548) 
putative protein [Ar.abidopsis thaliana] 





Qon' K7n 

JCVji IN (J • 


«j o J d y 








Seq. ID 


OJ000450_21.0420.C1 




Gene No. 


122306 








Strand 






. Start 


4254 








End 


12548 




Name 


O.T0004S0 91 




.Gl.ol. 


ts 


Method 


TBLASTX: Soybean 




OLai i 


64Q^ " _ 

vj *i _7 »J 








End 


9248 ■ 






none 








Score 


92 




H A (J 1 1 o 




6S96 


6ff ^7 


6S?6 


.6853, 7051. .7173, 7082. .7165 








ft 69ft 

O \J O 


Q1 1 6 


Q1 96 


.9248 






Seq. No. 


58569 .' 








Seq. ID 


OJ000450_21.0420.C1 




Gene No. 


122306 








Strand 






OCdl L 


4 9 S4 

*i Z «J *i 








End 


12548 




Name 


nTnnn^Rn 9i 

jU zx 


04 90 
. U f± z u 






Method 


TBLASTX: Maize 




OLal L 


64 ~ 

D *i Z> O 








End 


87.8 9 


"Si 


oX 


none 








Score 


4 0 






q-5 670S 


ft 4 6^ 


ft SOI 


ft 4 64 


.8502, 8 


611.. 8787, 8611.. 8784 


~ 




ft 69 R ft 7ft Q 

OD^J. .0/0-7 












r {Jj 


Seq. No.- 


58569 








Seq. ID 


OJ000450_21.0420.C1 






1 99 "^06 








Strand 




iy 


ij Lai L 


4 9 S4 

1 ^ J *2 








End 


12548 




Name 


0,10004^0 9i 

WUUOUt ju ZX 


0490 


PI n1 


L. 


Method 


TBLASTX: Cress 


w 


oLdl L 


£C AC ~~ 








End 


9110 


f j | 


(IT 
V3 X 










Score 


139 




Exons 


6595. .6951, 


6602 


. OODJ/ 


ft 67 ^ 


.9110, 8686.. 9102 




Seq. No. ■ 


58569 








Seq. ID 


OJ000450_21.0420\C1 




Gene No.' 


122306, 








Strand 






Start 


4254 








End 


12548 




Name 


OJ000450 21 


.0420 


CI . o2 . 


tm 


Method 


TBLASTX: Maize 


f ^ 


Start 


6712 








End 


9053 




GI 


none 








Score 


262 




Exons 


6712. .6951, 


6712 


.7038, 


6.938. 


.7039, 8 


790.. 9053, 8797.. 9051 




Seq. No. 


58569 








■Seq. ■ ID 


.:OJ000450_21.0420.C1 




Gene No. . 


1223.06 








Strand 






Start 


4254 








End 


12548 




. ■ Name 


OJ000450 2*1 


.0420 


Cl.o3. 


gp 


Method 


AAT/GAP 




. Start 


6948 








End 


7620 




GI 


12023 1.R1084 






Score 


1244 




Exons 


6948. .7620 














GI Descrip. 


1 4 680178/gb| AF111709. 1 | AF111709 5.0e- 


81 Oryza sativa subsp 



indica Retrosat 1 retrotr.ansposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



Seq. No. 
Gene No. 
Start 



58569 

122306 

4254 



Seq. ID 

Strand 
End 



OJ000450 21. 0420. CI 



12548 



58864 






Name 


OJ000450_21-. 


,0420 


.Cl.ol. 


tm 


Method 


TBLASTX: 


Maize 




Otdl L 


7 0 4 0 
/ U 4 U 








End 


9528 






P T 


none 








Score 


45 






TT v r\ e 

ijxons _ 


/ U 4 U . . / X U 0 


7 0 4 9 
/ U 4 Z 


7 1 07 
. . / x u / f 




.7287, 7115. .7243, 


7-319 7 a c: 0 
/ jIZ , . / 4 DZ , 






Q0R4 Q90"3 




Q91 ^ 


Q1 PI 
-7 x 0 x . 


.9375, 9183. .9377, 


Q1Q-3 Q^74 
yio j . . yo / 4 f 






0-5-37 QR9B 


Q4 "3ft 


QS9 7 












Seq. No. 


58569 








c orT t n 
oeq . x u 


O.T0004 RO 

VJU U U U 4 D U 


_21.0420.C1 




Gene No.- 


122306 
















OLdXL 


4 9^4 
H Z D H 








Hi 11 LI 


1 9 S4 fi 

X Z J 4 O 






Name 


n 70004 r 0 91 

vJJUUUfiOU zx. 


U 4 Z U 


PI r\0 
, 1 . OZ . 


L. C 


Method 


TBLASTX: 


Cres s 




O t.aX L. 


7 0 4 R 
1 U 4 0 








End 


9359 






P,T 


none 








Score 


163 






Exons 


7 0 4 r 7 9 fi^ 


7 


7 4 9 9 

. . / 4 Z Z / 


Q1 9£ 
y -LZ D • 


.9359 








Can Ma 

oeq. in o . 


0 0 0 D i? 








Seq. ID 


OJ000450 


91 H49H PI 
ZX.U4ZU.L,X 




Gene No. 


122306 








Strand 








Start 


4254 








End 


12548 






Name 


n T0004 ro 91 


04 90 


PI n9 
. J. . oz . 


Lb 


Method 


TBLASTX: 






OLalt 


/ X / 4 








End 


9575 






PT 


none 








Score 


55 






Exons 


IMA 7 709 

/ X / 4 . . / J U Z , 


7 ^ 9 4 


, . / jUD, 


Q94 Q 
y Z4 y . 


.9380, 9250.. 9339, 


Q4 0 "3 QR70 






Q/J-30 Q c 7 c 
:? 4 J O . .i?0/0 
















oeq . no . 


Do Dby 








Seq % ID 


OJ000450 


91 fi/190 PI 
Z x . U4z U . L^x 




Gene No. 


122306 








Strahd 






v = 

: = 


Start 


4254 . 








End 


12548 






Name 


OJ000450 21. 


0420, 


.Cl.o3. 


np 


Method 


AAT/NAP 








9260 








End 


9628 






PT 


7523483 








Score 


102 






Exons 


9260. .9628 














i y 


kjj- uescxvxp. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


58569 








Seq. ID 


OJ000450 


_21.0420.C1 




Gene No. 


122306 








Strand 








O Lall 


4254 








End 


12548 






Name 


OJ000450 21. 


0420, 


.Cl.o3. 


gs 


Method 


GENSCAN 








12179 ' 








End 


12500 


r 


^3 


PT 


none 








Score 


.97 






Exons 


12179. . 12500 














oeq . iNo . 


58570 








Seq. ID 


OJ000450 


91 0490 P9 
Z x . U 4 Z U . LvZ. 




bene ino . 


122307 








Strand 


+ 






Start 


5160 








End 


7872 






Name 


OJ000450 21. 


0420. 


C2.ol. 


np 


Method 


AAT/NAP. 






otari 


5160 








End 


7872 






P T 


7340881 








Score 


499 






Exons 


5160. .5246, 


5393. 


.5516, 


5609. 


.5733, 5815.. 6074, 


7/|cp 7C7f; 
/ 4 3 O . . /D/D, 






7682. .7711/ 


7844 . 


.7872 












PT Hofny in 

kjX UcbLi ip . 


(AP001551) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


58570 








Seq. ID 


OJ000450 


_21.0420.C2 




Gene No. 


122308 








Strand 








Start 


1448 








End 


2014 . 






Name 


OJ000450 21. 


0420. 


C2.o2. 


gs 


Method 


GENSCAN 






Start 


1448 








End 


2014 






GI 


none 








Score 


1 





58865 



Exons 



1448. .2014 



Seq. No: 58570 Seq. ID 

Gene No. • 122309 - . Strand 

Start 6985 End 

Name OJ0004 50_21 . 0420 .C2 .o4 .gs Method 

Start 6985 End 

GI none Score 

Exons 6985.. 7090, 7638.. 7804 



OJ000450_21.0420.C2 

7804 
GENSCAN 
7804 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



58571 Seq. ID 

122310 Strand 

1 End 

OJ000450_21.0420.C3.ol.np * Method 

1 End 

4680183 Score 
1..99, 224. .294, 901. .990 

(AF111709) gag-pol protein [Gryza sativa subsp. indica] 



OJ000450_21.0420.C3 
+ 

2101 

AAT/NAP ■ 
990 
195 



58571 ' Seq. ID 

122310 Strand 

1 . ■ End 

OJ000450_2 1 . 0420 . C3 . ol . gs Method 

888 End 

none Score 

888. .946, 1642. .2101 



OJ000450_21.0420.C3 
+ 

2101 
GENSCAN 
2101 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58571 Seq. ID 

122311 Strand 

3895 End 

OJ0004 50_21 . 0420 . C3 . o2 . gs Method 

3895 End 

none Score 



"OJ000450_21.0420.C3 
+ 

5765 
GENSCAN 
5765 
.54 



3895. .4298, 4952. .5071, 5236. .5500, 5577. .5765 



Seq. No. 58571 Seq. ID 

Gene No. 122312 ■ -V Strand 

Start 20005 - End 

Name OJ0004 50_21 . 0420 . C3 . o7 . gs Method 

Starf 20005 End 

GI none Score 

Exons 20005. .20358, 20592.. 20738 



OJ0004 50_21'.0420.C3 
+ 

20738 
GENSCAN 
20738 
.86 



Seq. No. 58571 
Gene No. 122313 
Start 20986 

Name OJ0004 50_21 . 0420 . C3 . 08 . gs 

Start 20986 
GI none 

Exons 20986. .21489, 21673 .. 22353, 

23828. .23986, 24 132 .. 24 182, 
26329. .26440, 26525. .27010 



Seq. ID 
Strand. 
End 

Method 

End 

Score 
22493. .22560, 
24388. .24556, 



OJ000450_21.0420'.C3 
+ 



27849 
GENSCAN 
27010 
.56 

23117, 
26168. 



.23459, 
,26213, 



Seq. No. 58571 Seq. ID 

Gene No. 122313 Strand 

Start 20986 End 

Name OJ0004 50_21 . 0420 . C3 . o3 . gp Method 



OJ000450_21.0420.C3 
+ 

27849 
AAT/GAP 



58866 



Start 
GI 

Exons 

GI' Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



23092 • End 
11797_2.R1084 Score 
23092.. 23870 

' 224 5 12 5 /emb [CAB1 05 4 7 . 1 | 6.0e-10 
[Arabidopsis thaliana] ' 



23870 
1523 



(Z97343) hypothetical protein 



58571 Seq. ID 

122313 Strand 
20986 End 
OJ000450_21.0420.C3.o5.np Method 
25600 End 
7485163 Score 
25600. .25635, 26745 .. 26907 , 27718. .27849 
hypothetical protein - Arabidopsis thaliana. 
gi|2245125|emb|CAB10547.1| (Z97343) hypothetical protein 
[Arabidopsis thaliana] gi | 7268519 | emb | CAB78770 . 1 | (AL161546) 
hypothetical protein [Arabidopsis thaliana] 



OJ000450_21.0420.C3 
+ 

27849 
AAT/NAP 
27849 
121 



58571 

122313 

20986 

OJ0004 50_21.0420.C3.o4 . gp 
26634 

11797JUR1084 
26634. .27192 

, 2245125/emb|CAB10547.1| 2. 
[Arabidopsis thaliana] 1 



- Seq. ID OJ000450_21.0420.C3 

Strand + 

End 27849 

Method AAT/GAP 

End 27192 

Score 1054 

0e-10 (297343) hypothetical protein 



OJ000450_21.0420.C3 
+ 



58571 
122314 
28350 

OJ000450_21.0420.C3.o6.np 

28350 - 
7485163 

28350. .28461, 35577 .. 35624 , 372651.3734 9, 37448. 
hypothetical protein - Arabidopsis thaliana 
gi I 2245125 I emb| CAB10547.il (Z97343) hypothetical protein- 
[Arabidopsis thaliana] gi | 7268519 | emb | CAB78770 . 1 1 -(AL161546) 
hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



37874 
AAT/NAP 
37636 
156 



,37636 



Seq. No. 


58571 


Seq. ID 


OJ000450 


Gene No. 


122314 


Strand 


+ 


Start 


28350 


End 


37874 


Name 


OJ000450 21.0420.C3.ol0.gs 


Method 


GENSCAN 


Start. 


37123 ■-• . 


End 


37874 


GI 


none 


Score 


.81 


Exons 


37123. .37349, 374 48 37589, 


37629.-37874 


Seq. No.. 


58571 


Seq. ID 


OJ000450 


Gene No. 


122315 


Strand 




Start 


2264 


End 


28196 


Name 


OJ000450 21.0420.C3.o2.np 


Method 


AAT/NAP 


Start 


2264 


End 


28196 


GI 


7484961 . 


Score . 


307 


Exons 


2264.. 2497, 2560.. 2847, 4252 


. .4346, 6635. .6779, 



7137. .7200, 11546. .11583, 20025 20167 , 2034 6 .. 20424 , 
28168. .28196 



58867 



V. 



GI Descrip. extensin homolog T9E8.80 - Arabidopsis thaliana 

gi I 4584539|emb|CAB40769. 1 | (AL049608) extensin-like protein 
[Arabidopsis thaliana] gi | 7268037 | emb | CAB78376 . 1 | (AL161536) 
extensin-like protein [Arabidopsis thaliana] 



Seq. No. 58571 Seq. ID 

Gene No. 122315 Strand 

Start 2264 End 

Name OJ0004 50_21 . 0420 . C3 . o3 . gs Method 

Start 6140 End 

GI none Score 

Exons 6140.. 7219 



OJ000450_21.0420.C3 

28196 
GEN SCAN 
7219 
1 



Seq. No. 58571 Seq. ID OJ000450_2 1 . 0420 . C3 

Gene No. 122315 Strand 

Start 2264 End 28196 

Name OJ0004 50_21 . 0420 . C3 . o3 . np Method AAT/NAP 

Start 8161 End 11928 

GI 6572076 . Score . 878 

Exons 8161.. 8225, 10469.. 11928 

GI Descrip. (AL133452) receptor-protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 58571 Seq. ID 

Gene No.. 122315^ \ Strand 

Start 22 64 * ' End * 

Name OJ000450_21 . 0420 . C3 . o4 . gs , Method 

Start ^ 10390 End 

GI none Score 

Exons 10390. . 11931 



OJ000450_21.0420.C3 

28196 
GENSCAN 
11931 
1 



Seq. No. 58571 Seq. ID 

Gene No. 122315 Strand 

Start 2264 End 

Name . OJ000450_21 . 0420 . C3 ; o2 . gp Method 

Start 16965 End 

GI none Score 

Exons 16965.. 17506 



OJ000450_21.0420.C3 

28196 
AAT/GAP 
17506 
.964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58571 Seq. ID 

122315 Strand 

2264 End 

OJ0004 50_21.0420.C3.o6.gs Method 

18175 End 

none Score 



OJ000450_21.0420.C3 

28196 
GENSCAN 
19069 
.54 



18175. . 18263, 18539 .. 18761, 18803 .. 18 923 , 19002.. 19069 

OJ000450 21. 0420. C3 



58571 
122315 
2264 

OJ000450_21.0420.C3.o4 . np 

18551 

6523547 



Seq. ID 
Strand 

End 28196 

Method AAT/NAP 

End 27029 

Score 247 



18551. .18768, 19775 20405, 21007 .. 21102 , 21680 .. 21804 , * 
26870. .27029 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f.. nagariensis] 



58868 



Seq. No. 58571 

Gene No. 122316 

Start 29517 

Name OJ0004 50_21 . 0420 . C3 . ol . tc 
Start ' 10669 

GI none 

Exons 10669. . 10773, 10783 .. 11073, 



Seq. ID OJ000450_21.0420.-C3 
Strand 

End 37604 

Method TBLASTX : Cress 

End 11074 

Score 14 6 
10784. .11074 



Seq. No. 58571 

Gene No. 122316 

Start 29517 

Name OJ0004 50_21 . 0420 . C3 . o2 . tm 

Start 10723 

GI none 

Exons 10723. .10845, 10733 1084 3, 

Seq. No. 58571 

Gene No. 122316 

Start 29517 

Name OJ0004 50_21 . 0420 . C3 . ol . ts 

Start 10823 

GI none 

Exons 10823. .11050, 10825 11097 , 
11413. .11517,. ,11414. .11512, 



Seq. ID OJ000450_21.0420.C3 
Strand 

End 37604 

Method TBLASTX: Maize 

End 11001 

Score 119 
10849. .11001, -10850. .10999 

.Seq. ID OJ000450_21.0420.C3 
Strand 

End 37604 

Method TBLASTX : Soybean 

End 11680 

Score 132 
11134. .11238,. 11314 . .11352, 
11581-. .11679, 11585. .11680 . 



Seq. No. 58571 

Gene No. 122316 

Start 29517 

Name OJ0004 50_21 . 0420 . C3 . o3 . tm 

Start 11155 

GI none 

Exons 11155. . 11367, 11156 11350, 
11581. . 11634, 11585. . 11635 



Seq. ID OJ000450_21.0420.C3 
Strand 

End 37604 

Method TBLASTX : Maize 

End 11635 

Score 149 
11407. . 11514, 11420. . 114 97, 



Seq. No. 58571 
Gene No. 122316'- 

Start . 29517 

Name OJ000450_21 . 0420 . C3 . o2 . tc 

Start 11326 
GI none 

Exons 11326. . 11361, 11374 .. 11511, 

11585. .11680 



Seq. ID OJ000450__21.0420.C3 

Strand - ■ 

End 37604 

Method TBLASTX: Cress - 

End 11680 

Score 57 
11384 . .11512, 11581. .11679, 



Seq. No. 58571 

Gene No. 1 122316 

Start 29517 

Name OJ0004 50_21 . 04 20 . C3 . ol . tw 

Start 23163 

GI none 

Exons 23163. .23351, 23165 .. 2334 1, 
26714 . .26977, 37288 .. 37350, 



Seq. .ID OJ000450_21.0420.C3 
Strand 

End 37604 

Method TBLASTX : Wheat 

End . 37577 

Score • 273 
26700. .26843, 26707 .. 2 6967 , 
37420. .37476, 37446. .37577 



Seq. No. 58571 

Gene No. 122316 

Start 29517 

Name OJ000450 21 . 0420 . C3 . ol . tm 



Seq. ID OJ000450_21.0420.C3 
Strand 

End 37604 

Method TBLASTX : Maize 



58869 



Start 
..GI 

Exons 



23229 
none 

23229. .23351, 23229. 
26827. .26985, 26827. 
37150. .37227, 37155. 



End 37 604 

Score 143 
.23297, 23276. .23341, 26780 26902 , 
• 26904, '37047. .37145, 3704 8. .3714 6, 
,37211, 37207. .37350, 37293 .. 3734 9, 



37444 . .37476, . 3744 6 ... 37 604 , 37580. .37 603 



Seq. No. 58571 Seq. ID 

Gene No. 122316 Strand 

Start 29517 End 37604 

Name OJ000450_21 . 0420 . C3 . o9 . gs Method GENSCAN 

Start 29517 End 33953 

GI none Score . 65 

Exons 29517. .29597, ' 30281. .30481, ■ 30646 3068*0, 32244 
33944. .33953 



OJ000450 21. 0420. C3 



."32468,- 



Seq. No. 58572 

Gene No. 122317 

Start-, ■ 2736 

Name ' OJ000450_21 . 0420 . C4 . ol . gp 

Start 2736 

GI 75411_1.R1084 

Exons 2736.-. 2997, 3091.. 3243' 

GI Descrip. 1 224 5125/emb | CAB10547 . 1 | 6.0e-10 (Z97343) hypothetical protein 
[Arabidopsis thaliana] r 



Seq. ID OJ000450_21.0420.C4 

Strand + 

End 3244 

Method AAT/GAP 

End 3243 

Score 732 



Seq. No. 58572 

Gene No. 122317 

Start 2736 

Name OJG00450_21 . 0420 . C4 . o2 . gp 

Start 2736 

GI 75411_1.R1084 

Exons 2736.. 2997, 3091.. 3244 

GI Descrip. ' 2245125/emb | CAB10547 . 1 | 6.0e-10 (Z97343) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ000450_21.0420.C4 

Strand + 

End 3244 

Method AAT/GAP 

End 3244 

Score 734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58572 

122318 

9502 

OJ0004 50_21.0420.C4.ol.np 



Seq. ID OJ000450-_21.0420.C4 

Strand + 

End 13406" 

Method ' AAT/NAP 

End 13406 

Score 6733 



9502 
6539553 
9502. .13406 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] ' gi | 6539590 | dbj | BAA88206 . l.|. . (AE000837.) . 
Similar to Oryza australiensis retrotransposon -RIREl (D85597) 
[Oryza sativa] 



Seq. No. 58572 

Gene No. 122319 

Start 3160 

Name OJ000450_21 . 0420 . C4 . 06 . tm 

Start 2863 

GI none 
Exons 



Seq. ID OJ000450_21.042p.C4 
Strand 
End 

Method 
End . 
Score 



3693 

TBLASTX: Maize 

3198 

42 



2863. .2898, 2884. .2997, 2900. .2998, 3080. .3145, 3088. .3198 



Seq. No. 



58572 



Seq. ID OJ000450 21. 0420. C4 



58870 






Gene No. 


■ 122319 




Strand 








btart 


olbU 




End 


o by j 






Name 


OJ0UU4dU zl.U4zU.C4 


.o3.gp 


Method 


AAT/bAP 






Start 






. End 








GI 


none 




Score 


i r\ o c 






Exons 


JlbU . . ooyj 












Seq. No. 


58572 




Seq. ID 


OJ000450_21.0420. 


C4 




Gene No. 


122320 




Strand 








*Start 


9496 




hna 


Q Q A A 

y y 4 4 






Name 


OJ000450 21. 0420. C4 


. o3 . tw 


Method 


1 BLAo IX : Wneat 






Start 


9496 




End 


nooo 






GI 


none 




Score 


J4 / * 






Exons 


9496. .9882, 9507. .9881 










Seq. No. 


58572 




Seq. ID 


OJ000450_21.0420. 


C4 




Gene No. 


122320 




Strand 








Start 


9496 




End 


O Ci A A 

y y 4 4 






Name 


OJ000450 21. 0420. C4 


. o2 . tm 


Method 


I BLAo ix : Maize 






Start 


9631 




End 


n O A A 

y y 4 4 






GI 


none 




Score 


o c n 






Exons 


9631. . 9942, 9639. . 9944 








f'rt 


Seq. No. 


58572 




Seq. ID 


OJ000450_21.0420. 


C4 




Gene No. 


122321 




Strand 








Start 


10443 




End 


10765 






Name 


OJ000450 21. 0420. C4 


. ol . tm 


Method 


TBLASTX: Maize 




£3 


Start 


10443 




End 


10765 






GI 


none 




Score 


303 




5 I Z 
■a =r 


Exons 


10443. .10763, 10450 


. .10764, 


10470. .10763, 10574.. 10765 




i y 


Seq. No. 


58572 




Seq. ID 


OJ000450_21.0420. 


C4 




Gene No. 


122322 




Strand 






f jl 


Start 


10792 




End 


11991 






Name 


OJ000450 21. 0420. C4 


. o5 . ts 


Method 


TBLASTX : Soybean . 




V 1 


Start 


10792 




End 


11178 






GI 


none 




Score. 


88 






Exons 


10792. ;10947, 10930 


. . 11178 






- 




Seq. No. 


58572 




Seq. ID 


OJ000450_21.0420. 


C4 




Gene No. 


122322 




Strand 








Start 


10792 




End 


11991 






Name 


OJ000450 21. 0420. C4 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


10966 




End 


11400 






GI 


none 




. " Score 


295 






Exons 


10966. .11400, 11175 


. . 11375 










Seq. No. 


58572 




Seq. ID 


OJ000450_21.0420. 


C4 




Gene No.. 


122322 




Strand - 








Start 


10792 




End 


11991 






Name 


OJ000450 21. 0420. C4 


. o5 . tw 


Method 


TBLASTX: Wheat 






Start 


11043 




End 


11235 






GI 


none 




Score 


131 






Exons 


11043. .11234, 11043 


. . 11114, 


11044 . . 11235, 11044 .. 11235 






Seq. No. 


58572 




Seq. ID 


OJ000450_21.0420. 


C4 




Gene No. 


122322 




Strand 







58871 




Start 


10792 






End 


-11991 


Name 


OJ000450 21. 0420. C4 


. . 15 


Method 


TBLASTX : Soybean 


otart 


11188 






End 


11586 




none'' 






Score 


189 


Exons 


11188. , 


.11412, 11196 


. . 11 jDO , 


11197. .11367, 11413. .11586, 




11421., 


.11459 








O rt KT /"v 

beq . MO . 


'58572 






Seq. ID 


OJ000450_21.0420 


Gene No. 


122322 






Strand 




Start 


10792 






End 


11991 


Name 


-OJ000450 21. 0420. C4 


. ol . tw 


Method 


TBLASTX: Wheat 


C -1 1 vf- 

btart 


11236 






End 


11991 




none 






Score 


625 


Exons 


11236. . 


.11700, 11244 


1 1 TOO 

. . 11 /Z J, 


1174 4V. 11974, 11752. .11991, 




11774 . , 


.11971, 11832 


11 QQfi 
. . 1 1 .7 i?U 






Seq. No. 


58572 






oeq . 1 u 




Gene No. 


122323 






Of > 1 >-> /-J 

otrana 




Q -f- -> -y~ 4- 


11916 






End 


13270. 


Name 


OJ000450 21. 0420. C4 


. o7 . tm 


Method 


TBLASTX: Maize 


O 4- >~ 4- 

btart 


11916 






End 


12174 


bl 


none 






Score 


210 


Exons 


11916. . 


,12080, 11917, 


1917/1 

. . 1 z 1 / 4 






Seq. No. 


58572 






Seq. ID 


OJ000450_21.0420 


Gene No. 


122323 






Strand 




otan 


11916 






End 


13270 


Name 


OJ000450 21. 0420. C4, 


. Ol . zc 


Method 


TBLASTX: Cress 


C 4- -5 v- 4- 

otart 


12004 






End ... • 


12263 


bl 


none 






Score 


200 


tjXons 


12004. , 


.12225, 12192. 


. . IZZDj 






beq. no. 


58572 






Seq. ID 


OJ000450_21.0420 


Gene No. 


122323 






Strand 




Start 


11916 






End 


13270 


Name 


OJ000450 21.04-20.C4, 


,.o4 . tw 


Method 


TBLASTX: Wheat 


O 4 1 v~ 4- 

b tar t 


12046 






' End 


12590 




none 






Score 


126 


Exons 


12046. . 


,12225, 12192, 


1 OOQQ 


12192. .12365, 12384 V .'12590, 




12458. . 


, 12580 








Seq. No. 


58572 






Seq. ID 


OJ000450_21.0420 


Gene No. 


122323 






Strand 




Of -1 -K-4- 

b car z 


11916 






End 


13270 


Name 


OJ0004 5.0 21. '0420. C4. 


. 00 . ts 


Method 


TBLASTX : Soybean . 


btart 


12082 






End 


12425 




none 






Score 


66 


Exons 


12082. . 


12171, 12186. 


. . 1 £ fi ^ 0 , 


12186. .12419 


Seq. No. 


58572 






Seq. ID 


OJ000450_21.0420 


Gene No. 


122323 






Strand 




Start 


11916 






End 


13270- 


Name 


OJ000450 21. 0420. C4 , 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


12192 






End 


12578 


GI 


none 






' Score 


256 


Exons 


12192. . 


12578 









58872 




Seq. No. 


58572 


Seq. ID 


OJ000450_21.0420 


.C4 


Gene No. 


122323 


Strand 






otart 






1 Jz /U 




Name^' 


UJUuU40U Z 1 . U4 ZU . L4 . Ol . t S 


Method 


TBLASTX :.Soyoean 




Start 


1 O j! /i "2 

Iz 4 4 o 


End 


1 O T O O 

lz /oo 




bl 


none 


Score 






Exons 


1 O yi / 1 1 O £ /I "3 TO/1/1/ TT700 

lz4 4 ,5 . . ±Zo4 J, JLZ4 4 4 . . 1Z / oo 








Seq. No. 


58572 


Seq. ID 


OJ000450_21.0420 


.C4 


Gene No. 


122323 


Strand 






O v- 4- 

otart 


ny id 




1 0 O H C\ 

L6Z fU 




Name 


OJU0U45U z 1 . U4 z(J . C4 . Oo . tm 


Method 


TBLASTX : Maize 




Start 


i o c n o 


End 


izyjo 




GI' 


none 


Score 


31o 




Exons 


iz d y y . . iz yj / , izouu..izyjo 








Seq. No. 


C O C T O 

58572 


Seq.. ID 


OJ000450_21.0420 


. C4 


Gene No. 


122323 


Strand 






."Start 


11916. 


End 


13270 




Name 


UJUUU40U Zl . U4ZU . L4 . OZ . tw 


Method 


TBLASTX: Wheat" 




Start 


lz / y 4 


End 


13270 




GI 


none 


Score 


101 




Exons 


iz / y4 . . lzooo, iz / yo . . lzo oy , 


12884 . .13270, 12885. . 13232, 




j' 


lZOOD..lJZDy - 








Seq. No. 


58572 


Seq. ID 


OJ000450_2i:0420 


.C4 


Gene No. 


122323 


Strand 






btart 


ii yio 


End 


13270 




Name 


OJUUU45U zl . U4zU . C4 . o4 . ts 


Method 


TBLASTX: Soybean 




Start 


12801 


End 


13142 




GI 


none 


Score 


91 




Exons 


iooht loooo ionm 

lzo Ul . . Iz y 14 , lzoz / . . lzyu / , 


12933. .13142, 12938. .13063 




Seq. No. 


58573 


Seq. ID 


OJ000450_21.0420 


.C5 


Gene No. 


122324 


Strand 


+ 






DU 


End 


948 




Name 


OJUUU40U z 1 . (J4 zU . Co . ol . gs 


Method 


GENSCAN 




Start 


oU 


End 


948 




GI 


none 


Score 


.62 




Exons 


OU..ZOO, yi/..y4o 








Seq. No. 


58573 


Seq. ID 


OJ000450_21.0420 


.C5 


Gene No. 


122325 


Strand 






Start 




End 


1460 




Name 


OJUU.U45U zl.0420.C5.o2.gs 


Method 


GENSCAN... . 




Start 


1315 


End 


1460 




GI 


none 


Score 


.6 




Exons 


1315 . .14 60 








Seq . No . 


C O C "7 /l 

58 57 4 


Seq. ID 


OJ000450_21. 0420 


.C6 


Gene No . 


1ZZ JZ 0 


Strand 


+ 




Start 


1101 


End 


8549 




Name 


OJ000450 21.0420.C6.ol.gs 


Method 


GENSCAN 




Start 


1101 


End ■ 


7917. 




GI 


none 


Score 


. 63 ' 




Exons 


1101. .1322, 2254. .2367, 2461 


..2918, 4105. .4211, 6932. .7035, 




7466. .7669, 7762. .7917 









58873 



Seq. No. 


58574 




Seq. ID 


OJ000450_ 


21 


.0420 


.C6 


OC11C 1. ' V-/ • 


122326 




fit" rand 


+ 








o u d J, r u 


1101 






fi S4 Q 








lvalue 


OJ0004S0 21 04 20 P6 


o 1 nn 




AAT /HAP 








O L. CI i. L. 


24 64 — 

^ Tt U 1 






28 SS 










none 




Score 


748 








DAUllO 


2464 28^ 














Seq. No. 


58574 




Seq. ID 


OJ000450_ 


21 


.0420 


.C6 




122326 




Strand 


+ 








u Lai L 


1101 




End 


8549 










OJ000450 21. 0420. C€ 


. o3 . gp 


Method 


AAT / GAP 








o Lai u 


7336 ■ ■ 




End 


8549 










none 




Score 


1010 








Pyrin c 


7336. .7669, 77 62 . . 784 1 , 8319 


..8394, 8464. .8549 








Seq. No. 


58574 




Seq. ID 


OJ000450_ 


21 


.0420 


.C6 


Cpnp K] pi 
IN . 


122327 




Strand 


+ 








qta rt" 


10404 




End 


11235 










OJ000450 21. 0420. C6 


. o2.gs 


Method 


GENSCAN 








q+- o r +- 


10404 




End 


11235 










none 




• Score 


.84. 










10404. . 10531, 11127 


. .11235 












Seq. No. 


58574 




Seq. ID 


OJ000450_ 


21 


.0420 


.C6 


Gene No. 


122328 




Strand 


+ 








Start 


11958 




• End 


14704 








Name 


OJ000450 21. 0420. C6 


.ol.np 


Method 


AAT /NAP 








Start 


11931 




End 


14530 








GI 


7527728 




Score 


954 








Exons 


11931. . 12106, 13202 


. .13592, 


13817. .14298, 14454. 


.14530 




GI Descrip. 


(AC010657) T5E21.9 


[Arabidopsis thaliana] 









Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58574 

122328 

11958. 

OJ0004 50_21.0420.C6.o3.gs 

11958 

none 



Seq. ID OJ000450_21.0420.C6 

Strand + 

End 14704 • 

Method GENSCAN 

End 14540 

Score .82 



11958. .12176, 13227. .13592, 13817 .. 14 1 91, 14424. .14540 



58574 
122328 
11958 

OJ0004 50_21.04 20.C6.o4.gp 

14103 

uC-osflcypl21e04bl 
14103. .14298, 14424. .14704 
'4038044' 2. Oe-21 (AC005936) 
thaliana] >gi_44 067 88_gb_AAD20098 
[Arabidopsis thaliana] f 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450_ 
• +"•■" 
14704.. . 
AAT /GAP 
14704 
922 



21. 0420. C6 



unknown protein [Arabidopsis 

(AC006532) unknown protein 



Seq. No. ^ 58574 Seq. ID OJ0004 50_2 1 . 0420 . C6 

Gene' No. 122329 Strand + 

Start 15392 End 20725 

Name OJ0004 50_2 1 . 0420 . C6 . o4 . gs Method GENSCAN 



58874 






Start 


1*5392 


End 


20357 




GI 


none 


Score 


.91 




P von Q 


15392 1 5772 15865 1 5957 


16110. .16183, 1634 9. . 164 07, 






16475 16523 17114 17144 


174 67. .17 600, 18726. .18885, 






20038 20149 20326 20357 ' 








JCU • LNU • 


58574 


Seq. ID 


OJ000450_21.0420.C6 




riprip Nfo 


122329 


Strand 


+ 




Start 


15392 


End 


20725 




Name 


OJ000450 21.0420.C6.o2.np 


Method 


AAT/NAP 




Start 


15413 


End 


20725 




GI 


6598331 


Score 


629 




P von s 


15413. . 15772, 158 65 15957 , ' 


16110. .16200, 164 75. .16531, 






17052. . 17247, 18711. .18932, 


20053. .20153, 20419 .. 20569, 






20634. .20725 








\J JL \Z *3 \mr -i- k-* . 


(AC002329) hypothetical protein [Arabidopsis thaliana] 




Spa No 


58574 


Seq. ID 


OJ000450_21.0420.C6 






122329 


Strand 


+ 




Start 


15392 


End 


20725 




Name 


OJ000450 21.0420.C6.o5.gp 


Method 


AAT/GAP 




Start 


18799 


End 


20524 




GI 


61380 1.R1084 


Score 


952 


fli 


Exons 


18799. .18885, 19677 19851,. 


20038. .20149, 20268 20325, 






20419. .20524 






fii 


CtT DP c-r rin 

\J -L LJ\^ O J- -L. » 


'2132302/pirJ IS69032 1.0e-22 


hypothetical protein YPR144c ■ 


- - 




yeast (Saccharomyces cerevisiae) >gi_ 


1066493 (U40829) Weak 






similarity near C-terminus to RNA Polymerase beta subunit 


- — 




Prot. accession number P11213) and CCAAT -binding transcrip- 






factor (PIR accession number 


A36368) 


[Saccharomyces cerevi: 




Seq. No. 


58574 


Seq. ID 


OJ000450__21.0420.C6 


! ; =J 


Gene No. 


122330 


Strand 




r H 


Start 


4394 


End 


4876 


Name 


OJ000450 21.0420.C6.o2.gp 


Method 


AAT/GAP 




O C a. -L U 


4 394, 


End 


4876 


L& 


GI 


none 


Score 


894 • 




Exons 


4394. .4876 








Seq. No. 


58574 


Seq. ID 


OJ000450_21.0420.C6 




Gene No. 


122331 


Strand 






Start 


8685 


End . 


8827 




Name 


OJ000450 21.0420.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


•8685 ' 


End 


8827 




GI 


none .... 


Score 


187 




P von s 


8685. .8720, 8686. .8802, 8690 


..8812, 8' 


707. .8805, 8708. .8827 




Seq. No. 


58574 


Seq. ID 


OJ000450_21.0420.C6 




Gene No. ... 


122332 


Strand 






Start 


13227 


End 


13460 ■ 




Name 


OJ000450 21.0420.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13227 


End 


13460 




GI 


none 


Score 


187 




Exons 


13227-. . 13460, 13235. .13384 








Seq. No. 


58574 


Seq. ID 


OJ000450_21.0420.C6 




Gene No. 


122332 


Strand 





58875 




Start 


13227 




End 


13460 




Name 


OJ000450 21 0420 C6 


. o3 . ts 




J- U XJ.ii.kJ X i\ • 




Start 


13230 — 




End 


134 36 




' (IT ■ 

\3 X 


none 






207 




DAUllO 


13230 13436 13244 


. .13423 








Seq. No. 


58574 




Seq. ID 


OJ000450 


_21.0420 


Gene No. 


122333 




Strand 






Start 


13452 




End 


14284 . 




Name 


O.T0004S0 91 0490 P6 


r>1 f r 

* VJ x ■ it 


Method 


TBLASTX: 


V_/ X Coo 


Start 


13452 ~~ 




End 


14041 




GI 


none 




Score 


161 




J—J *V V— / 1 1 u 


13452 13592 13454 


13609, 


13811. . 14041, 13816 


. .1404 0 


Seq. No. 


58574 




Seq. ID 


OJ000450 


_21.0420 


Gene No. 


122333 




Strand 






Start 


13452 




End 


14284 




Name 


O.T0004S0 21 04?0 P6 


> U X . L.1LI 


Method 


TBLASTX: 


Ma i z e 


Start 


13846 ~~ 




End 


14260 




GI 


none 




Score 


■ 521 




p von q 


13846 14223 13850 


. .14260, 


13973. .14233 




Seq. No. 


58574 




Seq. ID 


OJ000450 


_21.0420 


Gene No. 


122333 




Strand- 






Start 


13452 




End 


-14284 






O.T0004S0 21 0 420 P6 


. W X . U o 


Method 


TBLASTX: 


o \j y u c; ci 1 1 


Cf arf 
u Lai L 


14063 _ 

x *a \J \J J 




End 


14284 






none 




Score 


255 






14063 14284 14077 


14223 








OC^i IN W . 


58574 




Seq. ID 


OJ000450 


2 1 . 0420 


VJC11C LNU . 


122334 




Strand 






O LaL L 


1 7 Q4 4 

J. / -7 1 1 




End 


20103 




Name 


OJ000450 21. 0420. C6. 


,o2 . tm 


Method 


TBLASTX: 


Maize 


Start 


17944 




End 


20103 




GI 


none 




Score 


34 




pyrin o - 


17Q44 1 7Q7Q 1 7Q4P1 


1 7 980 


-.18058. .18156, 18059 


1 R1 ^4 

. . X U X ^ M , 




18569 18625 18571 


1 8 630 


18571. .18630, 18687 


1 R fi ft 7 




* ■ 18705 18887 18712 


1 8888 


19671. .19850, 19673 


. .19852, 




19745 19852. 20038 


■ 20103 










58574 




Seq. ID 


OJ000450 


91 0490 

Z> x • yj 1 z, \j 


Gene No. 


122335 




Strand 






Start 


20074 




End 


20532 ' 




Name 


OcTt)00450 21 0420 C6 


, o2 . ts 


Method 


TBLASTX: 


uuy o. 1 1 


O Lai t 


20074 ~ 




End 


20532 










Score 


78 






20074 901 S 1 900AP! 

Z, W VJ / *i • • £.UX JX; Z.UUOO. 


201 


20269. .20322, 20270 


. . Z. U J Z _7 , 




20417 ?0S?7 9041Q 


. . Z. U >J J z, 








Seq. No. 


58575 




Seq. ID 


OJ000450 


_21.0420 


Gene No. 


122336 




Strand 


+ 




Start 


1 




End 


324 • 




.Name 


OJ000450 -21. 0420. C7. 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End • 


324 




GI 


61380 1.R1084 




Score 


618 





Exons . 1..324 



58876 



GI Descrip. 1 2132302/pir | I S69032 1.0e-22 hypothetical protein YPR144c - 
yeast (Saccharomyces cerevisiae) >gi_1066493 (U40829) Weak 
similarity near C-terminus to RNA Polymerase beta subunit- (Swiss 
■Prpt. accession number P112.13) and CCAAT -binding., transcription - 
• factor (PIR accession number A36368) [Saccharomyces cerevisiae] ' 



Q&n Mo 


58575 


Seq. ID 


OJ000450_21.0420.C7 




122337 


Strand 


•+ 




1577 


End, 


6078 


LN CllUC 


OJ000450 21.0420.C7.ol.np" ' 


Method 


AAT/NAP 


OLal L 


1577 


End 


6063 


GI 


3831457 


Score 


2241 


Exons 


1577. .1673, 2385. .2600, 2701 


..4052, 4130. .4407, 4554. .4585, 




4685.. 5091, 5590.. 6063 






(~1 T Hp cirri o 


(AC005700) putative ligand-gated ion channel subunit 




[ Arabidopsis t ha liana] 








CQCTC 

JOJ ID 


Seq. ID 


OJ0004pO_21.0420.C7 




1 0 0 "3 "3 ~1 


Strand 


+ 


O Uai L 


1 C ~1 1 


End 


6078 


Name 


OJ000450 21.0420.C7.o2.gp 


Method 


AAT/GAP 


Start 


1700 


End 


2552 


GI 


701533 


Score 


884 


P 1 von Q 


1700.. 1845, 22-37.. 2552 








58575 


Seq. ID 


OJ000450_21.0420.C7 


UCllC LNU, • 


122337 


■ Strand 


+ 


O Lai U 


1577 


End 


6078 


Name 


OJ000450 21.0420.C7.o2.gs 


Method 


GENSCAN 


Start 


2342 


End 


6078 


GI 


none 


Score 


.86 


Exons 


2342.. 2600, 2701.. 4052, 4130 


..4407, 4685. .4856, 4864. .5091, 




5590. .6078 






O C • LN KJ . 


58575 


Seq. ID 


OJ000450_21.0420.C7 


(?pnp Mo 


122337 


Strand 


+ 




1577 


End 


6078 


Name 


OJ000450 21.0420.C7.o3.gp 


Method 


AAT/GAP 


Cf a v-+- 
O LcL-L L 


3053 


End 


3490 


<3 -L 


LIB34 31-034-P1-K1-F2 


Score 


831 


Exons 


3053. .3490 






GI Descrip. 


? 6013233/gb|AAF01294.1|AF183932 1 3.0e 


-27 (AF183932) ionotropic 




glutamate receptor homolog [Arabidopsis thaliana] 1 


Qarr Mo 
Octj. IN U . 


-58575 * . .v.t. . 


•s&Seq. ID 


OJ000450_21.0420.,C7 , 


Gene No. 


122337 


Strand 


+ 


Start 


1577 


End 


6078 


Name 


OJ000450 21.0420.C7.o4.gp 


Method 


AAT/GAP 


Start 


4176 


End . . 


4889 


GI 


6327 1.R1084 


Score ■ 


857 


Exons 


4176. .4407, 4554. .4585, 4685 


. .4889 




GI Descrip. 


'2708331 2.0e-52 (AF038557) 


ligand gated channel-like protein 




[Arabidopsis thaliana] 1 






Seq. No. 


58575 


Seq. ID 


OJ000450_21.0420.C7 


Gene No. 


122337 


Strand 


+ 


Start 


1577 


End 


6078 



58877 



Name OJ000450_21 . 0420 . C7 . o5 . gp Method AAT/GAP 

Start 5218 End 5717 

GI 6525_1.R1084 . Score 950 

Exons 5218 . .5717 

GI Descrip. 1 2262157 9.0e-Q9 (AC002329) putative ligand-gated ion channel 
protein [Arabidopsis thaliana] ' 



Seq. No. 58575 Seq. ID OJ000450_21 . 0420 . C7 

Gene No. 122338 Strand + 

Start 8942 End 12829 

Name OJ000450_21 . 0420 . C7 . o2 . np Method AAT/NAP 

Start 8942 End 12829 

GI 7485120 Score 455 

Exons 8942.. 8986, 10813 10926, 11012 .. 11406, 12386. . 12454 , 

12565. .12829 

GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi|2244865|emb|CAB10287.1| (Z97337) hypothetical protein 
[Arabidopsis thaliana] gi | 7268254 | emb | CAB78550 . 1 | • (AL161540) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 58575 

Gene No. 122338 

Start 8942 

Name OJ000450_21 . 04 20 . C7 . o4 . gs 

Start 11075 

GI none 

Exons 11075. .11114, 11207 .. 11406, 
12565. .12636 



Seq. ID OJ000450_21.0420.C7 

Strand + 

End 12829 

Method GENSCAN 

End 12636 ■ 

Score . : 68 
11731. .11949, 12386. .12454, 



Seq. No. 58575 * Seq. ID 

Gene No. 122339 Strand 

Start 5731 End 

Name OJ000450_21 . 0420 . C7 . 06 . gp Method 

Start 5731 End 

GI none Score 

Exons 5731.. 6268 



OJ000450_21.0420.C7 

6268 
AAT/GAP 
6268 
1001 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 
Gene No. 
•Start 
Name 
Start 
GI 

Exons 



58575 

122340 

6880 

OJ000450_21.0420.C7.ol.tc 
2411 
none 
2411. 
3060. 
3378. 
3894 . 
4657. 



.2614, 2537. .2614, 2699. 

.3260, 3075.. 3212, 3098. 

.3893, 3386.. 3607, 3632. 

.4055, 3911.. 3997, 3921. 

.4971, 4684. .4932, 4686. 

4981.. 5121, 5589. .5714, .5590. 

58575 

122340 

6880 

OJ000450_21.0420.C7.o6.tm 

2419 

none 

2419. .2595, 2420. .2599, 2699. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 2-1. 0420. C7 



8943 

TBLASTX: Cress 
5859 
102 

3031, 2706.. 3032, 2952 
3259, 3264.. 3356, 3348 



.3901, 3682. 

.4043, 4124. 

.4961, 4980. 

.5724, 5734. 



3038, 
3545, 
3894, 3784.. 3906, 
4408, 4165. .4407, 
5087, 4-981. .5091, 
5859 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2800, 2706.. 2798 



OJ000450_21.0420.C7 
8943 . 

TBLASTX: Maize 
2800 
123 



58878 




Seq. No. 


58575 








Seq. ID 


OJ000450_21.0420 


.C7 


Gene no . 


iZzo4 U 








btrana 






Start 


6880 








End 






Name 


OJ0,004 5U_21 . 


. U4 2U , 


. C / . OL. 


ts 


Method 


■ l bLAb IX : boyoean 




Start 


2669 








End 


ozz / 




GI 


none 








Score 


Q Q 

0 o 




Exons 


2 669. . 3226, 


2692 . 


. . 4 o o y / 


o "i r\ a 
2 /U o . 


o o o n 
.512.1 






Seq. No. 


58575 








Seq. ID 


OJ000450_21.0420 


.C7 


Gene No. 


122340 








Strand 






Start 


6880 








End 


8943- 




Name 


OJ000450 21. 


.0420. 


.C7 ,o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2898 








End 


3188 ■ 




GI 


none 








Score 


112 




Exons 


2898. .2990, 


2900. 


. .3016, 


2991. 


.3188, 3015. .3188 







Seq. No. 


58575 








Seq. ID 


OJ000450_21.0420.C7 




Gene No. 


122340 








Strand 






Start 


6880 








End 


8943 




Name 


OJ000450 21. 


. 0420 . 


C7 . o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3264 








End 


3662 




GI 


none 








Score 


63 




Exons 


3264 . . 3344 , 


3348 . 


. 3662, 


338 9 . 


.3661 




ih 


Seq. No. 


58575 








Seq. ID 


OJ000450_21. 042-0. C7 




Gene No. 


122340 








Strand 




f'j 


Start 


6880 








End 


8943 




Name 


OJ000450_21 , 


. 0420 . 


C7 . o4 . 


tm 


Method 


TBLASTX : Maize 


\ i | 


Start 


3282 








End 


3623 


W 


GI ■ 


none 








Score 


39 


[ y 


Exons 


3282 . . 3344 , 


3378 . 


. 3623, 


3388 . 


.3489, 3389. .3613, 3535. .3615 




Seq.. No. 


58575 








Seq. ID 


OJ000450_21.0420.C7 




Gene No. 


122340 








Strand 




3 


Start 


6880 








End ' 


8 943 




Name 


OJ000450 21, 


.0420. 


C7.o2. 


ts 


Method 


TBLASTX: Soybea'n 




Start 


3663 








End 


4162 , - 




GI 


none 








Score 


407 




Exons 


3663. .4043, 


3665. 


.3976, 


3672. 


.4034, 4133. .4162 




Seq. No. 


58575 








Seq. ID 


OJ000450_21.0420.C7 




Gene No. 


122340 








Strand 






Start 


6880 








End 


8943 




Name 


OJ000450 21. 


.0420. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4109 








End 


4408 




GI 


none 








Score 


304 




Exons 


4109. .4408, 


4159. 


. 4404 










Seq. No. 


58575 








Seq. ID 


OJ000450_21.0420.C7 




Gene No. 


122340 








Strand 






Start 


•6880 








End 


8943 




Name 


OJ000450 21. 


.0420. 


C7.o6. 


ts 


Method 


TBLASTX: Soybean 




Start 


4163 








End 


4411 




GI 


none 








Score 


91 




Exons 


4163. .4243, 


4171. 


.4236, 


4208. 


.4411, 4246. .4410 



58879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58575 

122340 

6880 

OJ0004 50_21 . 0420 . C7 . ol.. tm 

4683 

none 



Seq. ID -OJ000450_21.0J20.C7 
Strand 

End '8943 

Method TBLASTX:Maize . 

End 5120 

Score 127 



4683. .4781, 4684. .5115, 4686. .5120, 4687. .5091 



Seq. ID 'OJ000450_21.0420.C7 
Strand 

End 8943 

Method TBLASTX: Soybean 

End 5874 

Score • 342 

4779. .5030, 4780. .5091, 5590. .5685, 5598. .5693, 5737. .5874 



Seq. No. 58575 

Gene No. 122340 

Start 6880 

Name OJ0004 50_21 . 0420 . C7 . o3 . ts 

Start 4779 

GI none . . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58575 

122340 

6880 

OJ0004 50_21.0420.C7 .o3.gs 

6880 

none 



Seq. ID OJ000450_21.0420.C7 
Strand 

End ' 8 94 3 

Method GENSCAN 

End 8943 

Score . 6 



6880. .7011, 7315. .7458, 7733. .8094, 8865. .8943 



Seq. No. 58575 

Gene No. 122341 ' 

Start 8918 

Name OJ0004 50_21 . 04 20 . C7 . ol . tw 

Start 8918 

GI none 
Exons 



Seq. ID OJ000450_21.0420.C7 
Strand 

End 12639 

Method TBLASTX : Wheat 

End 11074 

Score 93 



8918. .8989, 8942. .8986, 10806 10919, 10807 .. 10920, 
11011. .11073, 11012. .11074 



Seq. No. 58575 

Gene No. 122341 

Start 8918 

Name . OJ000450_21 . 0420 . C7 . o5 . tm 

Start 8918 

GI none 
Exons 



Seq. ID OJ000450_21.0420.C7 
Strand 

End 12639 

Method " TBLASTX: Maize* * ' 
End 11046 
Score 105 



8918. .8989, 8942. .8989, 10807 .. 10935, 10807 .. 10938, 
11009. .11044, 11011. .1104 6 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



58575 

122341 

8918 

OJ0004 50_21.0420.C7 .o5.ts 

10894 

none 



Seq. ID OJ000450_21. 0420.C7 
Strand 

End 12639 

Method TBLASTX : Soybean 

End 12639 

Score 4 6 



10894. .10950, 11012. .11080, 11153 .. 11197 , 1 128 1 .. 11334 , 
11380. .11409, 12385. . 12453, 12386 .. 12454-, 12561 .. 12635 , 
12562. .12639, 12563 .. 12634 , 12564.. 12638 



Seq. No.. 58576 

Gene No.'" 122342 

Start 68 

Name OJ000320_28 . 04 19 . CI . ol . gs 

Start 68 



Seq. ID OJ000320_28 .0419. CI 
.Strand 

End 1872 

"Method GENSCAN 

End 1872 



58880 






r* t 


1 iui it; 




Score 


.78 






TT vnn c: 
CjXuIIo 


6R 906 64S 772 116C 


. 1340 


, 1752. .1872 






Seq. No. 


58577 




Seq. ID 


OJ000320_28.0419 


.C2 




Gene No. 


122343 




Strand 


+ 






C4- -a rj- 

otdi L 


Q 
o 




End 


983 






Name 


n.~roooi90 9ft 0419 P9 ni 


gs 


Method 


GEN SCAN 








ft ~~ 
0 




End 


983 






p t 


none 




Score 


.84 - 






Exons 


ft 914 470 RS4 fiOfi 


704, 901. .983 








Seq. No. 


58578 




"Seq. ID 


OJ000320_28.0419 


.C3 




Gene No. 


122344 




Strand 


+ 








4Q6 




End 


1068 ; 






Name 


d.toooi90 9ft 04iQ pi r>i 


gs 


Method 


GENSCAN 






o tart 


4 Qfi ~~ 




End 


1068 






p, t 

\J 1 


HUllc 




Score 


.9 






Exons 


4 Qfi 1 06R 












o c q • in u • 


^R^7R 
JO J / o 




Seq. ID 


OJ000320_28.0419 






Gene No. 


122345 




Strand 








Start 


392 




End 


1297 






Name 


n,T000190 9fl 0419 PI ol 


np 


Method 


AAT/NAP 






C4- o r--h 


-3 no — 




End 


1297 






P T 


7 14 Oft ft 1 




Score 


230 




i :J 


Exons 


1Q9 6fifi 767 ft4Q Qll 


.,1064 


, 1212. .1297 




flj 


\j± ueociip. 


fAPOOISMl h\mni-hp1-i p^l 

^nrUUl J J 1 j Iiy UU Lilt; L lucll 


protein [Oryza 


sativa] 






o e q . In (J . 


Sft S7 Q 

JO J / J ^ t 




Seq. ID 


OJ000320_28.0419 


P4 


£ ; | 


Gene No. 


122346 




Strand 






5s a? 


Start 


1 




End 


995 




Vc? 


Name 


Pj.T000190 9ft 041 Q P4 ol 

WUUUU JtU O ■ U417 ( ^1 . Ul • 


np 


Method 


AAT/NAP 




fig 




1 — 

J. 




End 


995 






P T 


4 6ft01 7Q 




Score 


1611 




^ 


Exons 


± . . j y j 












Ul L/C £> I— 1 1U . 


fAFl1170Q^ nnl vnrni-p-i n 
\n£ 111 / U^/ ^JuiyuiULclIl 


[Oryza 


sativa subsp. indica] 






Seq. No. 


58579 . - * 




Seq. ID 


OJ000320_28.0419 


.C4 


i. 


Gene No. 


122346 




Strand 








C 4- a -y- f- 


i 
i 




End 


995 




= : - 


Name 


O.T000190 9ft 041 Q P4 nl 


tm 


Method 


TBLASTX: Maize 






c •(- n -w-4- 
olalL 


11 — 




End 


488 






P,T 


11U11C 




Score 


134. 






Exons 


11 4R8 14 490 












Seq. No. 


58579 




Seq. ID 


OJ000320_28.0419 


.C4 




Gene No. 


122346 




Strand 










i 

i 




End 


995 






Name 


0.1000190 9ft 041 Q P4 n1 


gs 


Method 


GENSCAN . 






Of 3 -v-f- 


ft Q ~~ 




End 


860 






P T 


none 




Score 


.58 






Exons 


89. .860 












Seq. Ho. 


58579 




Seq. ID 


OJ000320_28.0419 


.C4 




Gene No. 


122346 ."■ 




Strand 








Start 


1 




End 


995 






Name 


OJ000320 28.0419.C4.ol. 


tw 


Method 


TBLASTX: Wheat 





58881 






Start 


108 




End- 


509 






GI 


none 




Score ^ 


294 








108 509. 109 477, 


111 506 










Seq. No. 


58579 




-.Seq. ID 


OJ000320_28.0419 


.C4 




Gene No. 


122346 




Strand 








Start 


1 




End 


995 






Name 


OJ000320 28 0419 C4 


.ol.ts 


Method 


TBLASTX * Sovbean 






Start 


222 _ 




End 


617 






GI 


none 




Score 


147 






P von 


222 581. 223 477. 


252 569. 


503 574 


, 585 617 . 589 


615 




Seq. No. 


58579 




Seq. ID- 


OJ000320_28.0419 


.C4 




Gene No. 


'122346'.- 




Strand 








Start 


1 




End 


995 






Name 


OJ000320 28 0419 C4 


. o2 . tm 


Method 


TBLASTX 'Maize 






Start 


504 ~~ 




End 


971 








none 




Score 


104 








504 971 "601 900 












Seq. No. 


58579 




Seq. ID 


OJ000320_28.0419 


.C4 




Gene No. 


122346 




Strand 








O UQi L 


1 




End 


995 






Name 


OJ000320 28 0419 C4 


. o2 . tw 


Mp1~ hod 


TBLASTX • Whpat 






Start 


558 ~~ - " '• ■ 




End 


983 






GI 


none 




Score 


267 




i \=. 

a : = 
h z 

?: 5 




558 983 601 936 










= H 


Seq. No. 


58579 




Seq. ID 


OJ000320_28.0419 


,C4 




Gene No. 


122346 




Strand 








Start 


1 




End 


995 






Name 


OJ000320 28 0419 C4 


. o2 . ts 


Mpfhod 


TBLASTX • Sovbpan 

J. i—t J_l.il uJ ± _i . O \J V KJ \_- 0 1 1 




* ™ 


Start 


690 ~~ 




End 


971 






GI 


none 




Score 


57 






IjAUIIO 


690 971 691 888 










~h 

E , . 


Spa No 


58580 




Seq. ID 


OJ000320 28 0419 


. C5 




Gene No. 


122347 




Strand 








Start 


2314 




End 


2470 






Name 


OJ000320 28. 0419. C5 


. o2 .np 


Method 


AAT/NAP 






Start 


2314 




End 


2470 






GI 


7363271 




Score 


141 






Exons 


2314. .2470 












GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] • 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



58580 
122348 
1 

OJ000320_28. 0419.C5.ol.np 



6721517 
1..242, 291. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1076, 1135. .1257, 1295. 



OJ000320_28.0419.C5 

1376 
AAT/NAP 
1376 
1105 
1376 



(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



58580 

122348 

1 



Seq. ID 

Strand 

End 



OJ000320 28. 0419. C5 



1376 



58882 



Name 

Start 

GI 

Exons 



OJ000320_28 . 0419 .C5 . o2 . tw Method 

15 End 

none Score 
15. .236, 91. .237, ,279. .326 



TBLASTX: Wheat 

326 

106 



Seq. No. 58580 Seq. ID 

Gene No. 122348 Strand 

Start 1 End 

Name OJ000320_28 . 04 19 . C5 . ol . tw - Method 

Start 846 - End 

GI none Score - . 

Exons 846.. 1163, 847.. 1143 



OJ000320_2.8.0419:C5 
1376 ■ 

TBLASTX: Wheat 

1163 

101 



Seq. No. 58581 
Gene No. 122349 
Start 1 

Name OJ000320_28 . 04 19 . C9 . ol . np 

Start 1 

GI 7446445 

Exons 1..21, 128.. 208, 307.. 

GI Descrip. serine/threonine-speci 
Arabidopsis thaliana g 
serine/threonine-speci 
[Arabidopsis thaliana] 
serine/threonine-speci 
[Arabidopsis thaliana] 



Seq'. ID 
Strand 
End 

Method 
End 
Score 
378, 470. .565, 



OJ000320 28. 0419. C9 



1370 
AAT/NAP 
1370 
340 
644. .761, 



869. 
7.1. 



. 1370 
-) lrrpk 



fic protein kinase (EC 2. 
i I 4938475 | emb | CAB43834.il (AL0784 64) 
fic receptor protein kinase LRRPK 

gi I 72698 991 emb | CAB80992. 1| (AL161576) ' 
fic receptor protein kinase LRRPK 



Seq. No. 58581 Seq. ID 

Gene No. 12234 9 Strand 

Start 1 End 

Name OJ000320_28 . 04 19 . C9 . ol . tm Method 

Start 160 End 

GI none Score 
Exons 



OJ000320_28.0419.C9 
1370- 

TBLASTX: Maize 

1004 

50 



160. .207, 161. .208, 311. .376, 313. .378, 336. .407, 474. .539, 
482. .541, 647. .760, 655. .759, 870. .1004, 883. .981 



Seq. No. 58581 

Gene No. 12234 9 

Start 1 

Name OJ000320_28 . 04 19 . C9 . ol . gs 

Start 307 

GI- none 

Exons 307. .378, 629. .761, 869. .1207, 1257. .1341 



•Seq. ID OJ000320_28.0419.C9 
Strand 

End 1370 

Method GENSCAN 

End 1341 

Score .78 



OJ000320 28-.04.19.C10 



687 

AAT/NAP 

687 

382 



Seq. No. . .58582. Seq. ID 

Gene No. 122350 Strand 

Start 1 End 

Name OJ000320_28 . 04 1 9 . C10 . ol . np Method 

Start 1 End 

GI 7446445 * Score 

Exons 1 . . 687 

GI Descrip. serine/threonine-specif ic protein kinase (EC 
Arabidopsis thaliana gi | 4 9384 75 | emb | CAB4 3834 , 
serine/threonine-specif ic receptor protein kinase LRRPK 

[Arabidopsis thaliana] gi | 7269899 | emb I CAB80992 . 1 | (AL161576) 
serine/threonine-specif ic receptor protein kinase LRRPK 

[Arabidopsis thaliana] 



2.7.1.-) lrrpk 
,1| (AL078464) 



58883 




Seq. No. 


58582 




Seq. ID 


OJ000320_28.0419 


.CIO 




i 99isn 
i z z o o u 




Of- y a nr J 
O L.1 dllU 






Of- a. r f- 


i 




PnH 


oo / 




LNdlUG 


n,Tnnrn?n ?p naiQ nn oi 

uuuuu j^u ■ vi 1? • Liu . yi i 


O Q 

. gs 


Mo i~ Vi oH 
He L ilULi 


Vj ILi LN O LrtlN 




O Lai L 


ftS _ 




PnH 

Hi I 1 Li 


fil 7 
Ol / 






n on o 
I 1U1 it: 




Q oo r*o 
OLUl C 


7R 

■ l o 






ftS fil 7 

D J • i Dl / 










Seq. No. 


58582 




Seq. ID 


OJ000320_28.0419 


.CIO 


uCllC LN U • 


i 99isn 




jli diin 






Cf ar-f 


1 
X 




PnH 

£ji ILi 


6R7 
oo / 




Lvd.lil.fc; 


n.Tnnni9n 9R ri4iQ nn ni . 

UU vUUJi.U 60.U417iLlU.Ulf 


. L L 


Mo +* n oo 1 
L It: L nuu 


1 D±jr\)D 1A ■ LIciO 




Of- a r +- 


1 4 S _ • 
it j 




PnH 

H»I ILi 


O 1 7 




CJ 

\J -L 


nnnp 






1 9S 

1 Z yj 




P von Q 


1 4 S 1QQ 1 SS 4 Dfl 41? 

1 4 -J • . J 7 7 / 1 J J . . 4 U U / 4 1 Z , 


ftl R 


4 Q4 fil Q 

474. . U 1 7 






Seq. No. 


58582. 




Seq. ID 


OJ000320_28.0419 


.CIO 


Hono Mo 


i 9 9 i s n . 




Oil di ILi 






Of a y f- 


1 
1 




PnH 


oo / 




Name 


n.~rnnni9n 9R 041Q nn ni 

VJU UUUJtU ZO.U4l7.LlU.Ul. 


, LW 




1 DLnO IA . lAincaL- 




OLal L 


9R 1 ~~ 
ZOO 




PnH 


4 OO 




ol 


none 




Score- . 


4 4 

4 4 




ljAUI Id 


9R1 nn 9flft nn 114 

ZOO. . jjU; ZOO. . jjU, O O 4 . 


4 ftfl 

. 4 OO f 


us 4ftn 




- 


Seq. No. ' 


... 58582 




Seq. ID 


OJ000320_28.0419 


.CIO 


Con c> Mo 


i 99isn 




q+- y-ano 1 
O Ll dllU 






Of a -r 4- 
O Lei I. L 


1 
1 




PnH 
Cj I Id 


ft R7 
0 0/ 




Name 


n,~mnni9n 9R ndi q - n n oi 

WUUUUOZU ZO.U417.L1U.U1. 


L o 


Mo ~i~ oH 


1 DLAo 1 A . ooyjjea.ii 




Of- a >-+- 


11 ft ~ 




PnH 


ft91 
O Z 1 






n on o 
I lui 1 1; 




Q oo t~o 


ftS 

U o 




Exons 


11 ft 4R1 19ft 4S1 4R1 

O 1 U . .400/ JLU. • 1 Jl/ 401. 


S7 ft 
. O / u / 


SQS fi91 

J7J . .OZ1 






Seq. No. 


58583 - 




Seq. ID 


OJ000320_28.0419 


.Cll 


fZono Mo 


1 9 9 IS 1 

16^. JJ1 




Of- >- a nH 
on di iu 






OLdl L 


7R 1 

/ 0 1 




PnH 


1117 




IN dillfc; 


n,Tnnni9n 9R D'4iq ni oi 

LUUUUOZU ZO.U417.L11.U1. 


O" c 


i it; unuu 


L7 Hj IN O LrtlN 




OLai L 


7R 1 ~~ 
/ O 1 




PnH 


1117 




\J 1 


none 




O LU1 C 


ft9 

. UZ 




Exons 


7 R 1 Ql Q llftfl 1117 

/Ol. . 7j7i llOU. . Ul f 










Seq. No. 


58583 




Seq. ID 


OJ000320_28.0419 


.Cll 


C2c*r\ o Mo 
OfcJilt; iNU • 


1991S9 




o l i d i in 






OLdXl. 


1 QS9 

1 7 O Z 




PnH 


9 4 R 4 

Z 4 O ft 




Name 


o.Tnnni?n 9R n4iQ ni o9 

wUUUUOZ.U ZO .. U417.L11 .UZ • 


gs 


Mot* h 


opvjqpnM 
oCjlNpLriiN 




OLdXt 


1 QS9 ~~ 

1 7 O Z 




PnH 


9 4 R 4 

Z 4 O 4 




riT 
lji 


none 




Score 


7 R 




Exons 


1 QS9 911R 919Q 94R4 

1 7 O Z . . Z O 1 O / Z O Z 7 . • Z 4 O 4 










Seq. No. 


58583 




Seq. ID 


OJ000320_28.0419 


.Cll 


Gene No. 


122352 




Strand 


+ 




Start 


1952 




End 


2484 




Name 


OJ000320 28.0419.Cll.o2. 


np 


Method 


AAT/NAP 




Start 


1970 




End 


2383 




GI 


6523547 




Score 


169 




Exons 


1970. .2383 











GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 



58884 



carteri f . nagariensis] 



Seq. No. 


58583 


Seq. ID 


OJ00032X)_28 . 0419 . Cll 


Gene No . 


122353 


S'trand 




Start 


1 


End 


2522 


.Name 


OJ000320 28.0419.Cll.ol 


.np Method 


AAT/NAP r 


Start 


1 ~ 


End 


2522 


GI 


7106508 


Score 


433 


Exons 


1 . . 178, 690 . . 914, 974 . . 


1251, 2502.. 2522 


GI Descrip. 


(AP001278 ) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


• 58584 


Seq. ID 


OJ000320_28.0419.C12 


Gene No. 


122354 


Strand 


+ 


Start 


2637 


End 


2923 


Name 


OJ000320 28.0419.C12.o2 


.np Method 


AAT/NAP 


Start 


2602 


End 


2923 


GI 


. 121631 


Score 


185 


Exons 


2602.. 2923 






GI Descrip. 


GLYCINE-RICH CELL WALL 


STRUCTURAL PROTEIN 2 PRECURSOR 



gi I 72323 | pir | | KNNT2S glycine-rich protein 2 - wood tobacco 
gil 19743|emb|CAA42622| (X60007) nsGRP-2 [Nicotiana sylvestris] 



Seq. No. 58584 Seq. ID 

Gene No. 122354 Strand 
Start • 2637 " ' - - End 

Name OJ000320_28 .0419. C12 . o2 . gs Method 

Start 2637- End 

GI none Score 

Exons 2637.. 2844 



OJ000320_28.0419.C12 
+ 

2923 
GENSCAN 
2844 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



58584 Seq. ID OJ000320_28 . 04 19 . C12 

122355 Strand 
271 End 2131 

OJ000320_28.0419.C12.ol.np Method . AAT/NAP 
271 End 2131 

7446449 Score 660 

.271. .670, 762. .954, 1059 .. 1121 , :1195 ... 1324 , 1426. .1634-, 
1775.. 1973, 2070.. 2131 '* 

serine/threonine-specif ic protein kinase (EC 2.7.1.-) F9F13.100 
- Arabidopsis thaliana gi | 5262168 | emb | CAB4 58 11 . 1 | (AL080253) 
receptor protein kinase-like protein [Arabidopsis thaliana] 
gi| 7268841 1 emblCAB.79045. 1| (AL161553) receptor protein 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58584 

122355 

271 

OJ000320_28.0419.C12.ol.gs 

346 

none ■ 



Seq. ID OJ000320_28.0419.C12, 



Strand 
End 

Method 

End 

Score 



2131 
GENSCAN 
1656 
.59 



346. .670, 762. .954, 1059. .1127, 1198. .1324, 1426. .1656 



Seq. No. 58584. Seq. ID OJ000320_28 . 04 19 . C12 

Gene No. 122355 Strand - 

Start 271 End 2131 

Name OJ000320_28 . 04 19 . C12 . ol . ts Method TBLASTX : Soybean 

Start 355 End 1545 



58885 



GI 

Exons 



none Score 64 

355. .567, 580. .669, 758. .787, 800. .955, 807. .956, 1057. .1122, 
1196. .1321, 1215. .1298, 1420. .1545 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58584 

122355 

271 

OJ000320_28 .0419.C12.ol.tc 

367 

none 



Seq. ID OJ000320_28.0419.C12 

Strand - . 

End 2131 

Method TBLASTX : Cress 

End ' 2117 

Score 4 5 



367. .531, 394. .522, 578. .670, 580. .669, 758. .826, 800. .955, 
831. .956, 840. .956, 1057. .1122, 1178. .1321, 1215.. 1301, 
1229. .1327, 1418. .I486, 1420. .1497, 1501. .1596, 1503. .1559, 
18'75. .1949, 2037.. 2117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



58584 

122355 

271 

OJ000320_28.0419.C12.ol.tm 

499 

none 

499,. 567, 580. .669, 590. .65 



58584 
122355 
271 

OJ000320_28.0419.C12 .ol.tw 
512 
none 

512. .670, 514. .672, 758. .874, 759 

58584 
122355 
271 

OJ000320_28 .0419.C12.o3.tw 
888 
none 



58584 

122356 

2567 

OJ00032 : 0_28 .0419. C12 .o2 . tw 

2567 ..." 

none 



58584 
122356" • 
2567 

OJ000320_28 . 04 1 9 . C12 . o2 . tm 
2631 
none 

2631. .2870, 2649. .2867, 2650. .2877 



58584 



C on T n 

oeq. -L u 






OLiaiia 






End 


2131 




Method 


TBLASTX: Maize 




tr , T -,H 


1 SQ? 




Score 


D :? 




7 ^ft 7 ft *7 
/JO . . /Of 


099 Qc^; p 00 




. 1 j j j 






oeq. ±u 




. 1Z 


Strand 






End 


2131' 




Method 


TBLASTX: Wheat 




End 


875 




Score 


212 




759. .875 






Seq. ID 


OJ000320_28.0419 




Strand 






End 


2131 




Method 


TBLASTX: Wheat 




End .. 


1321 




Score - 


39 




I, 1058.. 


1114, 1202.. 1321 




Seq. ID 


OJ000320_28.0419 


.C12 


Strand 






End 


2891 




Method 


TBLASTX: Wheat 




End 


2891 




Score 


37 




2867, 2650. .2868 




Seq. ID 


.OJ000320_28.0419 


.C12 


Strand ■ 






End 


2891 




Method 


TBLASTX: Maize 




End 


2877 




Score 


267 




2877 






Seq. ID 


OJ000320_28.0419 


.C12 



58886 






Gene No. 


122356 




Strand 








u Lai. u 


2567 




End 


28 91 






NT m c> 


ojooo^?o ?r 


04 1 Q PI 9 n9 t 


L iC L. I1UU 


i o Lino x /\. . ouyucaii 






Cf art- 
O LCll L 






PnH 


?R 67 






ox ,-* • 


L HJi ic 




pLUl tr 


lOy 






LAUl lo 


?6^1 ?R1 6 


?6fil ?8fi7 










Seq. No. 


58584 




Seq. ID 


OJ000320_28.0419. 


C12 




Gene No. 


122356 




Strand 








J lul L 






End 


28 91 






Name 


o.tooo^o ?r 


. U T 1 J' • L-Xc • ■ L.L> 


L iC L. nuu 


TRT.A9TY 'Prpqq 






O L. ClX L, 








9R ^7 








none 




Score 


194 








Pfi^Q ?707 


?64Q ?R^7 ?7R** 


. . Z. O J ^> 








O • LNU • 


SR SRS 

*J L» .J L> -J 




Seq. ID 


O.TOOO^PO ?fi 041 Q 


J > 




Gene No. 


122357 




Strand 








Start 


1 




End 


3537 






Name 




.0419.C13..ql.np 


Method 


^AT/NAP . 






u Lai L 


1 ~ 




End 


3537 






o X 


U -J U ^1 X 




Score 


445 






F vnn o 


X. *J \J\J . 


.635, 724. .795, 1364. .1502, 


1750. .2298, 3139. 


■ *j *j *j I 




OX UC O L< J LU < 


\ nil x ^ u / j 


hypothetical protein [Arabidopsis thaliana} 






Seq. No. 


58585.. 




.Seq. ID 


OJ000320_28.0419. 


C13 




Gene No. 


122357 




Strand 






: ■ 5 




1 




End 


3537 




= ■ ; 

I y 


IN ClXlttJ 


OJ000320 28 


.0419.C13.ol.gs 


Method 


GENSCAN 




t-j 


o u a x l. 


165 




End 


3458 




: : E 




none 




Score 


.48 






LAU1 lO 


165. .302, S64..635, 1364. .1502, 1750.. 


2219, 3075. .3458 






OCL| . l\Ly* * 


58585 




Seq. ID 


OJ000320_28.0419. 


V_, X o 


5 


Gene No. 


122357 




Strand 








Start 


1 




End 


3537 








OJ000320 28 


.0419.C13.ol.tc 


Method 


TBLASTX: Cress 






OLal L 


563 




End 


3535 






ul 


none 




Score 


78 




, ;== 


•Exons 


563. .664, 1384. .1503, 1433.. 


1504, 1751 


..1855, 1871. .2047 


f 


- ; « 




3152. .3337, 


3336.. 3410, 3344 


..3409, 3422. .3535 






Seq. No. 


58585 




Seq. ID 


OJ000320_28.0419. 


C13 




Gene No. 


122357 




Strand 










1 




End 


3537 






Name 


OJ000320 28 


.0419.C13.ol.tw 


Method 


TBLASTX: Wheat 








3290 




End 


3478 








none 




Score 


236 






Exons 


3290. .3478, 


3294. .3470 










o e q • ln o . 


58586 




Seq. ID 


OJ000320_28. 0419. 


ri a 




Gene No. 


122358 




Strand 








Start 


12 




End 


99 






Name 


OJ000320 28 


.0419.C14.ol.gs 


Method 


GENSCAN 






Start 


12 




End 


99 






GI 


none 




Score 


.72 






Exons 


12. .99 











58887 



Seq. No. 58586 Seq. ID 

Gene No. 122359-;. Strand 

Start 1410 End 

Name OJ000320_28 . 04 19 ; C14 . o2 . gs Method 

Start 1410 •* End 

GI none Score 

Exons 1410.. 1629, 1745.. 2010 



OJ000320_28.0419.C14 

2010 
GENSCAN 
2010 
.54 



Seq. No. 58587 

Gene No. 122360 

Start 1 

Name OJ000320_28 . 04 19 . C15 ; o 

Start 1 

GI 7446445 

Exons 1..55, 151.. 350, 475.. 

1524. .1662, 1761. .2262 

GI Descrip. serine/threonine-speci 
Arabidopsis thaliana g 
-.serine/threonine-speci 
[Arabidopsis thaliana] 
serine/threonine-speci 
[Arabidopsis thaliana] 



Seq. ID OJ000320_28.0419.C15 
Strand 

End 3112 
l.np Method AAT/NAP 
End 2983 
Score 940 
668, 984. .1064, 1152. .1223, 1314. .1385, 
, 2373.. 2983 

fic protein kinase (EC 2.7.1.-) lrrpk - 
i | 4 9384 75 | emb | CAB4 3834 . 1 | (AL0784 64) 
fic receptor protein kinase LRRPK 

gi |7269899| emb | CAB80992 . 1 | (AL161576) ' 
fic receptor protein kinase LRRPK 



Seq. No. 58587 Seq. ID 

Gene No. 122360 Strand . 

Start 1 End 

Name OJ000320_28 . 04 19 . C15 . ol . gs Method 

Start 151 End 

GI none Score 
Exons 



OJ000320_28.0419.C15 

3112 ■ 
GENSCAN 
3112 
.92 



151. .419, 502. .668, 984. .1064, 1314. .1385, 1524. .1662, 
1761. .2257, 2365. .2917, 3022. .3112 



Seq. No. 


58587 


Seq. ID 


OJ000320_28.0419.C15 


Gene No. 


122361 


Strand 




Start 


3544 


End 


3985 


Name 


OJ000320 28.0419.C15.o2.gs 


Method 


GENSCAN 


Start 


3544 


End 


398 5- 


GI 


none 


Score 


.74 


Exons 


3544. .3840, 3846. .3985 






Seq. No. 


58587 


Seq. ID 


OJ000320_28.0419.C15 


Gene No. 


122362 


Strand 




Start 


4083 


End 


4402 


Name 


OJ000320 28.0419.C15.o2.tm 


Method 


TBLASTX: Maize 


Start 


.1 


End 


327 


GI 


none 


Score 


39 


Exons 


1..57, 2. .76, 139. .327, 149 


..325 




Seq. No. 


58587 


Seq. . ID 


OJ000320_28, 0419. C15 


Gene No. 


122362 


Strand 




Start 


4083 


End 


4402 


Name . 


OJ000320 28.0419.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


2921 


GI 


none 


Score 


74 


Exons 


2. .67, 139. .222, 140. .229, . 


181. .348, 227. .313, 983. .1063', 



993. .1055, 1149. .1223, 1151. .1222, 1323. .1385, 1544. .1663, 
1593. .1667, 1762. .1866, 1891. .1938, 1963. .2061, 2445. .2699, 

58888 



2455. .2700, 2712 2921,-2722 .. 2808, 2854. .2919 



Seq, :No. 58587 
Gene No. 122362 - 

Start ■* 4083 

Name '. OJ000320_28 . 0419.C15 .ol 

Start 1016 
GI none 

Exons 1016. .1063, : ~1017. .1064, 

1326. .1385, 1521. .1667, 
. 1763. .1873 

Seq. No. 58587 

Gene No. 122362 

Start 4083 

Name OJ000320_28 .0419. C15 . ol 

Start 2490 

GI none 

Exons 2490.. 2558, 2491.. 2535, 
2719. .2796, 2895. .2918 



Seq. ID OJ000320_28. 0419. CIS- 
Strand 

End 4402 
.tm Method TBLASTX : Maize 

End 1896 

Score 60 
-1121. .1222, 1152. .1223, 1324..1383, 
1523. .1663, 1524. .1667, 17 44. .18 96, 

Seq. ID OJ000320_28. 0419. CIS 

Strand - " 

End 4402 

.ts Method TBLASTX: Soybean 

End 2918 

Score 44 
2589./.2690, 2593.. 2688, 2712.. 2783, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58587 

122362 

4083 

OJ000320_28. 

2583 

none 

2583. .2630, 
2686. .2769 



0419. CIS . ol . tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_28. 0419. CIS 
4 4.02 

TBLASTX: Wheat 

2770 

S3 



2586. .2630, 2626. .2769, 2630. .2770,' 2634. .2768, 



Seq. No. 58587 Seq. ID 

Gene No. 122362 Strand 

Start 4083 End 4402 

Name OJ000320_28 . 04 19 . CIS . ol . gp Method AAT/GAP 

Start 4083 End 4402 

GI. 20631_1.R1084 ■'- Score 583 

Exons 4083.. 4402 

GI Descrip. 1 4539423/emb | CAB38 956 . 1 1 1.0e-152 (AL049171) 

pyrophosphate-dependent phosphof ructo-1 -kinase 
thaliana] 1 



OJ000320 28. 0419. CIS 



[Arabidopsis 



Seq. No.. 58588 
Gene No. 122363 
Start 1 

Name . OJ000320_28 . 04 19 . C16 . ol . gp 

Start - 1 

GI 20631^1. R1084 

Exons 1..55, 152.. 197, 400.. 624, 

GI Descrip. ' 4539423/emb | CAB38956 . 1 1 . 1 

■ pyrophosphate-dependent phosphof ructo-1 
thaliana] ' 



Seq. ID 
Strand 

End 852 
Method AAT/GAP 
End 84 9 

Score 652 
808. .849 • 
Oe-152 (ALQ49171) . 

kinase 



OJ000320 28.0419.C16 



[Arabidopsis 



Seq. No. 58588 Seq. ID OJ000320_28 . 04 19 . C16 

Gene No/- • 122363 Strand - ^ • 

Start 1 End 852 

Name OJ000320_28 . 04 19 . C16 . ol . np Method AAT/NAP 

Start 1 End 852 



58889 



GI 7488164 Score 390 

Exons . 1..55, 152.. 197, 400.. 624, 808.. 852 

GI Descrip. probable pyrophosphate — f ructose-6-phosphate 

1-phosphotransferase (EC 2.7.1.90) T25K17.80 - Arabidopsis 
thaliana gi | 4539423 | emb | CAB38956 . 1 | (AL049171) 
pyrophosphate-dependent phosphof ructo-1- kinase [Arabidopsis 
thaliana] gi | 7269478 | emb | CAB79482 . 1 | (AL161564) 
pyrophosphate-dependent phosphof ructo-1- kinase [Arabidopsis 
thaliana] 



Seq. No. 


58588 






Seq. ID 


OJ000320_28.0419 


.C16 


Gene No. 


122363 






Strand 






Cf -,4- 

b tar t 


i 
x 






End 


852 




Name 


UJ UUU jZU 


_28.0419.C16.ol 


. tm 


Method 


TBLASTX: Maize 




otart 


i — 
i 






End 


852 




Ul 


none 






Score 


84 




Exons 


1 O. 0 


.64, 3. .119, 153. .200, 153. .197, 154. .201, 393 


CO ' 
. . DZ . 




O. y 4 . . 4JO/ 


OQO CfC A no 
j!?0 . .303, flUU 


. • DZ fl , 


A P 1 £0 A 


OUD..03U, DUO. . 


Q /l 7 
O 4 / , 




~808. .852 












beq . no . 








Seq. ID 


OJ000320_28.0419 


r*i C 

.LID 


Gene No . 








Strand 






Start 


1 






bna 


O 3Z 




Name 


UJ UUU JZU 


zo.u4iy.uiD. ox, 


. t C 


Method 


rpnT 7\O r PV • Pv-nrif 

i dL/\o i a : ures s 




otart 


J y 4 








CO A 
DZ4 




Ul 


none 






Score 


CO 

Do 




Exons 


394. .429, 


/| on A CO A CQ 

4 JU . . 4 DZ , 4 by-, 


. CO A 


A Q A CQO 

4 y 4 . . 3oZ 






beq. ino. 


DO JO O 






Seq. ID 


OJ000320_28.0419 


. LID 


Gene No . 


Z JDJ 






b t rana 






O -i , v- 4- 

otart 


1 






bna 


O 3Z 




Name 


UJ uuujz u 


zo.u4±y.uio.oi, 


, zs 


Method 


i BLiAb i a : boyoean 




b tar t 


"3 Q/1 

o y 4 






Lna 


O 3Z 






none 






Score 


Q Q 

y o 




Exons 


394. ,.624, 


398. .535, 484. 


. .624, 


806. .844, 


808. .852 




beq . ino . 


JOOOO.; 






Seq. ID 


OJ000320_28.0419 


. .Ll D 


Gene No . 


1 O O "3 £ "3 






Strand 






btart 


-1 
1 






End 


852 




Name 


UJ UUU u 


28.0419.C16.ol, 


,gs 


Method 


GENSCAN 




Start 


/inn 
4 UU 






End 


848 




GI 


none 






Score 


.58 




Exons 


400. .624, 


808. .848 










Seq. No. 


,' 58588 






Seq. ID 


OJ000320_28. 0.419 


..Cl-6 


Gene No. 


122363 






Strand 






Start 


1 






End 


852 




Name 


OJ000320 


28.0419.C16.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


454 






End 


852 • . 




GI 


none 






Score 


52 




Exons 


454 . . 624, 


482. .532, 487. 


, .624, 


806. .850, 


808. .852 




Seq. No. 


58589 






Seq. ID 


OJ000320_28.0419 


.C17 


Gene No. 


122364 






Strand 






Start 


128 






End 


2939 




Name 


OJ000320 


28.0419.C17.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


114 






End 


2893 





58890 





GI 


none 




Score 


70 




Exons 


114. .212, 117;. 212, 125. 


.220, 


288. .449, 289. .450, 289. .450, 






290. .454, 1304. .1441, 1305. .1442, 1306 


;..1443, 1332.. 1442, 






i COO 1 con 1 CO/I 1 CQO 


1 c o £ 


.1591, 1530.. 1592, 1668. ".1715, 






1669. .1713, 1808. .1855, 


1809. 


.1850, 2499.-2588, 2500.. 2565, 






2586. .2687, 2650, .2688, 


2791. 


.2817, 2797.. 2817, 2825.. 2893 




Seq. No. 






Seq. ID 


OJ000320_28.0419.C17 




Gene No. 


i Z Z JD4 




Strand 


- 




otart 


1 OQ 
1 Z O 




End 


2939 




Name 


ninnn^'jn op n^i q ri7 

UJUUU JiU Z O . vfl 1 .7 • ^ ± / . oz . 


LC 


Method 


TBLASTX: Cress 




btart 


1 T T 

11/ 




End 


4:4 7 




GI 


none 




Score 


52 




Exons 


117. .212, 140. .214, 152. 


.220, 


273. .392 


, 288. .446, 289. .447 




beq. no. 


CQCQQ 




Seq. ID 


OJ000320_28.0419.C17 




Gene No. 


IZZo 




Strand 






Start 


iZO 




End 


2939 ". .. 




Name 


vjjuuujzu ^o.U4iy.ui / .01. 


L S 


-Method 


TBLASTX: Soybean 




Start 


1 o c 




End. 


2615 




GI 


none 




Score 


64 




Exons 


IOC. oOfl 1 £ C. 01 O OQQ 
1ZO..ZZU, IOO..ZIZ, zoo. 


.446, 


289. .447 


, 1307. .1441, 1308. .1442, 


£3 




ICO/1 1 CQO 1 ££Q 1 ll Q 
lOZ4..l0yZ, IDOO-.I/Io, 


1669. 


.1719, 1808.,. 1855, 2499.. 2615 




O ^ ~ XT — . 

Seq. No. 


c q c q"q 




Seq. ID 


OJ000320_28.0419.C17 * 


fn 


Gene No . 


122364 




* Strand 






OLdJ.1. 


128 




End 


2939 


ry 
f .1 


Name 


OJ000320 28.0419.C17.ol. 


np 


Method 


AAT/NAP 


IT; 


otart 


128 




End 


2603 




C T 


7434215 




Score 


561 




Exons 


128. .211, 291. .449, 1304 


..1441, 1527.. 


1589, 1671.. 1710, 


f ! 1 




1809. .1855, 2499. .2603 










GI Descrip. 


probable pyrophosphate — 


fructose- 6-phosphate 


fri 




1-phosphotransf erase (EC 


: 2.7. 


1.90) T16I18.50 - Arabidopsis 






thaliana gi | 7270231 1 emb | CAB80001 . 1 1 (AL161582),, putative 


Ti ; a 




pyrophosphate-- f ructose- 


6-phosphate 1- 


phosphotransferase. 






[ Arabidopsis thaliana] 










beq. No. 


58589 




Seq. ID 


OJ000320_28.0419.C17 


f *=H 


bene wo . 


■ 122364 




Strand 






oiart 


128 




End 


2939 




Name 


OJ000320 28.0419.C17.ol. 


gp 


Method 


AAT/GAP 




Start 


142 




End 


1414 




GI 


20631 1.R1084 




Score 


538 




Exons ■ 


142. .211, 291. .449,. 1304 


..1414 






GI Descrip. 


' 4 539423/emb|CAB38 956. 1 | 


l.Oe 


-152 (AL049171) 






pyrophosphate-dependent 


phosphof rue to- 


1-kinase [Arabidopsis 






thaliana] 1 










beq . no . 


58589 




Seq. ID 


OJ000320_28.0419.C17 




Gene No. 


122364 




Strand 






Start 


128 




End 


2939 




Name 


OJ000320 28.0419.C17.ol. 


gs 


Method 


GENSCAN 




Start 


158 




End 


2939 




GI 


none 




Score 


.74 




Exons 


158. .211, 291. .449, 1304 


..1441, 1527.. 


1589, 1671.. 1710, 



1809. .1855, 2499.-2939 



58891 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58589 

122364 

128 

OJ000320_28, 

1307 

none 

1307. .1441, 
1672. .1719, 



0419.C17.ol.tc 



1311. 
1808, 



.1448, 
.1855, 



1323. 
1809. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1442, 



OJ000320 28.0419.C17 



2939 

TBLASTX: Cress 
2654 
97 

1524. .1592, 1668. .1718, 



.1856, 2499. .2654 



58589 Seq. ID 

122364 ' Strand 

128' * End 

OJ000320_28 .0419. C17 . o2 gp' Method 
2511 End 
45782_1.R1084 Score 
2511. .2908 

f 483579J/gb|AAD30263.1|AC007296_24 5.0e-23 (AC007296) Strong 
similarity to gb_U61231 cytochrome P450 from Arabidopsis 
thaliana and is a member of the PF_00067 Cytochrome P450 family 
ESTs gb_Z30775 and gb_Z30776 come from this gene' 



OJ000320_28.0419.C17 

2939 • • ■ 

AAT/GAP 

2908 

767 



Seq. No. 


58590 








Seq. ID 


OJ000320_28 .0419.C18 




111 jGJ 








Strand 




Q+- a >-.+- 


■J I o *. 








End 


3865 


Name 


n tpipi n ^ 9 n 9 pi 

UUUUU JiU 


.0419 


.C18.ol. 


gs 


Method 


GENSCAN 




"37 ^ _ 








End 


3670 


CI 


none 








Score*-- 


.74 


Exons 


o / o . . fiyo, o 


27. .945, 1317 


..1429, 2159.. 


2208, 2304.. 2374, 




3155. .3200, 


3590 


. .3670 








Seq. No. 


58590 








Seq. ID 


OJ000320_28 .0419.C18 


Gene No. 


122365 








Strand 




Start 


373 








End 


3865 


Name 


OJ000320 28 


.0419 


C18.ol. 


gp 


Method 


AAT/GAP 


Start 


744 








End 


1193 


GI 


3760796 








Score 


871 


Exons. 


744 . .1193 












Seq. No. 


58590 








Seq. ID 


OJ000320_28.0419.C18 


Gene No. 


122365 








Strand 




Start 


373 








End 


3865 


Name 


OJ000320 28 


.0419 


C18.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1173 








End 


3865- 


GI 


none 








Score 


72 


Exons 


1173. .1235, 


1178 


.1231, 


1313. 


.1432, 1318. .1431, 2144. .2269, 




2158. .2214, 


2304 


.2375, 


2305. 


.2376, 2462. .2539, 2469. .2522, 




3122. .3250, 


3141 


.3251, 


3156. 


.3251, ■ 31-60. .3252, 3347.. 3424, 




3356. .3421, 


3357 


.3428, 


3581. 


.3667, .. 3587. .3667, 3591.. 3671, 




3761. .3865, 


3762- 


.3863, 


3796. 


.3864 




Seq. No. 


58590 








Seq. ID 


OJ000320_28.0419.C18 


Gene No. 


. 122365 








Strand 




Start 


373 








End . 


3865 


Name 


OJ000320 28 


.0419. 


C18.ol. 


np 


Method 


AAT/NAP 


Start 


1181 








End 


3865 


GI 


2117355 








Score 


569 



58892 






Exons 


1181. .1230, 1317. .1429, 2159. 


.2208, 2304. .2374, 2468. .2539, 






3155. .3252, 3356. .3422, 3590. 


.3670, 3758.. 3865 






mitochondrial processing peptidase (EC 


3.4.99.41) alpha-II < 






precursor - potato gi | 587 562 | emb I CAA56520 | (X80236) 






mitochondrial processing peptidase [Solanum tuberosum] 




Seq. No. 


58590 


Seq. ID 


OJ000320_28.0419.C18 




Gene No . 


122365 


Strand 






Start 


373 


End 


3865_, 




Name 


OJ000320 28.0419.C18.o2.gp 


Method 


AAT/GAP 




Start 


2492 


End 


3865 




GI 


286522 


Score 


699 




Exons 


2492.. 2539, 3155.. 3252, 3356. 


.3422, 3590. .3670, ■ 3758. .3865 




GI Descrip. 


266567/sp| P29677 |MPPA SOLTU 3 


.Oe-50 MITOCHONDRIAL- PROCESSINi 






PEPTIDASE ALPHA SUBUNIT PRECURSOR (ALPHA-MPP) 






(UBIQUINOL-CYTOCHROME C REDUCTASE SUBUNIT II) 






>gi 421956 pir S23558 mitochondrial processing peptidase (' 






3.4.99.41) alpha chain precursor - potato 






>gi 21493 emb CAA46990 (X66284) mitochondrial processing 






peptidase [Solanum tuberosum] 








Seq . No . 


58590 


Seq. ID 


OJ000320_28.0419.C18 


F = s 


Gene No. 


122365 


Strand 




Ve? 


Star,t 


373 


'End 


3865 




Name 


OJ000320. 28.0419.C18.ol.ts 


Method 


TBLASTX : Soybean 


- j». 

: • £ 
% ' 


Start ' 


3173 


End 


3865 * ' 




GI ' 


none 


Score 


46 




i_j *\ \j h j 


3173.. 3250, 3581.. 3667, 3587. 


.3649, 3597,. .3671, 3761.. 3865, 






3770. .3859, 3780. .3863 








Seq. No. 


58591 


Seq. ID 


OJ000320_28.0419.C21 




Gene No. 


122366 


Strand 




£ 


Start 


18 


End 


348 




Name 


OJ000320 28.0419.C21.ol.np 


Method 


AAT/NAP 




Start 


18 


End 


174 


~"4 

z 


GI 


7363271 


Score 


141 




1—1 JTi. Wl 1 kj 


18. .174 






k j 


GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 


^ '— : 


Seq. No. 


58591 


Seq. ID 


OJ000320_28.0419.C21 




Gene No. 


122366 


Strand 






Start 


18 


End 


348 




Name 


OJ000320 28.0419.C21.ol.gs . 


Method 


GENSCAN 




Start 


42 


End 


34.8 ' 




GI 


. none 


Score 


.48 . , ...... 




F.xon s 


42. .111, 325. .348 








Seq. No. 


58592 


Seq. ID 


OJ000320_28.0419.C23 




. Gene No. 


122367 


Strand 


+ 




Start 


48 


End 


611 




Name 


OJ000320 28.0419.C23.ol.gs 


Method 


GENSCAN 




Start 


48 


End 


611 




GI 


none 


Score 


.44 




Exons 


48. .287, 593. .611 








Seq. No. 


58592 


Seq. ID 


OJ000320_28.0419.C23 




Gene No. 


122368 


Strand 


+ 



58893 



Start 
Name 
Start 
GI • 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



640 End 799 

OJ000320_28 . 04 19 . C23 . ol . gp Method AAT/GAP 

640 End 799 

5005099 Score 289 
640.. 799 



58592 
122369 

' 1 

OJ000320_28.0419.C23.ol.np 
1 

7487784 

1 ..29, 801. .1025, 1091. .1340 

hypothetical protein T6K22.50 - Arabidopsis thaliana 
gi|3402751|embiCAA20197.1| (AL031187) putative protein 
[Arabidopsis thaliana] gi | 7268928 | emb | CAB79131 . 1 | (AL161554) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000320_28.0419.C23 
Strand 

End 1340 

Method AAT/NAP 

End . 1340 

Score ' 244 



58592 
122369 
1 

OJ000320_28 .0419.C23.o2.gs 
835 
none 

835. .954, 1198. .1269 

58592 
122369 
1 

OJ000320_28 .04i-9.C23.ol.tm 
886 
none 

886. .954, 889. .954, 890. .955, 1106. .1132, 1112. .1243, 
1132. .1335, 1133. .1336, 1135. .1338 



Seq. ID OJ000320_28.0419.C23 
Strand 

End 1340 

Method GENSCAN 

End 1269 

Score .58 



Seq.' ID OJ000320_28.0419.C23 
Strand 

End 1340 

Method TBLASTX : Mai ze 

End 1338 

Score 73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



58592 

122369 

1 

OJ000320_28.0419.C23.ol.ts 

886 

none 



Seq*, -ID OJ000320_28.0419.C23 
Strand 

End 1340 . 

Method TBLASTX: Soybean 

End 1336 

Score 64 



886. .957, 892. .954, 1117. .1335, 1133. .1336 



58593 

122370. 

360 

OJ000320_28.0419.C24.ol.gs 

360 

none. 

360. .405, 523. .627 

58594 

122371 

1 

OJ000320_28.0419.C26.ol.np 
1 

7228457 



Seq. ID OJ000320_28.0'419.C24 

Strand - 

End 627 

Method GENSCAN 

End 627 

Score . 76 . 



Seq. ID OJ000320_28.0419.C26 

Strand + ' ' 

End 1000 

Method AAT/NAP 

End 1000 

Score 1556 



58894 



Exons 1..1000 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 58594 Seq. ID 

Gene No. 122371 Strand 

Start 1 End 

Name OJ000320_28 . 04 19 . C26 . ol . tw Method 

Start 14 End 

GI none Score 

Exons 14.. 64, 31.. 192, 47.. 304 



OJ000320_28.0419.C26 
+ 

1000 

TBLASTX: Wheat 

30*4 

64 



Seq. No. 58594 Seq. ID 

Gene No. 122371 Strand 

Start 1 End 

Name OJ000320_28 . 04 19 . C26 . ol . gs Method 

Start .89 End 

GI./ none Score * 
Exons - 89.. 930 



OJ000320_28.0419.C26 
+ 

1000 
GENSCAN 
930 
.53 



Seq. No. 58595 Seq. ID 

Gene No. 122372 Strand 

Start 1519 End 

Name OJ000320_28 . 0.4 19 . C29 . ol . gs Method 

Start 1519 End 

GI none Score 

Exons 1519.. 1597 



OJ000320_28.0419.C29 

1597 
GENSCAN 
1597 
.76 



Seq. No. 58595 

Gene No. 122373 

Start 1818 

Name OJ000320_28 . 04 19 . C29 . ol . gp 

Start 1818 

GI 3769020 

Exons 1818.. 1965 

GI Descrip. 3789942 8.0e-27 (AF093505) 
cultivar H32-8560] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_28.0419.C29 

1965 
AAT/GAP 
1965 
278 



polyubiquitin [Saccharum hybrid 



Seq. No. 58596 Seq. ID 

Gene No. 122374 Strand 

Start 590 End. 

Name OJ000320_28 .0419. C32 . ol . gs Method 

Start 590 End 

GI . * none .Score. 

Exoffs 590.. 1168 



OJ000320_28.0419.C32 

1378 
GENSCAN 
1168 
.58 . 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58596 



Seq. ID OJ000320_28 .0419.C32 



122374 Strand 
590 • End • 1378 

OJ000320_28 . 0419 . C32 . ol . np Method AAT/NAP 
644 End 1095 

4835797 Score 509 

644. .1095 

(AC007296) Strong similarity to gb|U61231 cytochrome P450 from 
Arabidopsis thaliana and is a member of the PF 100067 Cytochrome 
P450 family. ESTs gb|Z30775 and gb|Z30776 come from this gene 



58895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58596 

122374 

590 

OJ000320_28. 

647 

none 



04-19. C32.ol.tc 



Seq. ID OJ000320_28.0419.C32 
Strand 
End 

Method 
End 
Score 



1378 

TBLASTX: Cress 

1093.- 

72 



647. .877, 750. .878, 873. .1076, 875. .1093 



58596 
122374 
590 

OJ000320_28.0419.C32.ol.ts 
647 
none 

647. .883,' 750. .884, 873. .1079, 875. .1096 



Seq. ID OJ000320_28.0419.C32 
Strand 
End 

Method 
End 
Score 



1378 

TBLASTX: Soybean 
1096 
65 



58596 
122374 
590 

OJ000320_28.0419.C32.ol.tm 
647 
none 

647.. 904, 672.. 908 

58596 
122374 
590 

OJ000320_28.0419.C32.ol.tw 
653 
none 

653. .715, 678. .1004, 725. .1015 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_28 . 0419 . C32 
1378 

TBLASTX: Maize 

908 

251 



Seq. ID OJ000320_28.0419.C32 
Strand 
End 

Method 
End 
Score 



1378 

TBLASTX: Wheat 

1015 

156 



OJ000320 28.0419.C32 



58596 Seq. ID 

122374 Strand 
590 End 1378 

.OJ000320_28.0419.C32.ol.gp ■ Method AAT/GAP 
899 End 1378 

2800702 Score 857 

899.. 1378 

4835797/gb|AAD30263.1|AC007296_24 5.0e-23 (AC007296) Strong 
similarity to gb_U61231 cytochrome P4 50 from Arabidopsis 
thaliana and is a member of the PF_00067 Cytochrome P4 50 family 
ESTs' gb_Z30775 and gb_Z30776 come from this gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

,GI 

Exons 

GI Descrip. 



58597 Seq. ID OJ000320_28 . 04 1 9 . C33 

122375 Strand 

1 End 415 

OJ000320_28.0419.C33.ql.gp Method AAT/GAP 

1 • End ■ • 147 • 

uC-osflm202107f lObl Score 282 

1..147 

, 4835797/gb|AAD30263.1|AC007296_24 9.0e-38 (AC007296) Strong 
similarity to gb_U61231 cytochrome P450 from Arabidopsis 
thaliana and is a member of the PF_00067 Cytochrome P450 family 
ESTs gb_Z30775 and gb_Z30776 come from this gene 1 



58896 






Seq. No. 


58597 


Seq. ID 


OJ000320_28 


.0419. 


C33 




Gene No. 


• 12237-5 


Strand 










Start 


1 


End 


415 








Name 


OJ000320 28 0419 C33 ol as 


Mpt" hod 










O U CI X L. 


16 ~~ 


Pnri 


415 








GI 


none 


Score 


.59 








P. von q 


16 251 395 415 












Seq. No. 


58598 


Seq. ID 


OJ000320_28 


.0419. 


C35 




Gene No. 


122376 


Strand 










Start 


432 


End 


730 








Name 


OJ000320 28 0419 C35 ol tm 




TBLASTX: Maize 






OL.CII L 


428 ~ 


PnH 


583 








O X 


none 




160 








DAUl lO 


428 550 431 583 432 557 












Cprr Ma 


jo J 


o tr . x u 


OJ000320_28 


.0419. 


L/j j 






122376 


Strand 










Start 


432 


End " 


730 








Name 


OJ000320 28.0419.C35.ol.gp 


Method 


AAT/GAP 








Start 


432 


End 


667 








GI 


42486 1.R1084 


Score 


431 








p von s 


432. .667 












t.U X L/C OOJ L ■ 


■ f 2146739/pir| IS71205 8.0e-57 


hexokinase (EC 2.7.1. 


1) 1 - 




vj 




Arabidopsis thaliana >gi 881521 (U28214) hexokinase 1- ■ 








[Arabidopsis thaliana] >gi_4 972059_emb 




(AL07 


q 4 7 i 


f\\ 




hexokinase [Arabidopsis thaliana] 1 










Seq. No. 


58598 


Seq. ID 


OJ000320_28 


.0419. 


C35 


W 


Gene No. 


122376 


Strand 










Start 


432 


End 


730 








Name 


OJ000320 28.0419.C35.ol.gs 


Method 


GENSCAN 






5 '•=? 


Start 


432 


End 


730 








GI 


none 


Score 


. 97 








P von c 


432. .730 












Qprr Mo 

tj C VJ . L^l Vw/ • 


58598 


Seq. ID 


OJ000320_28 


.0419. 


C35 






122376 


Strand 










Start 


432- 


End 


730 








Name 


OJ000320 28.0419.C35.ol.np 


Method 


AAT/NAP 








Start 


432 


End 


730 








VJJ X 


6594672 


Score 


114 








P von q 


432. .601, 629. .730 












CZ T. Pl^ ^ O T~ "I O 


(AF118132) chloroplast outer 


envelope ] 


hexokinase 1 


[Spinaci; 






oleracea] H 












Cp.pT Mo 


58599 


Seq. ID 


OJ000320_28 


.0419. 


C36 




Gene No. 


122377 


Strand 










. Start 


1800 


End 


. 2332 , . 








Name 


OJ000320 28.0419.C36.ol.np 


Method 


AAT/NAP ■ 










1800 


End 


2332 








GI 


5042454 


Score 


278 








Exons 


1800. .2332 












GI Descrip. 


' (AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


58600 


Seq. ID 


OJ000320_28 


.0419. 


C37 




Gene No. 


122378 


Strand 


+ 







58897 



Start 


1 


End 


950 




Name 


OJ000320 28.0419.C37.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


950 




GI 


4680209 


Score 


337 




Exons 


1..156, 265. .612, 849. .950 








GI Descrip. 


(AF114171) unknown [Sorghum bicolor] 






Seq. No. 


58600 


Seq. ID 


OJ000320_28. 


0419. C37 


Gene No. 


122378 


Strand 


+ 




Start 


1 


End 


950 




Name 


OJ000320 28.0419.C37.ol.gs 


Method 


GENSCAN 




Start 


80 


End 


931 




GI 


none 


Score 


. 63 




Exons 


80. .603, 710... 931 








Seq. No. 


58601 


Seq. ID 


OJ000320 28. 


0419. C38 


Gene No. 


122379 


Strand 






Start 


1 


End 


1378 




Name 


OJ000320 28.0419.C38.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1378 




GI 


7446445 


Score 


384 




Exons 


1..67, 238. .804, 1337. .1378 








GI Descrip. 


serine/threonine-specif ic protein kinase (EC 2.7.1. 


-) Irrpk 



Arabidopsis thaliana gi | 4938475 I emb I CAB43834 . 1 1 (AL078464) 
serine/threonine-specif ic receptor protein kinase LRRPK 
[Arabidopsis thaliana] gi | 72698 99 | emb | CAB80992 .-1 | (AL161576) 
serine/threonine-specif ic receptor protein kinase LRRPK 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58601 

122379 

1 

OJ000320_28.0419.C38.ol.tc 
3 

none 



Seq. ID OJ000320_28 .0419.C38 
Strand 

End 1378 

Method TBLASTX : Cress 

End 7 98 

Score 112 



3. .62, 299. .553, 336. .554, 566. .745, 576. .746, 745. .798 



Seq. No. 58601 

Gene No. 122379 

Start 1 

Name OJ000320_28 . 0419 . C38 . ol . gs 

Start 219 

GI none . 

Exons 219.. 760, 771.. 835, 880.. 970 



Seq. ID OJ000320_28.0419.C38. 
Strand 

End 1378 

Method GENSCAN 

End 970 

Score .81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58601 

122379 

1 

OJ000320_28. 0419.C38.ol.tw 

437 

none 



Seq. ID OJ000320_28.0419.C38 
Strand 

End . 1378 
Method. TBLASTX: Wheat 
End ' * 623 
Score 4 9 



437. .484, 438. .473, 488. .622, 489. .623 



Seq. No. 58601 

Gene No. 122379 

Start 1 

Name OJ000320 28 . 0419 . C38 . ol . ts 



Seq. ID OJ000320_28.0419.C38 

Strand ■ - 

End 137 8 

Method TBLASTX : Soybean 



58898 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



470 End 771 

none Score 64 

470. .637,.. 480. . 605, 635. .730, 748. .771 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ000320_28.0419.C40 
+ 

471 

AAT/NAP 

309 

182 



58602 Seq. ID 

122.380 Strand 
1 End 
OJ000320_28.0419.C40.ol.np Method • 
1 End 
400989 Score 
1..309 

SOS RIBOSOMAL PROTEIN L24, CHLOROPLAST PRECURSOR (CL24)' 
gi I 322771 1 pir M A45113 ribosomal protein L24 precursor - common 
tobacco gi|170273|gb|AAA34086.1| (M87838) ribosomal protein L2 4 
[Nicotiana tabacum] gi | 170324 | gb | AAA34 114 . 1 | (M87839) ribosomal 
protein L24 [Nicotiana tabacum] 



58602 Seq. ID 

122380 Strand 

1 End 

OJ000320_28.0419.C40.ol.ts Method 

99 End 

none Score 
99. .257, 104. .265, 106. .255 

58602 Seq. ID 

122380 Strand 

1 End , 

OJ000320_28 . 0419. C40 . ol . tc Method 

104 End 

none Score 
104. .256, 104. .256 

58602 Seq. ID 

122380.- Strand 

1 End 

OJ000320_28 . 04 19 . C40, ol . gp Method 

107 End 

4464_1.R1084 Score 
107. .471 

1 400989/sp|Q02764 |RK24_TOBAC 
CHLOROPLAST PRECURSOR (CL24) 



OJ000320_28.0419.C40 
+ 

4 71 

TBLASTX : Soybean 

265 

75 



OJ000320_28.0419.C40 
+ 

471 

TBLASTX: Cress 

256 

215 



OJ000320_28.0419.C40 
+ 

471 

AAT/GAP 

471 

698 



2.0e-54 SOS RIBOSOMAL PROTEIN L24, 

>gi_322771_pir A45113 ribosomal 

protein L2 4 precursor - common tobacco >gi_170273 (M87838) 
ribosomal protein L24 [Nicotiana tabacum] >gi_170324 (M87839) 
ribosomal protein L24 [Nicotiana tabacum] 1 



58602 

122380 

1 

OJ000320_28 . 0419 .C40 . ol . tm 

107 

none 

107. .271, 107. .328 

58603 

122381 

1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000320_28.0419.C40 
+ 

4 71. 

TBLASTX: Maize 

328 

263 



OJ000320 28.0419.C42 



428 



58899 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000320_28 . 04 19 . C42 . ol . np Method AAT/NAP 
1 * End 428 

7229683 Score 196 

1..89, 236. .428 

(AF234170) DMC1 protein [Hordeum vulgare] 



58603 

122381 

1 

OJ000320_28 . 04 19 . C42 . ol . tm 
18 

none 



Seq. ID OJ000320_28.0419.C42 

Strand 

End 428 

Method TBLASTX : Maize 

End 337 

Score 76 



18. .92, 18. .89, 19. .93, 20. .91, 235. .318, 236. .325, 236. .337, 
237. .332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 

Exons 



58604 
122382 
1 

OJ000320_28.0419.C43.ol.-np 
1 

5852093 
1..61, 538. .692, 920. .945 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ000320_28.0419.C43. 

Strand + 

End 94 5 

Method AAT/NAP 

End 945 

Score 33 



•58605 

122383 

1 

OJ000320_28.0'4l9.C44.ol.np 
1 

3831457 



Seq. ID OJ000320_28.0419.C44 
Strand 

End 1212 

Method AAT/NAP 

End 1212 

Score 820 



1..394, 487. .518, 789. .1062, 1140. .1212 

(AC005700) putative ligand-gated ion channel subunit 

[Arabidopsis thaliana] 



58605 
122383 
1 * ^ 

OJ000320_28.0419.C4 4 .ol.tc 
3 

none 



Seq. ID OJ000320_28.0419.C44 
Strand 

End 1212 • • 

Method ' TBLASTX: Cress 

End 1212 

Score 72 



3. .104, 7. .99, 90. .374, 108. .401, 121. .387, 785. .1060, 
789. .1064, 1141. .1212 



58605 ■ 

122383 

1 

OJ000320_28.0419.C44.ol.gs 
24 

none 

24. .394, 487. .518, 789. .1066 



Seq. ID OJ000320_28.0419.C44- 

Strand - 

End 1212 

Method GENSCAN 

End 1066 

Score . , 81 .. . 



Seq. No. 58605 

Gene No. 122383 

Start • * 1 

Name OJ000320_28 . 04 19 . C44 . o2 . tm 

Start 36 

GI none 



Seq. ID OJ000320_28.0419.C44 
Strand 

End 1212 . 

Method TBLASTX: Maize 

End 223 

Score 221 



58900 



Exons 



36. .221, 37. .222, 41. .223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58605 

122383 

1 

OJ000320_28.0419.C44.ol.ts 
45 

none 



Seq. ID OJ000320_28.0419.C44 
Strand 

End 1212' 

Method TBLASTX : Soybean 

End 513 

Score 240 



45. .401, 46. .390, 60 . . 395,. : ,487 . . 513, 487. .513 



58605 

122383 

1 

OJ000320_28.0419.C4 4.ol.tm 

224 

none 



Seq. ID OJ000320_28.0419.C44 
Strand 

End 1212 

Method TBLASTX: Maize • ■ 

End 1079 

Score 230 

224. .325, 226. .390, 226. .390, 469. .519, 487. .519, 778. .1008, 
785. .1060, 792. .1079 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58605' 
122383 
1 

OJ000320_28.0419.C4 4 .o2.ts 

781 

none 



Seq. ID OJ000320_28.0419.C44 
Strand 

End 1212 

Method TBLASTX: Soybean 

End 1212 

Score 166 

781.. 849, 783.-959, 788'".. 958, 926.. 1060, 927.. 1079, 1141*. .1212, 
1142.. 1210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GL 

Exons 



Seq. ID OJ000320_28.0419.C46 
Strand 

End 8 95 

Method AAT/NAP 

End 8 95 

Score 264 



58606 
122384 
501 

OJ000320_28.0419.C4 6.ol.np 
501 

4835797 
501. .805, 833. .895 

(AC007296) Strong similarity to gb|U61231 cytochrome P450 from 
Arabidopsis thaliana and is a member* of the PF| 00067 Cytochrome 
P450 family. ESTs gb|Z30775 and gb|Z30776 come from this gene 



58606 

122384 

501 

OJ000320_28.0419.C4 6.ol.tc 

518 

none 

518. .787, 540. .692 



Seq. ID OJ000320_28.0419.C46 
Strand 

End 895 . ,. 

Method TBLASTX: Cress 
End . 787 
Score ■ .96 



Seq. No. 58606 
Gene No. 122384 

Start 501 ,."...* 

Name OJ000320_28 . 04 19'. C4 6 . ol . gp 

Start 530 
GI 44048_1.R1084 
Exons 530. . 895 

GI Descrip. 1 4835797/gb | AAD30263 . 1 | AC007296_24 8.0e-38 (AC007296) Strong 
similarity to gb_U61231 cytochrome P450 from Arabidopsis 
thaliana and is a member of the PF_00067 Cytochrome P450 family. 



Seq. ID OJ000320_28.0419.C46 
Strand • - 

895 ■ 
AAT/GAP 
895 
540 



End ' 
Method 
End 
Score 



58901 




' ESTs gb_Z30775 and gb_Z30776 come from this gene 1 



Cpn Mn 


58 606 










Seq;,. id 


OJ000320 28 


.0419 


. C4 6 


Conp Mn 


122384 










O L. X Ctl iLi 








O LClX L. 


SOI - 

Jul *s 










FnH 


8 QS . 

U I? J 






Name 


OJ000320 28 


.0419. 


C4 6 


. ol 




Mo +- h oH 

L. 1 1 kJ \_1 


GENSCAN 






^ rt" 


530 ~~ 










End 


805 






VJJ J. 


none 










Q y- o 


1 






Exons 


530. .805 


















j CJ, • i 


58 606 










J G ^ • X JJ 


OJ000320_28, 


.0419 


. C4 6 


VJ Gl 1 LN U • 


122384 










O L. X Ol 1UI 








O Lai L 


SOI 










• FnH 


895 






Name 


O.T000320 98 


04 1 Q 


P4 6 


nl 

» <J X 




M^i - h nH 


TBLASTX : Soybean.' 




O U 0 X U 


569 ~~ 










End 


784 








none 










Q /— i y~ o 


1 89 • 






Exons 


569. .784 




















S8607 










OC^ i X u 


0,7000390 98 


04 1 Q 
■ \j h x _? 


PS0 

> ^JU 


ri T*l Mn 


1 9938 S 

X ^. J O J 










on aiiu 


+ 






O Lai L 


300 










FnH 


4 8 S 

T O J 






Name 


D.T000390 98 


04 1 Q 


rso 


nl 


• qs 


1 V 1C LI1UU 


GENSCAN 






Start 


300 ~~ 










End 


485 






rir 


none 










Score 


. 66 






Exons 


300. .485 


















Qpn Mn 


S8 608 

JO ouo 










JCUj. x u 


OJ000320_28, 


.0419 


rs i 

• \s J X 




1 99386 

I^ii JO u 










□ LI CL 1 1<J 








u Lai L 


1 

X 










FnH 

£jl 1L1 


635 






Mauris 


O.T000390 98 


04 1 Q 


pst 

J X < 


i u X 




Mpf H nH 


GENSCAN 






OLdlt 


1 _ 
X 










FnH 

Hi 1 I\J. 


623 






O X 


none 










Score 


.9 






Hi A. IJ i 1 C> 


1 99S 336 

X. m -J f J J U 


4 33 

. . *i J J / 


S7? 
J / c 




623 










Seq. No. 


58608 










Seq. ID 


OJ000320_28, 


.0419 


.C51 


f^anp Mn 
\JJt21 1C IN IJ • 


122386 

X c» J (J \J 










Strand 








O U a. X L. 


x 










End 


635 






Name 


0.7000390 28 

WO vUU JtU o 


.0419. 


C51. 


.Ol 


,np 


Method 


AAT/NAP 






Of a r f 


1 — 

X 










End 


635 






(IT 


7 9 67 94 Q 










Score 


104 






F vrifi c 


1 Q4 1ST 

X. ..7*!/ 1JI i 


.225, 


336, 


,.436, 57i 


3. .635 








GI Descrip. 


(AL161502) 


hypothetical 


protein [Arabidopsis thaliana] 




JCLJ i LN <J • 


S860Q 

JU UU J 










Seq. ID' 


OJ000320_28. 


, 0'419 


PS4 


on a M n 


19 9 387 

1^1^, JO / 










Strand 


■+ 






Cf a r f 
OtdLL 


337 
j j / 










End 


591 






Name 


o,tooo39 0 9p 


.0419. 


C54. 


ol 


.gp 


Method 


AAT/GAP 






qf^ r f 

O L-ClX L 


337 _ 
j j / 










End 


591 








931 1 fiftd 










Score 


478 






Exons 


337. .591 


















Seq. No. 


58609 










Seq. ID 


OJ000320_28. 


0419 


.C54 


Gene No. 


122388 










Strand 








Start 


927 










End 


1076 . 






Name 


OJ000320 28 


.0419; 


C54 . 


ol 


.gs 


Method 


GENSCAN 






Start 


927 










End 


1076 






GI 


none. 










Score 


.54 







58902 



Exons 



927. .1076 



Seq. No. . 58610 Seq. ID 

Gene No. 122389 ■- Strand 

Start 779 End 

Name OJ000320_28 . 04 19 . C5 6 . ol . gs Method 

Start 779 End 

GI none Score 

Exons 779. . 955 * ' ■ 



OJ000320_28.0419.C56 
955 

GENSCAN 

955 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58611 ' Seq. ID 

122390 Strand 

1 End 
OJ000320_28.0419.C57.ol.np Method' 

1 End 

7446449 Score 

1..24, 146. .255, 650. .721, 817. .894, 



OJ000320_28.0419.C57 
+ 

•4 918 
AAT/NAP 
2724 
7-86 
1005. .1177, 



1333. .1535, 



1624. .1748, 1872. .1933, 2031. .2223, 2319. .2724 

serine/threonine-specif ic protein kinase (EC 2.7.1.-) F9F13.100 
- Arabidopsis thaliana gi | 52 62168 | emb | CAB45811 . 1 | (AL080253) 
receptor protein kinase-like protein [Arabidopsis thaliana] 
gi|7268841|emb|CAB79045.1| (AL161553) receptor protein 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 58611 ' Seq. ID 

Gene No. . 122390 ' Strand 

Start 1 ^ End 

Name OJ000320_28 . 04 19 . C57 . ol . gs Method 

Start 128 End 

GI none Score 
Exons 



OJ000320_28.0419.C57 
+ 

4918 • 
GENSCAN 
4918 
.71 



128. .255, 498. .569, 650. .721, 1005. .1168, 1237. .1529, 
1618. .1744, 1865. .1933, 2031. .2223, 2319. .2736, 4201. .4311, 
4432. .4479, 4826. .4918 



Seq. No." 58611 

Gene No. 122390 

Start , .. 1- . • 

Name OJ000320_28 . 0419 .C57 . ol . gp 

Start 1120 

GI 17918_1.R1084 

Exons 1120.. 1168, 1261.. 1529, 1618,. 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1744, 



OJ000320_ 
+ 

4918 
-AAT/GAP 
1903 
883 
1865. .1903 



28.0419.C57 



•3461839 2.0e-32 (AC005315) putative receptor protein .kinase. 
[Arabidopsis thaliana] ? 



58.611 

122391 

1677 

OJ000320_28. 

1281 

none 

1281. .1403, 
1629. .1706 



0419.C57.o2.tc 



Seq. ID 

Strand 

End 

Method 

■End, 

Score 



OJ000320_28.. 0419.C57 
6800 

TBLASTX: Cress 

1758 

38 



1410. .1541, 1410. .1472, 1505. .1534, 1624. .1758, 



Seq. No. 58611- Seq. ID 

Gene No. 122391 Strand 

Start 1677 End 

Name OJ000320 28 . 0419 .C57 .o2 . ts Method 



OJ000320_28.0419.C57 
6800 

TBLASTX: Soybean 



58903 



Start 


1377 








End 


1746 




GI 


none 








Score 


95 




R von ^ 


1377 14 60 


14 58 


1541", 


14 59. 


.1539, 1621. .1746, 


1 64 4 1 7 4*r 


JClJi IN U • 


5861 1 








" Seq. ID 


• OJ000320 




Gene No. 


122391 








Strand 






Start 


1677 








End • 


6800 - 




Mamp 


OJ000320 28 


0419 


C57 ol 


. tm 


Method 


TBLASTX :! 


Ma i ze 


Cfarf- 
O L. a J. L. 


1398 ~~ 

-L _) ^ o 








End 


2409 




J. 










Score 


*123 






1398 1541 


1621 


. .1782, 


1888 . 


.1935, 2029. .2148, 


2030 2149 




2167 2232 


2183 


2227 , 


2353 
i. j j j t 


.2409 








58611 








Seq. ID 


OJ000320 


28 0419 C57' 


fjpnp No 


122391 








Strand 






Start 


1677 








End 


6800 • 




Name 


OJ000320 28 


.0419 


.C57.o2 


• np 


Method 


AAT/NAP 




Start 


1677 








End 


6800 




(IT 
O J. 


5734709 








Score ■ 


203 






1677. .1735, 


4041 


. .4132, 


5763. 


.5875, 6079. .6286, 


6^15 68 00 


OX uCOuJ L ■ 


(AC008075) ■ 


Contains PF 100069 


Eukaryotic protein 


kinase domain 




[Arabidopsis thaliana] 










Seq. No. 


58611 








Seq. ID 


OJ000320 


_28.0419.C57 


Gene No. 


122391 








Strand 






Start 


1677 








End 


6800 




Name 


OJ000320 28 


.0419 


.C57.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2029 








End 


2640 




GI . t 


none 








Score 


189 




Exons 


2029. 12184, 


2030 


. .2185, 


2183. 


.2227, 2191.. 2250, 


2319. .2402, 



2320. .2640 



Seq. No. 


58611 


Seq. ID 


OJ000320_28.0419.C57 


Gene No. 


122391 


Strand 




Start 


1677 


End 


6800 


Name 


OJ000320 28.0419.C57.ol.ts 


Method : 


TBLASTX: Soybean 


Start 


2081 


End 


2562 


GI 


■none 


Score 


120 


Exons 


2081. .2185, 2083.^.2184, 2183: 


.2227, 2191. .2244, 2320. .2562 


Seq. No. 


58611 


Seq. ID 


OJ000320_28.0419.C57 


Gene No. 


122391 


Strand 




Start 


1677 


End 


6800 


Name 


OJ000320 '28.0419. C57.ol.tw' 


Method 


TBLASTX:'Wheat 


Start 


2111 


End 


2477 


GI 


none 


Score 


148 


Exons 


2111. .2227, 2113. .2226, 2317. 


.2475, 2318. .2431, 2319. .2477 


Seq. No. 


58611 


Seq. ID 


. OJ000320_28.0419.C57 


Gene No. 


122391 


Strand 




Start 


1677 


End 


6800 


Name 


OJ000320 28.0419.C57.o2.gp 


Method 


AAT/GAP 


Start 


4084 . 


End 


4193 


GI 


uC-osflcyp088bl2bl 


Score 


150 


Exons 


4084 . .4193 






GI Descrip. 


' 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P002 6F07 1 





58904 



Seq. No. 
Gene No. 
Start^ . 
Name ~ 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58612 Seq. ID 

122392 ...... . ..... Strand - 

67 Q t - End 

OJ000320_28 . 04 19 . C58 . ol . gs Method 

67 End 

none Score 
67.. 189 

58612 Seq. ID 

122393 Strand 
1 End 
OJ000320_28 . 04 19 . C58 . ol . gp Method 
•1 End 
4464_1.R1084 Score 
1..192, 845.-873 
■ 400989/sp | Q02764 | RK24_TOBAC 
CHLOROPLAST PRECURSOR (CL24) 



OJ000320_28.0419.C58 
+ 

189 

GENSCAN 

189 

.73 



OJ000320 28.0419.C58 



873 

AAT/GAP 

873 

335 



2.0e-54 SOS RIBOSOMAL PROTEIN L24, 

>gi_322771_pir A45113 ribosomal 

protein L24 precursor - common tobacco >gi_170273 (M87838) 
ribosomal protein L24 [Nicotiana tabacum] >gi_170324 (M87839) 
ribosomal protein L24 [Nicotiana tabacum] 1 



Seq. ID 

Strand 

End- 

Method 

End 

Score 



OJ000320 28.0419.C60 



58613 
122394 

"l ' 

OJ000320_28.0419.C60.ol.np 

1 

6539553 
1. .696 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



937 

AAT/NAP 

696 

1167 



Seq. No. 


58613 








Seq. ID 


OJ000320/28.0419 


.C60 


Gene No. ■■ 


122394 








Strand 






Start 


1 ■ . 








End 


#37 




Name 


OJ000320 


28.0419.C60. 


.ol. 


.gs 


Method 


GENSCAN 




Start 


105 








End 


937 




GI 


none 








Score 


.53 




Exons 


105. .712, 


890. . 937 












Seq. No. 


58613 








Seq. ID 


OJ000320_28.0419 


.C60 


Gene No". 


122394 








Strand 






Start 


1 








End 


937 




Name 


OJ000320 


28.0419.C60. 


.ol. 


. tm 


.Method 


TBLASTX: Maize 




Start 


254 








End 


567 




GI 


none 








Score 


297 




Exons 


254. .559, 


.256. .567 












Seq. No. 


58613 








Seq. ID 


OJ000320_28.0419 


.C60 


Gene No. 


122394 








Strand 






Start 


1 








End 


937 




Name 


OJ000320 


28.0419.C60. 


.ol. 


. tw 


" Method 


•TBLASTX: Wheat 




Start 


316 








End 


702 




GI 


none 








Score 


258 




Exons 


316. .702, 


317. .691 













58905 



Seq. No. 58614 

Gene No. 122395 

Start 1 

Name OJ000320_28 .0419. C62 . ol . gp 

Start 1 

GI 19497JL.R1084 

Exons 1 . . 528 

GI Descrip. '678547 2.0e-42 (L13654) peroxidase [Lycopersicon esculeritum 



Seq. ID OJ000320_28.0419.C62 

Strand + 

End 528 

Method AAT/GAP 

End 528 

Score • 1022 



Seq. No. 58614 

Gene No. 122395 

Start 1 

Name OJ000320_28 . 04 1 9 . C62 . ol . np 

Start 1 

GI 678547 

Exons 1 . . 346 

GI Descrip. (L13654) peroxidase [Lycopersicon esculentum] 



Seq. ID OJ000320_28.0419.C62 

Strand + 

End 528 

Method AAT/NAP 

End 34 6 

Score 347 



Seq. No. 58614 

Gene No. '122396 

Start 2105 

Name OJ000320_28 . 04 19 . C62 . o2 . gp 

Start 2105 

GI none 

Exons . 2105.. 2418 



Seq. ID OJ000320_28.0419.C62 

Strand + 

End 2418 

Method AAT/GAP 

End 2418 

Score 586 



Seq. No. . 58614 

Gene No. 122397 

Start 14 

Name OJ000320_28 . 04 19 . C62 . ol . tc 

Start 2 

GI none 

Exons 2.. 343., 55.. 123, 241.. 342 



Seq. ID OJ000320_28.0419.C62 
Strand 

End 254 4 

Method TBLASTX : Cress 

End 343 

Score 251 



Seq. No. 58614 

Gene^No. 122397 

Start 14 

Name OJ000320_28 . 0419.C62 .ol . ts 

Start 2 

GI none 

Exons 2. .61, 73. . 123,. .77 . . 343, 238. 



Seq. ID OJ000320_28.0419.C62 
Strand 

End 2544 

Method TBLASTX : Soybean 

End 34 3 

Score 82 
.333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■"58*614 
122397 
14 

OJ000320_28.0419.C62.ol. tm 

5 

none 



Seq. ID OJ000320_28.0419.C62 
Strand 

End 2544 

Method TBLASTX : Mai ze 

End 34 5 

Score 57 



5. .49, 49. .96, 49. .123, 50. .343, 166. .342, 235. .345 



Seq. No. 58614 

Gene No. 122397 

Start 14 . t 

Name OJ000320_28 . 04 19 . C62 . ol . gs 

Start 14 

GI none 



Seq. ID OJ000320_28.0419.C62 
Strand 

End 254 4 

Method GENSCAN 

End 2544 

Score . 6 



58906 




Exons 14.. 395, 1063.. 1184, 2134.. 2544 



Seq. No. 


"58 615 *■ . 


Seq. ID 


OJ000320_28.0419.C63 


Gene No. 


122398 


Strand 


+ 


Start 


1 


End 


695 


Name 




Mp -f- hoH 


AAT /NAP 


Start 




End 


695 


GI 


6642657 

U U *4 Z. U J / 


Score 


44 5 


l^J *\ IU 


1 192 382 695 








^ Ulc J J J / IJULaLX VC lULCUiQl 


Tnpmhr^ n & 


7~ o "I - c± i n rflrahi Hnnci q 




thaliana] 






Qpn No 


58615 


Seq. ID 


OJ000320 28 0419 C63 




122398 


Strand 


+ 


Start 


1 


End 


695 


Name 


OJ000320 28.0419.C63.ol.tm 


Method 


TRT,A9TX-M^i 7f> 

JL LJ Liriu i. /\ • L 10 _L C 


Start 


1 


End 


209 


GI 


none 


Score 


c. sj 


Exons 


1..201, 1..201, 2. .208, 3. .209 




Qprt Mo 

<J \Z \J . W a 


58615 


Seq. ID 


O.T000^?0 ?R 041 Q Pfi^ 




122398 


Strand 


-1- 


Start 


1 


End 


VJ C7 w> 


Name 


OJG00320 28.0419.C63.ol.gs 


Method 


VJ Hi IN O V^-tii-N 


Start 


57 


End 


660 


GI 


none 


Score 


7 1 


Exons 


57, .192, 382.. 660 






Sea No 


58615 


Seq. ID 


OJ000320 28 0419 C63 




122398 


Strand 


_|_ 


Start 


1 


End 


O .7 »J 


Name 


OJ000320 28.0419.C63.ol.ts 


Method 




Start 


408 


End 


S QO 


GI 


none 


Score 


1 R1 


Fynn q 

Lj JTi. \_/ i 1 O 


408. .590, 408. .590 






Seq. No.'- ' 


58 6.16 


Seq. ID 


OJ000320_28.0419.C66 


Gene No. 


122399 


Strand 


+ 


Start 


1 


End 


1130 


Name 


OJ000320 28.0419.C66.ol.np 


Method 


AAT /NAP 




1 


End 


1130 


GI 


7106515 


Score 


806 


F von q 


1..313., 394. .1130 








(AP001278) Similar- -to Arabidopsis thaliana chromosome II BAC 




T13P21 genomic sequence, putative helicase. (AC006067>) [Oryz^ 




sativa] 






JCU • IN ^ • 


58616 


Seq. ID 


OJ000320_28.0419.C66 




122399 


Strand 


+ 


Start 


1 


End 


1130 


Name 


OJ000320 28.0419.C66.o2.tm 


Method 


TBLASTX: Maize 


Start 


49 


End 


339 


GI 


none 


Score 


177 


Exons 


49. .339 






Seq. No. 


58616 


Seq. ID 


OJ000320_28.0419.C66 


Gene No. 


122399 


Strand 


+ 



58907 




otart 


± 






I 1 Tft 

II jU 




Name 


UJUUUo^U . U4iy .Lob.Ol . 


tm 


Metnoa 


1 hiLAb 1a : 


Maize 


Start 






hna . 


1 loU 






none 




F -" Score 






Exons 












beq. jno . 


OODi / 




beg. id 


UJ UUUJZU 


oq r>/iiQ can 
Zo . U4 i y . Lb/ 


Gene No . 


£ ft UU 




Strand 


+ 










End 


ft DUZ 




Name 


OJ000320 28.0419.C67.ol. 


gp 


Method 


AAT/GAP 




Start 


3793 




End 


4602 




GI 


6547 1.R1084 ■ 




Score 


922 




Exons 


3793. .4178, 4383. .4602 










GI Descrip. 


, 5257255/dbj | AP000364.il 


AP000364 4.0e- 


■52 Oryza 


sativa genomic 




DNA, chromosome 8,' clone 


i :P0026F07' 







Seq. No. 


58617 


Seq. ID 


OJ000320_28.0419.C67 


Gene No . 


122401 


Strand 


+ 


Start ■ 


8645' 


End 


12619 


Name 


OJ000320 28.04'l9.C67.o2.gp 


Method 


AAT/GAP 


b tart 


8607 


End 


8942 


bl 


uC-osflM202066h08bl 


Score 


632 


Exons 


8607. .8942 






GI Descrip. 


, 5107 831/gb| AAD4014 4 . 1 | AF14 9413_25 4 . 


Oe-20 (AF149413) contains 




similarity to protein kinase domains 


(Pfam F00069, Score-162.6, 




E=6.8e-45, N=l)/vand leucien 


rich repeats ■ (Pfam PF00560, 




Score=210.7, E=2.2e-59, N=10) [Arabidopsis thaliana] 1 


Seq. No. 


58617 


Seq. ID 


OJ000320_28.0419.C67 


Gene No-. 


122401 


Strand 


+ 


Start 


8645 


End 


12619 


Name 


OJ000320 28.0419.C67.o4.gs 


Method 


GENSCAN 


Start 


8645 


End 


11889 


GI 


none 


Score 


. 99 


Exons 


8 645. .11327, 11432. .11889 






Seq. No. 


58 617 


Seq. ID 


OJ000320_28.0419.C67 


Gene No.' 


122401 


■Strand 


+ 


Start 


8645 


End 


12619 


Name 


OJ000320 28.0419.C67.ol.np 


Method 


AAT/NAP 


Start 


8675 


End 


11853 


GI 


5107831 


Score 


1913 


Exons 


8675. .11327, 11432. .11853 






GI Descrip. 


(AF14 94 13) * contains similarity to protein kinase domains (Pfam 




F00069, Score=162.'6, E=6.8e- 


4-5/ N=l) < 


and leucien rich repeats 




(Pfam PF00560, Score-210.7, 


E=2.2e-59, N=10) [Arabidopsis 




thaliana] 






Seq. No. 


58617 


Seq. ID 


. OJ000320_28.0419.C67. 


Gene No. 


• 122401 


Strand 


+ • • 


Start 


8645 


End 


12619 


Name 


OJ000320 28.0419.C67.o3.gp 


Method 


AAT/GAP 


Start 


9104 


End 


9559 


GI 


2317293 


Score 


883 


Exons 


9104.'. 9559 







GI Descrip. 1350783/sp | P4 7735 I RLK5_ARATH 3. Oe-20 RECEPTOR-LIKE PROTEIN 

KINASE 5 PRECURSOR >gi_282883_pir S27756 receptor-like protein 

58908 



kinase precursor - Arabidopsis thaliana >gi_166850 (M84 660) 
receptor-like protein kinase [Arabidopsis thaliana] 
>gi_28424 92_emb_CAA1688 9. 1_ (AL021749) receptor-like protein 
kinase 5 precursor (RLK5) [Arabidopsis thaliana] 



Seq. No.. 58617 Seq. ID 

Gene No. 122401 Strand 

Start 8645 End 

Name OJ000320_28 . 0419.C67.o4 .gp Method 

Start 9553 End 

GI 2317319 Score 

Exons 9553.. 9994 

GI Descrip. 5107831/gb | AAD4 014 4 . 1 | AF14 94 13_25 4.0e-20 (AF149413) contains 

similarity to protein kinase domains (Pfam F00069, Score=l 62. 6, 
E=6.8e-45, N=l) and leucien rich repeats (Pfam PF00560,. 
Score=210.7, E=2.2e-59, N=10) [Arabidopsis thaliana] 



OJ000320_28.0419.C67 
+ 

12619 
AAT/GAP 
9994 
862 



OJ000320_28.0419.C67 
+ 

12619 
AAT/GAP 
10800 
1044 



Seq. No. 58617 Seq. ID 

Gene. No. 122401 Strand 

Start 8645 End 

Name OJ000320_28 . 04 19 . C67 . o5 . gp Method 

Start 10279 End 

GI LIB3475-005-P1-K1-A9 Score 

Exons 10279.. 10800 - 

GI Descrip. ' 1350783/sp | P47735 | RLK5_ARATH 3.0e-20 RECEPTOR-LIKE PROTEIN 

KINASE 5 PRECURSOR >gi_282883_pir S27756 receptor-like protein 

kinase precursor - Arabidopsis thaliana >gi_166850 (M84660) t - 
receptor-like protein kinase [Arabidopsis thaliana] 
>gi_28'424 92_emb_CAA1688 9. 1_ (AL021749) receptor-like protein 
kinase 5 precursor (RLK5) [Arabidopsis thaliana] 1 



Seq. No. 58617 Seq. ID 

Gene No. 122401 Strand 

Start 8645 End 

Name OJ000320_28 . 04 19 . C67 . 06 . gp Method 

Start 11573 End 

GI none Score 

Exons 11573.. 12619 



OJ000320_28.0419.C67 
+ 

12619 
AAT/GAP 
12619 
2030 



Seq. No. 58617 Seq. ID 

Gene No. 122402 Strand 

Start 7 End 

Name OJ000320_28 .0419. C67 . ol . gs Method 
Start . 7 End 

GI none Score 

Exons 7.. 101, 473.. 734 



OJ000320_28.0419.C67 
734 

GENSCAN 

734 

.47 



Seq. No. 58617 Seq. ID 

Gene No. 122403 Strand 

Start 2203 End 

Name OJ000320_28 . 04 1 9 . C67 . o2 . gs Method 

Start 2203 End 

GI none Score 

Exons 2203.. 2275, 2743.. 3071, 3093.. 3752 



OJ000320_28.0419.C67 

37 52 - 
GENSCAN 
3752 
.76 



Seq. No. 
Gene No. 



58617 
122404 



Seq. ID 
Strand 



OJ000320 28.0419.C67 



58909 



Start 
Name 
Start 
GI 

Exons 



12467 End 

OJ000320_28 .0419. C67 . o5 . tm Method 

3748 End-' 

none Score 



15126 

TBLASTX: Maize 

4095 

65 



3748. .3840, 3763. .3819, 3818. .3958, 3819. .3854, 3824. .3946, 
3948. .3983, 3962. .3994, 3963. .3995, 4049. .4093, 4050. .4094, 
4054. .4095 



Seq. No, 58617 
Gene No. 122404 
Start 12467 

Name OJ000320_28 . 04 1 9 . C67 . ol . tc 

Start 8831 
GI none 

Exons 8831.. 8857, 8864.. 9076 

8957. .9151, 9020. .9502 

9089. .9274, 9089. .9232 

9119. .9274, 9263. .9502 

9278.. 9451, 9278.. 9511 

9467. .9703, 9479. 

9530.. 9739, 9533. 

9575. .9727, 9617. 

9641. .9748, 9674. 

-9-752. :9979, 9752. 

9779. .9970, .9824. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_28.0419.C67 
15126 

TBLASTX: Cress 

11724 

43 



,8857, 
,9151, 
,9274, 
,9274, 
,9451, 
,9703, 
,9739, 
,9727, 
,9748, 
,9979, 
9970, . 
10100. .10147, 
10163. .10327, 
10175. .10366, 
10192. .10398, 
10652. .10795, 
11152. .11253, 
11431. .11526, 



10106. 
10175. 
10175. 
10204. 
10895. 
11275. 
11617. 



9739 
9736 
9724 
9931 
9994 
1002 
1 



8873 
9089 
9092 
9263 
9278 
9518 
9542 
, 9630 
, 9701 
, 9752 
7, 100 
0150, 
0495, 
0387, 
0452, 
1041, 
1325, 
1724 



..9118, 8876. .9085, 8882. .9121, 
..9232, 9089.. 9274, 9089.. 9274, 
..9274, 9095. .9274, 9095. .9274, 
..9502, 9278.. 9502, 9278.. 9502, 
..9502, 9278. .9511, 9395. .9586, 
..9733, 9521. .9670, 9530. .9736, 
..9733, 9545. .9586, 9553. .9651, 
..9722, 9635. .9733, 9635. .9724, 
• .9730,' 9743. .9994, 9746. .9994, 
..9808,- 9752. .9994, ,9758. .9943, 
34.. 10084, 10061. .10087, 
10163. .10387, 10163. .10387, 
10175. .10384, 10175. . 10453, 
10181. .10390, 10183. . 10494, 
10235. .10384, 10385. .10444, 
10933. .11034, 11093. .11278, 
1127 6. .11326, 114 30. .11534, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320 28.0419.C67 



Seq. No. 58617 
Gene No. 122404 
Start 124 67 

Name OJ000320_28 . 04 1 9 . C67 . ol . ts 

Start • ■ 8906 
GI none 

Exons 8906.. 9067, 9329.. 9517, 9767. 

10466. .10492, 10684 .. 10788, 10685 .. 10795, 10895 .. 11041, 
10918. .11016, 11093. .11326, 11 14 0 . . 11178 , 11 1 96 . . 11207 , 
11242. .11325, 11430. .11513, 11431 .. 11517 , 11647. .11724 



15126 

TBLASTX: Soybean 

11724 

91 



,9943, 10190. .10366, 10265 .. 10387 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320 28.0419/C67 



Seq. No.- 58617 
Gene No. 122404 
Start 12467 

Name OJ000320_28 . 04 19 . C67 . o3 . tm 

Start 9191 
GI none 

Exons 9191.. 9316, 9686.. 9736, 9815. 

10253. . 10354, 10264 .. 10356, 10264 .. 10353, 10269 .. 10400, 
10302. .10355, 10319. .10381, 10361 .. 10558, 10364 .. 10474 , 
- 10399. . 10542, 10539. .10580 



15126 

TBLASTX: Maize 

10580 

64 



9886, 9848. .9931, 10166 .. 10210, 



Seq. No. 
Gene No. 



58617 
122404 



Seq. ID OJ000320_28.0419.C67 
Strand 



58910 



Start 
Name 
Start 
GI 

Exons 



12467 End 

OJ000320_28.0419.C67.ol. tw * Method 

10370 ; End 

none - s Score 



15126 

TBLASTX: Wheat 

10761 

231 



10370. .10567, 10370. .10474, 10372 .. 1054 2 , 10550 10648, 
10624. .10761, 10643.. 10759 



Seq. No. 58617 

Gene No. 122404 

Start 12467 

Name OJ000320_28 .0419.C67.o4.tm 

Start 10874 

GI none 

Exons 10874. .11071, 10884 .. 10922, 
11029. .11100, 11030. .11101 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_28.0419.C67 
15126 

TBLASTX: Maize 

11101 

278 ' 



10895. .10945, 10918 .. 11070, 



Seq. No. 58617 

Gene No. 122404 

Start 12467 

Name OJ00'0320_28 . 04 19 . C67 . o3 . tw 

Start 10895 

GI * none 

Exons 10895. .11041, 10918 .. 11016, 
11141. .11224 - 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_28.0419.C67 
15126- 

TBLASTX: Wheat 

11230 

155 



11092. .11178, 11093. .11230, 



Seq. No. 58617 

Gene No. 122404 

Start 12467 

Name OJ000320_28 . 04 19 . C67 . ol . tm 

Start 11168 

GI none 

Exons 11168. .11326, 11168 .. 11326, 11430 
11641. .11739 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320_28.0419.C67 
15126 

TBLASTX: Maize 

11739 

247 



11738, 11431. .11739, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58617 
122404 
12467 
OJ00032 
12119 
none 
12119. . 
12259. . 
12467. . 
13476. . 
13689. . 
14175. . 
14264. . 
14930. . 



0 28.0419.C67.o2.tm 



12208, 
12369, 
12820, 
13613, 
13790,- 
14324, 
14326, 
15079, 



12159. 
12261. 
12468. 
13477. 
13693. 
14245. 
14661. 
15020. 



.12209, 
.12320, 
,12815, 
.13614, 
,13791, 
,14325, 
,14846, 
,15082 



58617 

122404 

12467 

OJ000320_28.0419.C67.o2.np 

12452 

1899025 

124 52. .12814, 12907. .12988, 
13925. . 14080, 14250. .14324, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12159 

12264 



OJ000320 28.0419.C67 



15126 

TBLASTX: Maize 
15082 
63 

12209, 12256 
12383, 12459 



12291, 
12815, 
13000, 



12871. .12990, 12905. 

: 13478. ;13612, 13686 13790, 

13920. .14081, 13922. .14080, 

14245. .14325, 14252 .. 14 326, 

14 662. .14 847, 14928. .15077, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13478 

14664 



OJ000320 28.0419.C67 



15126 
AAT/NAP 
15126 
1183 
13608, 13692. 
14846, 14930. 



, 13790, 
, 15126 



58911 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(U28215) hexokinase 2 [Arabidopsis thaliana] 

gi I 3687232 | gb | AAC62130 . 1| (AC005169) hexokinase (ATHXK2) 

[Arabidopsis thaliana] 



58617 
122404 • 
12467 

OJ000320_28.0419.C67.o5.gs 

12467 

none 

12467. .12814, 12907 12988 , 
14250., 14324, ' 14 664 . . 14 84 6, 



Seq. ID 
Strand 
End * 
Method 
End 
Score 



OJ000320 28.0419.C67 



15126 
GENS CAN 
15080 
.9 

13478. .13608, 13692 137 90 , 
14930.. 15080 



Seq. No. 58617 
Gene No. 122404 
Start 12467 

Name OJ000320_28 .0419. C67 . o2 . ts 

Start 12470 . 

GI none 

Exons 12470. .12661, 12471 .. 12656, 

12898. .12990, 128 99 .. 12991 , 
13686. .13790, 13693 .. 137 91 , 
14175. .14324, 1424 5 .. 14325 , 
14662. .14847, 14 933 1507 9, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

12692 

13477 

13920 

14311 

14934 



12820, 
13614, 
14081, 
14325, 
15077 



OJ000320_28.0419.C67 
15126 - 

TBLASTX: Soybean 

15079 

134 

12728. .12817., 
13478. .13612, 
13922. .14080, 
14661.'. 14849, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58617 

122404 

12467 

OJ000320_28.0419.C67.o2.tw 

12470' 

none 



Seq. ID OJ000320_28.0419.C67 



Strand 
End 

Method 

End 

Score 



15126 

TBLASTX: Wheat 

12728 

159 



12470. . 12676, 12471 .. 12677, 12666 .. 12728 , 12692. .12727 



Seq. No. 58617 
Gene No. 122404 
Start 12467 

Name OJ000320_28 . 04 19 . C67 . o2 . tc 

Start . 12476 

GI none 
Exons 12476. 

12904. 

13689. 

14175. 

14673. 



.12670, 12489. 

.12990, 12905. 

.13790, 13693. 

.14324, 14245. 

.14849, 14933. 



12656, 
13000, 
13791, 
14325, 
15079, 



Seq. ID OJ000320_28.0419.C67 
Strand 

End 15126 

Method TBLASTX: Cress' 

End 15079 

Score 98 
12648. .12815, 12692 .. 12820, 
13477. . 13614, 13478. . 13612, 
13920. . 14081, 13922. . 14080, 
14661. . 14846, 14 662 . . 14 84 7 , ' 
14934. .15077, 14 94 1 , i 15078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58617 

122404 

12467 

OJ000320_28 . 04 19 . C67 . o7 . gp 
13472 

uC-osflm202110b09bl 

13472. .13608, 13692 .. 13790, 



OJ000320 28.0419.C67 



Seq. ID 
Strand 

End " 15126 

Method AAT/GAP • 
End 14341 
Score 832 
13925. . 14080, 14250.. 14341 
f 2146739/pir MS71205 9.0e-61 hexokinase (EC 2.7.1:1) 1 - 
Arabidopsis thaliana >gi_881521 (U28214) hexokinase 1 
[Arabidopsis thaliana] >gi_4 972059_emb_CAB4 3927 . 1_ (AL078470) 
hexokinase [Arabidopsis thaliana] 1 



58912 



Seq. No. 58617 - Seq. ID OJ000320_28 . 04 19 . C67 

Gene No. 122404 - Strand 

Start 12467 End 15126 

Name OJ000320_28 . 0419 . C67 . 08 . gp Method AAT/GAP 

Start 14 686 End 15080 

GI 42486_1.R1084 ; <" Score 580 

Exons 14686. . 14846, 14930.. 15080 

GI Descrip. 1 214 6739/pir | | S71205 8.0e-57 hexokinase (EC 2.7.1.1) 1 - 
Arabidopsis thaliana >gi_881521 (U28214) hexokinase 1 
[Arabidopsis thaliana] >gi_4 97205 9_emb_CAB4 3927 . 1_ (AL078470) 
hexokinase [Arabidopsis thaliana] ' 



Seq. No. 58618 Seq. ID 

Gene No. 122405 ' Strand 

Start 1 End . 

Name O JO 0032 0_2 8.0419.C71.ol.np Me t hod 

Start 1 End 

GI 7228457 Score 

Exons 1..520, 584.. 766 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000320_28.0419.C71 
+ 

766 

AAT/NAP 
766 
1128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58618 Seq. ID 

122405 . Strand 

1 ^ '" ' ' End 
OJ000320_28 .0419.C71.ol.tw Method 

17 ; End 

none Score 

17. .424, .396, 515. .712, 515. .'697, 



OJ000320_28.0419.t71, 
+ 

766 

TBLASTX: Wheat 

712 

364 

568. .711 



Seq. No. 58618 Seq. ID 

Gene No. 122405 Strand 

Start 1 End 

Name OJ0Q0320_28 . 04 19 . C71 . ol . gs Method 

Start 45 ' End 

GI none Score 

Exons 45.-583 . 



OJ000320_28.0419.C71 
+ 

766 

GENSCAN 
583 . 
.91 



Seq. No. 58618 Seq. ID 

Gene No. 122405 Strand 

Start 1 End 

Name OJ000320_28 . 04 19 . C71 . ol . tm Method 

Start 550 * End 

GI none ... Score 

Exons 550.. 729, 554.;727 



OJ000320_28.0419.C71 
+ 

766 

TBLASTX: Maize : 

729 

178 



Seq. No. 58619. Seq. ID 

Gene No. 122406 Strand 

Start 1 End 

Name OJ00032 0_2 8.0419. C72 . ol . np Method 

Start 1 End 

GI 7228457 Score 

Exons 1..1122, 1189.. 2268 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000320_28.0419.C72 
+ ■ 
2268 
AAT/NAP 
2268 
3539 
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Seq. No. 58619 

Gene No. 122406 

Start 1- 

Name OJ000320_28 . 04 19 . C72 . ol . gs 

Start 44 

GI none 

Exons 44 . .2187 



Seq. ID OJ000320_28.0419.C72 

Strand + 

End 2268 

Method " GEN SCAN 

End 2187 

Score .78 



Seq. No. 58619 

Gene No. 122406 

Start 1 

Name OJ000320_28 . 04 19 . C72 . o2 . tw 

Start. 64 0 

GI none 
Exons 



Seq. ID OJ000320_28.0419.C72 

Strand + 

End 2268 

Method TBLASTX: Wheat 

End • 1101 

Score 234 



640. .891, 667. .891, 732. .905, 952. .1101, 961. .1098, 963. .1100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descripi 



58619 

122406 

1 

OJ000320_28.0419.C72.ol.ts 
790 

5666795 



Seq. ID OJ000320_28.0419.C72 

Strand + 

End 2268 

Method TBLASTX : Soybean 

End 1356 

Score 68 



790. .888, 964. .1101, 1156. .1356 ' 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 58619 

Gene No. 122406 

Start 1 

Name OJ000320_28 . 04 19 . C72 . o3 . tw 

Start 1104 

GI none 

Exons 1104.. 1280, 1156.. 1416 



■Seq. ID OJ000320_28.0419.C72 , 

Strand + 

End 22 68 

Method TBLASTX: Wheat 

End 1416 

Score 192 



Seq. No. 58619 .... 

Gene No. 122406 

Star.t" 1 

Name OJ000320_28 . 04 19 . C72 . ol . tm 

Start 1609 

GI none 

Exons 1609.. 1932, 1638. .1919 



Seq. ID OJ000320_28.0419.C72 

Strand + 

End 2268 

Method TBLASTX: Maize 

End 1932 

Score ' 358 



Seq. No. 58619 

Gene No. 122406 
Start . ... .1 ■. 

Name OJ000320_28 . 04 19 . C72 . ol . tw 

Start 1746 

GI none 
Exons 



Seq. ID OJ000320_28.0419*.C72 

Strand ' + 

End. .. . 2268 ... 

Method TBLASTX: Wheat 

End. 2127 

Score 369 



17 4 6. .1802, 1747. .2127, 1848. .2096 



Seq. No. 58620 

Gene No. 122407 

Start 1 

Name OJ000320_28 . 0419 . C74 . ol . np 

Start 1 

GI 6642657 

Exons 1..484, 575. .717 



Seq. ID OJ000320_28. 0419.C74 

Strand + 

End 717 

Method - AAT/NAP 

End 717 . 

Score 503 



58914 




GI Descrip. (AC012395) putative integral membrane protein [Arabidopsis 
thaliana] 



O C ^ • Vt \J « 


58620 - 








O C L^ • J. LJ 


OJ000320 28 0419 

L/ U V U U J L. U C- \J • W M I .17 


C74 

• L^ / *3 


VJCilC LVU • 


122407 








nri 


-f ~ " 




J Lui. L 


1- 








End 


717 




in ciiuc 


OJ000320 


28 0419 C74 


. ol . 


ts 


M^l - hi oo* 

L JC L I 1VJLL 






o Lai i 


1 ~~ 








End 


175 




L7l 


none 








Score 


88 




Exons 


1..174, 2 


..175, 11.. 


160, 


13. . 


171 






O C LJ • • 


58620 








Seq. ID 


OJ000320 28 0*419 


P74 




122407 








d l J_ aiiu 


-f _ 






i 








FnH 

Hi 1 1 Li. 


717 




Mam o 


OJ000320 


28 0419 -P74 

£.\J . VJ*3l-7.L^/*i 


ol 

. VJ I . 


Lill 


Mf^ +" h oH 

L1G LilL>Ll 


X O Linj I /\ • Lid I £ C! 




Start 


2 ~ 








End 


67 6 






n on & 








O L-L>I c 


316 

J 1 u 




Exons 


2. .277 , -8 


..274, 13.. 


276, 


271. 


.489, 276, 


..338, 280. .465, , 


281. 




378. .48.8, 


511.. . 675, 


574. 


.672, 


587. .'676 






Q (3 rr Mo 


58 620 








Seq. ID 


O.T000320 98 041 Q 


P74 

. Lv / *i 


rinna Mo 

O tr i 1 tJ LN L> . 


1 ? ?4 07 








U LI 0.1LU 


-j- 




Start 


\ 








End 


717 




Name 


OJ000320 


28 0419 P74 


. ol . 


tc 


M^t" h oH 

L1C L11LJLX 


X D XJ^iO X /\ • LI CO D 




u Lai L 


24 7 _ 








Cj i LLA 


7 1 7 
/ i / 




GI 


none 








Score 


199 




Exons 


247. .465, 


356,. .484, 


514. 


.717, 


575. .715 






Qf^n Mo 


58 620 

*J O \J w 








Q^rr T D 

OCLj . J. 1_/ 


njnorn^o ?8 04iQ 

VJ'UVJVJVJ.J^.VJ • W1 1 ? 


CI 4 

• L^ f *i 


^pnfi Mo 


122407 








OLi CL11LL 


+ 




Start 


1 








End 


717 




Name 


OJ000320 


28 0419 CI A 


. o2 . 


t s 


M*=» t" h oH 

LIC LilU Li 


X L-> LlrlU 1 A . OUVL/CCllI 




u Lai L 


^ss — 

J J J 








FnH 


4 8 7 




GI 


none 








Score 


183 




Exons 


355. .462, 


356. .487 












Seq. No. 


58621 








Seq. ID 


OJ000320_28.0419 


.C75 


Gene No. 


122408 








Strand 






Start 


245 








End 


1784 




Name 


OJ000320 


28.0419.C75 


.ol. 


gs 


Method 


GENSCAN 




Start 


245 








End 


1784 




GI 


none 








Score 


.5 




Exons 


245. .876, 


1652. .1784 













Seq. No-. 58622. .. Seq. ID 

Gene No. 122409 Strand 

Start 1 End 

Name OJ000320_28 . 04 19 . C7 6 . ol . np . Method 

Start 1 End 

GI 7248403 ' ■ Score 

Exons 1..505 

GI Descrip. (AP001389) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



OJ0.00320_28.0419.C76 
+ 

508 

AAT/NAP 

505 

753 



BAC 



Seq. No. 
Gene No. 
Start 



58622 

122409 

1 



Seq. ID 

Strand 

End 



OJ000320_28, 
+ 

508 



0419. C76 



58915 



Name 

Start 

GI 

Exons 



OJ000320_28 . 04 19 . C7 6 . ol . gs Method GENSCAN 

11 End 508 

none Score 1 
11. .508 



Seq. No. 58622 Seq. ID 

Gene No. 122409 " Strand 

Start 1 End 

Name OJ000320_28 . 04 19 . C76 . ol . ts Method 
Start * 26 End 

GI none Score 

Exons 26.. 97, 125.. 295 



OJ000320_28.0419.C76 
+ 

508 

TBLASTX :-Soybean 

295 

73 



Seq. No. ' 58622 Seq. ID 

Gene No. 122409 Strand 

Start 1 End 

Name OJ000320_28 . 04 19 . C76 . ol . tc ■ Method 

Start 122 End 

GI none Score 

Exons 122.. 4 30 



OJ000320_28.0419.C76 
+ 

508 

TBLASTX: Cress 

430 

'219 



Seq. No. 58622 Seq. ID 

Gene No. 122409 Strand 

Start ' * 1 End 

Name OJ000320_28 . 04 19 . C76 . ol . tm , Method 

Start - 125 ' End 

GI none Score 

Exons - 125. .484, 134. .280, 349. .456 



OJ000320_28.0419.C76 
+ 

508 

TBLASTX: Maize 

484 

276 



Seq. No. 58623 Seq. ID 

Gene No. 122410 Strand 

Start 39 End 

Name OJ000320_28 . 04 19 . C77 . ol . gs Method 

Start 39 End 

GI none . Scor.e 

Exons 39.. 616 



OJ000320_28.0419.C77 
616 

GENSCAN 

616 

.52 



Seq. No. 58624 ' Seg. ID 

Gene No. 122411 Strand 

Start 120 End 

Name OJ000320_28 . 04 19 . C7 8 . ol . gs Method 

Start 120 End 

GI none Score 

Exons 120. .187,' 1548. .1623 • 



OJ000320_28.0419.C78 

1623 
GENSCAN 
■ 1623 
.71 



Seq. No. 58625 Seq. ID 

Gene No. 122412 Strand 

Start 54 End 

Name OJ000320_28 . 04 19 . C7 9 . ol . gp Method 

Start * 54 ' End 

GI 2280990 Score 

Exons 54.. 187 



OJ000320_28.0419.C79 
187 

AAT/GAP 

187 

242 



Seq. No. 58625 . Seq. ID 

Gene No. 122413 Strand 

Start 127 End 

Name OJ000320_28 . 04 19 . C7 9 . ol . gs Method 



OJ000320_28.0419.C79 
661 

GENSCAN 
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1 97 




Hi 1 lv_I 


661 

O O X 


OX 


none 






7 Q 




197 1 Qft 9ft 9 661 








Seq. No. 


58626 




Seq. ID 


OJ000.320_28.0419.C80 


Gene No. 


122414 




Strand 


+ 


O Lai U 


1 




End 


OQQ 

Z. _7 _7 


Name 


d,tooo^90 9ft 0419 nfto ni 


9P 


Mot 1 h O/H 


aat /nap 


OLdi L 


1 ~~ 




XjI IvJ 


9 QQ 


\J X 


^7 67 1 S7 






J 1 Z/ 


P von q 


1 . .2 99 










SP696 




Seq. ID 


OJ000320_28.0419.C80 


Gene No. 


122415 




Strand 


+ 


Start 


1114 




End 


9432 


INdlUC 


o.tooo^90 9ft rfin ni 


gs 


Method 


GENSCAN 


O-j- -a r 4- 

DLdl t_. 


1114 ~ 

X X X *i 




End 


5492 


ot 

VJX 


none 




Score 


.58 


TT von c: 


1114 1 9S7 1969 1676 


1903. 


.1943, 2079.. 2352, 3675.. 3766, 




"3 7 Q 6 "3 ft Qft 49SS 4S4ft 


ROftft 
■J \J o o . 


.'5193, 5256.. 5322-, 5418.. 5492 


Cqh Ma 


Sft 69 6 




Seq. ID 


OJ000320_28.0419.C80 


vjtsiit; in w . 


1 994 1 S * 

J. ^- Z. *i X J 




Strand 


+ 




1114 

XXXI 




End 


'9432 : 


Name - 


OJ000320 28.0419.C80.ol. 


n P 


Method 


AAT /NAP 


Start 


4063 


, End 


9432 


\j x 


91 9Q47R 




Score 


78 


CiXOIlb 


406"3 449ft 44ft0 4R97 


6108. 


.6176, 9403.. 9432 


ox UcbLIip. 


LIllLlIlaot! \ Hi^ J * £ • 1 • 14 J 


precursor - beet gi | 488731 | emb | CAA55883 | 




/Y7Q^01^ rhitinaqp rR<=»f- = 


l vulgaris] gi | 


829258 |emb|CAA5694 6| 




fYP10R6^ rh i t- i nja co rRnfa 


l vulgaris] 






Sft 696 




Seq. ID 


OJ000320_28.0419.C80 


Gene No. 


122415 




Strand 


+ 


Start 


1114 




End 


9432 


Name 


O,T000?90 9ft 0419 PRO n9 


np 


Method 


AAT /NAP 


O Lai L 


4 6R1 _ 




End 


8813 


ot 

OX 


6791 SI 6 




Score 


586 


TT* v o n c 
J_i A LJ 1 1 o 


46R1 4711 6406 66S4 


7069. 


.7310, 8746. .8813 




(AP0010791 hvnnt- h^t- i op 1 


protein [Oryza 


sativa] 


Seq. No. 


58626 




Seq. ID 


OJ000320_28.0419.C80 


Gene No. 


12241.6 




Strand 




OLdlL 


9 R Q 

J -7 




End- ' 


462 


Name 


0.7000^90 9ft 041 Q PP0 o9 


gp. 


Method 


AAT /GAP 




9 RQ ~~ 




End 


462 


O _L 


"37 671 R6 




Score 


367 


R von q 


259 . . 4 62 










S8627 

j o v z. / 




Seq. ID 


OJ000320_28.0419.C81 


Gene No. 


122417 




Strand 


+ 


Start 


76 




End 


277 


Name 


OJ000320 28.0419.C81.ol. 


gs 


Method 


GENSCAN 


Start 


76 




End 


277 


GI 


none 




Score 


.8 


Exons 


76. .141, 170. .277 
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Seq. No. 


58627 


Seq. ID 


OJ000320_28.0419.C81 




Gene No. 


122418 


Strand 






C-|-a r +- 

ouai l 


964 


End 


1 1 Q7 
± J. ? / 




Name 


OJ000320 28.0419.C81.ol.tm 


Method 


TRT QQTY • M^a i 70 '•■ 
1 DLirtO 1 A • nal^c 




O L. a r L 


923 


End 


1 1 OO 






none 


Score 


X fl -7 






923. .1069, 929. .1177, 970. .1182 






Seq. No.' 


58627 * 


Seq. ID 


OJ000320__28.0419.C81 




Gene No. 


122418 


Strand 






Cf -a v-f- 

Olal L 


964 


End 


1 1 Q7 




Name 


OJ000320 28.0419.C81.o2.gs 


Method 


C CM CP AM 




Of a y-f- 


•964 


End 


1 1 flQ 
± L U -7 




o J. 


none 


Score 


c; 




17" v /*\ r*i o 


964 . . 1109 










58627 


Seq. ID 








122418 


Strand 






Start 


964 


End 


1197 




Name 


OJ000320 28.0419.C81.ol.np 


Method 


AAT/NAP 




OLdl L 


967 


End 


1197 




C T 


6630685 


Score 


279 




U 1 \7 T^t CT» 


967. .1197 










(AP000969) Similar to copia-type pol polyprotein. (AF105716) 


its. 




[Oryza sativaj' 






u 


Seq. No. 


58628 


Seq. ID 


OJ000320 28.04l9.C84 




Gene No. 


122419 


Strand 






O Lai L 


292 


End 


7 18 .1 




Name 


OJ000320 28.0419.C84.ol.gs 


Method 


GENSCAN 


fl 


Of 2 y~4- 

OldlL 


292 


End 


651 






none 


Score 


. 62 




Li AUIlo 


292. . 651 








Seq. No. 


58628 ' 


Seq. ID 


OJ000320__28.0419.C84 




Gene No. 


122419 


Strand 




si. 


Of a r +- 


292 


End 


718 




Name 


OJ000320 28.0419. C84.ol.tm 


Method 


TBLASTX: Maize 


_ 


Of 3 r--t- 


307 


End 


715 




(IT 


none 


Score 


64 




Exons 


307. .573, 410. .562, 584. .715, 


592. .702 






Q ea rr Mo 
O tr q . LM U • 


58628 


Seq. ID 


OJ000320_28.0419.C84 




c» n o Nfo 


122419 


Strand 






DLdl L ; v 


292 . 


End 


718 




Name 


OJ000320 28.0419.C84.ol.np 


Method 


AAT/NAP 






340 


End 


718 




GI 


6069646 


Score 


251 




Exons 


340. .718 








o± ueoLi lp i 


(AP000616) similar to putative 


i reverse 


transcriptase (AC0053! 






[Oryza sativa] gi | 6907 112 | dbj | 


BAA90639 


.11 (AP001129) Similar 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequenci 






putative non-LTR retroelement 


reverse 


transcriptase . (AC0062- 






[Oryza sativa] 








Seq. No. 


58629 


Seq. ID 


OJ000320_28 . 0419. C85 




Gene No. 


122420 


Strand 





to 



58918 





uLdl L 


*± _7 u 




r>n(j 


771 




Name 




. LIU 


\As*\ 4~ V^i /"s /™J 

MetnOu 


TDT BQTY »Ma i 

1 DL1M.0 1 A . ixia -L Z 6 




Q+- a y 4- 






Lnu 


771 

111. 






■ v non6 




Score 


OA 




iiiXurio 


4QC 771 R99 770 










C /-v /-r NT /^i 
O S q . IN O • 


jOOjU 




Con T Pi 

oeq . ± u 


n.inon^on 9s ndiQ c&i 




Gene No. 


122421' 




Strand 


+ ~ 




Start 


1822 




End 


2590 




Name 


OJ000320 28.0419.C87.o2 


.np 


Method 


AAT/NAP 






1822 




End" 


2590 






4680183 




Score 


192 




Exons 


1822. .1892, 2501. .2590 










(al UeSCITXp. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Corf M /->. 


jODjU 




Seq. ID 






CZa n o Mo 
ofcJI lc LNvj • 


122422 




Strand 


+ — 




O Lai L 


3283 




End 


3735 




Name 


OJ000320 28.0419.C87.o3, 


.np 


Method 


AAT/NAP/ 




Start 


3283 




End 


3735 






6721560 




Score 


509 




hjXons 


3283. .3735 










bi uescrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


rH 




gil 6815085 | db j IBAA90371, 


.11 


(AP001081) 


hypothetical protein 


-i 




[Oryza sativa] 










oeq . no . 


58630 




Seq. ID 


OJ000320_28.0419.C87 


FU 


ucllc 1NO ■ 


122423 




Strand 


+ 


f ^ 


O U Ct J. u 


3881 




End 


4 489 


iy 


Name 


?OJ000320 28.0419.C87.o4, 


.np 


Method 


AAT/NAP 




Start 


3881 




End 


4489 


FJ 




6721559 




Score 


790 




TP /"n r^i c 


3881. .4328, 4357. .4489 








E 

fh 


ui uescrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






gil 6815084 | db j IBAA90370, 


.11 


(AP001081) 


hypothetical protein 






[Oryza sativa] 








ss*sn 
L .J 


oeq . wo ■ 


58630 




Seq. ID 


OJ000320_28.0419.C87 






122424 




. Strand 


+ 


S3 


Start 


5654 




End 


7308 


r ^ 


Name 


OJ000320 28.0419.C87.o6. 


.np 


Method 


AAT/NAP 




Start 


5654 




End 


7308 




GI 


6721516 * 




Score 


330 




Exons 


5654. .5715, 7068. .7308 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 58630 Seq. ID OJ000320_28 . 04 19 . C87 

Gene No. 122425 Strand 

Start 1 ... End ... 1573. .. .. 

Name OJ000320_28 . 04 19 . C87 . ol . np Method AAT/NAP 

Start 1 End 1573 

GI 4416302 Score 1502 

Exons 1 . . 1573 

GL Descrip. (AF105716f copia-type pol polyprotein [Zea mays] 



Seq. No. 
Gene No. 



58630 
122426 



Seq. ID OJ000320_28.0419.C87 
Strand 



58919 



Start 
..Name 
Start 
GI 

Exons 



5790 End 

OJ000320_28 . 0419 .C87 . ol . tm Method 

,125 End 

none Score 



7409 

TBLASTX: Maize 

986 

58 



125. .283,* 186. .287, 197. .253, 296. .856, 296. .913, 336. .914, 
912. . 986, 914 . .985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58630 

122426 

5790 

OJ000320_28.0419.C87.o3.tw 

221 

none 



Seq. ID OJ000320_28. 0419.C87 
Strand. 

End '7409 

Method TBLASTX : Wheat 

End 562 

Score 48 



221. .310, 231. .284, 325. .468, 332. .469, 332. . 478, 485.'. 562 



58630 

122426 

5790 

OJ000320_28.0419.C87.ol.ts 

344 
none 

344. .805, 396. .548, 615. .776 



Seq. ID OJ000320_28. 0-419. C87 
Strand 

End 7409 

Method TBLASTX : Soybean 

End 805 

Score 55 



Seq. No. 58630 

Gene No. 122426" ' 

Start 57 90 

Name OJ000320_28 . 0419 . C87 . ol . tc 

Start 347 

GI none 

Exons 347 . .763 



Seq. ID OJ000320_28.0419.C87 
Strand 

End 7409 

Method TBLASTX : Cress 

End 7 63 

Score 198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58630 

122426 

5790 

OJ000320_28.0419.C87.ol. tw 

656 

none 



Seq. ID OJ000320_28.0419.C87 
Strand 

End 7409 

Method TBLASTX : Wheat 

End 1222 

Score ' 125 



65,6. .934, 657. .827, 974. .1219, 990. . 1220, 995. .1222 



Seq. No. 58630 

Gene No. 122426 

Start 5790 

Name OJ000320_28 . 0419 . C87 . o2 . tm 

Start. 990 

GI none 

Exons 990.. 1262, 992.. 1258, 1041. 



Seq. ID OJ000320_28.0419.C87 
Strand 

End 7409 . 

Method TBLASTX : Maize " 

End 1382 

Score " 171 
1262, 1251. .1382, 1253. .1381 



Seq. No. 58630 

Gene No. 122426 

Start 5790 

Name OJ000320_28 . 04 19 . C87 . o2 . tw 

Start 1292 

GI none 

Exons 1292.. 1609, 1374.. 1607 



Seq. ID OJ000320_28.0419.C87 

Strand - . 

End • ' 7409 

Method TBLASTX : Wheat 

End 1609 

Score 107 



Seq. No. 
Gene No. 



58630 
122426 



Seq. ID OJ000320_28.0419.C87 
Strand 



58920 






^7 QH 








End 


7409 






Name 




. U 4 X y 




f m 
. LIU 


Method 


TBLASTX : 


ria lze 






1 7P R 

JL jo D 








End 


4883 






LrX 


none 








Score 


76 






Exons 


1 ^ft ^ 1 60Q 


* 1 *3 Q9 


1 R90 


1 R^Q 
X 3 4 0 


..1604, 4746. . 4883 






Seq. No. 


58630 








Seq. ID 


OJ000320 


_28.0419. 


.C87 


Gene No. 


122426 








Strand 








C f- 3 yf 


^7 Qn 

D f yu 








End 


7409 






Name 


07000^90 9P 


04 1 Q 


PR 7 r^9 
. L0 / . 


f o 

. ts 


Method 


TBLASTX: 


ooyoean 




Of 2 yf 


1 4 £1 
1 4 Dj 








End 


6776 








none 








Score 


83 






Exons 


140J • . 1 J1J/ 


1JJO 


1 60^ 


JO . 


. .6590, 6654.'. 6776 






Seq. No. 


58630 








Seq. ID 


OJ000320 


_28.0419. 


,C87 


Gene No. 


122426 








Strand 


- 






Of a r-f- 


R7 QO 








End 


7409 






Name 


o to o o ^9 o 9 p 


04 1 Q 

. u 4 x y 


pp 7 r, O 


. gs 


Mof V\ r\/A 


P. IT M Q P 2\ M 
LiXMNoLi-ilN 






Of 3 v-f 


R 7 QO 
D / y U 








End 


7409 






p t 

LrX 


none 








Score 


.91 






Exons 


R7 QO 6P. 4 R 

O / y U . .0040/ 


7^9 


7 4 0 Q 
. . / 4 u y 












Seq. No. 


58630 








Seq. ID 


OJ000320 


_28.0419. 


C87 


Gene No. 


122426 








Strand 


- 






''Of a >-f 
OldlL 


S 7 Qfl 








End 


7409 


N 




Name 




O 4 1 Q 

. u 4 x y 


PP. 7 ^ /I 
. L-0 / . 04 


f T.r 

. tw 


LYie t noa 


TRT 2i OTV • 


r.ju — a f 

wneat 




Of a -yf 










End 


6743 






r t 


none 








Score 


60 






Exons 




. 6RQ4 
-o D y 4 


67^7 


o o u y , 


. .6743 








Seq. No. 


58631 








Seq. ID 


OJ000320 


_28.0419. 


C88 


Gene No. 


122427 








Strand 


+ 






Of a vf 


s i 

0 X 








End 


176 






Name 


n too o *}9 n 9 p 

UJ UU U 3c. U Z O 


O 4 1 Q 
. U ft x y . 


PP P r\ 1 
. LOO .OX 


. gs 


Method 


GENSCAN 






Of a vf 

ot art 










End 


1 7 f, 

X./ D 






P T 


none 








Score 


.69- 






HjXons 


ox. A x / o 
















Seq. No. 


58631 








Seq. ID 


OJ000320 


_28.0419. 


C88 


Gene No. 


122428 








Strand 


+ 






Of a vf 


£A7 6 

DO / D 








End 


7229 






Name 


0 7000^90 9R 
UUUUUjZU ZO 


0 4 1 Q 

. u 4 x y , 


poo rs r> 
.LDO.Oj 


. gs 


Method 


GENSCAN 






otart 


£R7 £ 
DO / O 








End 


7229 






PT 


none 








Score 


.62 






Exons 


cp7fi 799Q 

D0/D. . / Z Z y 
















oeq . no . 


O 0 DjI 








Seq. ID 


OJ000320 


9 Q Pi 4 1 Q 

z o . u 4 x y . 


PQ P 
Loo 


Gene No. 


122429 








Strand 








Start 


795 








End 


4133 






Name 


OJ000320 28 


.0419. 


,C88.ol 


. np 


Method 


AAT/NAP 






otart 


795 








End 


4133 






GI 


5803259 








Score 


4404 






Exons 


795. .2291, ; 


2367. . 


.2772, 2872.. 


4133 








GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


58631 








Seq. ID 


OJ000320 


_28.0419. 


C88 


Gene No. 


122430 








Strand 









58921 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4795 End 6073 

OJ000320_28 . 04 19 . C88 . o2 . np Method AAT/NAP 
4795 v -' End 6073 

7523512 *- Score 111 

4795.. 4930, 6048.. 6073 

(AP001633) hypothetical protein [Oryza sativa] 



5863] 
1224; 
4795 

OJ000320_28.0419.C88.o3. 
4978 
59221 
4978 
(AP0( 
gi|6( 
[0ry2 



11 
130 



1623 

,5048, 5216. .5374, 
300492) hypothetical 
5016856|dbj IBAA85199 
rza sativa] 



OJ000320_28.0419.C88 

6073 * — 

AAT/NAP 
5812 

272. 



Seq. ID 
Strand 
End 

np Method 

End 

Score 
5732. .5812 

protein [Oryza sativa] 

1| (AP000570) hypothetical protein 



Seq. No. 58632 

Gene No. 122431 

Start 42 

Name OJ000320_28 . 0419. C89.ol , 

Start 42 

GI none 

Exons 42. .147,^285. .394, 665., 

Seq. No. 58632 
Gene No. * 122431 

Start 4 2 

Name OJ000320_28 . 0419.C8 9. ol . 

Start 1364 

GI 6714420 

Exons 1364.. 1507, 1726.. 1884 

GI Descrip. (AC012328) hypothetical 

Seq. No. 58632 

Gene No. 122431 

Start 42 

Name OJ000320_28 . 0419 . C8 9 . ol . 

Start 1415 

GI none 

Exons 1415. .1632, 1728. .1884 



gs 



Seq. ID OJ000320_28.0419.C89 

Strand + 

End 1884 

Method GENSCAN 

End 1844 

Score . 68 
875, 1263.. 1632, 1728.. 1844 

Seq. ID OJ00032i8_28.0419.C89 
Strand + 
End 1884 
np Method . AAT/NAP 
End 1884 
Score 90 

protein [Arabidopsis thaliana] j 

Seq. ID OJ000320_28.0419.C89 
Strand "•/•*-■■ 
End 1884 
gp Method AAT/GAP 
End 1884 
Score 661 



Seq. No. 58632 

Gene No. 122431 '" 

Start 42 

Name OJ000320_28 . 0419. C89.ol . tm 

Start 1541 

GI none . 

Exons 1541.. 1621, 1546. .1620, 1565. 

1717. .1809, 1725. .1841, 1730. 



Seq. ID OJ000320_28.0419.C89 

Strand + 

End 1884 

Method TBLASTX: Maize 

End 1883' 

Score 85 

. 1621, 1579. . 1623, 1610. .'1633, 
.1870, 1806. .1883 



Seq. No. 58632 Seq. ID 

Gene No. 122431 Strand 

Start 42 End 

Name OJ000320_28 . 04 19 . C89 . ol . tw Method 

Start 1556 End 



OJ000320_28.0419.C89 
+ 

1884 

TBLASTX: Wheat 
1880 



58922 



GI <■ 


none 


Exons 


1ood..1doo, 1564. .loo2, 




1 TH1 TOT/1 1 "7 A A lO f\ C 

1701. .1814, 1/02. .1806, 


Seq. No. * 


58633 


Gene No. 


1 A A A O O 

122432 


Start 


1 


Name 


ojouuo2U Zo . 04 i 9 . cyu . oi 


Start 


i 


GI 


t *r n o ^ o ^ a c a fit ry i r\ a 

LIB3434-U6U-P1-K1-D4 


Exons 


1 A A *D 

1 . .24 3 


GI Descrip. 


'266567/spl P29677 |MPPA 




PEPTIDASE ALPHA SUBUNIT 




(UBIQUINOL-CYTOCHROME C 




>gi 421956 pir S23558 ] 




j. 4.99. 41) alpha chain ] 




>gi 21493 emb CAA46990 




peptidase [Solanum tube 


Seq. No. 


58633 


Gene No. 


122432 


Start 


1 


Name 


OJ000320 28 . 04 19 . C90 . ol 


Start 


1 


GI 


4263787 


Exons 


1..160, 450. .604, 698.. 


GI Descrip. 


(AC0U6U68) unknown prot< 


Seq. No. 


58633 


Gene No . 


122432 


Start 


1 


Name 


OJ000320 28 . 04 19 . C90 . ol 


Start 


123 


GI 


none 


Exons 


123. .246, 554. .604, /45 


Seq. No. 


z 58633 


Gene No. 


122432 


Start 


1 


Name 


/ATAAAOOA AO A /l 1 A z"' A A ^ 1 

OJ0UU32U 2o . 04 19 . C9U . Ol 


Start 


O "7 ~7 

277 


GI 


none 


Exons 


A *T "7 A A / AAA A /~ A A A C 

277.. 384, 280..363<, 285 




/"AC — 7 77 O /" A A "7 1 A T A A 

695. .7/8, 699. .7/0, /09 


Seq. No. 


58633 


Gene No. 


122432 


Start 


1 


Name 


^taaaaaa o o a/iia pnn * i 

OJ000320 28 . 04 1 9 . C90 . ol 


Start 


512 


GI 


none 


Exons 


512. .604, 513. .596, 695 


Seq. No/ 


58633 


Gene No . ■ 


122432 


Start 


1 


Name 


OJ000320 28.0419.C90.ol 



Score 



87. 



, 1880 



Seq. ID OJ000320_28.0419.C90 
Strand 

End 2603 

Method AAT/GAP 

End 24 3 

Score 463 



potato 



Seq. ID ' OJ000320_28.0419.C90 
Strand 

End 2603 

Method AAT/NAP 

End 2603 

Score 54 9 

L82..1275, 1637.. 1765, 2226.. 2603 



Seq. ID OJ000320_28.0419.C90 
Strand 

End 2603 

Method GENSCAN 

End 2603 

Score . .89 



Seq. ID OJ000320_28 .0419.C90 
Strand 

End 2 603 

Method TBLASTX : Mai ze 

End 1237 

Score 103 . . 



Seq. ID OJ000320_28.0419.C90 
Strand 

End 2603 

Method TBLASTX : Cress 

End • 1290 

Score 70 

696. .779, 1180. .1290, 1187. .1258 

Seq. ID OJ000320_28.0419.C90 . 
Strand 

End 2603 

Method .- TBLASTX : Soybean 



58923 



Start 


CIO 

512 




End 


2475 


GI 


none 




Score 


76 


Exons 


CIO C f\ A C 1 O C A A £ C\CL 

512. .604, 513. .599, 695 




696. .779 


, 1183. .1290, 1187. .1 




1610; . 1 7 62 * T6 4 1 . . 1 7 51, 


T C A O 

1 642 . 


.1767, 1652.. 1753, 2358.-2474, 




O O C O o /| TO O O ^ O O / T C 

2358. .2438, 2362. .24/5 








Seq. No. 


58633 




Seq. ID 


OJ000320_28.0419.C90 


Gene No. 


122432 




Strand , 




Start 


1 




End 


2603 • w ' 


Name 


OJ000320 28 . 04 19 . C90 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1610 




End 


2466 


GI 


none 




Score 


96 


Exons 


1 r 1 /\ IT/TO ~y (Z 1 1 £ O 

1610. .1/62, 1616. .1/62, 


1 roc 

1635 . 


.1763, 1638.. 1763, 2358.. 2465, 




O O C O O /I O O O O C A O ^ ^~ *T 

2358. .2438, 2359. .2466 








Seq. No. 


58634 




Seq. ID 


/*\TAAAOOA OO A >1 1 A /"■« A 1 

OJ000320 ■2o.0419.C91 


Gene No. 


122433 




Strand 


+ 


Start 


i n o o 
1022 




End 


1 T /C O 

1762 


Name 


/"\.T A A A O O A OO A ^ 1 A O 1 " - . 1 

• OJ000320 28.0419.C91.Ol, 


.gs 


Method 


C T~< XT C TV XT 

GENSCAN 


Start 


1022 




End 


1762 


GI 


none 




Score 


.65 


Exons 


"1 A O O 1 A O O *1COO 1 *7 /" A 

1022.. 1033, 1589.. 1762 








Seq. No. 


58 635 




Seq. ID, 


/™\ *T A A A O O A OO A/11 A /™i A /" 

OJ000320 28.0419.C96 


Gene No. 


122434' 




Strand 


+ 


Start 


1 




End. 


1 A O 

702 


Name 


/■ntaaaooa oo a /i i n c\ c _i 

OJ000320 28 . 04 19 . C96 . ol . 


,np 


Method 


Tv Ti m /XT TV TV 

AAT/NAP 


Start 


1 




End 


T A O 

702 


GI 


/- o i c "i a a 

6815109 




Score 


160 


Exons 


"1 OT OTO T A O 

1 . . 37 , 373 . .702 








GI Descrip. 


/TtT"\AA"1AO"1\ 1 i_ K A i_ ' _ 

(AP001081) hypothetical 


protein' [Oryza 


sativa] 


Seq. No. 


58635 




Seq. ID 


OJ000320 28.0419.C96 


Gene No. 


122434 




Strand 


+ 


Start 


1 




End 


1 A O 

702 


Name 


OJ000320_28 .0419.C96.ol, 


.gs 


Method 


GENSCAN 


Start.' 


4 66 




End • 


. C O A 

524 


GI 


none 




Score 


.55 


Exons 


A a f C O A 

4 66.. 524 








Seq. No. 


58636 




Seq. ID 


OJ000320_28.0419.C97 


Gene No. 


122435 




Strand 




Start 


1 




End 


730 


Name 


OJ000320 28.04l9.C97.ol. 


,np 


Method 


AAT/NAP 


Start 


. 1 ' • 




'End 


730 


GI 


5042454 




Score 


825 


Exons 


1..479, 535. .730 








GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 


Seq. No. 


58636 




Seq. ID 


OJ000320_28.0419.C97 


Gene No. 


122435 




Strand 




Start 


1 




End 


730 


Name 


OJ000320 28.0419.C97.ol. 


gs 


Method 


GENSCAN 


Start 


88 




End 


637 


GI 


none 




Score 


.6 


Exons 


88. .479, 535. .637 









58924 



Seq. No. 
Gene No.--- 
Start 
Name 
Start 

GI = 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58637 Seq. ID 

122436 Strand 
1 End 
OJ000330_2 8 . 04 1 9 . CI . ol . np c< Method 
1 ' End 

7486214 Score 
1..232, 1191. .1365 

hypothetical protein F26P21.40 - Arabidopsis thaliana 
gi I 3688173 |emb| CAA21201.il (AL031804) putative protein 
[Arabidopsis thaliana] gi | 7270239 | emb | CAB80009 . 1| ' (AL161582) 
putative protein [Arabidopsis thaliana] 



OJ000330_28.0419.C1 
+ 

1365 
AAT/NAP 
1365 
227 



58637' 



Seq. ID OJ000330 28. 0419. CI 



122436 
1 

OJ000330_28.0419.Cl.ol.tm 
93 

none 



Strand 
End 

Method 
End 
Score 

93. .242, 94. .237, 107. .238, 823. .885, 827. .886, 828. .890, 
828..887, 884. .985, 892. .912, 893. .925, 956. .988 



+ 

1365 

TBLASTX: Maize 

988 

121 



- : 11 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58637 Seq. ID 

122436 Strand 

1 End 
OJ00033'0_28.0419.Cl.ol.gs ' . Method 

110 ■ End 

none Score 
110. .235, 1143. .1311 



OJ000330_28.0419.C1 
+ 

1365 
GENSCAN 
1311 
.69 



58638 Seq. ID 

122437 Strand 
1 End 
OJ000330_28 .0419.C2.ol.np Method 
1 End 
7486214 Score 
1..126, 234. .546, 913. .1006, 1205. .1313, 1767. .2138 
hypothetical protein F26P21.40 - Arabidopsis thaliana 
gi I 3688173 |emb|CAA21201.lj (AL031804) putative protein 
[Arabidopsis thaliana] gi | 7270239 | emb | CAB80009 . 1 | (AL161582) 
putative protein [Arabidopsis thaliana] 



OJ000330_28.0419.C2 
+ 

2138 
AAT/NAP 
2138 
900 



Seq. No. 


58638 






Seq. ID 


OJ000330_28.0419.C2 


Gene No. 


122437 






Strand • 


+ ' 


Start 


1 






End' 


2138 • 


Name 


OJ000330 


28.0419.C2.ol. 




Method 


GENSCAN . . 


Start 


236 






End 


1006 


GI 


none 






Score 


.8 


Exons 


236. .546, 


913. .1006 








Seq. No. 


58638 






Seq. ID 


OJ000330_28.0419.C2 


Gene No. 


122437 






Strand 


+ 


Start 


1 






End 


2138 


Name 


OJ000330 


28.0419.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


351 






End 


'2047 


GI 


none 






Score 


46' 


Exons 


351. .545, 


361. .408, 464 


. .547, 


902. .1006 


i, 913. .1008, 944. .1012, 




949. .1008 


, 1191. .1313, 


1204. . 


1314, 1204 


..1314, 1208. .1315, 



58925 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
■Start 
Name 
Start ■ 
GI 

Exons 



1764.. 2039, 1765.. 2040, 1915.. 2046, 1928.. 2047 



58638 

122437 

1 

OJ000330_28.0419.C2.ol.tc 

1820 ' 

none 



Seq. ID OJ0003-30_28.0419.C2 

Strand + 

End 2138 

Method TBLASTX : Cress 

End 2047 

Score 60 



1820.. 1861, 1821.. 1892, 1822.. 2040, 1915.. 2046, 1928.. 2047 



58639 
122438 
1 

OJ000330_28.0419.C3.ol.np 
1 

7486214 

1..46, 122. .'310, 397. .643, 770. .849 
hypothetical protein F26P21.40 - Arabidopsis thaliana 
gi I 3688173 | emb | CAA21201.il (AL031804) putative protein 
[Arabidopsis thaliana] gi | 7270239 | emb | CAB80009 . 1 | (AL161582) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000330_28.0419.C3 

Strand + 

End 84 9 

Method AAT/NAP' 

End 84 9 

Score 391 



Seq. ID OJ000330_28.0419.C3 

Strand + 

End 849 

Method AAT/GAP 

End 5 61' . 

Score .-628 



58639. 
122438 
1 

OJ000330_28 .0419. C3". ol . gp 
86 

uC-osflcypl61e08bl 
86. .310, 397*.. 561 

1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa .genomic 
DNA, chromosome 1, clone : P07 11E10 1 



58639 

122438 

1 

OJ000330_28. 0419.C3.ol. tm 

.119 
none 



Seq. ID OJ000330_28.0419.C3 

Strand + 

End 84 9 

Method TBLASTX: Maize 

End 59'4 

Score 305 



119. .313, 122. .310, 393. .593, 394. .594, 399. .587 



Seq. No. 


58639 






Seq. ID 


OJ000330_28.0419, 


.C3 


Gene No. 


122438 






Strand 


+ 




Start. 


1 






End 


849 




Name 


OJ000330 


'28.0419. C3. 


.ol.ts' 


Method 


•TBLASTX : Soybean 




Start 


119 






End 


615 




GI 


none 






Score 


124 




Exons 


119. .310, 


121. .282, 


122. .310, 


382. .615 


, 399. .605 




Seq. No. 


58639 ... 






Seq. ID 


OJ000330_28.0419, 


,C3 


Gene No. 


122438 






Strand 


+ 




Start 


1 






End 


849 




Name 


OJ000330 


28. 0419. C3. 


, ol . gs 


Method 


■ GENSCAN 




Start 


122 






End 


677 




GI 


none 






Score 


.5 




Exons 


122. .310, 


397. .677 










Seq. No. 


58639 






Seq. ID 


OJ000330 28.0419. 


■ C3 



58926 



Gene No. 
Start - 
Name 
Start 
GI 

Exons 



122438 Strand 

1 End 

OJ000330_28.0419.C3.ol.tc Method 

183 End 

none Score 



+ 

849 

TBLASTX: Cress 

618 

75 



183. .299, 185. .325, 185. .319, 217. .324, 415 618, '415 612, 
426. . 617 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exqns • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



58639 Seq. ID 

122438 - Strand 

1 End 

GJ000330_28 . 0419 . C3 . o2 . gp Method 

723- End 

2427656 Score 
723. .849 

3688173/emb | CAA21201 | 2.0e-13 (AL031804) putative protein 
[Arabidopsis thaliana] 



OJ000330_28.0419.C3 
+ 

849 

AAT/GAP 
849 
145 



OJ000330_28.0419.C4 
+ 

160 

AAT/NAP 

157 

177 



58640 Seq. ID 

122439 Strand 
1 End 
OJ000330_28 . 0419 . C4 . ol . np Method 
1 End 
.5922620"' Score 
1..157 

(AP000492) 'EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



58640 Seq. ID 

122439 Strand 

1 End 

OJ000330_28.0419.C4 .ol.gs Method 

4 6 End 

none Score* 
4 4 6... 160 . 



OJ000330_28.0419.C4 
+ 

160 

GENSCAN 

160 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



58640 Seq. ID OJ000330_28 . 04 19 . C4 

122440 Strand 

296 End 375 

OJ000330_28.041'9.C4..o2.np Method AAT/NAP 

296 ' End 375 

6630699 Score 85 

296.-375 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj |BAA89566.1| (AP001073) hypothetical protein 
[Oryza sativa] 



58641 Seq. ID 

122441 Strand 

129 End" ' 

OJ000330_28 . 0419. C5. ol.gs Method 

129 End 

none Score 

129. .212, 464. .487 



OJ000330_28.0419.C5 
+ 

487 

GENSCAN 

487 

.55 



58927 



Seq. No. 58642 Seq. ID 

Gene No. 122442 Strand 

Start 284 End 

Name OJ000330_28 . 04 19 . C7 . ol . gs Method 

Start 284 End 

GI none Score 

Exons 284 . . 676 



OJ000330_28.0419.C7 
+ 

704, 

GENSCAN 

676 

.82 



Seq. No. 

Gene No... 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

r GI Descrip. 



58642 Seq. ID 

122442 Strand 

284 .End 

OJ000330_28 . 04 1 9 . C7 . ol . np Method 

284 • End 

5902444 Score 
284 . .704 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ000330_28.0419.C7 
+ 

704 

AAT/NAP 
704 
466 



;58642 Seq. ID OJ000330_28 . 04 19 . C7 

122443 Strand 

1 End 235 

OJ000330_28.0419.C7.ol.gp Method AAT/GAP 

1 End 235 

5816562 ■• Score 384. 

l.*23,5 *. ■ 

6016845/dbj I AP000570. 1 \ AP0005?0 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



Seq. No. 58643 

Gene No. 122444 

Start 15 

Name OJ000330_28 . 0419 C9 . ol . gs 

Start 15 

GI none 

Exons 15.. 77, 580.. 703 



Seq. I-D OJ000330_28 .0419.C9 
Strand 

End 703 

Method GENSCAN 

End 703 

Score .5 



Seq.; No. 58644 '-. Seq. ID 

Gene No. ' 122445 Strand 

Start '21, ' End 8555 

Name OJ000330_28 . 04 19 . C10 . ol . gs Method GENSCAN 

Start 21 End 8533 

GI none Score .45 

Exons 21. .126, 401. .482, 763. .1014, 1100. .3333, 3424. 
3573.. 3*699, 4265.. 4622, 5393.. 8533 



OJ000330 28. 0419. C10 



,3547, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



58644 Seq. ID 

122445 Strand 
21 End 8555 

OJ000330_28 . 04 19 . C10 . o2 . np Method AAT/NAP 
5475 End 8555 

4680203 Score 1688 

5475. .6331, 6608. .6832, 6989. .8555 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ000330 28. 0419. C10 



58644 

122445 

21 



Seq. ID OJ000330__28. 0419. C10 
Strand 

End 8555 



58928 



Name 


OJ000330 28 


. 0419, 


.C10.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


5525 ~ 








End 


5737 


GI 


none 








Score 


90 


Exons 


5525 , . 5737, 


5579, 


. . 5737 








Seq. No. 


58644 








Seq. ID 


OJ000330_28". 0419 . C10 


Gene No. 


122445 








Strand 




Start 


21 








End 


8555 


Name 


OJ000330 28 


.0419, 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5585 








End 


6718 


GI 


none 








Score 


64 


F! von *3 


5585 . . 5686, 


5592 . 


. . 5684, 


5688 . 


.5807, 5717. .5818, 5795.-5983, 




5811 . . 5993, 


6002 . 


. . 6718, 


6090. 


. 6665 




Seq. No. 


58644 








Seq. ID 


OJ000330_28. 0419. C10 


Gene No. 


122445 








Strand 




Start 


21 








End 


8555 


Name 


OJ000330 28 


.0419, 


,C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5819 ~ 








End 


6109 


GI 


none 








Score 


108 


Exons 


5819. .5926, 


5820. 


. .5927, 


5939. 


.6109, 5945. .6061 


Seq. No. 


58644 








Seq. ID 


OJ000330_28. 0419. C10 


Gene No.- 


122445 








Strand 




Start 


21 








End 


8555' 


Name 


OJ000330 28 


. 0419, 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6002 — 








End 


6427 


GI 


none 






.. 


Score 


134 


Exons 


6002 . . 6427, 


6090 . 


. . 6419 








Seq. No. 


58644 








Seq. ID 


OJ000330_28. 0419. C10 


Gene No. 


122445 








Strand 




Start 


21 








End 


8555 


Name 


OJ000330 28 


. 0419, 


,C10 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6359 ~~ 








End 


6742 


GI 


none 








Score 


273 


Exons 


6359. .'6673, 


6360. 


. . 6674, 


6674 . 


.6742 




Sea No 


58644 








Seq. ID 


OJ000330_28. 0419. C10 


Gene No. 


122445 








Strand 




Start 


21 








End 


8555 


Name 


OJ000330 28 


. 0419, 


,C10.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7247 ~~ 








End 


7732 


GI ' 


none 








Score 


74 


P von 


724 7 7336, 


7251 , 


. .7340, 


7340 . 


.7387, 7388.. 7435, 7429.. 7464, 




7532 . .7621, 


7533, 


. . 7625, 


7628 . 


. 7732, 7629. . 7724 


Seq . No . 


58644 








Seq. ID 


OJ000330_28. 0419. C10 


Gene No. 


122445 








Strand ' 




Start 


21 








End 


■8555 


Name 


OJ000330 28 


.0419, 


,C10.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


7298 








End 


7633 


GI 


none 








Score 


57 


Exons 


7298. .7336, 


7346. 


. . 7444, 


7362. 


.7433, 749.0. .7588, 7491. .7586, 




7592. .7633 












Seq. No. 


58644 








Seq. ID 


OJ000330_28. 0419. C10 



58 929 




Gene No. 


122445 








Strand 




Start 


21 








End 


8555 


Name** 


OJ000330 28 


.0419 


.C10.o2 


. tc 


Method 


TBLASTX: Cress 


"Start 


7538 ~~ 








End " 


7870 


GI 


none 








Score 


82 


Exons 


7538 . . 7870/ 


7593 


. .7700, 


7734 . 


. 7784 




Seq. No. 


58644 








Seq. ID 


OJ000330_28. 0419. C10 


Gene No. 


122445 








Strand 




Start 


21 








End 


8555 


Name 


OJ000330 28 


. 0419 


.C10 .o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


7619 ~~ 








End 


7894 


GI 


none 








Score 


130 


Exons 


7619. .7894 # 


7620 


. .7859 








Seq. No. 


58644 








Seq. ID 


OJ000330_28.0419.C10 


Gene No. 


122445 








Strand 




Start 


21-. 








End 


8555 


Name 


OJ000330 28 


. 0419 


.C10.o2 


. tw 


Method 


TBLASTX : Wheat 


Start 


7634 ~ 








End 


8227 


GI 


none 








Score 


69 


Exons 


7634 . .7759, 


7635 


. .7742, 


7763 . 


.7879, 7778. .7876, 7935. .8225, 




7937 . . 8227 












Seq. No". ' 


58644 








Seq. ID 


OJ000330 28. 0419. C10 


Gene No. 


122445 








Strand 




Start" 


21 








End 


8555 


Name 


OJ000330 28 


. 0419 


.ClO.ol 


. ts 


' Method 


TBLASTX : Soybean 


Start 


7937 ~ 








End 


. 8209 


GI 


none 








Score 


101 


Exons 


7937 . . 8209, 


7944 


. .8192 








Seq. No. 


58645 








Seq. ID 


OJ000330_28.0419.C11 


Gene No. 


122446 








Strand 


+ 


Start 


2132 








End 


2201 


Name 


OJ000330 28 


. 0419 


.C11.62 


. gs 


Method 


GENSCAN - 


Start ' 


2i32 ~~ 








End 


2201 


GI ' 


none 








Score 


.5 


Exons 


2132 . . 2201 












Seq. No. 


58645 








Seq. ID 


OJ000330_28.0419.C11- 


Gene No. 


122447 








Strand 




Start 


1266 








End 


1701 


Name 


OJ000330 28 


.0419 


.Cll.ol 


. np 


Method 


AAT/NAP 


Start 


1266 








End 


1701 


GI 


6539570 








Score 


169 


Exons 


1266. .1336, 


1507 


. .1701 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


58645 








Seq. ID 


OJ000330_28.0419.C11 


Gene No. 


122448 








Strand 




Start 


1852 








End 


2385 


Name 


OJ000330 28, 


.0419 


.Cll.o2 


. np 


Method 


AAT/NAP 


Start 


1852 








End 


2385 


GI 


6630699 








Score 


84 


Exons 


1852. . 1958, 


2360, 


. .2385 









'GI Descrip. (AP00.0969) hypothetical protein [Oryza sativa] 



58930 





gi | 6721536 | dbj | BAA8 9566. 1 | 


(AP001073) 


hvnot het* i ra 1 nrofpi n 




[Oryza sativa] 






Seq. No. 


58646 


Seq. ID 


OJ000330 28 0419 C12 


Gene No. 


-122?49 


Strand 


+ _ 


Start 


1 


End 


245 


Name 


OJ000330 28.0419.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


245 


GI 


626375 


Score 


78 


Exons 


1..97, 186. .245 






\_J *1- — / \> O ^ -I* J- * 


probable membrane protein 


YILlOOc-a - 


yeast (Saccharomyces 




cerevisiae) gi | 558706 | emb | CAA86280 | (Z38125) orf, len: 112, 




0.07, overlapped by orf 36949.. 36826 qv [Saccharomyces * 




cerevisiae] 






Seq. No. 


D O D H O 


oeq . ± u 




Gene No. 


1 00 A c: n 
1 ZZ 4 3 U 


otrana 




Start 


/ jU 


tiVlO. 


i an o 
lb / Z 


Name > 


ujuuuj jU z o . u hl x y . u±z . oi . gs 


Method 




Start 


730 


End 


1672 


GI 


none 


Score 


.96 


Exons 


730. .802, 904. .1014, 1104. 


.1277, 1366. 


.1672 


Seq. No. 


58646 


Seq. ID 


OJ000330_28 .0419.C12 


Gene No. 


- 122450 * : 


- Strand 




Start- . 


730 


End 


1672 


Name 


OJ000330 28.0419.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


936 


End 


1590 


GI 


none 


Score 


49 


Exons 


936. .1016, 943. .1017, 1091 


..1297, 1094 


..1288, 1522. .1590 


Seq. No. 


58647 


Seq. ID 


OJ000330_28.0419.C14 


Gene No. 


122451 


Strand 




Start 


1 


End 


440 


Name 


OJ000330 28.0419.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


275 


GI 


5430774 


Score 


' 93. 


Exons 


1. .275 






GI Descr ip . 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 


Seq. No. 


58647 


Seq. ID 


OJ000330_28.0419.C14 


Gene No . 


122451 


Strand 




Start 


1 


End 


440 


Name 


OJ000330 28.0419.C14.ol.gs 


Method 


GENSCAN '■' • ' 


Start 


90 


End 


440 


GI 


none 


Score 


. 65 


Flxon s 


90. .275, 358. .440 






Sea No 


58648 


Seq. ID 


OJ000330_28 . 0419.C15 


Gene No. 


122452 


Strand 




Start 


1 


End 


1458 


Name 


OJ000330 28.0419.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1458 


GI 


6815097 


Score 


2379 


Exons 


1..1458 






GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 



[Oryza sativa] 



58931 



Seq. No. 
Gene No. 
'Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 



58648 

122452 

1 

OJ000330_28.0419.C15.ol.ts 
2 

5509260 

2. .298, 150. .278, 197. .280 



■58648 

122452 

1 

OJ000330_28.0419.C15.ol.gs 

383 

none 

383. .1309 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_28.0419.C15 
1458 

TBLASTX : Soybean 

298 

64 



OJ000330_28.0419.C15 
1458 

GENSCAN ' ■ 

1309 

.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58649 , Seq. ID OJ000330_28 . 04 1 9 . C17 " 

122453 * ' Strand + 

2812 End 3352 

OJ000330_28.0419.C17 .ol.np Method AAT/NAP 

2812 " End 3352 

6069646 Score 226 

2812. .3352 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi-J 6907112 | dbj | BAA90639 . 1 I' (AP001129) Similar to 
Arabidopsis thaliana chromosome' II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



58649 

122453 

2812 

OJ000330_28, 

2880 

none 



Seq. ID OJ000330_28.0419.C17 



0419.C17.ol. tm 



Strand 
End 

Method 

End 

Score 



+ 

3352 

TBLASTX : Maize 

3318 

234 



2880. .3077, 2881. .3093, 2881. .3108, 3136. .331^ 



Seq. No. 58649 Seq. ID 

Gene No. 122453 Strand 

Start 2812 End 

Name OJ000330_28 . 0419 . C17 . ol . tw Method 

Start ,2944 End 

GI none Score 

Exons 2944 . . 3309 



OJ000330_28.0419.C17 
+ 

3352 

TBLASTX: Wheat 
3309- - 
200 . 



Seq. No. 58650 Seq. ID 

Gene No. 122454 Strand 

Start 3904 End 

Name OJ000330_28 . 04 19 . C18 . ol . gp Method 

Start 3904 End 

GI 39147_1 .R1084 Score 

Exons " : 3904 . . 4333 

GI Descrip. ' 29111487 dbj | BAA24950 | T.0e-10 (AB005808) NADP-malic enzyme 
[Aloe arborescens] 1 



OJ000330_28.0419.C18 
+ 

4333 
AAT / GAP 
4333 
848 



58932 



Seq. No. 58650 

Gene No. 122455 

Start 4229 

Name OJ000330_28 . 04 19 . C18 . ol . tc 

Start 4229 

GI none 

Exons 4229.. 4615, 
4846. .5058 



Seq. ID 

Strand 

End 

Method' 

End 

Score 



OJ000330_28.0419.C18 
5977 " 

TBLASTX: Cress 

5060 

328 



4233. .4613, 4671. .4757, 4681. .4761, 4845. .5060, 



Seq. No. 58650 
Gene No / . 122455 
Start 4229 

Name OJ000330_28 . 04 19 . C18 . ol . ts 

Start 4229 
GI none 

Exons 4229.. 4525, 4245.. 4520, 4514. 

4693. .4761, 4845. .5087, 4846. 
5440. .5469, 5462. .5554, 5462, 
5835. .5930, 5839. .5931 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000330 28.0419.C18 



5977 

TBLASTX : Soybean ■ ■ ■■ ■ 
5931 • 
159 

4603, 4515. .4598, 4671. .4757, 
5088, 5197.. 5370, 5198.. 5386, 
5548, 5651.. 5725, 5651.. 5725, 



Seq. No. 58650 

Gene No. 122455 

Start 4229 

Name OJ000330_28 . 04 19 . C18 . o3 . gs 

Start 4229 - : 

GI none 

Exons 4229. .4612, 4677. .4754, 4845. 

5651. .5722, 5835. .5930 



Seq. ID OJ000330_28.0419.C18 
Strand 

End 5977 

Method GENS CAN 

End 5930 

Score .91 

.5087, '5197.. 5343, 5462.. 5545, 



Seq. No. 58650 
Gene No. 122455 
Start 4229 

Name OJ000330_28 .0419. C18 . ol . tm 

Start 4229 
GI none 

Exons 4229.. 4621, 4233.. 4625, 4663, 

4845.. 5087, 4858 . ..507 9,- 5200 . 
5434.. 5547, 5648.75725, 5651. 
5835. .5930 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000330 28.0419.C18 



5977 

TBLASTX: Maize 
5934 
358 

.4755, 4671. .4766, 4678.'. 4755, 
,5370, 5206.. 5370, 5432 .. 554 8/ 
,5725, 5796. .5930', 5827.. 5934, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58650 

122455 

4229 

OJ000330_28.04l9 
4232 . 
134 6485 

4232. .4612, 4677 



OJ000330 28.0419.C18 



Seq. ID 
Strand 

End 5977 . 

C18.ol.np ' Method AAT/NAP* ' 
End 5977 
Score 1381 
.4754, 4845. .5087, 5197. .5343, 5462. .5545, 
5651. .5722, 5835. .5977 

NADP- DEPENDENT MALIC ENZYME (NADP-ME) gi | 20469 | emb | CAA39690 | 
(X56233) malic enzyme [Populus balsamifera subsp. trichocarpa] 



Seq. No. 58650 Seq. ID 

Gene No. 122455 ; Strand 

Start 4229 " End 

Name OJ000330_28 ; 0419. C18 . o2 . gp Method 

Start 4536 End 

GI 64785 1.R1084 Score 



OJ000330_28.0419.C18 

5977 ' - 

AAT/GAP 

5559 

1106 



58933 



Exons 4536.. 4612, 4677.. 4754, 4845.. 5087, 5197.. 5343, 5462.. 5559 

GI Descrip. 1 1170871/sp | P4327 9 | MAOC_ORYSA 2.0e-82 MALATE OXIDOREDUCTASE, 

CHLOROPLAST PRECURSOR (MALIC ENZYME ) (ME) (NADP- DEPENDENT MALIC 
. ENZYME) (NADP-ME) >gi_107674 9_pir S46499 NADP-dependent malic 

enzyme - rice >gi_415315_dbj_BAA0394 9_ (D16499) NADP-dependent 

malic enzyme [Oryza sativa] ? 



Seq. No. 


58650 






Seq. ID 


OJ000330_28.0419.C18 


Gene No . 


122455 - 






Strand 




Start 


4229 






End 


5977 


Name 


OJ000330 28 . 


0419 C18 o2 


. tc 


Method 


TBLASTX: Cress 


Start 


5191 " ■ 






End 


5930 / 


GI 


none 






Score 


88 • • •• 


Exons 


5191 . . 5370, • 


5197 . . 5370, 


5217 


..5378, 5261.. 5380, 5432.. 5548, 




5439. .5555, 


5462 f. 5548, 


5651 


..5725, 5651. .5725, 5832. .5927, 




5835 5930 










Sea No 


58650 

+j \j \j \y 






Seq. ID 


OJ000330_28.0419.C18 


Cpnp No 


122455 






Strand 




Start 


■ 4229 






End 


•5977 


Name 


OJ000330 28. 


0419.C18.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5248 






End 


5921 


GI 


none 






Score 


64 


Exons 


5248. .5370, 


5248. .5370, 


5261 


..5374, S432..5548, 5455.-5547, 




5462. .5548, 


5648. .5725, 


5651 


..5725, 5835-. 5921,. 5835.. 5921 


Sea No 


58650 






Seq. ID 


OJ000330_28.0419.C18 


Conp No 


122455 






Strand 




Start 


'4229 






End 


5977 


Name 


OJ000330 28. 


0419.C18.o3 


.gp 


Method 


AAT/GAP 


Start 


5851 






End 


5930 


GI 


33542 1.R1084 




Score 


122 


F.xon 


5851. .5930 










GT Dp^rriD 


f 2695941/emb 


ICAA10989I , 


2 . Oe- 


20 (AJ222784) ribosomal like-protein 




[Hordeum vulgare] 1 








Sea No 


58651 






Seq. ID 


OJ000330_28.0419.C19 


Conp Mo 


122456 






Strand 




Start 


162 






End 


363 


Name 


OJ000330 28. 


0419.C19.ol 


.gs 


Method 


GEN SCAN 


Start 


162 






End 


363 


GI 


none 






Score 


.47 


Exons 


162. .363 










Seq. No. 


58652 






Seq. ID 


OJ000330_28..0419.C20 


Gene No. 


122457 






Strand 




Start 


614 






End 


1903 


Name 


OJ000330 28. 


0419.C20.ol 


.np 


Method 


AAT/NAP 


Start 


614 






End 


1903 


GI 


7486214 






Score 


114 


Exons 


614. .733, 1872. .1903 








GI Descrip. 


hypothetical 


protein F26P21.< 


40 - Arabidopsis thaliana 



gi|3688173|emb|CAA21201.1| (AL031804) putative protein v . ■ 
[Arabidopsis thaliana] gi | 7270239 | emb | CAB80009 . 1 [ (ALr61582) 
putative protein [Arabidopsis thaliana] 



Seq. No. 



58652 



Seq. ID OJ000330 28.0419.C20 



58934 



Gene No. 122457 

Start". 614 

Name OJ000330_28 . 04 19 . C20 . ol . tm 

Start. 1408 

GI none 

Exons 1408. .1587, 1418.. 1594, 1438, 
1651. .1680, 1676. .1795, 1677, 



Strand 
End 

Method 

End 

Score 



1903 

TBLASTX: Maize 

1795 

133 



1575, 145irM588, 1639.. 1680, 
1787, 1709. .1792 



Seq. No. 58-653 Seq:" ID 

Gene No. 122458 Strand 

Start 52 End 

Name OJ000330_28 . 04 19 . C21 . ol . gs " Method 

Start 52 End 

GI none Score 

Exons 52.. 208, 939.. 1030 



OJ000330_28.0419.C21 
1030 

GENSCAN ' 

1030. 

.87 



Seq. No. 58654 Seq. -ID 

Gene No. 122459 Strand 

Start 829 End 

Name OJ000330_28 . 04 19 . C22 . ol . gs Method 

Start 829 End 

GI none Score 

Exons 829.. 942, 1009.. 1164 



OJ000330_28.0419.C22 

1164 
GENSCAN 
1164 
.81 



Seq. No. 58655 Seq, ID 

Gene No. 1224 60 . Strand 

Start 1049 End 

Name OJ000330_28 . 04 19 . C23 . ol . gs Method 

Start 1049 End 

GI none Score 

Exons 1049.. 1132, 1490.. 1657 



OJ000330_28.0419.C23 

1657 
GENSCAN 
1657 
.49 



Seq. No. 58656 Seq. ID 

Gene No. 122461 Strand 

Start 542 End 

Name OJ000330_28 . 0419.C25 . ol'Vgs. Method 

Start- 542 ' ... End 

GI none Score 

Exons 542.. 675 



OJ000330_28.0419.C25 
+ 

675 

GENSCAN 

675' ■ - "** 

.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58657 Seq. ID 

122462 Strand 

3855 End 
OJ000330_28.0419.C26.o2.np - Method 

3855 " End 

7523502 Score 
3855.-3948, 4250. .4379 

(AP001633) hypothetical protein [Oryza sativa] 



OJ000330_28.0419.C26 
+ 

4379 

AAT/NAP ' ■ 
4379 
205 



58657 Seq. ID 

122463 Strand 

6444 End 

OJ000330_28 . 04 1 9 . C2 6 . o2 . gp Method 

6097 . End 

43649_2'.R1084 Score 
6097. . 6235, 6339. .6602 

1 3688173/emb I CAA21201 | 2.0e-13 (AL031804) putative protein 



OJ000330_28.0419.C26 
+ 

7534 
AAT/GAP 
6602 
767 



58935 



[Arabidopsis thaliana] ' 



Seq. No. 58657 

Gene No. 122463 

Start 6444 

Name OJ000330_28 . 04 19 . C26 . o2 . gs 

Start 6444 

GI none 
Exons 



Seq. ID OJ000330_28.0419.C26 

Strand + 

End 7534 

Method GENSCAN 

End 7534 

Score .94 



6444. .6612, 6908. .6966, 7325.-7534 



Seq. No. 58657 
Gene No. 122464 
Start 1- 

Name OJ000330_28 . 04 19 .C26 . ol . np 

Start 1 
GI 7469146 
Exons 1. .48, 181. .439 

GI Descrip. conserved hypothetical protein - Rhodobacter capsulatus 

gi I 3128304 | gb| AAC16156. 1 1 (AF010496) hypothetical protein 
[Rhodobacter capsulatus] 



Seq. ID OJ000330_28.0419.C26 
Strand 

End 4333 

Method AAT/NAP ' 

End 439 

Score 104 



Seq. No. 58657 

Gene No. 122464 

Start 1 

Name . OJ000330_28 . 04 19 . C26 . ol . gs 

Start 56 

GI none 
Exons 



Seq. ID OJ000330_28 .0419.C26 

Strand • 

End 4333 

Method GENSCAN 

End 4333 

Score . 45 



56. .124, 177. .371, 720. .896, 1442. .1481, 4258. .4291, 4315. .4333 



Seq. No. 58657 

Gene No. 122464 

Start 1 

Name OJ000330_28 . 04 19 . C26 . ol . gp 

Start 412 

GI 700823 

Exons 412.. 432, 719.. 839 ;:T 



Seq. ID OJ000330_28.0419.C26 
Strand 

End 4333 

Method AAT/GAP 

End 839 

Score 222 



Seq. No 58658 Seq. ID 

Gene No. 1224 65 Strand 

Start 355 End 

Name ' OJ000330_28 . 0419 . C28 . ol . gs Method 

Start 355 End 

GI none Score 

Exons 355. .509, 608. . 680^- ■ 



OJ000330_28.0419.C2£ 
+ 

680 

GENSCAN 

680 

.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



58659 Seq. ID OJ000330_28 . 04 19 . C29 

122466 Strand + 

286 End 1262 

OJ000330_28 . 0419.C29.ol.gp Method AAT/GAP 

286 End 1262 

5421_1.R1084 Score 1180 

286. .503, 722. .786, 907. .1262 

, "368817 3/emb | CAA21201 1 2.0e-13 (AL031804) putative protein 
[Arabidopsis thaliana] 1 - 



58659 
122466 



Seq. ID OJ000330_28.0419.C29 
Strand + 



58936 



Of- a y-t 
O Lai L 


O vJ 




1 262 

X £. U 








Name 


O.Tnnn^^n 9ft 041 Q P2Q nl rrc: 




\J Cj In O OrtlN 








DLdl L 


??n ~ 

o ^. u 


FnH 


i n 3fi 

JO 










none 


Score 


Q7 










320 503 722 786 907 1038 












Seq. No. 


58659 


Seq. ID 


OJ000330 


_28 


.0419. 


C29 


Gene No. 


122466 


Strand 


+ 








Cf a v-f- 
OLal L 


(J vj 


End 


1262 








Name 


0,7000330 9ft 041 Q P9Q nl frn 


Method 


TBLASTX: 


Maize 




o Lai L 


7 91 ~ 


End 


1110 








CI 


none 


Score 


91 








T7 vnn 


721 813 723 806' 906 1058 


, 907. .1110 








Seq. No. 


58660 


Seq. ID 


OJ000330 


28 


.0419. 


C30 


Gene No. 


122467 


Strand 


. + 










10?^ 


End 


1710 








Name 


0,7000330 98 041 Q f*30 nl rr<5 


Method 


GENSCAN 








OLdlL 


1 09 R _ 


End 


1710 










none 


Score 


.51 








C 1 v o n q 


102^ 107 6 1 SR Q 1710 

X VJ ^1 J • . X \J / \J , 1 JO ? . * X / X U 












Seq. No. 


58661 


Seq. ID 


OJ000330 


_28 


.0419. 


C31 


Gene No. 


122468 


Strand 










OLal L 


277 


End 


^600 








Name 


0.70003^0 9ft 041Q P3T nl rr<3 


Method 


GENSCAN 








Q+- a r-+- 


97 7 ~ 


End 


600'- 








r; t 
ox 


none 


Score 


."67 








T7 1 v /~\ t^i o 


977 464 600 












l_J C ^ • 1 > ^ • 


58662 


Seq. ID 


OJ000330 


_28 


.0419. 


C32 


Gene No. 


122469 


Strand 


+ 








Start 


1 


End 


765 








Name 


OJ000330 28.0419.C32.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


765 








GI 


7513472 


Score 


'46 








Exons 


1..41, 362. .509, 66i:.765 













GI Descrip. actin-depolymerizing protein N-WASP, brain - bovine 

gi 1 1644232 |dbj IBAA11082.ll" (D67066) N-WASP [Bos taurus] 



Seq. No. 58663 Seq. ID 

Gene No. 122470 . Strand 

Start 1860 • End 

Name OJ000330_28 i 04 19 . C36 . ol . np' ' Method 

Start 1860 . End 

GI 7452044 Score 

Exons I860.. 1956, 3323.. 4412 

GI Descrip. hypothetical protein F27B13.20 - Arabidopsis thaliana 

gi|4914402|emb|CAB43653,l| (AL050352) hypothetical protein 
[Arabidopsis thaliana] gi | 7269877 | emb | CAB79736. 1 | (AL161575) 
hypothetical protein [Arabidopsis thaliana] 



OJ000330_28.0419.C36 
+ 

5204 
AAT/NAP 
4412 
825 



Seq. No. 58663 Seq. ID 

Gene No. 122470 Strand 

Start 1860 End 

Name OJ000330_28 . 04 1 9 . C3 6 . ol . gs Method 

Start 1995 End 



OJ000330_28.0419.C36 
+ 

5204 

GENSCAN 

2617 



58937 



GI none 

Exons 1995.. 2019, 2322.. 2617 

Seq. No. 58663 * 

Gene No. 122470 

Start 18.60 

Name * OJ000330_28 . 04 19 . C36 . o2 . gs 

Start 3035 

GI hone 

Exons 3035.. 3589, 3630.. 4352, 5163. 



Score . 63 



Seq. ID OJ000330__28.0419.C36 

Strand + 

End 5204 

Method GENSCAN ■ 

End - - 5204 

Score .44 
.5204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



58663 

122470 

1860 

OJ000330_28 .0419.C36.ol.ts 

3355 

none 

3355.. 3420, 3403.. 3579, 3413. 
3728.. 3790, 3869.. 3949, 40.02. 

58663 

122470 

1860 

OJ000330_28 .04'19.C36.ol.tm 
3382 
none 
3382. 
3664. 
38'88. 



,3591, 3383. 

,3714, 3720. 

,3986, 4005. 

4323. .4391, 4328. 



.3592, - 3597. 
.3887, 3720. 
.4085, 4019. 
.4390 



Seq. ID OJ000330_28.0419.C36 

Strand + 

End 5204 

Method TBLASTX : Soybean 

End 4301 

Score 224 

.3592, 3601.. 3669, 3699... 3995, 
.4052, 4005. .4085, 4182. .4301 

Seq. ID OJ000330__28 .0419.C36 

Strand + 

End 5204 

Method . TBLASTX : Maize 

End ' 4391 

Score 251 

.3665, 3601. .3669, 3648. .3710, 
.3785, 3722. .3892, 3866. .3967, 
.4078, 4182. .4301, 4184. .4228, 



Seq. No. 


58663 








Seq. ID 


OJ000330 28.0419.C36 


Gene No. 


122470 








Strand 


+ 




Start 


1860 








End 


5204 




Name 


OJ000330 28 


.0419, 


.C36.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


3412 








End 


3657 




GI 


. none 








Score 


■ 191 




Exons 


-* 3412., 3591, 


3413, 


. .3592, 


3597. 


.3656, 3601.. 3657 




Seq. No. 


58663 








Seq. ID 


OJ000330 28.0419.C36 


Gene No. 


122470 








Strand 


+ 




Start 


1860 








End 


5204 




Name 


OJ000330 28 


.0419. 


,C36.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3461 • 








End 


4424 




GI 


none. 








Score 


170 




Exons 


3461. .3592, 


3469, 


. .3591, 


3597. 


.3707, 3601. .3669, 3658.. 


3705, 




3731. .3958, 


3732, 


. .3986, 


4008. 


.4085, 4008. .4052, 4019.. 


4078, 




4182. .4301, 


4182, 


. .4214, 


4184 . 


.4228, 4328. .4390, 4329.. 


4424 


Seq! No. 


58663 








Seq. ID 


OJ000330_28 .041 


9.C36 


Gene No. 


122470 








Strand 


+ 




Start . 


1860 








End 


5204 




Name 


OJ000330 28 


.0419. 


.C36.ol 


. tc" 


Method 


TBLASTX: Cress 




Start 


3708 








End 


4391 




GI 


none 








Score 


246 




Exons 


3708. .3995, 


3734 . 


, .3958, 


4005. 


.4085, 4028. .4078, '4182. . 


4307, 




4184. .4228, 


4308. 


, .4391 











58938 






Seq. No. 


58664 




Seq. ID 


OJ000330_ 


_28 


.0419. 


C37 




Gene No . 


122471 




Strand 


+ 










Start 


1742 




End 


3106 










Name 


OJ000330 28 0419 C37 ol 


.gs 


Method 


GENSCAN 










Start 


1742 "~ 




End 


3106 










GI 


none 




Score 


.43 










p. von*? 


1742 1814. 2431 2541 


2862. .3106 












Seq. No. 


58664 




Seq. ID 


OJ0'00330_ 


_28 


.0419. 


C37 




Gpnp No 


122472 




Strand 














4228 




End 


4318 










Name 


OJ000330 28 0-419 C37 o2 


. gs 


Method 


\J 1_J IN O ^xiLN 










Start 


4228 ~~ 




End 


4318 










GI 


none 




Score 


. 4 6 










F.xon ^ 


4228 4318 
















Seq. No. 


58665 




Seq. ID 


OJ000330 


28 


.0419. 


C38 




Gene No . 


122473 ' 




Strand 


+ 










Start 


820 




End 


900 










Name 


OJ000330 28.0419.C38.ol 


. np 


Method 


AAT/NAP 










Start 


820 




End 


900 










GI 


6630699 




Score 


7 8 










R von ^ 


820. .900 














;== 


v_J J. J_/ O \— - -U -L. 


(AP000969) hypothetical protein [Oryza 


sativa'] 








■~ 

' s 




gi I 6721536 |dbj | BAA89566 


.11 


(AP001073) 


hypothetical 


protein 


u 




[Oryza sativa] 
















Seq. No. 


58665 




Seq. ID 


OJ000330_ 


_28 


.0419. 


C38 




Gene No. 


122474 




Strand 


+ 










Start 


1031 




End 


1450 










Name 


OJ000330 28.0419.C38.o2 


. np 


Method 


AAT/NAP 










Start 


1031 




End 


1450 










GI 


6539570 




Score 


138 








■J. 


Exons 


1031. .1225, 1384. .1450 














& 


Df 3c ;r'T"i'n 

VJ J. 1— / i3 \_. J_ _l_ k> . 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








5 


Seq. No. ' 


'58665 




Seq. ID 


OJ000330_ 


_28 


.0419. 


C38 


5 




122475 




Strand 












Start 


810 




End 


2071 










Name 


OJ000330 28.0419.C38.ol 


. gs 


Method 


GENSCAN 










Start 


810 




End 


2071 










GI 


none 




Score 


.63 












810. .894, 1911. .2071 
















Seq. No. 


' 58666 




Seq. ID 


OJ000330_ 


_28 


.0419. 


C39 




UCliC 1NU . 


122476 




Strand 












O Lai L 


180 




End ' 


1499 










Name 


OJ000330 28.0419.C39.ol 


.gs 


Method 


GENSCAN. 










Start 


180 




End 


1499 










GI 


none 




Score 


.57 










Exons 


180. .276, 1311. .1499 
















Seq. No. 


58667 




Seq. ID 


OJ000330_ 


_28 


.0419. 


C4 0 




Gene No. 


122477 




Strand 












Start 


215 




End 


979 










Name 


OJ000330 28.0419.C40.ol 


.np 


Method 


AAT/NAP 









58939 



Start 
GI 

Exons • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



215 End 979 

6815097 Score 1111 

215.. 979 

.{AP001081) Similar to putative copia .polyprotein (AC006248) 
[Oryza sativa] 



58667 

122477 

215 

OJ000330_28.0419.C40.ol.ts 

358 

none 

358. .723, 368. .565 



Seq. ID OJ000330_28.0419.C40 
Strand 

End '97 9 

Method TBLASTX : Soybean 
End 723 
Score 7 6 



Seq. No. 58667 

Gene No. 122477 

Start 215 

Name O JO 0033 0_2 8.0419.C40.ol i'trn 

Start 382 

GI none 

Exons 382.. 705, 383.. 706 



Seq. ID OJ000330_28.0419.C40 
Strand 

End 97 9 

Method TBLASTX: Maize . 

End ,706 

Score 217 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58668 
122478 
1 

OJ000330_28.0419.C42.ol.np 
1 

4680204 
1..927 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000330_28.0419.C42 
Strand- 

927 

AAT/NAP 
927 
582 



End , 
Method 
End 
Score 



58668 

122478 

1 

OJ000330_28.0419.C42.ol.gs 
27 

none 

27'. .285," 529. .797. 

58668' 

122478 

1 

OJ0.00330_28.0419.C42.ol.tw 

231 : 
• none 



Seq. ID OJ000330_28.0419.C42 
Strand 

End 927 ' 

Method GENSCAN 

End 7 97 

Score ; 54 



Seq. ID OJ000330_28.0419.C42 

Strand 

End 927 

Method TBLASTX : Wheat 

End 632 

Score 76 



231. .401, 232. .306, 391. .531, 396. .632, 438. .632 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58669 

122479 

509 

OJ000330_28.0419.C43.ol.gs 

■ 509 
none 



Seq. ID OJ000330_28.0419.C43 
Strand 

End 27 68 

Method GENSCAN 

End 2709 

Score ' .77 



509.. 1099, 1501.. 2102, 2235.. 2505, 2569.. 2709 



Seq.' No. 
Gene No. 



58669 
122479 



Seq. ID OJ000330_28.0419.C43 
Strand 



58940 



Start 
Name 
Start 
GI 

Exons 



509 End 

OJ000330_28 . 04 1 9 . C4 3 . ol . tw Method 

584 ;™ End " T 

none • 'Score 



2768 

TBLASTX: Wheat 

1905 

50 



584. .676, 585. .650, 665. .733, 681. .746, 750. .830, 752. .868, 
759.-899, 776. .871, 846. .941, 878. .937, '943..1008, 944. .988, 
983. .1426, 999. .1427, 1015. .1434, 1421. .1900, 1455. .1574, 
1474. .1899, 1720;. 1905 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. Nq. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



58669 

122479 

509 

OJ000330_28.0419.C43.ol.np 

1068 

6742729 

1068. .2768 

(AF121139) RIM2 protein 

58669* 
• 122479 
509 

OJ000330_28.0419.C43.ol.tc 
1166 
none '* 

1166. .1318, 1166. .1426, 
1455. .1574, 1474. .1608 

58669 

122479 

509 

OJ000330_28.0419.C43.ol.tm 

1543 

none 

1543. .1857, 1544. .1840 

58669 
122479' 
509 

OJ000330_28.0419.C43.o3.tw 
1906 
none 

1906. .1986, 1907. .1987, 
2019. .2231, 2020. .2238, 

58669 

122479 

509 

OJ000330_28.0419.C4 3.ol.ts 

2344 

none 

2344. .2586 



Seq. ID OJ000330J28.0419'.C43 
Strand 

End 2768 

Method AAT/NAP 

End 2768 

Score 2575 



[Oryza sativa] 

Seq. ID OJ000330_28.0419.C43 
Strand 

End 2768 

Method TBLASTX : Cress 

End 1612 

Score 111 
1170. .1427, 117 6. .1427, 1421. .1612, 



Seq. ID OJ000330_28.0419.C43 

Strand , - 

End 2768 

Method TBLASTX : Mai ze 

End 1857 

Score 126 



Seq. ID OJ000330_28.0419.C43 
Strand 

End" - 2768 
Method TBLASTX : Wheat 
End 2310 
Score 65 
1918. .1992, 1938. .1991, 2019. .2204, 
2060. .2242, 2248. .2310 



Seq. ID 

Strand 

End 

Method 
End 
Score • 



OJ000330_28.0419.C43 
2768 

TBLASTX: Soybean 

2586 

200 



Seq. No. 58669 Seq. ID 

Gene No. 122479 Strand ■ 

Start 509 End 

Name OJ000330_28 . 0419 . C4 3 . o2 . tm Method 

Start 2416 End 



OJ000330_28.0419.C43 
2768 

TBLASTX: Maize 
2763 



58941 




rir 

\J X 


1 1U11C 






6^ 


l?YAn c: 

LAUI lo 


2416 2610 2620 276^ 


2621 


27 55 






j o o d y 




Seq. ID 


OJ000330_28.0419.C43 


Gene No. 


122479 




Strand 




Start 


509* ' 




End 


2768 


lNdillC 


OJ000330 28 0419 o2 




Method 


TBLASTX: Wheat 


Of a r j- 


24 SO ~~ 




End 


2757 


oX 


r> /~\ t^i o 




Score 


- 159 




24S0 26S6 24S0 2SS4 


24 55 


.2658, 2455. .2679, 2657. .2749, 




2659 27S7 2660 2752 








JC^i IN • 


58 670 




Seq. ID 


OJ000330_28.0419,C44 ■ 




122480 




Strand 


+ ■ ■ ■ • 


Start 


1 




End 


. 1575 


Name 


OJ000330 28.0419.C44.ol 


. np 


Method 


AAT/NAP ■ ■ 


Start 


1 




End 


1575 


GI 


5922620 




Score 


144 


Exons 


1..211, 777. -. 963, 1546. 


. 1575 








(AP000492) EST D15357 (C0514 ) 


corresponds to a .region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi | 6016853 |dbj IBAA85196 


.11 (AP000570) 


EST D15357 (C0514) 




corresponds to a region 


of the predicted gene.; hypothetical 




protein [Oryza sativa] 








Con Kin 
JCl^. in u • 


58 67-1 




Seq. ID 


OJ000330_28.0419.C46 . 


OCllC IN (J. 


122481 




Strand 




Start 


1 




End 


1407 


Name 


OJ000330 28.0419.C46.ol 


.gp 


■ Method 


AAT/GAP 


Start 


1 




End 


1061 


\D X 


33542 1.R1084 




Score 


882 




1..36, 162. .267, 374. .525, 863. .1061 






'2695941/emb|CAA10989| : 


2.0e-20 (AJ222784) ribosomal like-protein 




[Hordeum vulgare] 1 








Can KIri 


58671 




Seq. ID 


OJ000330_28.0419.C46 


Gene No. 


122481 




Strand : 




Start 


1 




End 


1407 


Name 


OJ000330 28.0419.C46.ol 


. tc 


Method 


TBLASTX: Cress 


O Lai L 


1 




End 


1060 


(IT 
yj x 


none 




Score 


45 




1..42, 5. .37, 156. .263, 


162. . 


269, 205. 


,.273, 370. .441, 373. .528, 




377. .469, 496. .531, 861 


. .950, 


866. .1060, 867. .968 


Qon Mrs 
OcCj. IN (J . 


58671 




Seq.. ID, 


OJ000330_28.0419.C46 . 


Gene No. 


122481 




Strand 




Start 


1 




End 


1407 


LN dlltt; 


OJ000330 28.0419.C46.ol 


. tm 


Method 


TBLASTX: Maize 




1 




End 


1027 




none 




Score 


54 


Exons 


1..42, 5. .52, 156. .263, 


162. . 


269, 205. 


, .273,- 373. .528, 377. .469, 




496. .531, 861. .965, 861 


. .953, 


866. .1027 


Seq. No. 


58.671 




Seq. ID 


OJ000330_28.0419.C46 


Gene No. 


122481 




Strand 




Start 


1 




End 


1407 


Name 


OJ000330 28.0419.C46.ol, 


.np 


Method 


AAT/NAP 



58942 



Start 1 End 1407 

GI 1170871 Score 656 

Exons 1.-.36, 162.. 267, 374.. 525, 863.. 1058, 1226.. 1407 

GI Descrip. NADP-DEPENDENT MALIC ENZYME, CHLOROPLAST PRECURSOR (NADP-ME) 
gii 1076749 Ipir.l | S4~6499 NADP-dependent malic enzyme - rice 
gi I 415315 |dbj IBAA03949 | (D16499) NADP-dependent malic enzyme 
[Oryza sativa] 



Seq. No. 58671 

Gene. No. 122481 

Start 1 

Name OJ000330_28 . 04 19 . C4 6 . ol . gs 

Start 162 

GI none 

Exons 162.. 267, 374. .525, 863.. 1058 



Seq. ID OJ000330_28.0419.C46 
Strand 

End 1407 

Method GENSCAN ' 

End 1058 

Score i - 



Seq. No. 58671 
Gene No. . 122481 

Start 1 

Name OJ000330_28 . 04 19 . C4 6 . ol . ts 

Start 189 

GI none 
Exons 



Seq. ID OJ000330_28.0419.C46 
Strand 

End 1407 

Method TBLASTX: Soybean 

End 1061 

Score 70 



189. .269, 205. .273, 373. .528, 377. .469, 496. .531, 866. .1060, 
- 867. .968, 1011. .1061 



Seq. No. 58671 

Gene No.' 122481 

Start 1 

Name OJ000330_28 . 04 1 9 . C4 6 . ol . tw 

Start 382 

GI none 
Exons 



Seq. ID OJ000330_28.0419.C46 
Strand 

End 1407 

Method TBLASTX : Wheat 

End 1060 

Score 123 

382. .528, 383. .469, 496. .531, 866. .1060, 867. .968, 956. .1054 



Seq. No. 58672 
Gene No. . 122482 

Start 1 

Name OJ000330_28 . 0419 . C47 . ol . np 

Start 1 

GI 6691193 

Exons 1..867, 1234 1272 

GI Descrip. (AC007534) F7F22.17 [Arabidopsis thaliana] 



Seq. ID OJ000330_28.0419.C47 
Strand 

End 1272 

Method AAT/NAP 

End 1272 

Score 676 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58672 

122482 

1 

OJ000330_28.0419.C47.ol.tw 

238 

none 



Seq. ID OJ000330_28.0419.C47 

* Strand - ' 

End 1272 

Method TBLASTX : Wheat 

End 615 

Score 119 



238. .402, 261. .401, 423. .530, 429. .533, 519. .614, 520. .615 



Seq. No. 58672 

Gene No. 122482 

Start 1 

Name OJ000330_28 . 04 19 '. C47 . ol . gs 

Start 489 

GI none 

Exons 489.. 865, 952.. 1150 



Seq. ID OJ000330_28.0419.C47 
Strand 

End 1272 

Method GENSCAN 

End 1150 

Score .88 



58943 





Seq. No. 


58672 


Seq. ID 


OJ000330 28,0419. C47 






1 994ft 9 


C f rsnH 








Of a r-+- 


J- 


oilU 


1272 






Name 


0 7000*3^0 9ft 041 Q P47 n9 1-t*t 


Mq f Vi ^/-l 


TBLASTX: Wheat 




Of-} y-f 


7 09 ~ . 


EjX lU 


869 






PT 


none 


Score 


ft 9 






Exons 


709 ft fifi 790 ft fiQ 










Seq. No. 


58673 


Seq. ID 


Pj.TOOO^^O 9ft 


04 1 Q P4 ft 






1 994 ft ^ 


Cf r anH 
on en iu 








OlaiL 


7 Q4 


HiXlCl 


.? o / 






Name 


Pi.TOOO^^O 9ft 041 Q P4ft n1 rm 




a a t /cqp • 

riri 1 / o-rt.IT 






Of-, >~ f 


7 Q4 ~~ 




967 






P T 


Rft M 0 Qft 
JO jIUjO 


Score 


239 






Exons 


7Q4 Qfi7 










Seq. No. 


58674 


Seq. ID 


pi to n n 9 1 n 9 0 


0 A 1 Q P9 




Gene No. 


122484 ' 


Strand 


_1_ 

T 








1 


End 


9 970 






Name 


OJ000210 20.0419. C2.ol.np 


Method 








Of a r-h 


1 


End 


2267 






P T 


6907089 


Score 


2681 




% 
'•^ 


HjXvjrio 


1. .360,. 464 . .2267 








: =? 


ox uescrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




If 


Seq. No. 


58674 


Seq. ID 


OJ.000210_20. 


.0419. C2 




CoriD Mo 


122484 


Strand 


+ 




h 


Of a v-+- 


' 1 


End 


2270 




•1 


Name 


OJ000210 20.0419.C2.ol.gs 


Method 


GENS CAN 






Of a -rf- 


40 


End 


2270 






P T 


none 


Score 


.6 






Exons 


40. .165, 218. .360, 464. .1172, 1339. .1746, 1805. .2045, 2095. .2270 


h 




58674 


Seq. ID 


OJ000210_20, 


.0419. C2 


: = 


Peine* No 


. 122485 


Strand 


+ 






Start 


9100 


End 


11996' 






Name 


OJ000210 20.0419.C2.o3.np 


Method 


AAT/NAP 






Of -a y-f 


9100 


End 


11746 " . 






P T 


5922623 


Score 


159 




. 5 


Exons 


9100. .9180, 9702. .9848, 10036 .. 10107 , 


10408. . 10527, 


11648. .11746 






(AP0004 92) hypothetical protein [Oryza 


sativa] 








gi| 6016856 | dbj I BAA85199.il 


(AP000570) 


hypothetical. 


protein . 






[Oryza sativa] ■ 










Seq. No. 


58674 


Seq. ID 


OJ000210_20, 


,0419. C2 




bene ino . 


122485 


Strand 


+ 






Cf 2 vf 


9100 


End 


11996 






Name 


OJ000210 20.0419.C2.o3.gs 


Method 


GENSCAN 






Start 


11316 


End 


11996 






GI 


none 


Score 


.73 






Exons 


11316. .11478, 11833. .11892, 


11956. .11996 






Seq. No. 


58674 


Seq. ID 


OJ000210_20. 


0419. C2 




Gene No. 


122486 


Strand 


+ 






Start 


12598 


End 


14513 






Name 


OJ000210 20.0419.C2.o4 . np 


Method 


AAT/NAP 





58944 



Start 12598 End 14513 

GI 7248415 Score 414 

Exons 12598. .12860, 1374 2 .. 13880, 14272.. 14513 

GI Descrip. (AP001389) ESTs AU077873 (S1878) , D40121 (S1878 ) correspond ' to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 
60S ribosomal prbtein L13 (P41127) [Oryza sativa] 



Seq. No. 58674 

Gene No. 122487 ' 

Start 16638 

Name OJ000210_20 . 04 19 . C2 . o3 . gp 

Start 1656:9 ' 

GI 19007_1.R1084- 

Exons 16569. .16649, 17382. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,17499, 18228. .18290, 18403.. 18745 
'3334112/sp|O04066|ACBP_RICeO 3.0e-35 ACYL-COA-BINDING PROTEIN 
(ACBP) >gi_1938236_emb_CAA70200_ (Y08996) acyl-CoA-binding 
protein [Ricinus communis] 1 



OJ000210_20.0419.C2 
+ 

18745 
AAT/GAP 
18745 
1074 



Seq. ID OJ000210_20.0419.C2 



Seq. No. 58674 

Gene No* 122487 Strand ' + 

Start 16638 End 18745 

Name OJ000210_20 . 04 19 . C2 . 06 . gs Method GENSCAN 

Start 16638 End 18485 

GI none Score .46 

'Exons 16638. .16649,, 17382 .. 174 99, 18403.. 18485 



Seq. No. 


58674 




Seq. ID 


OJ000210_20..0419.C2 


Gene No. 


122487 




Strand 


+ 


Start 


16638 ' 




End 


18745 


Name 


OJ000210 20 


.0419.C2.o5.np 


Method 


AAT/NAP 


Start 


17370 




' End 


18485 


GI 


6002102 




Score 


333 


Exons 


17370. .17499, 18228 18290, 


18403. .18485 


GI Descrip. 


(AJ249833) 


Acyl-CoA binding protein (ACBP) [Digitalis lanata 


Seq. No. 


58674 




Seq. ID 


OJ0002I0_20.0419.C2 


Gene No. 


■ 122488' 




Strand 




Start 


2886 




End 


10579 


Name 


OJ000210 20 


.0419.C2.o2.gs 


Method 


GENSCAN 


Start 


2886 




End 


10579 


GI 


none 




Score 


.56 


Exons 


2886. .5763, 


5797.. .6614, 6678 


..6797, 6821. .7116, 7471. .90.96, 




9133. . 9201, 


9240.. 9303, 9674 


..9763, 10000. .10093, 10554. ..'105/ 


Seq. No. 


.58674 




Seq. ID 


OJ000210_20. 0-419. .C2 


Gene No. 


122488 




Strand 




Start 


2886 




End 


10579 


Name 


OJ000210 20 


.0419.C2.o2.np 


Method 


AAT/NAP 


Start 


2889 




. End 


9025 


GI 


■7228457 




Score 


9070 


Exons 


2889. .4439, 


4506.. 5657, 5780 


..6614, 6678.-8597, 8659. .9025 


GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, polyprotein 


.. (AF098806) [Oryza 




sativa] 








Seq. No. 


58674 




Seq. ID 


OJ000210_20.0419.C2 


Gene No. 


122489 




Strand 





58945 




Start 


12337 








End 


12597 


Name 


OJ000210 20. 


0419 


. C2 . o4 . 




Method 


GEN SCAN 


Start 


12337 








End 


12597 


GI 


none 








Score 


. 94 


Exons 


12337. .12597 










Seq. No. 


58674 








Seq. ID 


OJ000210_20.0419 


Gene No. 


122490 








Strand 




Start 


19025 








End 


19769 


Name 


OJ000210 20. 


0419 


.C2.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


125 








End 


3500 


GI 


none 








Score 


77 


Exons 


125.. 217, 2898.. 


3023, 2902.. 


3024, 3084.. 3500, 3216.. 350i 


Seq. No. 


58674 








Seq. ID 


OJ000210_20.0419 


Gene No. 


122490 








Strand 




Start 


19025 








End 


19769 ' 


Name 


OJ000210 20. 


0419 


.C2 .o7 . 


tm 


Method 


TBLASTX: Maize 


Start 


2886 








• End 


3029 


GI 


none 








Score 


126 


Exons 


2886. .3029, 


2890 


. .3024 








Seq. No. 


58 674 








Seq. ID 


OJ000210_20.0419 


Gene No. 


122490 








Strand 




Start 


19025 ' 








End- 


19769 


Name 


OJ000210 20. 


0419 


.C2 ,o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3501 








End 


3882 


GI 


none 








Score 


184 


Exons 


350l". .3881, 


3532 


. .3777, 


3641 


..3784, 3805. .3882 


Seq. No. 


58674 








Seq. ID 


OJ000210_20.0419 


Gene No. 


122490 








Strand 




Start 


19025 








End 


19769 


Name 


OJ000210 20. 


0419 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3696 








End 


4019 


GI 


none 








Score 


213 


Exons 


.3696. .4019, " 


3709 


. .3990 








Seq. No. 


58674 








Seq. ID 


OJ000210_20.0419 


Gene No. 


122490 ■ 








Strand 




Start 


19025 








End 


19769 


Name 


OJ000210 20. 


0419 


.C2.o8. 


tw 


1 Method 


TBLASTX: Wheat 


Start 


4212 








End 


4524 


GI' 


none • 








Score 


' 68 • • ' '■■ 


Exons 


4212. .4487, 


4 213 


. .,4 524 








Seq. No. 


58674 








Seq. ID 


OJ000210_20.0419, 


Gene No. 


122490 








Strand 




Start 


19025 








End 


19769 


Name 


OJ000210 20. 


0419 


,C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


4272 








End 


4838 


GI 


5666795 








Score 


64 


Exons 


4272. .4487, 


4527 


. .4664, 


4740 


. .4838 




GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 


Seq. No. 


58674 








Seq. ID 


OJ000210_20.0419. 


Gene No. 


122490 








Strand 





58946 



Start 

Name 

Start 

GI* 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ' ; ' 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



19025 

OJ000210_20, 
*4527 
none 

4527. .4676, 
4731. .4988 

58674 ' 
122490 
19025 

OJ000210__20. 

5074 

none 

5074 . .5139, 
8324. .8368 

58674 

122490 

19025 

OJ000210_20. 
5586 
none 

5586. .5957, 

58 674 
122490 
■ 19025 

OJ000210_20. 
5616 
none 

5616. .6035, 

58674 
122490 
19025 

OJ000210_20. 
5709 
none 

5709. . 6092, 

58674 
122490 
19025 

OJ000210_20. 
6120 
none 

6120. . 6236, 

58674 , 
122490 
19025 

OJ000210_20. 
6144 
none 

6144. .6605, 
58674 



0419.C2.o5.tw 



4528. .4665, 4530. 



0419.C2.o6.tw 



7979. .8236, 8016. 



.0419.C2;ol. ts 
5806. .5940 

.0419.C2.o2.tw 
5641. .6036 

,0419.C2.o3.tm 
5728. .6093 

. 04 19.CZ; 61 J tin ; 
6120. .6476, 6130. 

0419.C2.ol.tw 
6144. .6605, 6145. 



End 19769 
Method TBLASTX : Wheat 
End 4988 
Score 88 

.4667, 4710. .4961, 4711. .4896, 



Seq. ID OJ000210_20.0419.C2 

Strand - 

End 19769 

Method TBLASTX: Wheat 

End 8368 

Score 94 

.8252, 8219.'. 8317, 8220.. 8300, 



Seq. ID OJ000210_20.0419.C2 
Strand 

End 19769 

Method TBLASTX : Soybean 

End 5957 

Score 86 



Seq. ID OJ000210_20. 0419.C2 
Strand 

End 19769 

Method TBLASTX : Wheat 

End 6036 

Score 288 



Seq. ID OJ000210_20.0419.C2 
Strand 

End 19769 

Method TBLASTX: Maize 

End 6093 

Score 2*3-4 



Seq. ID OJ000210_20. 0419.C2 
Strand 

19769 

TBLASTX: Maize 
6476 
80 



End 

Method 
End . 
Score 
. 6441 



Seq. ID OJ000210_20. 0.419. C2 
Strand 

End 19769 

Method TBLASTX : Wheat 

End 6607 

Score 216 
.6606, 6419.. 6607 

Seq. .ID OJ000210_20.0419.C2 



58947 




Gene No. 


122490 




Strand 






OLal L 


19025 






1 97 69 




M rn O • — 


OJ000210 20. 0419. C2 


.o3. ts 


M^t* h oH 


TRT.A^Ty * 9nvhpsn 

J. I— > lj/ikJ i x\ . kJ Y i~J Cul 1 




O U Ct i. L, 


6201 




End 


6566 






none 




O O \J x c 


109 




F von 


6201.. 6335, 6342. .6566 








Seq. No. 


58674 




Seq ^. .ID 


OJ000210_20.0419, 


.C2 


Gene No. 


.1224 90 




Strand 






O Lai L 


19025 




End 


19769 






OJ000210 20. 0419. C2 


. o3. tw 


Method 


TBLASTX: Wheat 




o Lai u 


6798 




End 


7256 






none 




Score 


164 




P von q 


6798.. 7061, 6798.. 6944, 6806 


i. . 7255, 6827.. 7255, 7083.. 7256 


Seq. No. 


58674 




Seq. ID 


OJ000210_20.0419. 


,C2 


Gene No. 


122490 




Strand 






OL.di.l- 


19025 




End 


19769 




LNOltlC 


OJ000210 20. 0419. C2 


. o5 . tm 


Method 


TBLASTX: Maize 




O Lai L 


8081 




End 


8329 




\3 X 


none 




Score 


107 






8081. .8329, 8082. .8327 








jC4. in kj • 


58674 




Seq. ID 


OJ000210_20.0419. 


.C2 


UCllC IN Vj • 


1 224 90 




Strand 






O LaX L 


19025 




End 


19769 




Name 


OJ000210 20.0419.C2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13735 




End 


"14597 




\J X 


none 




Score 


73 




f* 1 von q 


13735. .13833, 13740 


. .13820, 


13742. .13822, 13802 .. 13852, 






13819. .13854, 14281 


. .14337, 


14282. .14338, 14304 .. 14339, 






14339. .14422, 14339 


. . 14494, 


14 430. .14 4 83, 14 431 . . 14 4 87, 






14539. .14592, 14541 


. . 14591, 


14556. .14597 




Cnn Nlo 


58674 




Seq. ID 


OJ000210_20.0419, 


■ C2 




122490 




Strand 






Start- 


19025 




End 


19769 




Name 


OJ000210 20. 0419. C2 


. 06. tm 


Method 


TBLASTX: Maize,. 






17376 




End 


18602 




VJJ X 


none 




Score 


193 




P von q 

Hi .A. W i 1 O 


17376. .17498, 17378 


. .17497, 


18226. . 18291, 18230 .. 18292, 






18230. .18295, 18238 


. .18297, 


18380. .18451, 18394. . 18456, 






18401. .18469, 18402 


. .18467, 


18579. .18602 




Seq. No. 


58674 . 




Seq. ID. 


OJQ00210_20.0419. 


C.2 


Gene No. 


122490 




Strand 






Cforf 
O L. a X L. 


19025 




End 


19769 




Name 


OJ000210 20. 0419. C2 


. o7 .gs 


Method 


GENSCAN 




OLai L 


19025 




End 


19615 




PT 

o x 


none 




Score 


.82 




Exons 


19025. .19615 










Seq. No. 


58674 




Seq. ,ID 


OJ000210_20.0419. 


C2 


Gene No. 


122490 




Strand 






Start 


19025 




End 


19769 




Name 


OJ000210 20. 0419. C2 


. o4 .gp 


Method 


AAT/GAP 




Start 


19311 




End 


19769 





58948 




CI T 
O i. 


non.6 


Score 


ft ^7 




1 Q^l T 1 Q76Q 




- 


JC4. LN U • 


Sfi 67 S 






Qgiie No. 


122491 


Strand 




Start 


1 


End 


1458 


Name 


OJ000210 20.0419.C3.ol.gp 


Method 


AAT/GAP 


Start 


1 " ' 


End 


1458 


GI 


3377 1.R1084 


Score 


7 62 


Exons 


1..105, 212. .293, 484. .650, 


1349. .1458 




GI Descrip. 


, 2264 310/dbj | AB005238 . 1 | AB005238 1 . Oe- 


15 Arabidopsis thaliana 



genomic DNA, chromosome 5, PI clone: MKP11, complete sequence 1 





UC^i L\\J . 


58675 


Seq. ID 


OJ000210_20.0419.C3 




OCJlti INC. 


122491 


Strand 






Cf a -rt- 

O U Cl -L L. 


1 


End 


1458 




Name 


OJ000210 20.0419.C3.ol.gs 


Method 


GENSCAN 




C4- o >-t- 


37 


End 


650 




GI 


none 


Score 


.88 ~ 




Exons 


37. .105, 212. .293, 484. .650 








Q ^ r^r NT 
0 e q . LN O . 


58675 


Seq. ID 


OJ000210_20.0419.C3 


f ii 


bene ino . 


122491 


Strand 








1 


End 


1458 




in d nit; ' 


OJ000210 20.0419.C3.ol.tc 


Method 


• TBLASTX: Cress 


a|ss. 


Of- a -r +- 


37 " * 


. End 


1433 


— ! : 
: : H 


VjJ. 


none 


Score 


84 


r ^ 


Exons 


37..-117, 38. .106, 188. .295, 


207. .296, 


207. .296, 483. .647, 


s a 




484. .648, 484. .648, 485. .649, 1349. .1432, 1350. .1433 




Oct]. IN vj * 


58675 


Seq. ID 


OJ000210_20.0419.C3 


p • c 
: "=? 


kjeiie 1N(J . 


122491 


Strand 




3 




1 


End 


1458 


: : 5 


Name 


OJ000210 20.0419.C3.ol.tm 


Method 


TBLASTX: Maize 


is '=r 


C-l- -5 y-f- 

"jLdl L 


37 


End 


1433 


" ,: 4 


GI 


none 


. Score 


64 


h ^ 


Exons 


37. .102, 37. .102, 38. .106, 


207. .323, 212. .295, 213. .296, 


- ^ 




483. .647, 483. .650, 484. .648, 1349. .1432, 1350. .1433 


: > a 
Vcr 

r H 


Seq. No. 


58675 


Seq. ID 


OJ000210_20.0419.C3 




Gene No. 


122491 


Strand 






Start 


1 


End 


1458 




Name 


OJ000210 20.0419.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


• 37 


End 


1433 




GI. 


none. . . . 


Score 


87 




Exons 


37. .117, 38. .106, 188. .295, 


207. .296, 


454 . . 651, 483. . 650, 






1349. .1432, 1350. .1433 








Seq. No. 


58676 


Seq. ID 


OJ000210_20.0419.C4 




Gene No. 


122492 


Strand 






Start 


538 


End 


978 




Name 


OJ000210 20.0419.C4.ol.gs 


Method 


GENSCAN 




Start 


538 


End 


978 




GI 


none ' 


Score 


. 98 




Exons 


538. .693, 897. .978 








Seq. No. 


58677 


Seq. ID 


OJ000210_20.0419.C5 



58949 



Gene No. 122493 Strand 

Start 1 End 857 

Name OJ000210_20 . 0419. C5. ol . np Method AAT/NAP 

Start-. 1 End 857 

GI 6958202 Score '80 

Exons 1. . 182, 740. .857 

GI Descrip. (AF091837) DNA-binding protein [Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58678 * '"'Seq. ID OJ000210_20 . 04 19 . C6 

1224 94 Strand 

694 End 2787 

OJ000210__20.0419.C6.ol.np Method AAT/NAP 

•694 End 2787 

7486881 Score 754 

694 . .734, 1869. .2787 

hypothetical protein T12H17.150 - Arabidopsis thaliana 
gi I 2827553 | emb | CAA16561.il (AL021635) predicted protein 
[Arabidopsis thaliana] gi | 7269122 | emb | CAB7 9231 . 1 1 (ALI61557) 
predicted protein [Arabidopsis thaliana] 



Seq. No. 58678 Seq. ID 

Gene No. 122494 Strand 

Start 694 End 

Name OJ000210_20 . 04 19 . C6 . o2 . tm Method 

Start 17 98 End 

GI . none Score 

Exons ■ 1798.. 2052, 1812.. 2054 



OJ000210_20.0419.C6 
2787 

TBLASTX: Maize 

2054 

295 





Seq. *No. 


58678 








Seq. ID 


OJ000210_20.0419.C6 




Gene No. 


122494 








Strand 






Start 


694 








End 


2787 




Name 


OJ000210 20, 


,0419. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1833 








End 


2261 




GI 


none 








Score 


94 




Exons 


1833. .2261, 


1840. 


.2115 








h ; == 


Seq. No." . 


58678 








.. Seq. ID 


C3J000210_20.0419.C6 




. Gene No. 


122494 ' 








■ Strand 






Start 


694 








End 


2787 




Name 


OJ000210 20. 


,0419. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2028 








End 


2780 




GI 


none 








Score 


115 




Exons 


2028. .2411, 


2041. 


.2370, 


2535. 


.2579, 2598.. 2687, 2694.. 2780 



Seq. No. . 58678 

Gene No. 122494 

Start 694 

Name OJ000210_20 . 0419 . C6 . ol . tm 

Start 2122 

GI none 
Exons 



Seq. ID OJ000210_20.0419.C6 
Strand 

End 2787 

Method TBLASTX : Mai ze 

End 2544 

Score 445 



2122. .2544, 2122. .2214, 2124. .2543 



Seq. No. 58678 

Gene No. 122494 

Start 694 

Name OJ0002 10_20 . 04 19 . C6 . ol . tw 

Start 2145 



Seq. ID OJ000210_20.0419.C6 
Strand 

End 2787 

Method TBLASTX : Wheat 

End 2786 



58950 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 62 

2145. .2579, 2211. .2312, 2583.-2684, 2694. .2786 



58 679' 
122495 
1269 

OJ000210_20.0419.C7.ol.gs 

1269 
none . 

1269. .1402, 2109. .2412 

58679 

122496 

1533 

OJ000210_20.0419.C7.ol.gp 

1533 
none 

1533. .1941 



Seq. ID QJ000210_20.0419.C7 

Strand + 

End 2412 

Method GENSCAN / 

.End 2412 

Score .41 



Seq. ID OJ000210_20.0419.C7' 
Strand. 

End 1941 

Method AAT/GAP 

End 1941 

Score 757 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58679 

122497 

1974 

OJ000210_20.0419.C7 .ol.tm 

1558 

none 

1558.. 1632, 1739.;1783, 1765. 

2005. .■21-84, 2005.. 2037, 2033 

2299. ..2391, 2310.. 2396, 2311 

2397^2477, 2399.. 2476, 2614 

2987. .3088, 2987. .3082, 2989 

58679 

122497 

1974 

OJ000210_20.0419.C7 .ol.np 

1974 

6730738 



Seq. ID OJ000210_20.0419.C7 
Strand 

End 3266 
Method TBLASTX : Mai ze 
End 3090 
Score 52 

.1848, 1894. .1923, 1899. .1955, 
.2185, 2034. .224 9, "2035. .2190, 
.2397, 2315.. 2401, 2316.. 2405, 
.2799, 2616:. 2801, 2952. .3086, 
.3087, 2992.. 3090 

Seq. ID OJ000210_20.0419.C7 
Strand 

End 3266 

Method AAT/NAP 

End 3266 

Score 543 



1974. .2185, 2305. .2476, 2613. .2798, 2992. .3087, 3240. .3266 
(AC018849) unknown protein [Arabidopsis thaliana] 



58679 

122497 

1974 

OJ000210_20.0419.C7 .ol.ts 

1993 

none 



Seq. ID OJ000210_20.0419.C7 
Strand 
End 

Method 
End 
Score 



3266 

TBLASTX: Soybean 

24 52 

141 



1993. .2181, '2042. .2182, 2298. .2393, 2393. .2452 



58679 

122497 

1974 

OJ000210_20.0419.C7.ol.tc 

2011 
none 



Seq. ID OJ000210_20.0419.C7 
Strand ■ - 
End 

Method 
End 
Score 



3266 

TBLASTX: Cress 

3088 

120 



2011. .2196, 2042. .2179, 2307. .2393, 2393. .2452, 2637. .2801, 
3013. .3087, 3014. .3088 



58951 





Spct No 


58679 






Seq. ID 


OJ000210 




Gene No . 


122497 






■ Strand 






Start 


1974 






End 


3266 




- Name 


OJ000210 20 


.0419 


.C7.o2.gp 


Method 


AAT/GAP 




Start 


2101 






End 


3103 




GI 


25154 1.R1084 




Score 


842 




Exons 


2101. .2188, 


2305 


..2476, 2613. 


.2798, 2992.. 3103 




GT Dp^rr i o 

\J J- L- H* fa^J X** J- kw/ » 


* 5922612/dbj | BAA84 613.il l.Oe 


-118 (AP00049.2) ES 






r , OT""TP c ioonrJ c J 


to a 


region of the predicted gene.; 






Ar^h i Hods i s 


thaliana BAC IG002P16; No 


def initio 






f AF007270) 


[Oryza sativa] 1 








Spa No 


58679 






Seq. ID 


OJ000210 




Gene No. 


122497 






Strand 






Start 


1974 






End 


3266 




Name 


OJ000210 20 


.0419, 


.C7.o2.ts 


Method 


TBLASTX: 




Start 


2634 _ 






End 


3088 




GI 


none 






Score 


63 




Exons 


2634 2711 


2634 


. 2801, 2635 


.2799, 2763. .2810, 






2989 3087 












Seq. No. 


58679 






Seq. ID 


OJ000210 




Gene No. 


122497 






Strand 






Start 


1974 






End 


3266 


. 


Name 


OJ000210 20 


.0419, 


.C7.ol.tw'"'" 


Method 


TBLASTX : 1 


V; s 


Start 








End 


2812 


? : = 

! y 


- GI 


none 






Score 


228 




Exons 


2652 2801 


2653, 


..2799, 2653. 


.2802, 2654. .2812 




• Seq. No. 


58680 


•A 




Seq. ID 


OJ000210 




Gene No. 


122498 






Strand 


+ 




Start 


1799 






End 


2350 


s 


Name 


OJ000210 20 


.0419, 


,C8 .ol .gs 


Method 


GENSCAN 


~ ™3 


Start 


1799 _ 






End 


2350 


~ : ~ 

x.- E 


GI 


none 






Score 


.97 




Exons 


1799 * 2350 












Seq. No. 


58681 






Seq. ID 


OJ000210_ 




Gene No. 


122499 






Strand 






Start 


306 






End 


1069 




Name 


OJ000210 20 


.0419. 


,C9.ol .gs 


Method 


GENSCAN 




Start 


306 ~~ 






End 


1069 




GI 


none 






Score 


.96 




Exons 


306. .1069 












Seq. No. 


58682 






Seq. ID 


OJ000210_ 




Gene No. 


122500 






Strand 


+ 




Start 


51 






End 


780 




Name 


OJ000210 20 


.0419. 


C10.ol.gs 


Method 


GENSCAN 




Start 


51 






End 


780 




GI 


none 






Score 


. 67 




Exons 


51. .780 












Seq. No. 


58682 






Seq. 'ID 


OJ000210_ 




Gene No. 


122501 






Strand 






Start 


1692 






End 


1796 




Name 


OJ000210 20, 


.0419. 


C10.ol.np 


Method 


AAT/NAP 



similar to 



3088, 



58952 



Start 1692 End 1796 

GI 140310 Score 175 

Exons 1692.. 1796 

GI Descrip. PHOTOSYSTEM JI REACTION CENTER T PROTEIN gi |~82528 | pir | | JQ0254 
hypothetical 4K proterri (psbH-petB intergenic region) - rice 
chloroplast gi fl2014 | emb | CAA33974 | (X15901) ORF35 [Oryza sativa] 
gi I 2143324 | emb| CAA73766.il (Y13328) PSII subunit [Populus 
deltoides] gi | 226636 | prf | | 1603356BK ORF 35 [Oryza sativa] 



Seq. No. 58682 

Gene No. ■ - 122502 

Start 1706 

Name OJ000210_20 . 04 19 . CIO . o2 . gs 

Start 1706' 

GI none 
Exons 



Seq. ID OJ000210_20. 0419. C10 



Strand 
End 

Method 

End 

Score 



5368 
GENSCAN 
5368 
.51 



1706. .1782, 2293. .2412, 2683. .2760, 3030. .3168, 5171. -.5368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



58682 

122502 

1706 

OJ000210_20. 

1850 

131375 

1850. .1978 

PHOTOSYSTEM 

photosystem 

gi | 82632 Ipir 

chloroplast 

Appalachian 

photosystem 

gi|485419|pi 



0419. C10. o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_20. 0419. C10 

5368 
AAT/NAP 
1978 
187 



II REACTION CENTER N PROTEIN gi | 72720 Ipir | | F2RZKL.. 

II protein psbN - rice chloroplast 

t | S 1 4 1 4 2 photosystem II protein psbN - wheat 

gi I 100123 Ipir M S12130 photosystem II protein psbN - 

evening primrose chloroplast gi | 100737 | pir | IJN04 17 

II protein psbN - rye chloroplast 

r | IS12133 photosys 



Seq. No. 58682 
Gene No. 122503 
Start 6382 

Name OJ000210_20 .0419. C10 . ol . tc 

Start . 1594 
GI none 
Exons 1594, 

1853, 

2067. 



.1674, 1594. .1674, 1673. 
.2032, 1859.. 2023, 2034. 
.2135, 2072. .2137, 2073. 



Seq. ID OJ000210_20. 0419. C10 
Strand 

End -6916 
Method ' TBLASTX: Cress 
•End 2138 
Score 65 

.17*95, 1674.. 1766, 1825. .1956, 
.2078, 2034. .2075, 2035. .2076, 
.2138 



Seq. No. 58682 

Gene No. 122503 

Start 6382 

Name OJ000210_20 . 04 19 . C10 . ol . ts 

Start 1856 

GI none 
Exons 



Seq. ID OJ000210 20. 0419. C10 



Strand 
End 

Method 

End 

Score 



6916 

TBLASTX: Soybean 

2138 

219 



1856.. 2032, 1857.. 2033, 1859.. 2023, 2034.. 2078, 2035.. 2076, 
2067.. 2135, 2071.. 2133, 2072.. 2137, 2073.. 2138 



Seq. No. 58682 Seq. ID 

Gene No. 122503 Strand 

Start • ' 6382 End 

Name OJ000210_20 . 04 19 . C10 . ol . tm Method 

Start 1857 End 

GI none Score 



OJ000210_20. 0419. C10 
6916 

TBLASTX: Maize 

2136 

447 



58953 



k.3 



Exons 


1857.. 21 32, 1857.. 2135, 


1996. 


.2136 






Seq. No. 


58682 

•+J \J \J W b 


• 


Seq. ID 


OJ000210 


20. 0419. C10 


Gene No. 


122503 




Strand 






Start' 


6382 




End 


6916 




Name 


OJ000210 20 . 0419 . CIO . ol 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1928 ~~ 




End 


2132 




GI 


none 




Score 


249 




F. x n n s 

LlAV lib? 


1928 2023, 1929.. 2096, 


1929. 


.2093, 2069. .2095, 


2096. .2131, 




2097 . .2132 










Seq. No. 


58682 




Seq. ID 


OJ000210 


_20.0419.CI0 


Gene No. 


122503 




Strand 






Start 


6382 




End 


6916- 




Name 


OJ000210 20 0419 C10.o3. 


as 


Method 


GENSCAN 




Start 


6382 ~~ 




End 


6916 




GI 


none 




Score 


.67 




R x o n *5 


6382 6420, 6512 6916 










o C ^ . IN \J . 


58683 




Seq. ID 


OJ000210 


20 0419 Cll 


Gene No. 


122504 




Strand 






Start 


2283 




End 


10637 




Name 


OJ000210 20 0^19 Cll - ol 


a s 


Method 


GENSCAN 




Start 


2283 ~~ 




End 


8279 




GI 


none 




Score 


.65 




J— 1 *i V— ' llu 


2283 2503', 2697 2805, 


3237 . 


.3469, 4078. .4354, 


4579 5160, 




5408 5535, 7317 7596, 


7803 . 


.8279 






Sea No 


58683 




Seq. ID 


OJ000210_ 


20 0419 Cll 


Gene No. 


122504 




Strand 






Start 


2283 




End 


10637 




Name 


OJ000210 20 . 04 19 . Cll . ol . 


np 


Method 


AAT/NAP 




Start 


7306 ~~ 




End 


10637 




GI 


5295948 




Score 


207 




F.xnn <=; 


7306 7581, 7784 8405, 


10580 


. .10637 






W J. 1— / \^ O Vw^ -1- -1» * 


(AB026295) hvoothetical 


protein [Oryza 


sativa] • 




Sea No 


58683 




Seq. ID 


OJ000210_ 


20 0419 Cll 


Gene No. 


122504 




Strand 






Start 


2283 




End 


10637' 




Name 


OJ000210 20.0419 Cll.o2. 


np 


Method 


AAT/NAP 




Start 


10445 ~ 




End 


10637 




GI 


529594 8 




Score 


116 




l—i AU HO 


10445 10637 










fiT Hp qrr i r> 


(AB02 62 95) hvoothetical 


protein [Oryza 


sativa] .■ 




Spa No 


58684 




Seq. ID 


OJ000210 


20 0419 C12 


Gpne No . 


122505 




Strand 


+ 




Start 


2815 




End 


3084 




Name 


OJ000210 20.0419.C12.ol. 


gp 


Method 


AAT/GAP 




Start 


2815 




End 


3084 




GI 


LIB34 34-035-P1-K1-A7 




Score 


452 




Exons 


2815. .3084 










GI Descrip; 


'5441876/dbj |AP000367.1| 


AP000367 l.Oe- 


114 Oryza 


sativa genomic 




DNA, chromosome 2, clone 


:P0437H03 (contig b) 1 




Seq. No. 


58684 




Seq. ID 


OJ000210_ 


_20.0419.C12 



58954 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



122506 
3048 

OJ000210_20.0419.C12.o2.gp 
3048 

3801'2_1. R1084 
3048. .3128 

, 4097947/gb|U72255|OSU72255 



Strand 
End 

Method 

End 

Score 



+ 

3128 
AAT/GAP 
3128 
107 



2.0e-23 Oryza sativa 



beta-l,.3-glucanase precursor (Gns9) gene, complete cds 1 



58684 Seq. ID 

122507 Strand 

3354 End 
OJ000210_20.0419.C12.o2.gs Method 

3354 End 

none Score 
3354. .4649 



OJ000210_20.0419.C12 
+ 

11003 
GENSCAN 
4649 
.64 



Seq. No. 


58684 


Seq. ID 


OJ000210_20.0419, 


.C12 


Gene No . 


122507 


Strand 


+ 




O Lai U 


3354 , 


End 


11003 




Name 


OJ000210 20.0419.C12.ol.np 


Method 


AAT/NAP 




oLal L 


3372 


End 


11003 




c t 

OX 


4544397 


Score 


54 




D AUi lo 


3372.. 3484, 10980.. 11003 










(AC007047) hypothetical protein [Arabidopsis thaliana]- 




Seq. No. 


58684 


Seq. ID 


OJ000210_20.0419, 


.C12 


Gene No'; 


122507 


Strand 


+ 




Start 


3354 


End 


11003 




Name 


OJ000210 20.0419.C12.o3.gs 


Method 


GENSCAN' 




Start 


7415 


End 


9608 




GI 


none 


Score 


.86 




Exons 


7415. .7738, 7945. .8180, 8210.. 


8462, 8616. .8898, 9538. .9608 


Seq. No. 


58685 


Seq. ID 


OJ00021.0_20.0419, 


,C13 


Gene No. 


122508 


Strand 


+ 




Start 


104 


End 


1738 




Name 


OJ000210 20.0419.C13.ol.gs 


Method 


GENSCAN 




Start 


104 


End 


1738 




GI 


none 


Score 


.76 




Exons 


104. .244, 418. .703, 1656. .1738 






Seq. No. 


58686 


Seq. ID 


OJ000210_20.0419. 


,C14 ; 


Gene No. 


122509 ' 


Strand 






Start 


444 


End 


2566 




Name 


OJ000210 20.0419.C14.ol.gs 


Method 


GENSCAN 




Start 


444 


End 


2566 




GI 


none 


Score 


.87 




Exons 


444. .551, 641. .736, 1022. .1179, 1245.. 


1401, 1495. .1548, 





1827. .1934, 2477. .2566 



Seq. No. 58686 Seq. ID OJ000210_20 . 04 1.9 . C14 

Gene No. 122509 Strand - 

Start 444 End 2566 

Name OJ000210_20 . 04 19 . C14 . o2 . gp Method AAT/GAP 

Start 1286 End 1939 

GI 3766667 Score 457 



58955 



Exons 


1286 . . 1401, 


1495 . . 1548. 


1827 . . 


1939 






Seq. No. 


58686 






Seq. ID 


OJ00Q210_20.0419 


.C14 


Gene No. 


122509 






Strand 






Start 


444 






End 


2566 




Name 


OJ000210 20. 


0419. C14 ol 


. an 


Method 


AAT/GAP ' 




Start 


1288 ~~ 




End 


1934 




GI 


3766667 






Score 


466 




Exons 


1288 . .1401, 


1495. . 1548, 


1827 . . 


1934 






Seq. No. 


58686 






Seq. ID 


OJ000210_20.0419 


.C14 


Gene No. 


122509 






Strand 






Start 


444 






End 


2566 




Name 


OJ000210 20 . 


0419 C14 o3 


an 


Method 


AAT/GAP 




Start 


1824 ~~ 






End 


1937 




GI 


3766667 






Score 


174 




Exons 


1824 1937 












Seq. No. 


58687 






Seq. ID 


OJ000210 20.-0419 


.CIS 


Gene No. 


122510 






Strand 


+ ~~ 




Start 


1 






End 


2194 




Name 


OJ000210 20. 


0419.C15.o2. 


,np 


Method 


AAT/NAP 




Start 


1 






End 


1901 




GI 


7487137 






Score 


497 




Exons 


1..65, 1266. 


.1399, 1535. 


, . 1698, 


1833. . : 


1901 




GI Descrip. 


hypothetical 


protein TIE 


SB16.2C 


► - Arabidopsis thaliana 





gi|2832633|emb|CAA16762.1| (AL021711) putative protein 
[Arabidopsis thaliana] gi | 7268700 | emb | CAB78907 . 1 | (AL161550) 
putative protein [Arabidopsis thaliana] 



Seq. No. 58687 

Gene No. 122510 

Start 1 

Name OJ000210_20 . 04 19 . CIS . ol . gp 

Start 650 

GI 10719_1.R1084 

Exons 650; .671, 1266. .1399, 1535. 

GI Descrip. 1 2832633/emb | CAA16762 . 1 1 lv. 

[Arabidopsis thaliana] 1 



Seq. ID OJ000210_20 . 04 19 . CIS 
Strand + 
End 2194 
Method AAT/GAP 
End 2194 
Score 1099 
.1698, 1833. .2194 

0e-104 (AL021711) putative protein 



Seq. No. 58687 Seq. ID 

Gene No. 122510 Strand 

Start 1 End 

Name OJ0002iO__20 . 0419. C15 . o2 . gs * Method 

Start . 859 • . End. 

GI none Score 

Exons . 859.. 955, 1535.. 1698, 1779.. 1904 



OJ000210_20. 0419. CIS 
+ 

2194 
GENSCAN 
1904 . 
. 96 • 



Seq. No. 58687 Seq. ID 

Gene No. 122511 Strand 

Start 51 End 

Name OJ0002 10_20 . 04 19 . CIS . ol . gs Method 

Start 51 End 

GI none Score . 

Exons 51. .372'; ' 446.'. 621 



OJ000210_20. 0419. CIS 
621 

GENSCAN 
621 

.5 - 



Seq. No. 



58687 



Seq. ID OJ000210_20 . 04 19 . CIS 



58956 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No . 
Start 
Name 
Start ■ 
GI 

Exons 



122512 
2754 

OJ0002 10_20 . 04 1 9 . C15 . ol . tm - 

1248 

none 

1248.. 1400, 1264. .1401, 1267. 
1534. .1695, 1534. .1695, 1806. 
1835. .1924, 1837. .1911, 1994. 

58687 

122512 

2754 

OJ000210_20.0419.C15.ol.ts 

1263 

none 

12 63. .14 00,. 1263. .1400, 12 64. 
1806. .1904, 1832. .1900 



Strand 

End 3209 

Method TBLASTX: Maize 

End 2020 v - ' 

Score 148 
. 1398,. 1521. .1694, 1533. .1694, 
.1895,^' 1814. .1894, 1834. .1923, 
.2020 

Seq. ID OJ000210_20.0419.C15 
Strand 

End 3209 

Method TBLASTX: Soybean 

End 1904 

Score 100 

.1404, 1533.. 1694, 1534.. 1695, 



Seq." No. 58687 

Gene No. 122512 "* 

Start 2754 

Name OJ000210__20 . 0419 . C15 . o2 . tc 

Start 1264 

GI ' none 

Exons 1264.. 1401, 1266.. 1400 • 



Seq. ID OJ000210_20.0419.C15 
Strand 

End 3209 

Method TBLASTX : Cress 

End .1401 

Score 227 



Seq. No. 58687 

Gene No. 122512 

Start 2754 

Name OJ000210_20 . 0419 . C15 . ol . tc 

Start 1533 

GI none 

Exons 1533.. 1580, 1534.. 1572, 1569. 
1832. . 1894 



Seq. ID OJ000210_20.0419.C15 
Strand 

End 3209 

Method TBLASTX : Cress 

End 1895 

Score 60 

.1688, 1570. .1689, 1806.. 1895, 



Seq. No. 58687 

Gene No. 122512 

Start 2754 

Name OJ000210_20 . 0419 . C15 . o3 . gs 

Start 2754 

GI - none 

Exons 2754.. 3209 



Seq. ID OJ000210_20.0419.C15 
Strand 

End — ■ 3209 
Method • . GENSCAN 
End 3209 
Score .58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



58688 Seq. ID 

122513 ... Strand 

1 End • - 

OJ0002 10_20 . 04 19 . C17 . bl . np Method 
1 End 
7228438 .. Score 
1..423, 1942. .2040, 2125. .2535, 2627. 
3353.. 3535, 3693.. 3758, 5020.. 5322, 



OJ000210-_20.0419.C17 
+. ....... 

7100 
AAT/NAP 
5753 
3771 

. .2925, 3002. .3260, 
5493. .5753 



(AP001366) EST C28 952 (C62 94 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



58688 
122513 



Seq. -ID OJ000210_20.0419.C17 
Strand + 



58957 



Start 
Name 
Start 
GI 

Exons 



1 End 7100 

OJ000210_20 . 04 19 . C17 . ol . gs Method GENSCAN 

397 , End 4 608 

none Score .69 

397. .506, 715. .1010, 1448. .1598, 1704. .1950, 2125. .2347, 

2420.. 2535, 2627.. 2925, 3002.. 3129, 3187.. 3260, 3353.. 347* 

3505. .3602, 3849 .. 3979, '4043 .. 4312, 4448. .4608 



Seq. No. 58688 

Gene No. 122513 
Start • 1 

Name OJ000210_20 . 0419 . C17 . ol . gp 

Start 2753 

GI LIB34 75-007-P1-K1-G8 

Exons 2753..292S, 3002.. 3252 

GI Descrip. 1 5441880/dbj | BAA82378 . 1 | 5. 



Seq. ID OJ000210_20.0419.C17 

Strand + 

End • 7100 

Method AAT/GAP 

End 3252 

Score 797 

0e-75 (AP000367) EST C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposqn MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 58688 

Gene No. 122513 

Start 1 

Name OJ000210_20 . 04 19 . C17 . o2 . gs 

Start 4835 

GI none 
Exons 



Seq. ID OJ000210 20.0419.C17 



Strand 
End 

Method 

End 

Score 



+ 

7100 
GENSCAN 
6584 
. 12 



4835.-4837, 5020. .5178, 5774. .5863, 6462. .6584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. • No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



58688 
122513 
1 

OJ000210_20.0419.C17.o2.np 
6269 
5777617 

62 69. .6381, 64 60.. .6542, 6991. .7100 
(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ000210_20.0419.C17 

Strand + 

End 7100 

Method AAT/NAP 

End 7100 

Score 97 



OJ000210 20.0419.C17 



58688 . ' > 

122514 
6191 

OJ000210_20.0419.C17 .o2.gp 
6191 

7406JL.R1084 ■ 
6191. .6593 

? 1122315/emb|CAA'63901| 7.0e-10 (X94191) heat shock protein 17.0 
. [Pennisetum g-l-aucum] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



6593 
AAT/GAP 
6593 
649 



58689 
122515 
118 

OJ000210_20.0419.C18.ol.np 
118 

5777617 
118. .224 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ000210_20.0419.C18 
Strand 

End 224 

Method AAT/NAP 

End 224 

Score 90 



58689 
122516 



Seq. ID OJ000210_20.0419.C18 
Strand 



58958 



Start 


574 


End 


3096 




Name 


OJ000210 20 0419 C18.ol.as 


Method 


GENSCAN 




Start 


574 ~~ 


End 


3041 




GI 


none 


Score 


. 69 




Rxons 


574 " 1440 1530 1587. 2335 


3041 






Seq. No. 


58689 


Seq. ID 


OJ000210 20. 


0419. C18 


Gene No. 


122516 


Strand 






Start 


574 


End' 


3096 




Name 


OJ000210 20.0419.C18.o2.np 


Method 


AAT/NAP 




Start 


1563 


End 


3096 




GI 


7523488 


Score 


132 






1563.. 1674, 2102.. 2265, 2787., 


.3096 






QT Dpscrio 

\_J _L i—r V— ' O X, -1- k-> • 


(AP001633) hypothetical protein [Oryza 


sativa 1 




Seq. No. 


58689 


Seq. ID 


OJ000210 20. 


0419. C18 


Gene No. 


122517 


Strand 






Start 


3270 


End 


3378 




Name 


OJ000210 20.0419. C18.o3.np 


Method 


AAT/NAP 




Start 


3270 ■ • 


End 


3378 




GI 


5777617 


Score 


81 






3270. .3378 








CJT Dpscrin 


(AJ245900) CAA30375.1 protein 


. [Oryza sativa] 




Seq. No. 


58690 


Seq. ID 


OJ000210_20. 


0419. C19 


Gene No. 


122518 


Strand 






Start 


318 


' End 


346 




Name 


OJ000210 20.0419. C19.ol.gs 


Method 


GENSCAN 




Start 


318 


End v 


346 




GI 


none 


Score 


.45 




R von <=; 


318. .346 








Spa No 


58691 


Seq. ID 


OJ000210_20. 


0419 C20 


Qpnp Kfo 


122519 


Strand 


+ 




Start 


1 


End 


2495 




Name 


OJ000210 20.0419.C20.ol.gp 


Method 


AAT/GAP 




Start ' 


1 


End 


2389 




GI 


25 1.R1084 


Score 


1880 




R v o n 


1..293, 626. .824, 963. .1055, 


1177. .1305 


i, 1621.. 1674 


, 1773. .1850, 




1949. .2011, 2277. .2389 








VJ -i. i— ' ^ O »— ' J 


»2780746/dbj IBAA24364 | 0.0e+00 (AB005290) plastid RNA polymerase 




sigma factor [Oryza sativa] 1 








Seq. No. 


58691 


Seq. ID 


OJ000210_20. 


0419. C20 


UC11C 


.122519 


Strand 


+ 




Start 


1 


End 


2495 




Name 


OJ000210 20.0419.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2495 




GI 


2780746 


Score 


1525 




P. von s 


1..293, 626. .824, 963. .1055, 


1177. .1305 


i, 1621.. 1674 


, 1773. .1850, 




1949. .2011, 2277. .2495 








GI Descrip. 


(AB005290) plastid RNA polymerase sigma 


l factor [Oryza sativa] 


Seq; No. 


58691 


Seq. ID 


OJ000210_20. 


0419. C20 


Gene No. 


122519 


Strand 


+ 




Start 


1 


End 


2495 




Name 


OJ000210 20.0419.C20.ol.gs 


Method 


GENSCAN 





58959 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13 

none 

13. .293, 626. .824, 963. .1055, 
1949.. 2011, 2231.. 2320 

58691 

122519 

1 

OJ000210_20.0419.C20.o2.tm 

148 

none 

148. .210, 153. .293, 153. .290, 
623. .769 



End 2320 

Score .88 

1177. .1305, 1621. .1674, 



Seq. ID " OJ000210_20.0419.C20 

Strand + 

End 2495 

Method TBLASTX : Mai ze 

End * ' 770 

Score 169 

154. .294, 612. .770, 618. .764, 



Seq. No. 58691 
Gene No. 122519 
Start 1 

Name OJ000210_20 . 04 19 . C20 . ol . tc 

Start 15i ' • 

GI none 

Exons 151. .294, 621. .824, 623. .817, 

997. .1056, 1174. .1305, 1176.. 
1766. .1840, 1770. .1850, 1949. 
2276.. 2401 



Seq. ID OJ000210_20.0419.C20 

Strand + 

End 2495 

Method TBLASTX : Cress 

End 2401 

Score 88 

657. .824, 962. .1051, 993. .1055, 
1310, 1623.. 1673, 1624.. 1680, 
.2011, 2274.. 2390, 2276.. 2401,, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start *>- 
Name 
Start 
GI 

Exons 



58691 
.122519 
1 

OJ000210_20.0419.C20.ol.ts 

621 

none 

621. .824, 623. .826, 623. .817, 
1174. .1305, 1176. .1310, 1624. 
1770. .1850, 1949. .2011, 1966. 

■ 58691 

122519 : • f 

1 

OJ000210_20.0419.C20.o3.tm 

1004 

none 

1004. .1051, 1005. .1055, 1174. 
1276. . 1302 



Seq. ID OJ000210_20.0419.C20. * 1 

Strand + 

End 24 95 

Method TBLASTX : Soybean 

End 2390 

Score 222 

962. .1051, 993. .1055, 1160. .1267, 
.1680, 1638. .1679, 1766. .1840, 
.2001, 2273. .2386, 2274.. 2390 

Seq. ID OJ000210_20.0419.C20 

Strand + 

End * 24 95 

Method TBLASTX: Maize 

End 1302 

Score 94 

.1269, 1176. .1274, 1273. .1302, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



58691.. 
122519 
1 

OJ000210_20.0419.C20.ol.tm 

1620 

none 

1620. .1676, 1620. .1682, 1766. 
1950. .2012, 1951. .2013, 2274. 

58692 

122520 

1 

OJ000210_20.0419.C21.ol.np 



Seq. ID OJ000210_20.0419.C20 

Strand + 

End 24 95 

Method TBLASTX : Mai ze 

End 2342 

Score 81 

.1849, 1770. .1850, 1949. .2011, 
.2342, 2275. .2340, 2276. .2341 

Seq. ID OJ000210_20.0419.C21 

Strand + 

End 1135 

Method AAT/NAP 



58960 






O Lai t_ 


1 




End 


919 






PT 


6815097 




Score 


842 






----Exons 


1..20, 146. .919 














(AP001081) Similar to putative copia ] 


polyprotein (AC006248) 






f O T\7'7 2 Oaf"! TT3 1 

LUxryzd odLlvdJ 












Seq. No. 






oeq . l u 


r>~rnnn9in on 0.4 iq 
ujuuuziu zu.Ufiiy. 


no 1 
Lz 1 




Gene No. 


1 99 R9H ~ * 




Of y^riH 










1 




Hjiia. 


1 i 






Name 


n.Tnnn9in 9n 04iQ r9i ni 


. gs 




P.TTMQPaM 
oIjLNoL/tlIN 






Of v~ +- 


62 




End 


949 








none 




Score • 


.98 






D AUilo 


69 QzlQ 












Seq. No. 


JOD 3Z 




oeq . i u 


riTnnn9in on H41 q 
UJUUUzlU zu.U4iy. 


PO 1 
LZl 




Gene No. 


i 99R90 




O +- >~ -> r-x /-^ 

oLiana 


T 






O LaL L 


1 

J. 






1 1 J J 






Name 




f c 
. LS 




1 dLiAo 1 a . ooyoean 






Of -rf 


410 




End 


•772 • 








none 




Score 


197 






Cj L/ 1 i o 


A 1 H 7 7 9 
41U..//Z 












Seq. No. 


o o o y z 




O^a/^r T Pi 

oeq. id 


n inn no 1 n on n/11 q 
UJUUUzlU zu.U4iy. 


po 1 

Lz 1 




Gene No. 


1ZZ OzU 




Strand 


+ 






Of 3 v-f 

O Lai L. 


1 




Hjna 


1 IOC 

1 loo 






Name' 


mnnnoi n on n^iiQ roi /^i 

UJUUUzlU zU.U4l3.Lzl.01, 


. tin 


Method 


rpQT 7\ OTY • Ma -i ' r? ^ 

1 0 L1A0 1 a 1 Mai z e 






Of a v~f 


437 




End 


751 






p,t. 


none 




Score 


340 






Exons 


A ^7 7 R1 d "3Q 7 ^0 
4 J / . . / 01, 4 jy, . /DU 










W 


Seq. No. 


c; Q £ QO 

d o o yz 




Seq. ID 


OJ000210_20.0419. 


PO 1 
Lz 1 




Gene No. 


1 9 9 R 9 n 
IZZjZU 




Strand 


+ 






Of art 
O Lai L 


1 




End 


1135 






NaFQe 


n"rnnn9in on n^i q roi r^o 

UJUUUzlU ZU.U4l3.Lzl.OZ, 


.tm 


Method 


TBLASTX: Maize 






OLalL 


751 




End 


1135 








none 




Score 


72 






Exons 


TCI Q 1 £ TCO Q 1 /! Q 7 1 
/ D 1 . . 0 1 O , / jZ . . Ol4 , O/l. 


,.1083, 873. .1085, 875. .1087, 881 


1 1 oc 
. . . 1 1 0 D 


■— 

1 . 5 


Seq. No. 


o o oy j 




Seq. ID 


OJ000210_20.0419. 


COO 
Lz Z 


^ : =T 


Gene No. 


19 9^91 
1ZZDZ1 




Strand 


+ 




^ "sr 


OLdl L 


^ n n £ 




End 


3686 






Name 


n-rnnnoin on nyiio poo ^o 
UJUUUzlU z U . U4 l y . LZZ . Oz . 


.gs 


Method 


GENSCAN 






Of 3 f- 

OLdlL 


'3006 




End 


3686 








none 




Score 


.71 






Exons 


3006. .3.4.70, .3476, .3686 












Seq. No. 


58693 




Seq. ID 


OJ000210_20.0419. 


poo 

LZZ 




.Gene No. 


122522 




' Strand 








Of a -*~f 
OLdlL 


911 




End 


3908 






Name 


OJ000210 20.0419.C22.ol. 


gs 


Method 


GENSCAN 








911 




End 


2637 






GI 


none 




Score 


.75 






Exons 


911. .993, 1508. .1793, 1972. 


.2637 








Seq. No. 


58693 




Seq. ID 


OJ000210_20.0419. 


C22 




Gene No. 


122522 




Strand 








Start 


911 




End 


3908 





58961 



Name OJ000210_20 . 0419 . C22 . ol . np Method AAT/NAP 

Start 1497 End 3908 

GI 5295948 Score 159 

Exons 1497.. 1841,. 1911.. 2097, 2381.. 2460, 2491.. 2697, 3884.';3'908 

GI Descrip. (AB026295) hypothetical protein [Oryza ''sativa] 



Seq. No. 58694 Seq. ID OJ000210 

Gene No. 122523 Strand + 

Start 3928 End 4300 

Name OJ000210_20 . 04 19 . C23 . ol . gp Method AAT/GAP 

Start 3928 End 4300 

GI 4338_1.R1084 - Score ■ 582 

Exons 3928.. 3986, 4014.. 4300 

GI Descrip. ■ 49594 60/gb I AF126053 . 1 | AF126053 7.0e-10 
binding protein mRNA, complete cds 1 



20.0419.C23 



Zea mays RACB small GTP 





Seq. No. 


58694 




Seq. ID 


OJ000210_20 . 0419 . C23. 




Gene No . 


122524 




Strand 


+ 




Start 


7277 




End 


-9273 




Name 


OJ000210 20.0419.G23.o2 


.gs 


Method 


GENSCAN 




Start 


7277 




End 


9273 




GI 


none 




Score 


.48 




• Exons 


7277. .7513, 7988. .8104, 


8484 


..8641, 8 


778. .8869, 9197. .9273 


%4 


Seq. No. 


■ 58694 




Seq. .ID 


OJ0t)0210_20.0419.C23 




Gene No . " 


122525 




Strand 




V = 


Start 


4754 




End 


7943 




Name 


OJ000210 20.0419.C23..ol 


.np 


Method - 


AAT/NAP 


f!i 


Start 


4754 




End 


7943 




GI 


7486008 




Score 


257 




Exons 


4754. .4900, 5367. .5800, 


6778 


..6864, 6968. .7011, 7121. .7178, 


?! = 




7842. .7943 










GI Descrip. 


hypothetical protein F22O6.230 - Arabidopsis thaliana 






gi | 4 88 6288 | emb | CAB4 34 4 6 


.11 (AL050300) 


putative protein 


f .n 

~ : -| 




[Arabidopsis thaliana] 










Seq. No. 


58694 




Seq. ID 


OJ000210_20.0419.C23 




Gene No. 


122526 




Strand" 






Start 


9698 




End 


9781 




Name 


OJ000210 20.0419.C23.o2 


.np 


Method 


AAT/NAP 




Start 


9698 




End 


9781 




GI 


5852084 




Score 


74 




Exons 


9698. .9781 










GI Descrip. 


: (AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


58694 




Seq. ID 


OJ000210_20.0419.C23 




Gene No. 


122527 




Strand 






Start 


10360 




End 


11013 




Name 


OJ000210 20.0419.C23.ol 


,tm. 


Method 


TBLASTX: Maize 




Start 


6783 




End 


7725 




GI 


none 




Score 


83 




Exons 


6783. .6872, 6787. .6852, 


6934 


..7011, 6< 


957. .7040, 6957. .7013, 






6968. .7045, 7107. .7178, 


7107 


..7178, 7150. .7233, 7298. .7402, 






7299.. 7403, 7518.. 7544, 


7675 


. .7725 






Seq. No. 


58694 




Seq. ID 


OJ000210_20.0419.C23 




Gene No. 


122527 




Strand 





58962 



Start 
Name 
Start 
GI 

Exons 



10360 End - 

OJ000210_20.0419.C23.ol. ts. Method 

6971 End 

none Score 



11013 

TBLASTX : Soybean 

7562 • 

58 



6971.. 7045, 6978.. 7040, 7107.. 7178, 7150.. 7179, 7298.. 7402, 
7299.. 7403, 7518.. 7562 



Seq. No. 58694 Seq. ID 

Gene No. 122527 *- Strand 

Start 10360 End 

Name OJ000210_20 . 04 19 . C23 . o3 . gs Method 

Start 10360 End 

GI none Score 

Exons 10360. . 10449, 10972.. 11013 

Seq. No. 58695 Seq. ID 

Gene No. 122528 Strand 

Start 1007 End 

Name . .... . •OJ000210_20 . 0419.C24 . ol . gs Method 

Start 1007 , End 

GI ■ none Score 

Exons 1007.. 1234 



OJ000210_20.0419.C23 

11013 
GENSCAN 
11013 
.92 • 



OJ000210_20.0419.C24 
+ 

1234 
GENSCAN 
1234 
.46 



Seq. No. 58696 Seq, ID 

Gene No. 122529 Strand 

Start 23 End ' 

Name OJ000210_20 . 04 19 . C25 . ol . gs - Method 

Start 23 End 

GI none Score 

Exons 23.. 77, 173.. 408 

Seq. No. 58697 Seq. ID 

Gene No. 122530 Strand 

Start 107 6 End 

Name 0 JO 0021 0_2 0.0419.C26.ol.gp Me t hod 

Start ■ 107 6 - End 

GI 426253 . ■ Score 

Exons 107 6. .1364 



OJ000210_20.0419.C25 
+ 

408 

GENSCAN 

408 

.87 



OJ000210_20.0419.C26 

1364 
AAT/GAP 
1364 
522 



Seq. No. 58698 Seq. ID 

Gene No. 122531 Strand 

Start 19 End 

Name OJ000210_20 . 04 19 . C28 . ol . gs Method 

Start - 19 End - 
GI . . none ... , Score 

Exons 19.. 193, 694 .. 902 



OJ000210_20.0419.C28 
+ 

902 

GENSCAN 

90'2 

.86 



OJ000210 20.0419.C31 



Seq. No. 58699 • . Seq. ID 

Gene No. 122532 Strand 

Start - 1 End 947 

Name OJ000210_20 . 04 19 . C31 . ol . np Method AAT/NAP 

Start 1 End 947 

GI 6815097 Score 809 

Exons 1..196, 311.. 947*' 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



58963 






O C • INU • 


58700 




OJ000210 20 0419 C32 




Gene No. 


122533 


Strand 






Start 


1 


End 


1570 




Name 


OJ000210 20.0419.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1570 




'GI 


6815097 


Score 


369 




uAUl 1 0 


1..724, 1498. .1570 








Oil Hpqrr i n 


(AP001081) Similar to putative copia polyprotein (AC006248) 






r Pv \T T Caf" 1 1 

[\JLy £.0. adLiVdJ 








Seq. No. 


58701 


Seq. ID 


OJ000210__20.0419.C33 




Gene No. 


122534 


Strand 


+ 




Start 


119 

-L -L Z/ 


FnH 


9 69 




Name 


n.7nnn9in ?n n4i9 p**? oi 


Mo \~ W r\r\ 
L v Jtr Uf 1UU 


PFNI^PANT 

Hi V* O ^rtLN 




Start 


1 1 Q _ 
J- J- -? 


FnH 


U _7 




GI 


none 


Score 


4 7 




F, vnn q 


J.J.-7. . ^. U _? 








Seq. No. 


58702 


Seq. ID 


OJ000210_20.0419.C35 




Gene No. 


122535 


"'Strand 






Start 


1 
j. 


FnH 


6fi 6 




Name 


OTfinn9in 0C\ H41 Q P"3R a1 rcr\ 

uuuuuziu ^u.uiiy.Ljj.oi.gp 


T\A /~\ -f"~ V"\ r~\ 


t\ n ti /pap 




Start 


1 


ijiia 


DOO 






9 "31 1 64 4 


Score 


4 7 6 


r.j™ 


Exons 

J-J *\ 1 lu 


i .-inn 9 6 6 : "3^4 r i r 6 a 6 






e: = 

\ y 


Seq. No. 


JO / uz 


c fln t n 

oeq . ±u 


oTnnn9in on c\a*\q p^r 

UUUUUZ1U ZU • 1 t L JJ 




Gene No. 


122535 


Strand 






Start 


1 


End 


686 




Name 


0.700091 O 90 041Q PTR nl rrc; 


Method 


GENSCAN 




Start 


6R ~~ 


End 


613 


?i 5 


GI 


none 


Score 


.7 






6R inn 966 ?^4 ri r £i ^ 








O C ^ • INU • 


JO / UJ 


Seq. ID 


OJ000210 20.0419.C36 


'"■'■■i 


Gene' No. 


1 99R^6 


Strand 


+ 




Start . 


■ 91 ^4 

c. L 3 *± 


End 


3076 




Name 


OJ000210 20.0419.C36.ol.np . 


Method 


AAT/NAP 




Start 


2134 


End 


3076 


N 


GI 


6799R4 6 


Score 


235 


1 -i 


F.v on c; 


91^4 94RR 97nfi ^n76 








VJ J- w O — . — - K-/ « 


\t\Li±j£.yf i) pucaLive proiein 


[Arabidopsis thaliana] 




Q/d/-y Ma 

O C • IN \ J . 


58703 


Seq. ID 


' OJ000210_20.0419.C36 






12.2537 


. Strand . 






Start 


3125 


End 


3600 




Name 


OJ000210 20.0419.C36.ol.tm 


Method 


TBLASTX: Maize 




Start 


2609 


End 


3166 




GI 


none 


Score 


106 




F von c; 


2609. .2713, 2610. .2714, 2610 


..2720, 2720. .2932, 2721. .3011, 






2736. .2966, 2737. .2979, 2943 


..3053, 3025. .3063, 3051. .3101, 






3054. .3101, 3104. .3160, 3122 


. .3166 






Seq. No. 


58703 


Seq. ID 


OJ000210_20.0419.C36 




Gene No. 


122537 


Strand 






Start 


3125 


End 


3600 




Name 


OJ000210 20.0419.C36.ol.tc 


Method 


TBLASTX: Cress 



58964 






Cf art 


27 62 








End 


2945 






OX 


none 








Score 


261 








2762 2929 


2763 


2945 












Seq. No. 


58703 








Seq. ID 


OJ000210_20.0419 


.C36 




Gene No. 


122537 








Strand 








O L. Cli L- 


3125 








End 


3600 * 






LN dlLlC 


OJ000210 20 


0419 


. C36 . ol, 


. ts 


Method 


TBLASTX : Soybean 






OLdl L 


27 62 ™~ 








End 


3017 








none 








Score 


261 








2762 2860. 


2763 


. .2945, 


2763 


..2963, 2976. .3017 






Seq. No. 


58703 








Seq; ID 


OJ000210_20.0419 


.C36 




Gene No. 


122537 








Strand 


- 






Start 


3125 








End 


3600 ■ 






IN dine 


0,7000910 20 


0419 


. C36 . ol . 


. tw 


Method 


TBLASTX: Wheat 






O Lai L 


27 65 ~~ 








End 


2950 








none 








Score 


277 ' 








2765 2932 


2766 


. .2945, 


2801 


. .2950 








Seq. No. 


58703 








Seq. ID 


OJ000210_20.0419 


.C36 




Gene No. 


122537 








Strand 


- 






Start 


3125 








End 


3600 






Mama 


O.T000210 20 


0419 


T36 ol 


nr\ 


.Method 


AAT/GAP 




■ S 


O L.OI L 


3125"- ~~ 








End 


3600 




- 


\J X 










Score 


920 




i y 




312S 3600 














^ : =? 


Seq. No. 


58704 








Seq. ID 


OJ000210_20.0419 


.C37 




Gene No. 


122538 








Strand 


- 




• ii 


Start 


1426 








End 


2039 






Name 


OJ000210 20 


0419 


. C37 . ol , 


1 y & 


Method 


GENSCAN 






o l. a x u 


1426 _ 








End 


2039 






O X 


none 








Score 


.97 




« : =r 
S: j 




1-4 2 6 17 7 6 


1881 


. .2039 












O C ^ • LN • 


58705 








Seq. ID 


OJ000210_20.0419 


. C38 




Gene No. 


122539 








Strand 


+ 






Start 


16 








End 


1807 






Name 


OJ000210 20 


0419 


.C38.ol. 


■ y ° 


Method 


GENSCAN 






^r a rt 

O Lai L 


16 ~ 








End 


1807 






GI 


none 








Score 


.51 








16 118 135 


..413, 561.. 


, 659, 


734 . .849, 


883. .980, 1372.. 


1564 , 






J 703 1 R07 
















OfcJLJ • LNW . 










Seq. ID 


OJ000210_20.0419 






Gene No. 


122540 








Strand 


+ 






Start 


1744 








End 


1895 






Name 


OJ000210 20. 


0419 


.C38.ol. 


■ gp 


Method 


AAT/GAP 






Start 


1744 








End 


1895 






GI 


7406 1.R1084 








Score 


180 






Exons 


1744. .1895 















GI Descrip. ' 1122315/emb I CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 

[Pennisetum giaucum] 1 , 7 

Seq. No. 58705 Seq. ID OJ000210_20 . 04 19 . C38 

Gene No. 122541 Strand + 



58965 



Start 2344 End 2409 

Name OJ000210_20 . 04 19 . C38 . o2 . np Method AAT/NAP 

Start 2344 End 2409 

GI 7228442 ■ Score 114 

Exons 2344.. 2409 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolqg. (AC003981) [Oryza sativa] 



Seq. No. 58705 

Gene No. 122542 

Start 1 

Name 0 JO 0 0 2 1 0_2 0 . 0 4 1 9 . C 38 . o 1 . np 

Start 1 

GI 3153821 

Exons 1..311, 847. .949, 1400. .1549, 
GI Descrip. 



OJ000210 20.0419.C38 



Seq. ID 
Strand 

End 2409 
Method AAT/NAP 
End 2409 • 

Score 115 
2388. .2409 

(AF062655) plenty-of-prolines-101 ; POP101; SH3-philo-protein 
[Mus musculus] 



Seq. No. 58706 Seq. ID 

Gene No. 122543 Strand 

Start 924 End 

Name OJ000210_20 . 0419. C39 . ol . gs Method 

Start 924 End 

GI none Score 
Exons . 924.. 1113 



OJ000210_20.0419.C39 

1113 
GENSCAN 
1113 ' 
v.93 . 



Seq. No. 


58707 






Seq. ID 


OJ000210_ 


_20.0419.C40 


Gene No. 


122544 






Strand 


+ 




Start 


47- 






End 


3965 




Name 


OJ000210 20. 


0419.C40.ol. 


gs 


Method 


GENSCAN 




Start 


47 






End 


3965 




GI 


none 






Score 


.69 




Exons 


47. .548, 754 


..1005, 1776. .1811, 2048.. 


,2194, 3885 


.,.'3965 


Seq. No. 


58707 






Seq. ID 


OJ000210_ 


20.0419.C40 


Gene No. 


' 122545 






Strand 


+ 




Start 


9245 






End 


9634 




Name 


OJ000210 20. 


0419.C40.ol. 


gp 


Method 


AAT/GAP 




Start 


9245 






End 


9634 




GI 


none 






Score 


780 




Exons 


9245. .9634 












Seq. No. 


58707 






Seq. ID- 


OJ000210_ 


20.0419.C40 


Gene No. 


.12254.6 - . . 






.Strand . 






Start 


4954 






End 


10885 




Name 


OJ000210 20. 


0419.C40.o2. 


gs 


Method 


GENSCAN 




Start 


4954 






End 


10849 




GI 


none 






Score 


.69 




Exons 


4954. .5421, 


5489. .5679, 


6*060. . 


,6168, 7442. .7598, 


7680. .7854, 




8298. .8433, 


8749. .9201, 


9312. . 


,9453, 9458.. 10195, 


10272. .108- 


Seq. No. 


58707 






Seq. ID 


OJ000210_ 


20.0419.C40 


Gene No. 


122546 






Strand 






Start 


4954 






End 


10885 




Name 


OJ000210 20. 


0419.C40.ol. 


np 


Method 


AAT/NAP 




Start 


9487 






End 


10849 





58966 



GI 7487490 - Score 597 

Exons 9487.. 9930, 9967.. 10195, 10241.. 10849 

GI'Descrip. hypothetical protein T27I1.4 - Arabidopsis thaliana 

giT3540181|gb|AAC34331.1| (AC004122) Unknown protein 

[Arabidopsis thaliana] 



Seq. No. 58707 

Gene No. 122546 
Start ' 4954 

Name O JO 0 02T0_2 0.0419.C40.o2.tc 

Start 9523 

GI none 

Exons 9523.. 9714, 9605.. 9706 

Seq. No. 58707 

Gene No. 122546 

Start 4954 

Name OJ0002 10_20 . 04 19 . C4 0 . ol . ts 

Start 10340 

GI none 

Exons 10340. .10435, 1034 1 .. 10436, 
10541. .10756, 10608. .10757, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_20.0419.C40 
10885 

TBLASTX: Cress 

9714 

96 



Seq. ID OJ000210_20.0419.C40 
Strand 

End 10885 

Method TBLASTX : Soybean 

End 10885 

Score • 69 
10427. . 10540, 10434. .10517, 
10790. .10885 



OJ000210 20.0419.C40 



Seq.- No. 58707 Seq. ID 

Gene No. 122546 : Stramd - - 

Start 4954 End 10885 

Name OJ000210_20 . 04 1 9 . C40 . ol . tc Method " TBLASTX : Cress 

Start 10436 End 10849 

GI none Score 59 

Exons 10436. . 10540, 10437 .. 10541, 1054 1 .. 10756, 10545 10757 , 
10763. . 10849 



Seq. No. 58708 

Gene No. 122547 

Start 88 

Name OJ000210_20 . 0419 .C4 1 . ol . gs 

Start 88 

GI none 

Exons 88. .504 . . 



Seq. ID OJ000210_20.0419.C41 

Strand + 

End 504 

Method GENSCAN 

End 504 

Score .97 



Seq. No. 58708 

Gene No. 122548 

Start 1164 

■ Name OJ0002'10_20 .0419. C'41 . o2 . gs 

Start . . 1164 

GI none 

Exons 1164.. 1227/ 1460. .1518, 1628. 

Seq. No. 58708 

Gene No. 122548 

Start 1164 

Name O J 0 0 0 2 1 0_2 0.0419.C41.ol.gp 

Start 1460 

GI .none 

Exons ' 14 60. . 1805 



Seq. ID OJ000210_20.0419.C41 
Strand 

1805 
GENSCAN 
i69.9 
.79 



End 

.Method 
End : 
Score 
1699 



Seq. ID OJ000210_20.0419.C41 
Strand 

End 1805 

Method AAT/GAP 

End 180.5 

Score 628 



Seq. No. 



58709 



Seq. ID OJ000210 20.0419.C46 



58967 



Gene No. 122549 Strand + 

Start 450 ... End 632 

Name OJ000210_20 . 0419 . C4 6 . ol . gs Method " GENS CAN 

Start 450 \ End 632 

GI none - Score .58 

Exons 450. . 632 



Seq. No. 58709 

Gene No. 122550 

Start 1 

Name OJ000210_20 . 04 19 . C4 6 . ol . np 

Start 1 

GI 7340909 

Exons 1. .207 

GI Descrip. (AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ000210_20.0419.C46 
Strand 

End 207 

Method AAT/NAP 

End 207 

Score 100 



Seq. No. 58710 
Gene No. '■ 122551 

Start 855 

Name OJ000210_20 . 04 19 . C52 . ol . gs 

Start 855 

GI none 

Exons 855.. 1010 



Seq. ID OJ000210_20.0419.C52 
Strand 

End 1010 

Method GENSCAN 

End 1010 

Score .63 



: • j: 



Seq. No. 58711 

Gene No. 122552 

Start 495 

Name OJ000210_20. 0419.C53.pl. gs 

Start 4 95 

GI none 

Exons 495.. 652, 790.. 913 



Seq. ID OJ000210_20.0419.C53 
Strand 

End 913 

Method GENSCAN 

End 913 

Score .87 



3 


Seq. No. 


58712 


Seq. ID 


OJ000210_20 


.0419 


.C57 


Gene No. 


122553 


Strand 










Start 


1 


End 


1044 








Name 


OJ000210 20.0419.C57..ol.np 


Method 


AAT/NAP 








Start ■ 


1 


End 


521 






'- • 3 


. GI 


6682620 


Score 


235 






- -a- 


Exons 


1. .521 • 










' . " 


GI Descrip. 


(AC016163) unknown protein 


[Arabidopsis thaliana] 








Seq. No. 


58712 


Seq. ID 


OJ000210_20 


.0419 


.C57 




Gene No. 


122553 


Strand 










Start 


1 


End 


1-04 4 ■ 








Name 


OJ000210 .20. 04.19. C57.ol.gs 


Method . 


GENSCAN . 








Start 


28 


End 


1044 








GI 


none 


Score 


.5 








Exons 


28. ,401, 979. .1044 












Seq. No. 


58713 


Seq. ID 


OJ000210_20 


.0419 


.C64 




Gene No. 


122554 


Strand 










Start 


434 


End 


642 








Name 


OJ000210 20.0419.C64 .ol.gs 


Method 


GENSCAN . 








Start 


. 434 


End 


642 








GI 


none 


Score 


.43 








Exons 


434. . 642 











58968 





Sea. No. 


58714 




Sea. ID 


OJ000210 20.0419.C65 




Gene No. 


122555 




Strand 






Start 


1 




End- 


1560 




Name 


OJ000210 20.0419.C65.ol 


,-np 


Method 


AAT/NAP 




Start 


1 • • 




End 


1560 




GI 


6539553 




Score 


2130 




Exons 


1..60, 311. .1560' 












(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 






(D85597) [Oryza sativa] 


gil 6539590 | db j IBAA88206.1 | (AP000837) 






Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 






[Oryza sativa] 










. Seq. No. 


58714 




Seq. ID 


OJ000210 20 0419 C65 




Gene No. 


122555 










Start 


1 




End 


1560 




Name 


OJ000210 20-. 0419 C65 ol 


t s 








Start 


319 ~~ 




End 


655 




GI 


•n on o 




otuic 


QR 




Exons 


319.. 414, 431. .655, 477 


. .647 








Seq. No. 


58714 




O • 1 u 


OJ000210 20 0419 C65 




Gene No. 


X ^ ~J ~J -J 




JLl C11HJ 






Start 


1 

J. 




Hii 


1 560 


3 . a 


Name 


n,Tono?in ?n 04iQ r^s oi 


1- w 


Lit. U 1 HJ (J. 


TRT.A9TX • Wh^^-h 




Start 


4 31 ~~ 

*a .J J. 




End 


7 Q Q 




GI 


nunc • . 




9 r*o Y~G± 


-7 U 




Exons 


431. .577, 442. .588, 468. 


. .575, 


551. .799 


, 566. .799 


?'~ 


Seq; No. 


58714 




Spa TD 


OJ000210 20 0419 C65 


ijj 


Gene No. 


1225 5 5 




Q+- rsnH 




v3 


Start 






End 


1 S60 

X J \J \J 


- ; z 


Name 




• LIU 


Mot" hnH 


TRT.ASTY * Ma -i 70 

1 DijriO 1 /\ . L J Cl X ^. c 


: : : 


Start 


4 4 3 

4*1 J 




PnH 


Of/ 


- 


GI 


n on ^ 




Q O o y*e» 


ft 3 




Exons 


443. .877, 468. .668 










Seq. No. 


5R7 1 4 




OC^i J. LJ 


o.Tnon?in -?n ri4iQ r^R 




Gene No. 


1 9255 5 




C -j- -j n f-J 






Start 


1 

X 




i\_i 


1 sfin 

1 JOU 




Name 


0,1000210 90 04*iq r^s ni 


. gs 


IMC i_llvjv-l 


vjHi LN O V^rtlN 




Start 


4 ft Q _ 

*i O -/ 




PnH 
LOU. 


1 37R 




GI 


none 




Score 


.71 




Exons 


489. .1378 










.Seq. No. 


5.871.4 




Seq. ID 


OJ00Q21-0_20..0419.C65 . 




Gene No. 


122555 




Strand 






Start 


1 




End 


1560 




■ Name 


OJ000210 20.0419.C65.o2. 


,ts • 


Method • 


TBLASTX,: Soybean 




Start 


665 




End 


1051 




GI 


none 




Score 


88 




P von s 


665. .913, 896. .1051 










Seq. No. 


58714 




Seq. ID 


OJ000210_20.0419."C65 




Gene No. 


122555 ' ' 




Strand 






Start 


1 




End 


1560 




Name 


OJ000210 20.0419.C65.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1078 




End 


1400 



58969 




\J J. 


none 


Score 


395 




Exoris 


107ft 107Q 1 'HQ^ 1 080 


.1373, 1146. .1400 




Can Nn 


JO / 1 J < -. . 


Seq. ID 


OJ000210_20.0419 


• \^ O J 


Gene No. 


122556 


Strand 


+ 




Start 


66 


End 


317 




Name 


OJ000210 20.0419.C69.ol.np 


Method 


AAT/NAP 




O tCll L 


66 


End . 


317 




O J. 


7106513 


Score 


148 




XT von Q 


66. .109, 209. .317 








(~l T Hf^ crri o 


(AP001278) hypothetical protein [Oryza 


oaf 1 ufl I 

o a i — l va j 




Seq. No. 


58715 


Seq. ID 


OJ000210_20.0419 


.C69 


Gene No. 


122557 


Strand 


- 




q+- 


120 


End 


387 




IN dllltr 


OJ000210 20.0419.C69.ol.gs 


Method 


GENSCAN 




O Lai L. 


120 


End 


387 






none 


Score 


.56 




tT von q 


120. .387 








OCLJt 1N(J • 


58716 


Seq. ID 


OJ000210_20.0419 


P70 


flf^no -Mo 


122558 


Strand 






Start 


1 


End 


1457 




Name 


OJ000210 20.0419'.C70.ol.np 


Method 


AAT/NAP 






1 


End 


1457 




(ZT 


7106512 


Score 


774 




XT' v o 
Hi aUI lb 


1..152, 786. .1457 










faDfini97Q^ CQT COQ A 0 Q { V \ 
[HrUUJ.i / O J CiOl \^JO H £ ¥ \ Cj U 1 J O ) 


corresponds to a region of 


L lie 




predicted gene.; hypothetical 


protein ■ 


[Oryza sativa] 




Seq. No. 


58716 


Seq. ID 


OJ000210_20.0419 


.C70 


Gene No. 


122558 


Strand 






Start 


1 


End 


1457 




Name 


OJ000210 20.0419.C70.ol.gs 


Method 


GENSCAN 






16 


End 


1366 






. none 


Score 


.73 




R von ^ 


16. .151, 873. .1366 








Seq. No. 


58717 


Seq. ID 


OJ000310_28.0419 


.C4 


Gene No. 


122559 


Strand 


+ 




q+- a -r+- 


342 


End 


466 




Name 


OJ000310 28.0419.C4.ol.gs 


Method 


GENSCAN 




Of- a V-+- 
uLoI L 


342 


End 


466 






• none 


Score 


.9 




Exons 


.342. .466 








oeq . ino . 


58717 


Seq. ID 


OJ000310_28.0419 


n a 


Gene No. 


122560 


Strand 


+ 




Start 


1635 


End 


1776 . 




Name 


OJ000310 28.0419.C4.ol.gp 


Method 


AAT/GAP 




Start 


1635 


End 


1776 




GI 


16912 1.R1084 


Score 


231 




Exons 


1635.. 1776 









GI Descrip. ■ 24 97883/sp | Q40633 | MT1_0RYSA 2.0e-18 METALLOTHIONEIN-LIKE 

PROTEIN TYPE 1 >gi_1362174_pir S57768 metallothionein-like 

protein - rice >gi_687638 (U18404) rtietallothionein-like protein 
[Oryza sativa] >gi_1815626 (U43529) metallothionein-like type 1 



58970 



[Oryza sativa] >gi_4097154_gb_AAD1037 6 . 1_ (U46159) type 1 rice 
metallothionein-like gene; Method: conceptual translation 
supplied by author. 1 



OJ000310_28.0419.C5 
+ 

87 

AAT/NAP 

87 

135 



Seq. No. 58718 Seq. ID 

Gene No. 122561 Strand 

Start 1 End 

Name OJ000310_28. 0419.C5.ol.np Method 

Start 1- - End 

GI 2497883 Score 

Exons 1..87 : 

GI Descrip. METALLOTHIONEIN-LIKE PROTEIN TYPE 1 gi | 1362174 | pir | | S577 68 
metallothionein-like protein - rice gi 1687638 (U18404) 
metallothionein-like protein [Oryza sativa] gi 11815626 (U43529) 
metallothionein-like type 1 [Oryza sativa] 
gi|4097154|gb|AAD10376.1| (U46159) type 1 rice 
metallothionein-like gene; Method: conceptual translation 
supplied by author. [Oryza sativa] 



Seq: No^. 58718 Seq'.' ' ID 

Gene No. 122562 Strand 

Start 1113 End 

Name OJ000310_28 . 0419.C5 .ol .gs Method 

Start 1113 End 

GI none Score 

Exons 1113.. 1268 



OJ000310_28-.0419.C5 
+ 

1268 
GENSCAN 
1268 
.86 



Seq. No. 58718 Seq. ID 

Gene No. 122563 Strand 

Start 2088 ' End 

Name OJ000310_28 . 04 19 . C5 . o2 . gs Method 

Start 2088 End 

GI none Score 

Exons 2088.. 2167, 2253. .2287 



OJ000310_28.0419.C5 
+ 

2287 
GENSCAN 
2287 
.47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58718 

122564 

1 

OJ000310_28.0419.C5.o 
1 

16912_1.R1084 
1. .378 

, 2497883/sp|Q40633|MT 
PROTEIN TYPE' 1 >gi_13 
protein -. rice >gi_68 
[Oryza sativa] >gi_18 
[Oryza sativa] >gi_40 
metallothionein-like 
supplied by author. 1 



l.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310__28.0419.C5 
378 

AAT/GAP 

378 

739 



l_ORYSA 2.0e-18 METALLOTHIONEIN-LIKE 

62174_pir S57768 metallothionein-like 

7638 (U18404) metallothionein-like protein 
15626 (U43529) metallothionein-like type 1 
97154_gb_AAD1037 6. 1_ (U46159) type 1 rice 
gene; Method: conceptual translation 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58719 Seq. ID 

122565 Strand 

444 End 

OJ000310_28 . 04 19 . C7 . ol . gs Method 

444 End 

none Score 

444. .867, 1350. .1640, 1995. .2145 



OJ000310_28.0419.C7 
+ 

2155 

GENSCAN ' 

2145 

.69 



58971 



Seq. No. 58719 

Gene No. 122565 

Start .444 

Name OJ000310_28 . 0419 . C7 . ol . np 

Start 452 

GI 4234846 

Exons 452.. 612, 655.. 2155 

GI Descrip. (AF082130) gag-pol polyprotein [Zea mays] 



Seq. ID OJ000310_28.0419.C7 
Strand + 

2155 
AAT/NAP 
2155 
1307 



End 

Method 
End 
'Score 



Seq. No. 58719 

Gene No. 122565 

Start 444 

Name OJ000310_28 . 0419 .C7 . ol . tm 

Start 544 

GI none 
Exons 



Seq. ID OJ000310_28.0419.C7 

Strand + 

End 2155 

Method TBLASTX : Mai ze 

End 14 93 

Score 339 



544. .930, 545... 922, 751.'. 924, .918. .1112, 922. .1122, 1031. .1135, 
1207. .1296, 1236. .1277, 1401. .1451, 1401. .1493 



Seq. No. * 58719 

Gene No. 122565 

Start 444 

Name OJ000310_28 . 0419 . C7 . ol . ts 

Start 1771 

GI none 

Exons 1771.. 2151, 1782.. 1988 



Seq. ID OJ000310_28.0419.C7 

Strand + 

End 2155 

Method TBLASTX : Soybean 

End 2-151 

Score 311 



Seq. No. 58719 

Gene No. 122565 

Start 444 

Name OJ000310_28 . 0419 . C7 . ol . tw 

Start 1930 

GI none 

Exons 1930.. 2154, 1954.. 2154 



Seq. ID OJ000310_28.0419.C7 

Strand + 

End 2155 

Method TBLASTX : Wheat 

End 2154 

Score 223 



r — 



Seq. No. 58720 

Gene No. 122566 

Start 1 

Name OJ000310_28 . 0419 . C8 . ol . np 

Start 1 

GI 4234854 

Exons 1..2150 

GI Descrip. (AF082134) pol polyprotein [Zea mays] 



Seq. ID OJ000310_28.0419.C8 
Strand' + 

9048 
AAT/NAP 
2150 
2320 



End 

Method 

End 

Score 



Seq.- No. 58720 

Gene No. 122566 

Start 1 

Name OJ000310_28 . 0419 . C8 . ol . gs 

Start 191 

GI none 

Exons 191. .481, 488. .734, 858. .1054 



Seq. ID OJ000310_28. 04,19. C8 

Strand " '+ 

End 9048 

Method GEN SCAN ■ 

End 1054 

Score .71 - 



Seq. No. 58720 

Gene No. 122566 

Start 1 

Name OJ000310_28 . 04 19 . C8 . ol . ts 

Start 641 



Seq. ID OJ000310_28.0419.C8 

Strand + 

End 9048 

Method TBLASTX : Soybean 

End 1077 



58972 



GI 


5509260 






Exons 


641. .. 997, 


730. . 1002, 


1033 


GI Deserip. 








Seq. No. 


58720 


* ' 




Gene No. 


122566 






Start 


1 






Name 


OJ000310 


28. 0419. C8. 


o3 . tm 


Start 


641' 






GI 


none 






Exons 


641. . 949, 


649. . 948 




Seq. No. 


58720 






Gene No. 


122566 






Start 


1 






Name 


OJ000310 


28. 0419. C8. 


o2 . tc 


Start 


728 






GI 


none 






Exons 


728. . 988,. 


730. .966 




Seq. No. 


58720 






Gene No. 


122566 






Start 


1 






Name 


OJ000310 


28. 0419. C8. 


ol . tw 


Start 


769 






GI 


none 






Exons 


769. .996, 


770. .1036, 


770. 



Score 2 97 



Seq. ID OJ000310_28.0419.C8 

Strand + 

End 9048 

Method TBLASTX : Mai ze 

End 949 

Score 257 



Seq. ID OJ000310_28.0419.C8 

Strand + 

End 9048 

Method TBLASTX :Cress - 

End 988 

Score 231 



Seq. ID . OJ000310_28.0419.C8 

Strand + 

End 904 8 

Method TBLASTX : Wheat 

End 1558 

Score 253" 



1098.. 1355, 1099.. 1356, 1336.. 1557, 1352.. 1558 



Seq. No. 58720 Seq. ID 

Gene No. 122566 Strand 

Start 1 End 

Name OJ000310_28 . 04 19 . C8 . o2 . tm Method 

Start ■ 1213 End 

GI none Score 

Exons 1213.. 1350, 1346.. 1639, I486.. 1641 



OJ000310_28.0419.C8 
+ 

9048 

TBLASTX: Maize 

1641 

64 



Seq. No. 58720 Seq. ID 

Gene No. 122566 Strand 

Start 1 End 

Name OJ000310__28 . 04 19 . C8 . o3 . ts Method 

Start 1532 End 

GI none Score 

Exons 1532.. 1714, 1740.. 1919, 1908.. 2048 



OJ000310_28.04i9.C8- 

+ 

9048 

TBLASTX: Soybean 

2048 

113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58720 Seq. ID 

122566 Strand 

1 End 

OJ000310_28 . 04 19 . C8 . o2 . tw Method 

1733 End 

none Score 

1733. .1936, 1740. .2018, 2070. .2099 



OJ000310_28.0419.C8 
+ 

9048 ■ 

TBLASTX: Wheat 

2099 

207 



Seq. No. 58720 Seq. ID 

Gene No. 122566 Strand 

Start 1 End 

Name OJ000310_28 . 04 1 9 . C8 . o2 . gs Method 



OJ000310_28.0419.C8 
+ 

9048 
GENSCAN 



58973 



Start 
GI 

Exons 



1815 End 9039 

none Score .57 

1815.. 2002, 2462. .2635, 3781.. 3864, 4d01 4038, 6325.-6343, 

6558.. 6632, 757.8., '.'7706, 88.537. 9039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58720 

122566 

1 

OJ000310_28.04 
3386 

LIB3433-060-P1 
3386.. 3512, 37 
'2497883/sp|Q4 
PROTEIN TYPE 1 
protein - rice 
[Oryza sativa] 
[Oryza sativa] 
metal lot hionei 
supplied by* 



OJ000310_28.0419.C8 
+ 

9048 
AAT/GAP 
4156 
620 



Seq. ID 
Strand 
End 

19.C8.ol.gp . Method 
End 

-K1-E12 Score 
81. .3864, 4001. .4156 

0633|MT1_ORYSA 2 . Oe-15 METALLOTHIONEIN-LIKE 

>gi_136217 4_pir S57 7 68 metallothionein-like 

>gi_687638 (U18404) metallothionein-like protein 
>gi_1815626 (U43529) metallothionein-like type 1 
>gi_4097154_gb_AAD10376.1_ ( U4 6159) . type 1 rice 

n-like gene; Method: conceptual "translation 



OJ000310_28.0419.C8 
+ 

9048 ' 
AAT/NAP .. 
6651 - 
202 



58720 Seq. ID 

122566 Strand 
1 End 
OJ000310_28.0419.C8.o2.np Method 
3460 — End 

266578 Score 
3460. .3512, 3781. .3872, 6563. .6651 

METALLOTHIONEIN-LIKE PROTEIN 1 gi | 100898 | pir | | S17560 
metallothionein-like protein - maize gi | 236730 | gb | AAB19992 . 1 | 
(S57628) metallothionein homologue [Zea mays, Peptide, 76 aa] 
gi|559536|emb|CAA57676.1| (X82186) metallothionein- like protein 
[Zea mays] gi | 228095 | prf || 1717215A metallothionein-like protein 
[Zea mays] 



Seq. No. 58720 Seq. ID 

Gene No. 122566 "Strand 

Start . 1 End 

Name ; OJ000310_28 . 04 19 . C8 . o2 . gp Method 
Start . 5969 . End 

GI 14913_1.R1084 Score 

Exons 5969.. 6082, 6325.. 6407, 6558.. 6898 

GI Descrip. 1 24 07287 /gb I AAB7054 6 | 1.0e-13 (AF017366) metallothionein-like 
protein [Oryza sativa] ' 



OJ000310_28.0419.C8 
+ 

904 8 
AAT/GAP 
6898 
983 



Seq. .No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



58720 . \ Seq. ID 

122566 Strand 

1 End 

OJ000310_28 . 04 19 . C8 . o3 . gp Method 

7558 End 

946_1.R1084 Score 
7558. .7706, 8853. .9048 

, 5107214/gb|AAD40019.1 jAF150113_l 2.0e-48 (AF150113) small zinc 

finger-like protein [Oryza sativa] 1 



OJ000310_28.0419.C8 
+ 

9048 
AAT/GAP 
9048 . 
666 



58720 

122566 

1 



Seq.^ID ' OJ000310_28.0419.C8 
Strand + 
End 9048 



58 : 974 



Name 

Start 

GI 

Expns 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name,.. 
Start • 
GI 

Exons 



OJ000310_28.0419, 

7612 

none 

7612. .7704, 8850. 



C8Tol .tc 
.9014, 8851, 



Method 
End 
Score 
.9039 



TBLASTX: Cress 

9039 

120 



58720 
122566 
1 

OJ000310_28. 0419.C8.ol. tm 
7612 
none 

7612. .7704, 7630. .7704, 7668. .7757, 8848 .. 9039, 8850 .. 904 4 , 
8851. .9039 



Seq. ID- OJ000310_28 .0419.C8.' 

Strand + 

End 9048 

Method TBLASTX: Maize 

End 9044 

Score 155 



58720 

122566 

1 

OJ000310_28.0419.C8.o3.np 

7612 

5107214 

7612. .7706, 8853. .9036 
(AF150113) small zinc finger- 

58720 

122566 

1 

OJ000310_28. 0419.C8.o2.ts 

7612 

none 

7.612.. 7704, 7633.. 7704, 8848. 
8851.. 9039, 8922.. 9044 

58721 

122567 

1118 

OJ000310_28.0419.C9.ol.gs 
1118 * 
none 

1118. .1966 



58721 

122568 

7280 

OJ000310_28.0419, 

7280 

none 

7280.. 7635, 7650. 



C9.o3.gs 
.7784, 8465. 



Seq. ID OJ000310_28.0419.C8 

Strand + 

End 9048 

Method AAT/NAP ' 

End 9036 

Score 44 6 ... ~ ■ 

like protein [Oryza sativa] 

Seq. ID OJ000310_28.0419.C8 

Strand + . * 

End 9048 

Method TBLASTX : Soybean 

End 904 4 

Score 124 
.9039, 8849. .8944, 8850. .9041, 



Seq. ID OJ000310_2.8.0419.C9 

Strand + 

End 1966 

Method GENSCAN 

End 1966 

Score .91 



Seq. ID OJ000310_28.0419.C9 
Strand + 

8489 
GENSCAN 
8.489 . 
.53 



End 

Method 
End 
Score 
.8489 



58721 

122569 

11128 

OJ000310_28.0419.C9.o4 . gs 

11128 

none 

11128. . 11580 ^ • 



Seq. ID QJ000310_28.0419.C9 

Strand + 

End 11580 

Method GENSCAN 

End 11580 

Score '1 



Seq. No. 



58721 



Seq. ID OJ000310 28. 0419. C9 



58975 



Gene No. 122570 

-Start 13372 

Name OJ000310_28 . 04 19 . C9 . 06.. gs 

Start , 13372 

GI none 

Exons ' 13372. . 13742, 16948 
19063. . 19345, 19818 



Strand 
End 

Method 

End 

Score 



+ 

20338 
GEN SCAN 
20338 
.42 



17001, 18378, 
20338 



18558, 18593. .18796, 



Seq. No. 58721 Seq. ID 

Gene No. 122571 Strand 

Start 21909 End 

Name OJ000310_28 . 04 19 . C9 . o7 . gs Method 

Start 21909 End' 

GI none ' Score 

Exons 21909. .21977, 24 685 .. 24795, 25572 

26394 . .26490, 26618 26748, 27315 



25641, 
27415 



OJ000310_28.0419.C9 
+ 

28347 
GENSCAN 
27415 • 
.57 

26245. .26359, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



58721 

122571 

21909 

OJ000310_28 .0419.C9.o3.np 

26389 

773663 

26389. .26448, 26600 .. 26680, 
27910. .27971, 28066 .. 28205, 



Seq. ID OJ000310_28.0419.C9 
Strand + 
End 28347 
"* Method AAT/NAP 
End 28347 
Score 146 
26813. .26921, 27315 274 15, 
28253.. 28347 

(U23830) similar to C. elegans cleavage stimulation factor 
encoded by GenBank Accession Number L398 93; Drosophila su(f) 
homolog, similar to Swiss-Prot Accession Number P25991,. 
[CaenorH'abditis elegans] 



Seq. No. 


58721 




Seq. ID 


OJ000310_28 


.0419 


.C9 


Gene No. 


122572 




Strand 








Start 


1136 




End 


1784 






Name 


OJ000310 28. 0419. C9, 


. ol . np 


Method 


AAT/NAP 






Start 


1136 




End 


1784 






GI 


7076785 . 




Score 


489 






Exons 


1136.^:1784 












GI Descrip. 


(AL132975) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


58721 




Seq. ID 


OJ000310_28 


.0419 


.C9 


Gene No. 


122573 




Strand 








Start 


4986 




End 


5444 






Name 


OJ000310 28.0419.C9, 


. o2 . gs 


Method 


GENSCAN ■ 






Start 


4986 




End 


5444 






GI 


none 




Score. 


. 98 






Exons 


4986. . 5444 












Seq. No. 


58721 




Seq. ID 


OJ000310_28 


.0419 


.C9 


Gene No. 


122574 




Strand 








Start 


11922 




End 


12107 






Name 


OJ000310 28. 0419. C9. 


, o5 . gs 


Method 


GENSCAN 






Start 


11922 




End 


12107 






GI 


none 




Score 


. 95 






Exons 


1T922. . 12107 • 












Seq. No. 


58721 




Seq. ID 


OJ000310_28 


.0419 


.C9 


Gene No. 


122575 




Strand 









58976^ 



Start 
Name 
Start 
GI 

Exons 



17879 

OJ000310_28.0419.C9.ol.ts 
1172 
none 

1172.. 1354, 1326. 
1672. .1728 



End 26953 
Method TBLASTX : Soybean 
End 1728 
Score 37 
.1355, 1361.. 1570, 1377.. 1550, 1616.. 1678, 



Seq. No. 58721 

Gene No. 122575 

Start -17879 

Name OJ000310_28 . 0419 . C9 . ol . 

Start 1304 

GI none 

Exons 1304.. 1354, 1319.. 1354, 

Seq. No. 58721 

Gene No. 122575 

Start 17.879 

Name OJ000310_28 . 0419.C9. ol . 

Start 1373 

GI none 

Exons 1373.. 1420, 1451.. 1567, 



Seq. ID OJ000310_28.0419.C9 
Strand 

End 26953 
tm Method TBLASTX : Maize 

End 1552 
Score -43 
1358.'. 1552, 1362. .1550 • 

Seq. ID OJ000310_28.0419.C9 • 
Strand ' - 
End -26953 
tc Method TBLASTX : Cress 

End 1734 
Score 115 
1455. .1550, 1681. .1734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58721 . - Seq. ID 

12_575 Strand 

17879 ' End 

OJ000310_28 .0419.C9.o2.np Method 

17879 End 

5042454 Score 



OJ000310_28.0419.C9 

26953 
AAT/NAP 
26953 
158 



17879. .17939, 18367 .. 18535, 26874.. 26953 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 58721 
Gene No. 122576 
Start 28066 

Name OJ000310_28 . 04 19 . C9 . o2 . tm 

Start - 28066 
GI none 

Exons 28066. .28095, 28071 28097, 

28099. .28206 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ000310_28.0419.C9 
'28209 

TBLASTX: Maize 

28209 

44 



28096. .28209, 28098 28205, 



Seq. No. 


58722 




. Seq. ID 


OJ000310_28.04L9.C10 


Gene No. 


122577 




Strand 


+ 


Start 


51-7 




End ■ 


988- 


Name 


OJ000310 28. 0419. C10. ol, 


..gs 


Method 


GENSCAN. 


Start 


517 




End 


988 


GI 


none 




Score 


.54 


Exons 


517. .544, -925. .988 








Seq. No. 


58723 




Seq. ID 


OJ000310_28.0419.C12 


Gene No. 


122578 




Strand 




Start 


1 




End 


15585 


Name 


OJ000310 28.0419.C12.ol. 


.np 


Method 


AAT/NAP 


Start 


1 




• End 


15585 


GI 


3980411 




Score • 


108 


Exons 


1..25, 9897. .10433, 15509.. 


15585 




GI Descrip. 


(AC004561) putative proline 


-rich protein [Arabidopsis thaliana] 



58977 






Seq. No. 


58723 




Seq. ID 


OJ000310 


_28 


.0419, 


.C12 




Gene No . 


122578 




Strand 












Start 


1 




' End 


15585 










Name 


OJ000310 -28 0419. C12. 


ol . gs 


Method 


GENSCAN 










Start 


51 ~ 




End 


494 










GI 


none 




Score 


. 7 












51 206. 440 494 
















Seq. No. 


58723 




Seq. ID 


OJ000310_ 


_28 


.0419. 


.C12 




Gpne No . 


122578 




Strand 












Start 


1 




End 


15585 










Name 


OJ000310 28.0419.C1-2. 


o2 . gs 


Method 


GENSCAN 










Start 


3025 




End 


3639 ' 










GI 


none 




' Score 


.89 










Exons 

4-J A 1 


3025. .3475, -3551. .3639 














Seq. No. 


58723 




Seq. ID 


OJ000310_ 


_28, 


.0419, 


.C12 




(^c»r)P No 


122578 




Strand 












Start 


1 




End 


15585 










Name 


OJ000310 28.0419.C12. 


o4 . gs 


Method 


GENSCAN 










Start 


11837 




End 


12253 










GI 


none 




Score 


. 96 










U AUllO 


11837. .12253 
















Seq. No. 


58723 




Seq. ID 


OJ000310_ 


_28, 


.0419. 


.C12 


l_ : s 




122578 




Strand 










? = : 

s 


Start 


1 




End 


15585 








'A 


Name 


OJ000310 28.0419.C12. 


o5 . gs 


Met hod 


GENSCAN 










Start 


13889 




End 


14014 








Vtf 


GI 


none 




Score 


. 9 








%'J. 

fU 


Exon s 

1—4 1 1 O 


13889. .14014 
















Seq. No. 


58724 




Seq. ID 


OJ000310_ 


_28. 


.0419. 


,C13 


r 3 := = 
= rr 


Gpne No . 


122579 




Strand 










"'as 


■ Start 


38 




End 


147 








z •- 


Name 


OJQ00310 28.0419.C13. 


ol . gs : 


Mpt hod 


GENSCAN 








? — 


Start 


38 




End 


147 








%'J 


GI 


none • 




Score 


. 87 








%'"J 


F. x o n *? 


38. .147 
















Seq. No... 


. 58725 




Seq. ID 


OJ000310_ 


_28. 


,0419. 


,C14 




Gene No. 


122580 




Strand 












Start 


33 




End 


2087- 










Name 


OJ000310 28.0419.C14. 


ol ..np 


Mp1~ hod 


AAT/NAP 










Start 


33 




End 


1458 










GI 


5852084 




Score 


90 










F. x o n *^ 


33. .116, 1426. .1458 
















OX L-' ~ O ^ J — L ^/ . 


(AL117264) zwh0007.1 


[Oryza 


OO 1 L V CI J 












Seq. No. 


58725 




Seq. ID 


OJ000310_ 


_28. 


,0419. 


C14 




Gene No. 


122580 




Strand 












Start 


33 




End 


2087 










Name 


OJ000310 28.0419.C14. 


ol . gs 


Method 


GENSCAN 










Start 


748 




End 


2060 










GI 


none 




Score 


.91 










Exons 


748. .869, 1190. .1220, 


1458. . 


,1532, 1992 


. .2060 









58978 






Seq. No. 


58725 




Seq. ID 


OJ000310_28.0419. 


C14 




Gene No. 


122580 




Strand 








O Lai L 






End 


9087 






LNcUUC 


d.tooo^i o 98 


.'0419.C14.o2.np 


Method 


nz\T /mzxp 

t\r\ i / LN/-iJr 








1 fi 7 R ~ 




■ End 


9 087 






rir 


68 1 s i n q 




Score 


8 S 








1 67 S 1 76^ 


1792. .2087 










o 1 Uc oLI • 


/ npnm oft i ^ 


hypothetical protein [Oryza 


sat l va J 






Seq. No. 


58726 




Seq. ID 


OJ000310_28.0419. 


C15 




f^onp Mo 


1 99 ^8 1 

1^,^. Jul 




Strand 


+ 






OLal L 


Q9^ 




End 


i ti n 






Name 


n.iooo^i o 98 


'.0419.C15.ol.gp 


Method 


AAT /CAP 






o L ai. L 


^ J 




End 


1^10 
1 JlU 








n or* o 
1 it! 




Score 


7 4 S 






LAUI 1 0 


Q9^ 1 ^in 












Seq. No. 


5872-6 




Seq. ID 


OJ000310_28.0419. 


C15 




Cfsnp Mo 


1 99S89 




: Strand 








OLdl L 


1 \J *1 *4 




End 


9104 

^ J. U ft 






Name 


cytooo^i n 98 

UUUUU JlU ^0 


.041?.C15.ol.gs 


Method 








O Lai. L 


1 \J *i *i 




End 


91 04 






Cl 


none 




Score 


4 1 




V=f 


Exoris 




2064. .2104 








EH 
?i ; 


Seq. No. 


58727 




Seq. ID 


OJ000450_20.0420. 


CI 


5 jjj 


Gene No. 


122583 




Strand 


+ 




a '"a. 
h : s? 


o Lai L 


94 1 




End 


1070 




: ■, : 
v 'sr 


IN allltr 


0.70 00 4^0 9 0 


.0420.Cl.ol.gp 


Method 


AAT/GAP 




v3 


O Lai L 


94 1 ~~ 

H 1 




End 


1070 




jpj jj 


KJ 1 


ft40 1 R 1 08 4 




Score 


1645 






JTvnn q 


94 1 _ 1070 

£.11. . 1U / U 










a 

s : as. 
s . = 


P. T nocpyl p 
\J± UcoLIip . 


1 A 1 0 S68 1 1 
t 1U JOOl 1. 


Oe-141 (AF049348) 


unknown [Oryza sativa] 1 




X. ; : 


Seq. No. 


58727 




Seq. ID 


OJ000450_20.0420. 


Cl" 




uCI it! . LN L/ • 


1 99S8^ 

JO J 




Strand 


+ 






o Lai L 


94 1 

i41 




End 


1070 




t T -i 


Name 


0.70004^0 90 

UJUUU4 jU 


.0420.Cl.ol.gs ■ 


Method 


GENSCAN 






O Lai. L 


^0^ — 

-J VJ J 




End 


1006 






\J 1 


none 




Score 


.96 






TP vAn a 
J_j AL/I io 


"30^ 1006 












Seq. No. 


58727 




Seq. ID 


OJ000450_20.0420. 


CI 




Gene . No . 


. 122583 . 




Strand . 








OLal L 


94 1 
tii 




End 


1070 






Name 


D.T0004S0 9 0 
UJUUU4 JU ^1 U 


.0420.Cl.ol.np 


Method 


AAT/NAP 






OtdlL 


^0^ ~~ 




End 


1070 






rir 


4 1 0 R68 1 




Score 


1488 






Exons 


ori'i • 1 070 












GI Descrip. 


(AF049348) 


unknown [Oryza sativa] 








Seq.. No. 


58727 




Seq. ID 


OJ000450_26.0420. 


Cl 




Gene No. 


122583 




Strand 


+ 






Start 


241 




End 


1070 






Name 


OJ000450 20 


.0420.Cl.ol.tm 


Method 


TBLASTX: Maize 






Start 


402 




End 


1022 





58979 



GI 

Exons 



none * ' Score 81 

402. .458, 591. .635, 597. .647, 603. .647, 632. .784, 636. .749, 
678. .869, 686. .763, 687. .758,' 687. .794, 705. .767, 705. .797, 
713. .769, 729.-869, 756. .881, 770. .856, 771. .869, 807. .881, 
822. .872, 825. .872, 924. .1013, 930. .1022, 939. .1022, 939.-. 1004, 
942.. 1022 



Seq. No. 58728 Seq. ID 

Gene No. 122584 Strand 

Start 131 End' 

Name OJ0004 50_20 . 0420 . C2 . ol . gp Method 

Start 131 End 

GI none Score 

Exons 131.. 177, 698.. 772" 



OJ000450__20.0420.C2 
+ 

772' 

AAT/GAP 

772 

134 



Seq. No. 58728 Seq. ID 

Gene No. 122585 Strand 

Start 1 End 9369 

Name OJ0004 50_20 . 0420 . C2 . ol . np . Method AAT/NAP 

Start 1 End 3694 

GI 7542514 Score 319 

Exons 1..310, 380.. 439, 799.. 917, 3523.. 3694 

GI Descrip. (AF237944) HCF106C precursor protein [Zea mays] 

gi | 75425161 gb| AAF63480. 1 | AF23794 5_1 (AF23794 5) 

protein [Zea mays] ' . 



OJ000450 20. 0420. C2 



HCF106C precursor 



Seq. No. 58728 Seq. ID _ 

Gene No. 122585 Strand 

Start 1 End 9369 

Name OJ000450__20 . 0420 . C2 . o3 . np Method AAT/NAP 

Start 1 End 9369 

GI 7428718 Score 125 

Exons 1..155, 4514. .4598, 4818. .4913, 5537. .5629, 9346. 

GI Descrip. probable kinesin - Arabidopsis thaliana 

gi|2244771|emb|CAB10194.1| (Z97335) kinesin like 
' [Arabidopsis thaliana] gi | 7268120 | emb | CAB7 84 57 . 1 | 

kinesin like protein [Arabidopsis thaliana] 



OJ000450 20. 0420. C2 



, .9369 

protein 
(AL161538) 



Seq. No. 58728 
Gene No. 122585 
Start 1 

Name OJ0004 50_20 . 0420 . C2 . ol . tm 

Start 194 
GI ■ none 

Exons ..194.. 313, 194.. 310, 378.. 44.0, 
796. .912, 797. .886 



OJ000450_20.0420.e-2 
9369 

TBLASTX: Maize 

912 

138 



Seq. ID 
Strand 
End 

Method 
End 
Score 

378.. 44.0, 3.79.. 4.41, 380... 44.2,. 



Seq. No. 58728 Seq. ' ID 

Gene No. 122585 Strand 

Start * 1 End 

Name OJ000450_20 . 0420 . C2 . o2 . np Method 

Start 3206 End 

GI 7340909 , Score 

Exons . 3206. .3338, 

GI Descrip. (AP001550) 



OJ000450_20.0420.C2 

9369 
AAT/NAP 
4334 
89 



3978. .4334 
hypothetical protein [Oryza sativa] 



Seq. No. 



58729 



Seq. ID OJ000450_20.0420.C3 



58980 




Gene No. 


122586 


Strand 


+ 








Start 


2680 


End 


2921 








Name 


OJ000450 20 0420 C3 ol as 




GENSCAN 








Start 


2680 " ~~ 


End 


2921 








GI- 


none 


Score 


. 4 4 








Exons 


2680 . . 2921 












Qea No 


58729 


Seq. ID 


OJ000450_ 


20 


. 0420 


. C3 


Gene No. 


122587 


Strand 


+ 








Start 


4753 


End 


9414 








Name 


OJ000450 20 0420 C3 o3 as 


* Method 


GENSCAN 








Start 


4753 ~~ 


End 


9414 








GI 


none 


Score 


. 68 








F;vnn s 

• I—J V-/ i. 1 O 


4753 4794, 5168 5358 6549 


..6673, 7565. .7800, 


78 


02 . . 8 


185 




8706 8983 9075 9108 9376 


. .9414 










Sea No 


58729 


Seq. ID 


OJ000450_ 


20 


. 0420 


. C3 


Gene No. 


122588 


Strand 


+ 








Start 


11603 . 


End 


12327 








Name 


OJ000450 20.0420.C3.o2.np 


Method 


AAT/NAP 








Start 


11603 


End 


12327 










7248393 


Score 


221 








P von 


11603. .11881, 11924. .11971, 


12003. .12327 








C^T Dp qrri n 


(AP001389) hypothetical protein [Oryza 


sat i va ] 








Seq. No. 


58729 


' Seq. ID 


\JO UUU4 jU 


_20 


.0420 


.C3 


Gene No. 


122588 


Strand 


_|_ 








Start 


11603 c .. 


End 


12327 








Name 


OJ000450 20.0420.C3.o4 .gs 


Method 


GENSCAN 








Start 


11603 


End 


12232 








GI 


none 


Score 


. 98 








J_j *\ \J 1 1 ti_> 


11603. .12232 












Seq. No. 


58729 


Seq. ID 


OJ000450_ 


_20 


.0420 


.C3 


Gene No . 


122589 


Strand 










Start 


3804 ... 


End 


4172 








Name 


OJ000450 20. 0420.C3.o2.gs 


Method 


GENSCAN 








Start 


3804 . • 


End 


4172 








GI 


none 


Score 


.88 










3804. .3931, 4064. .4172 












Sea No 


58729 


Seq. ID 


OJ000450_ 


20 


0420 


C3 


Gene No. 


122590 


Strand 










Start 


7131 


End 


8030 








Name 


OJ000450 20.0420.C3.ol.np 


. Method 


AAT/NAP 








St art" 

u Lai L 


7131 


End 


8.030 








O J. 


5852178 


Score 


444 








P. x o n <3 


7131.. 7241, 7593.. 7681, 7713 


. .8030 ■ 










Vj -L UCO^J — LU ■ 


(AL117265) zhb0008.1 [Oryza . 


sativa] 










Seq. No. 


58730 


Seq. ID 


OJ000450_ 


20 


. 0420 


. C4 


Gene No. 


122591 


Strand 


+ 








Start 


386 


End 


2780 








Name 


OJ000450 20.0420.C4 .ol.np 


Method 


AAT/NAP 








Start 


386 


End 


2780 








GI 


7248394 


Score 


1839 








Exons 


386. -.1308, 1576.. 2621, 2700. 


.2780 











58981 



GI Descrip. (AP0.01389) ESTs C97394 (C60113) , AU075824 (R01 65 ) , D38985 ( R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
• putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 58730 

Gene No. 122591 

Start 386 

Name OJ0004 50_20 . 0420 . C4 . ol .^s 

Start 398 

GI none 
Exons 



Seq. ID OJ000450_20.0420.C4 

Strand + 

End 2780 

Method GENSCAN 

End 2677 

Score .61 



398. .912, 1028. .1638, 1816. .2081, 2576. .2677 



Seq. No. 58730 

Gene No. 122591 

Start 386' 

Name OJ0004 50_20 . 0420 . C4 . o4 . ts 

Start. 530 

GI none 

Exons 530.. 8 68 



Seq. ID OJ000450_20.0420.C4 

Strand + 

End 2780 

Method TBLASTX : Soybean 

End . .868 

Score 202 



Seq. No. 58730 

Gene No. 122591 
Start . ; . 386 

Name OJ000450_20 . 0420 . C4 . o2 . ts 

Start 1278 

GI none 

Exons 1278.. 1502, 1509.. 1643 * 



Seq. ID OJ000450_20.0420.C4 

Strand + 

End 27.80 

Method TBLASTX : Soybean 

End 1643 

Score 138 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58730 

122591 

386 

OJ000450_20. 0420.C4 .ol.tw 

1440 

none 



Seq. ID OJ000450_20.0420.C4 

Strand ' + 

End 2780 

Method TBLASTX : Wheat 

End 1844 

Score 81 



1440. .1496, 1445. .1486, 1491. .1844, 1499. .1801, 1500. .1841 



Seq. No. 58730 

Gene No. - 122591 

Start 386 

Name OJ0004 50_20 . 0420 . C4 . o2 . tm 

Start 1494 

GI none 

Exons 14.94 ...1712, 1499.. 17.11 



Seq. ID *OJ000450_20.0420.C4 

Strand + 

End 2780 

Method TBLASTX : Mai ze 

End 1712 

Score 276 



Seq. No. 58730 

Gene No. 122591 

Start 386 

Name OJ000450_20 . 0420 . C4 . ol . tm 

Start 1713 

GI none 
Exons 



Seq. ID OJ000450_20.0420.C4 

Strand + 

End 2780 

Method TBLASTX : Mai ze 

End 2171 

Score 544 



1713. .2171, 1713. .2.099, 18 62. .2170 



Seq. No. 
Gene No. 
Start 



58730 

122591 

386 



Seq. ID OJ000450_20.0420.C4 
Strand + 
End 2780 



58982 



Name 



OJ000450 20.0420.C4.ol.ts 



Method TBLASTX: Soybean 





Start 


1860 


End 


2329 




GI 


none 


Score 


216 




Excfns 


1860. .2141, 1838. .1990, 2180. 


.2329, 2185. .2316 




Seq. No. 


58730 


Seq. ID 


OJ000450_20.0420.C4 




Gene No. 


122591 


Strand 


+ 




Start 


386 . 


End 


2780 




Name 


OJ000450 20.0420.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1862 


End 


2165 




GI 


none 


Score 


207 




Exons 


1862.. 2125, 1863.. 2165 








Seq.- No. 


58730 


Seq. ID 


OJ000450_20.0420.C4 




Gene No. 


122591 


Strand 


+ 




Start 


386 


End 


2780 




Name 


OJ000450 20.0420.C4 .o3. ts 


Method 


TBLASTX: Soybean 




Start 


2480 ~ 


End 


2779 




GI 


none 


Score 


1.4 0 




Exons 


2480. .2617, 2482. .2613, 2639. 


.2779 






Seq. No. 


58731 


Seq. ID 


OJ000450_20.0420.C5 




Gene No. 


122592 


Strand 


+ 


f ~i 


Start 


1 


End ;. ' 


1320 




Name 1 : 


OJ000450 20.0420.C5.ol.np 


Method 


AAT/NAP 


%'4 


Start 


1 


End 


1275 


r j~= 
~~ - 


GI 


4544372 


Score 


597 


p : : 


Exons 


1. .1275' 






r'~ 


GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 


ts c? 




thaliana] 








Seq. No. 


58731 


Seq. ID 


OJ000450_20.0420.C5 


1 y 


Gene No. 


122592 


Strand 


+ 


_ 


Start 


1 


End 


1320 




Name 


OJ000450 20.0420.C5.ol.gs 


Method 


GENSCAN 




Start 


25 


End 


1173 




GI 


none 


Score 


.99 ■ ' 


i J? 


Exons 


25. .1173" 








Seq. No. 


58731 • 


Seq. ID 


OJ000450_20.0420.C5 




Gene No. 


122592 


Strand 


+ 




Start 


1 


End 


1320 




Name 


OJ000450 20.0420.C5.o2.np 


Method 


AAT/NAP 




Start 


238 


End 


1320 




GI. 


629.693 ' . 


. Score. - 


531 




Exons 


238. .1320 








GI Descrip. 


probable integrase - common tobacco (fragment) 






gi| 530742 | emb | CAA567 91 1 (X80830) integrase [Nicotiana tabacuru 




Seq. No. 


58731 


Seq. ID 


OJ000450_20.0420.C5 




Gene No. 


122593 


Strand 


+ 




Start 


7485 


End 


9696 




Name 


OJ000450 20.0420.C5.o3.gs 


Method 


GENSCAN 




Start 


7485 


.End 


9696 




GI 


none 


Score 


.6 




Exons 


7485..7S93, 8028. .8248, 9496., 


.9696 





58983 



Seq. No. 58731 _ Seq. ID 

Gene No. 122594 Strand 

Start 17017 End 

Name OJ000450_20 .0420 . C5 . o2 . gp Method 

Start 16711 ■ u End 

GI none Score 

Exons 16711. .17119, 19028. .19123 



OJ000450_20.0420.C5 
+ 

19441 
AAT/GAP 
19123 
966 



Seq. No. . 58731 

Gene No. 122594 

Start 17017 

Name OJ000450_20 . 0420 . C5 . o4 . gs 

Start 17017 

GI none 
Exons 



Seq. ID OJ000450_20.0420.C5 

Strand + 

End 19441 

Method GENSCAN 

End 19441 •;. 

Score .64 



17017. .17119, 19028. .19226, 19273. .19441 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58731 

122595 

32621 

OJ000450_20 

32621 

7486855 

32621. .3288 

hypothetica 

gi|3892058 

glutamate-/ 

gi|7269754 | 

glutamate-/ 



,0420.C5.o3.np 



5, 32993. 
1 protein 
gb| AAC782 
aspartate 
embl CAB 7 7 
aspartate 



,33084, 
T10P11 



Seq. ID OJ000450_20.0420.C5 
Strand + 
End 36247 
Method AAT/NAP 
End 36247 
Score 484 
35772. .35951, 36044 . .^36247 
,3.1 - Arabidopsis thaliana 



71.1 IAAC78271 (AC002330) putative 
-binding peptide [Arabidopsis thaliana] 
754.11 (AL161495) putative 
-binding peptide [Arabidopsis thaliana] 



"'4 

? - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 



58731 Seq. ID 

122596 Strand 

40697 End 

OJ0004 50_20.0420.C5.o8.gs Method 

40697 End 

none Score 
40697. .40704, 4 14 80 .. 4 1593, 
42959. .42978;* 44193 .. 44376, 



OJ000450_20.0420.C5 
+ 

45846 
GENSCAN 
45846 
.45 

42177. .42468, 42650 . /4278 6, 
45687. .45846 



58731 Seq. ID 

122597 Strand 

53712 End 

OJ0004 50_20 . 0420 . C5 . o5 . np Method 

53667 End 

1839188 Score 



OJ000450_20.0420.C5 
+ 

56425 
AAT/NAP 
56425 
793 



. . 53667. .53811,. 54111. ..54177, 54323 ... 54425, .55082 55152 , . 
55272. .55335, 55420 .. 55485, 55597. . 55644 , 55725 .. 55787 , 
55861. .55917, 56065 .. 56223, 56357.. 56425 
GI Descrip. (U86081) root hair defective 3 [Arabidopsis thaliana] 



Seq. No. 58731 Seq. ID 

Gene No. 122597 Strand 

Start 53712 End 

Name OJ0004 50_20 . 04 20 . C5 . oil . gs Method 

Start . 53712 End 

GI none Score 
Exons 



OJ000450_20.0420.C5 
+ 

56425 
GENSCAN 
'56425 
.82 



53712. .53811, 54111 .. 54177, 55000 .. 55152 , 55272 .. 55335, 
55597. .55644, 55725 55787, 558 61 .. 55917 , 56065 .. 56223, 



58984 



56357. .56425 



Seq. No. 58731 

Gene No. 122598 

"Start 1773 

Name OJ000450_20 . 0420 . C5 . o2 . gs 

Start 1773 

GI none 
Exons 



Seq. ID OJ000450_20.0420.C5 
Strand 

End 5671 

Method GENSCAN 

End 5671 

Score .59 



1773.. 1954, 2005.. 2314, 2390.. 2494, 2779. .3087, 3198.. 3407, 
3519. .4545, 4763. .4907, 5596. .5671 



Seq. No. 58731 

Gene No. 122599 

Start 24342 

Name OJ000450_20 . 04 20 . C5 . o5 . gs 

Start 24342 

GI none 
Exons 



Seq. ID OJ000450_20:0'420.C5 
Strand 

End • 27017' 

Method GENSCAN 

End 27017 

Score .53 



24342. .24409, 25363 .. 254 30, 26953. .27017 



Seq. No. 58731 

Gene No. 122600 

Start 36028 

Name OJ000450_20 . 0420 . C5 . o4 . gp 

Start 36028 

GI uC-osf Icypl69c05al 

Exons 36028.. 36466 

GI -Descrip. - ' 3892058/gb | AAC78271 . 1 1 AAC78271 3.0e-17 (AC002330) putative 
glutamate-/aspartate-binding peptide [Arabidopsis thaliana] ' 



Seq. ID OJ000450_20.0420.C5 
Strand 

End 36466 
Method AAT/GAP 
End '36466 
Score 831 





Seq. No. . 


58731 


Seq. ID 


OJ000450_20.0420 


.C5 




Gene No. 


122601 


Strand 








Start 


37553 


End 


40432 






Name 


OJ000450 20.0420.C5.o7.gs 


Method 


GENSCAN 




2 


Start 


37553 


End 


40432 






GI 


none 


Score 


.58 




~. ■ I 


Exons 


37553. .37.685, 37829 . . 37942', 


38311. .38341, 4 034 5. .4 04 32 




z ~~ 


Seq. No. * 


58731"" 


Seq. ID 


OJ000450_20.0420 


.C5 


\.]~ 


Gene No. 


122602 


Strand 






[3 


Start 


42207 


End 


43609 






Name 


OJ000450 20.0420.C5.o4.np 


Method 


AAT/NAP 






Start 


42207 


End 


43609 






GI 


4651204 


Score 


119 






Exons 


42207. .42402, 43578. .43609 










..GI. Descrip. 


(AB026262) ring finger prote 


in [Cic.er. 


arietinum]. 






Seq. No. 


58731 


Seq. ID 


OJ000450_20.-0420 


.C5 




Gene No. 


122603 


Strand 








Start 


48248 


End 


48709 t 






Name 


OJ000450 20.0420.C5.o2.ts 


Method 


TBLASTX: Soybean 






Start 


292 


End 


693 






GI 


none 


Score 


24 0 






Exons 


292. .693, 399. .515 










Seq. No. 


58731 


Seq. ID 


OJ000450_20.0420 


.C5 




Gene No. 


122603 


Strand 








Start 


48248 


End 


48709 





58985 



Name 

Start 

GI 

Exons 



OJ0004 50_20.0420.C5.o4. 

307 . 

none 

307. .450, 448. .672 



tm 



Method 

End 

Score 



TBLASTX: Maize 

672 

82 



Seq. No. 58731 Seq.' ID 

Gene No. 122603 Strand 

Start 48248 End 

Name OJ000450_20 . 0420 . C5 . ol . tw . Method 

Start 853 ' w End 

GI none Score 

Exons 853.. 1260, 861.. 1226 



OJ000450_20.0420.C5 
48709 

TBLASTX: Wheat 

1260 

201 



Seq. No. 58731 Seq. ID 

Gene No. 122603 Strand 

Start 48248 End 

Name OJ0004 50_20 . 04 20 . C5 . o4 . ts Method 

Start 1036 End 

GI none " Score 

Exons 1036.. 1269, 1038.. 1199 



OJ000450_20'. 0420 .C5 
48709 . 

TBLASTX : Soybean 

1269 

201 



Seq. No. 58731 
Gene No. 122603 
Start- 4 8248 

Name ' #OJ0004 50_20 . 0420 . C5 . ol . tm 

Start ^32702 

GI ' none 

Exons 32702. .32836, 32992 .. 33087 , 

35789. .35929, 3604 1 36223, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
33021. .33074, 
36043. .36207 



OJ000450 20. 0420. C5 



48709 

TBLASTX: Maize 
36223 
89 

35778. .35954, 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58731 
122603 
48248 

OJ0004 50_20.0420.C5.o3. ts 
32702 
none 



48709 

TBLASTX : Soybean 
36226 
97 

32702. .32827, 32995. .' 33063, 35771 .-. 35908, 35778 .. 35957 , 
35856. .35954, 36014 .. 3622*6, 360J.6 . . 3 6210 



Seq. ID OJ000450_20.0420.C5 
Strand 
End 

Method 
End 
Score 



58731 Seq. ID 

122603 Strand 
48248 - End 

OJ0004 50_20. 04 20.C5.o9.gs Method 

48248 End 

none Score 
48248. .48709 



OJ000450_20.0420.C5 

48709 
GENSCAN 

48709 ■ • 
.89 .... .. . 



Seq. No. 58731 
Gene No. 122604 
Start 53772 

Name OJ0004 50_20 . 0420 . C5 . o2 . tm 

Start 53772 
GI ^ none 

Exons % 53772. .53825, 54109 .. 54177, 

54321. .54422, 5507 9 55153, 
55273. .55338, 554 19 .. 554 84 , 



Seq. ID 
Strand 
End' 
Method 
End 
Score 



OJ000450 20. 0420. C5 



56427 • 

TBLASTX: Maize 
55650 
69 . 

54110. .54178, 54 315. .54 425, 
55081. .55146, 552 69 .. 55337 , 
55438. .55485, 55594. .55650 



58986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58731 
122604 
53772 

OJ0004 50_20. 0420. C5.ol.-tc 
55281 



OJ000450 20. 0420. C5 



none 

55281. 

55561. 

55861. 

56359. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.55337, 55282. .55338, 554 13 .. 55481, 554 38 .. 554 85 , 
.55656, 55722. .55790, 55722 .. 55811, 55860 .. 55919, 
,55920, 56058. .56234, 56062 .. 56235, 56357 56425, 
,56415 ' • - 



56427 

TBLASTX: Cress. 

56425 

82 



Seq. No. 58731 

Gene No. 122604 ■ 

Start 53772 

Name OJ0004 50_20 . 0420 .C5 ,ol . ts 

Start 55743 

GI none 
Exons 



Seq. ID OJ000450_20.0420.C5 
Strand 

End 56427 

Method TBLASTX: Soybean 

End 56425 

Score 48 



55743. .55790, 55861 .. 55947 , 56058 .. 56225,- 56062 .. 56235 , 
56357.. 56425 



Seq. No. 58731 

Gene No. 122604 

Start 53772 

Name OJ0004 50_20 . 0420 . C5 . o3 . tm 
Start. '56116 * 

GI .„ none * 
Exons 



Seq. ID OJ000450_20.0420.C5 
Strand 

End 56427 
Method . TBLASTX: Maize 
End ' 56427 

Score 177 



56116. .56235, 56116 .. 56226, 56118 .. 56234 , 56354 .. 56425 , 
56357. .56425, 56359.-56427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58732 

122605 

1 

OJ000450_20'.0420.C6.ol.np 
1 

1839188 



Seq. ID OJ000450_20.0420.C6 
Strand + 
End 4687 
Method AAT/NAP 
End 4022 
Score 932 

1..84, 163. .254, 622. .700, 1073. .1237, 1665. .1789, 1928. .2190, 
2312. .2408,^2498. .2659, 2743. .2847, 3168. .3262, 3388.-3484, 
3774. .3831, 3864. .4022 

(U86081) root hair defective 3 [Arabidopsis thaliana] 



58732 

122605 

1 

OJ0004 50_20.0420.C6.-ol.gs 

19 . . 
none 



Seq. ID OJ000450_20.0420.C6 

Strand + 

End 4687 

Method GENSCAN ' * 

End .4687 . 

Score . 7 



19. .84, 499.-527, 622. .700, 1073. .1166, 1665. .1754, 2055. .2190, 
2312. .2408, 2498. .2659, 2743. .2847, 3168 .. 3262, 3388 .. 3484 , 
3774. .3989, 4616. .4687 



Seq. No. 58732 

Gene No. 122605 

Start 1 - 

Name ■ OJ000450__20 . 0420 . C6 . ol /gp 

Start 2573 

GI 28932_1.R1084 
Exons 



Seq. ID OJ000450_20.0420.C6 

Strand + 

End 4687 

Method AAT/GAP 

End 4 077 

Score 1265 



2573. .2659, 2743. .2847, 3168. .3262, 3388.-3484, 3774. .4077 



58987 




GI Descrip. '1839188 2!0e-39 (U86081) root hair defective 3 [Arabidopsis 
thaliana] ' 



Seq. No. 


58732 






Seq. ID 


_OJ000450_20.0420.C6 


Gene No. 


122606 






Strand 




Start 


6189 






End 


7153 


Name 


OJ000450 20 


.0420, 


, C6 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1079 






End 


2410 


GI 


none 






Score 


60 


Exons 


1079. . 1138, 


1083. 


, .1142', 1085, 


..1141, 1144. .1191, 1145. .1192, 




1149. . 1193, 


1673. 


, . 1726, 1718 - 


..1789, 1727. .1789, 1919. .2191, 




1927 .'.2190, 


2301 . 


, .2405, 2309, 


..2404, 2310. .2405, 2311. .2406, 




2312. .2410 










Seq. No. 


58732 






Seq. ID 


OJ000450_20.0420.C6 


Gene No . 


122606 






Strand 




Start 


6189 






End 


7153 


Name 


OJ000450 20 


.0420. 


,C6.ol. ts 


Method 


TBLASTX : Soybean 


Start 


2105 






End 


2569 


GI 


none 






Score 


95 


Exons 


2105 . . 2191, 


2107 . 


.2190, 2301 . 


..2423, 2309. .2437, 2498. .2569, 




2506. .2565 










Seq. No. 


58732 






Seq. ID 


OJ000450 20. 0420. C6 


Gene No . 


122606, 






Strand 




Start 


6189 






End 


7153 


Name 


OJ000450 20 


. 0420 . 


C 6 . o 2 . gp 


Method 


AAT/GAP 


Start 


5739 ~~ 






End 


7153 


GI 


840 1.R1084 






Score 


2771 


Exons 


573^. .7153 










GI Descrip. 


'4105681 1. 


0e-141 


. (AF049348) 


unknown 


[Oryza sativ r a] ? 


Seq. No. 


58732 






Seq. ID 


OJ000450_20.0420.C6 


Gene No . 


122606 






Strand 




Start 


6189 






End 


7153 


Name. 


OJ000450 20 


.0420. 


C6.o2 .np 


Method 


AAT/NAP 


Start 


6188 






End 


7153'* 


GI 


4105681 






Score 


1849 


Exons 


6188. .7153 










GI Descrip. 


(AF049348) • 


unknown [Oryza sativa] 




Seq. No. 


58732 






Seq. ID 


OJ000450_20.0420.C6 




122606 






Strand 




Start 


6189 






■ End 


7153 ■ 


Name 


• OJ00.0450 . 20 


.0420. 


C6.o2.gs.. 


Method 


GEN SCAN 


Start 


6189 ~~ 






End 


7055 


GI 


none 






Score 


1 


Exons 


6189. .7055 










Seq. No. 


58732 






Seq. ID 


OJ000450_20.0420.C6 


Gene No. 


122606 






Strand 




Start 


6189 






End 


7153 


Name. 


OJ000450 20 


.0420. 


C6.o2. tm 


Method 


TBLASTX: Maize 


Start 


6225 






End 


7079 


GI 


none 






Score 


46 


Exons 


6225. . 6311, 


6237. 


.6311, 6237. 


.6311, 6240. .6308, 6259.. 6300, 



6262. .6300, 6262. .6300, 6372. .6455, 6372. .6437, 6375. .6455, 



58988 



6393. 
6429. 
6534". 
6648. 
6786. 
6801. 
6876. 
6921. 
7035. 



6470, 
6455, 
6587, 
6740, 
6863, 
6899, 
6983, 
7034, 
7079' 



6393, 
6522. 
6540. 
6648. 
6786'. 
6801. 
6886. 
6966. 



.6470, 
,6605, 
.6605, 
.6728, 
.6845, 
.6992, 
.7038, 
,6983, 



6394. 
6522. 
6573. 
6657. 
6786. 
6814. 
6901. 
7023. 



.6444, 6394. 

.6599, 6522. 

,6605, 6648. 

.6746, 6666. 

.6941, 6789. 

.6900, 6831. 

.6957, 6903. 

,7073, 7023. 



6444, 6394. 

6602, 6522. 

6731, 6648. 

6731, 6699. 

6914, 6798. 

6863, 6873. 

6965, 6912. 

7067, 7023. 



.6456, 
.6608, 
.6713, 
.6740, 
.6848, 
.6965, 
.6983, 
.7061, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58733 Seq. ID 

122607 Strand 
2992 • . ■ End 

OJ000450_20.'0420.C7.ol.gp - Method 
2992 End 
450 1.R1084 Score 



OJ000450_20.0420.C7 
+ 

4907 

AAT/GAP- 

4600 

1517 



2992. .3414, 4010. .4054, 4211. .4600 

! 283006/pir| IS28608 9.0e-37 osc6 protein - rice' 



58733 

122607 

2992 

OJ0004 50_20.0420.C7.ol.gs 

3060 

none v 

3060. .3414, 4825. .4907 

58733 
122607 
2992 • 

OJ0004 50_20.0420.C7.ol.np 
3060 
283006 
3060. .3414, 
osc6 protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_20.0420.C7 
+ 

4907 
GENSCAN 
4907 
.91 



OJ000450-20.0420.C7 
+ 

4907 
AAT/NAP 
4060 
550 



4010. .4060 
rice 



58733 
]?22608" 
5343 

OJ0004 50_20 . 04 20 . C7 . o2 . gp 
5343 

LIB3477-003-P1-K1-E9 
5343.. 5450 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S .I PRECURSOR (ORY. S I) >gi_1173557 (U31771 ) .. Ory s 1 [Oryza. . 
sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



*OJ000450_ 

4* 

5450 
AAT/GAP 
5450 
133 



20. 0420. C7 



58733 

122609 

7539 

OJ0004 50_20.0420.C7 .o3.np 

7539 

6498436 



Seq. ID OJ000450 20. 0420. C7 



Strand 
End 

Method 

End 

Score 



+ 

10595 
AAT/NAP 
10595 
274 



7539.-7598, 9965. .10211, 104 65 .. 10595 
(AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 



58733 



Seq. ID OJ000450_20.0420.C7 



58989 



Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



•122609 Strand 
7539 End 
OJ0004 50_20 . 0420 . C7 . o2 . np Method 
7670 ... '.End 

5852178,.- Score 
7670. .7967, 7999. .8102, 8466. .8561 
(AL117265) zhb0008.1 [Oryza sativa] 



+ 

10595 - 
AAT/NAP 
8561 
427 



Seq. No.- 58733' 

Gene No. 122609 

Start 7539 

Name OJ0004 50_20 . 0420 . C7 . o3 . gp 

Start 8696 ■■ 

GI 2428185 • 

Exons 8696.. 9127 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4 , BAC clone:tl7804 



Seq. ID OJ000450_20.0420.C7 
Strand + 

10595 
AAT/GAP 
9127 
705 



End 

Method 

End 

Score 



Ms 



L -* 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58733 
122609 
7539 

OJ0004 50_20.0420.C7.o4 . gp 
9673 

LIB34 33-026-P1-K1-C1 
9673.. 9845 

, 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. ID .OJ000450_20.0420.C7 

Strand + 

End 10595 

Method AAT/GAP 

End 9845 

Score 258 



58733 

122610 

5490 

OJ0004 50_20.0420.C7.o2.gs 

5490 

none 

5490. .5794, 6479.. 6485 



Seq. ID OJ000450_20.0420.C7 
Strand 

End 6485 

Method GENSCAN 

End 6485 

Score . 94 



58733 
122611 * 
7730 

OJ0004 50_20 . 0420 . C7 . o3 . gs 
7730 
none 



Seq. ID OJ000450_20.0420.C7 
Strand 

13037 
GENSCAN 
13037 
.43 



End 

Method 
End 
Score 

7730.. 8127, 9019.. 9102, 9262. .9415, 10453 .. 10530, 1 1915 .. 12386, 
12967.. 13037 



Seq. No. 58733 

Gene No. 122611 

Start 7730 

.Name OJ0004 50_20 . 0420 . C7 . ol . tw 
Start . 12627 

GI none 
Exons 



Seq. ID OJ000450__20.0420.C7 
Strand 

End 13037 

Method . TBLASTX: Wheat 

End 12893 

Score 280 

12627. .12884, 12 628. .12885, 128 67. .128 93, 12868. .128 91 



Seq. No. • 58733 

Gene No. 122612 

Start 13117 

Name OJ000450 20 . 0420 . C7 . ol . tm 



Seq. ID OJ000450_20.0420.C7 
Strand 

End 13467 

Method TBLASTX : Mai ze 



58990 



Start 
GI 

Exons 



13ir? End" 13467 

none Score 75 

13117. .13209, 13182. .13262, 13183 .. 13407 , 13193 .. 13360, 

13290; .13400, 13413. \13457, -13414 .. 13467 



Seq. No. 58734 * Seq. ID' 

Gene No. 122613 Strand 

Start . 759 End 

Name OJ000320_29 . 0419.Cl.ol.gp Method 

Start 759 End 

GI 62565_1.R1084 Score 

Exons 759.. 846 

GI* Descrip.. 1 2149018/gb.| U70541 1 OSU70541 1.0e-23 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds ' 



OJ000320_29.0419.C1 
+ 

846 

AAT/GAP 
846 
104 



iJC^i IN \J • 


58735 






Seq. ID 


OJ000320_ 


_29.0419 


.C2 


UCllC L\KJ . 


122614 






Strand 


+ 






O Lai L, 


1570. 






End 


524 3 






Name 


OJ000320 29. 


.0419 


-C2.o2.gs 


Method 


GENSCAN- 






Start 


1570 






End 


5218 








none 






Score 


.68 






Hi AUIi O 


1570. . 1667, 


1829 


1QC/J 9 £ 1 


.2690, 2708.. 2807, 


2956. .3142 




3666. .3767, 


3815 




.42*11, 4346. .4513, 


4608. .4680 




4841 .'. 4933, 


5135 


. . JZIO 










ocL] . LN Cj . 


58735 






Seq* ID 


OJ000320_ 


_29.0419, 






122614 






''Strand 


+ 






Start- 


1570 






End 


5243 






Name 


OJ000320 29. 


.0419 


. C2 . ol . np 


Method 


AAT/NAP 






O Lai L 


4395 






End 


5243 








4337197 






Score 


266 






T7 1 v ^ t"i o 
Hi aUI lb 


4395. .4513, 


4614 


..4680, 4841. 


.4933, 5138.. 5243 








(AC006403) AIG2- 


like protein 


[Arabidopsis thaliana] 




Seq. No. 


58735 






Seq. ID 


OJ000320_ 


_29.0419. 


.C2 


Gene No. 


122615*; 






Strand 








Start 


22 






End 


914 






Name 


OJ000320 29, 


,0419 


.C2 .ol .gs 


Method 


GEN SCAN 






Start 


22 






End 


914 






GI 


none 






Score 


.87 






Exons 


22. .914. 














Seq. . No. 


58736' • ■ 






Seq. ID 


OJ000320_ 


_29.0419. 


.C3 


Gene No. 


122616 . 






. Strand 








Start 


1119 






End 


2132 






Name 


OJ000320 29. 


0419 


. C3 . ol . np 


Method 


AAT/NAP 






Start 


1119 






End' 


2132 






GI 


2618731 






Score 


427 






Exons 


1119. . 1295, 


1560 


..1750, 1848. 


.2132 








GI Descrip. 


(U49077) IAA21 [Arabidopsis thaliana] 








Seq. No'. 


58736 






Seq. ID 


OJ00032.0_ 


_29.0419. 


,C3 


Gene No. 


122616 






Strand 








Start 


1119 






End 


2132 






Name 


OJ000320 29. 


0419 


.C3.ol . tc 


Method 


TBLASTX: Cress 




Start 


1139 






End 


1991 







58991 



GI 

Exons 



none Score 89 

1139. .1294, 1158. .1301, 1555. .1686, 1559. .1750, 1562. .1753, 
1857. .1991 



Seq. No. 58736 

Gene No. 122616 

Start 1119 

Name r OJ000320_29 . 04 19 . C3 . ol . tm 

Start 1142 

,GI none 
Exons 



Seq. ID OJ000320_29.0419.C3 
Strand 

End 2132 

Method TBLASTX : Mai ze 

End 2108 

Score 78 



1142. .1294, 1157. .1294, 1173. .1301, 1559. .1750, 1561. .1752, 
1617. .1751, 1845. .2108, 1846. .2013 



Seq. No. 58736 

Gene No. 122616 

Start 1119 

Name OJ000320_2 9 . 04 1 9 . C3 . ol . t s 

Start 1166 

GI none 
Exons 



Seq. ID OJ000320_29.0419.C3* 
Strand 

End 2132 

Method TBLASTX : Soybean 

End -2054 

Score . 14 4 .... 



1166. .1294, 1173. .1295, 1180. .1296, 1559. .1750, 1617. .1751, 
1845. .1874, 1845. .1871, 1899. .2054, 1913. .2008, 1918. .2010 



Seq. No. 58736 

Gene No. 122616 

Start 1119 

Name OJ000320_2 9 . 04 1 9 . C3 . o2 . gs 

Start 1556 

GI none 

Exons 1556.. 1750, 1848.. 2054 



Seq. ID OJ000320_29.0419.C3 
Strand 

End 2132 

Method GENSCAN 

End 2054 

Score .66 



Seq. No. 58737 

Gene No. 122617 

Start 1 

Name OJ000320_29 . 04 19 . C4 . ol . np 

Start 1 

GI 4103243 

.Exons "1..66, 149. .217, 367. .861, 1164 .. 1373, 1533. .1595 
GI Descrip. (AF022368) BIPOSTO [Arabidopsis thaliana] 



Seq. ID OJ000320_29.0419.C4 
Strand 

End 1595 

Method AAT/NAP 

End 1595 

Score 185 



Seq. No. 58737 

Gene No. 122617 

Start , 1 

Name OJ000320_29 . 04 19 . C4 . ol . gs 

Start -63 

GI . .none 

Exons 63.. 1356 



Seq. ID OJ000320_29.0419.C4 
Strand 

End 1595 

Method GENSCAN 

End 1356 

Score : - -.52 



Seq. No. 58737 

Gene No. 122617 

Start 1 

Name OJ000320_29 . 04 19 . C4 . ol . tm 

Start 202 

GI- none 
Exons 



Seq. ID OJ000320_29. 0419. C4 
Strand 

1595 * 
TBLASTX: Maize 
1379 
74 



End 

Method 
End 
Score. 

202. .369, 227. .292, 481. .558, 482. .565, 919. .1242, 1067. .1243 
1225. .1371, 1237. .1371, 1251. .1379 



Seq. No. 



58737 



Seq. ID OJ000320_29. 0419.C4 



58992 



Gene No. 


122617 


Strand 










Start 


1 


End 


1595 








Name 


OJ000320 29 0419 C4 ol ao 


Mpt hod 

LiV Irl 


AAT /GAP 








Start 


1 . 1131 ~ 


End 


1243 








GI 


none 


Score 


218 








Kxons 


1131 1243 












Seq. No. 


58738 


Seq. ID 


OJ000320_ 


29 


.0419. 


C5 


Gene No. 


122618 


Strand 


+ 








Start 


339 


End 


909 








Name 


OJ000320 29 0419 C5 ol as 


Mpt hod 


-GEN SCAN 








Start 


339 ~~ 


End 


909 








GI 


none 


Score 


. 8 








DAUllO 


339 349 649 741 804 909 












Seq. No. 


58739 


Seq. ID 


OJ000320 


29 


.0419. 


C7- 


Gene No. 


122619 


Strand 


+ 








Start 


1 


End 


509 








Name 


OJ000320 29.0419.C7.ol.np 


Method 


AAT /NAP, 








Start 


1 


End 


509 








GI 


6498436 


Score 


111 








J_j AWl 1 0 


1..111, 399. .509 












vj -L !_/ ^ O ^ _L_ J_ . 


(AP000815) hypothetical protein [Oryza 


caf 1 1 

OU V CI J 








Seq. No. 


58739 


Seq; ID 


OJ000320_ 


2 9 


.0419. 


C7 


Gene No. 


122620 


Strand 










Start 


319 


End * 


608 








Name 


OJ000320 29.0419.C7.ol.gs 


Method 


GEN ^ CAN 








Start 


319 


End ' 


608 








GI 


none 


Score 


. 79 








F.xnns 

J__r \J 1 1 o 


319. .499, 526. .608 












Seq. No. 


58740 


Seq. ID 


OJ000320_ 


29 


.0419. 


C8 


Gene No. 


122621 


Strand 


+ 








Start 


583 


End 


648 








Name 


OJ000320 29.0419.C8.ol.gs 


Method 


GENSCAN 








Start 


583 1 . A 


End 


64 8 








GI 


none 


Score 


. 58 








J — l A W 11 J 


583. . 648 












Seq. No. 


58741 


Seq. ID 


OJ000320_ 


29 


.0419. 


C9 


Gene No. 


122622 


Strand 


+ 








Start 


433 


End 


561 








Name 


- OJ000320 29.0419.C9.ol.gs 


Method 


GENSCAN 








O U O. -L L. 


433 


. End 


561 








GI 


none 


Score 


. 9 










433. .561 












Sprr Mo 


58741 


Seq. ID 


OJ000320 

\S *J \J \J \J ~J \J 


29 


.0419. 


C9 


Gene No. 


122623 


Strand- 


■ + 








Start 


939 


End 


1315 








Name 


OJ000320 29.0419.C9.ol.np 


Method 


AAT /NAP 








Start 


939 


End 


1315 








GI 


6090879 


Score 


151 








Exons 


939. .1157/ 1297. .1315 












GI Descrip. 


(AF169966) putative cycloartenol synthase [Oryza 


sativa] 





58993 



Seq. No. 


58741 






Seq. ID 


OJ000320_29.0419.C9 


Gene No. 


122624 






Strand 




Start 


942 






End 


1171 


Name 


OJ000320 29 


0419 C9 o2 




-Mp t" hoH 


GENSCAN 


uLQi l> 


942 ~~ 






End 


1171 


GI 


none 






Score 


. 54 


R von 


942 . . 1171 










O " • LV\J . 


58742 






Seq. ID 


OJ000320_29. 0419. C10 


f^pnp No 


122625 






Strand 


+ ■ 


Start 


43 






End 


3572 


Name 


OJ000320 29 


.0419. C10. ol 


.np 


Method 


AAT/NAP 


Start 


43 






End 


3572 


GI 


6090879 






Score 


972 - ■ ' 


LAUll O 


43 70. 167 


..319, 534.. 


734, 1205. .1294, 1731. .1925, 2043. .2127, 




3121 3287. 


3475. .3572 








f^T Dp ^prin 


(AF169966) 


putative cycloartenol synthase [Oryza sativa] 


Q p ry M/-s 
kj) KZ \J • LN . 


58742 






Seq. ID 


OJ000320_29.0419.C10 


Gene No. 


122625 






Strand 


+ - 


Start 


43 






End 


3572 


Name 


OJ000320 29 


.0419. C10. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


531 






End 


1805 


GI 


none 






Score 


279 


F 1 von Q 


531. .767, 534.-734, 1205. .1294, 1206.. 


,1292, 1219. .1293, 




1728. .1805, 


1728. .1802, 


1730. 


.1804 




Cppj Mo 


58742 






Seq. ID 


OJ000320_29. 0419. C10 




122625 






Strand 


+ 


J LCll L. 


43 






End 


3572 


Name 


OJ000320 29 


.0419. C10. ol 


.tc 


Method 


TBLASTX: Cress 


Start 


540 






End 


3570 


GI 


none 






Score 


229 


F 1 . von s 


540. .767, 641. .730, 1205. .1294, 1207.. 


,1290, 1724. .1921, 




17'28. .1928, 


1728. .1919, 


1730. 


.1927, 2034. .2129, 2042. .2128, 




3096. .3185, 


.3098. .3289, 


3099. 


.3287, 3219.. 3293, 3457.. 3570, 




3474. .3566. 










Seq. No. 


58742 






Seq. ID 


OJ000320_29. 0419. C10 


Gene No. 


122625 






Strand 


+ 


Start 


43 






End 


3572 


Name 


OJ000320 29 


.0419. C10. o2 


. ts 


Method 


TBLASTX: Soybean . 


Start 


540 






End 


1279 


GI 


none 






Score 


222 


P.yonq 

i-j *\ \-/ 1 1 o 


5.40. .767, 64-4. .736, 666 


. ,767, 


120.4. .12-75, 1205.. . 1279 ... 


C p»rr Mo 


58742 






Seq. ID 


OJ000320_29. 0419. C10 




122625 






Strand 


+ 


Start 


43 






End 


3572 


Name 


OJ000320 29 


.0419. C10. ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1603 






End 


3572 


GI 


none 






Score 


68 


Exons 


1603. . 1683, 


1724. .1813, 


1728. 


.1928, 1730. .1927, 1738. .1929, 




2034. .2129, 


2042. .2128, 


2196. 


.2249, 3098. .3289, 3099.. 3287, 




3117. .3293, 


3457. .3567, 


3474 . 


.3572 




Seq. No. 


58742 






Seq. ID 


OJ000320_29. 0419. C10 



58994 



Gene No. 


122625 




Strand 


+ 


Start 


43 




End 


3572 


Name 


n,T0oo^9o 99 04i9 no n9 


. LIU 


Method" 


TBLASTX: Maize 


Of a y~f- 


90^4 ' ~~ 




End 


3572 


ri r 


none 




Score 


151 


HiXOHo . 


90^4 '919Q 904? 91 9R 


O U _7 D . 


.3332, 3099. .3287, 3128. .3289, 




^149 "3440 ^Sfifi 


"34 M 


.3570, 3472. .3567, 3474. .3572 


Seq. No. 


58743 




Seq. ID 


OJ000320_29.0419.C11 


Gene No. 


122626 




Strand 


+ 


OLdX U 


.? j 




End 


1098 


Name 


0,7000*390 9Q 041 Q PI 1 n1 




Method 


TBLASTX: Cress 


OLdX L 


qo ~~ 




End 


1073 . 


o JL 


none 




Score 


178 




Q 9 917 1 91 1 OR 


9*30 


470. .568, 


993. .1073, 1009. .1071 


OttLj ■ LN(J . 


SP17 4 ? 




Seq. ID 


OJ000320_29.0419.C11 


Gene No. 


122626 




Strand 


-f 


Start 


95 • 




End 


1098 


Name 


n.T00m90 9Q 041 Q PI 1 r>1 


>np 


Method 


AAT/NAP 




q c. 




End 


1098 




A tZO QQ C O 




Score 


277 


XT 1 /^v C* 


91 7 47£ ""ifiQ 1007 


, .1098 






bi uescrip . 


/ZiR09RG£Q\ pwp! Aarf annl 

\t\DU £.3 yoo ) cycxoar L.enoj_ 


synthase [Glycyrrhiza glabra] 


Octj. IN (J . 


JO / ft4 




Seq. ID 


OJ000320_29.0419.C12 


Gene No. 


122627 




Strand 


+ 


Start 


119 




End 


999 


Name 


OJ000320 29.0419.C12.ol. 


,np 


Method 


AAT/NAP 


q-i- a 


119 




End 


581 


P T 


6090879 




Score 


222 


XT' v /"\v*\ o 
EjXOIIo 


119. .213, 468. .581 










(AF169966) putative cycloartenol synthase [Oryza sativa] 


Seq. No. 


58744 




Seq. ID 


OJ000320_29.0419.C12 


Gene No. 


122627 




Strand 


+ 


Of- o y-t- 


119 . ;, 




End 


999 '* 


■Name 


OJ000320 29.0419.C12.ol. 


gs 


Method 


GEN SCAN " 


a r-h 
O Ldl L. 


130 




End 


999 


riT 


none 




Score 


.65 


XT' v/^t , i o 


130. .213, 422. .568, 934. 


.999 






Seq. No. 


58744 




Seq. ID 


OJ000320_29.0419.C12 


Gene No. 


122628 




Strand 




o Lai u 


1455. 




End 


.6681 .... 


Name 


OJ000320 29.0419.C12.o2. 


tm 


Method 


TBLASTX: Maize 


Of 2 rf 


142 




End 


569 


PT 
J. 


none 




Score 


64 




142. .213, 304. .333, 462. 


.569, 


464 . .568 




Sea No 


58744 




Seq. ID 


OJ000320_29.0419.C12 


Gene No. 


122628 




Strand 




Start 


1455 




End 


6681 


Name 


OJ000320 29.0419.C12.o2. 


gs 


Method 


GENSCAN 


Start 


1455 




End 


6681 


GI 


none 




Score 


.49 


Exons 


1455. . 1771, 3073. .3342, 


3778. 


.3917, 4051. .4767, 6214. .6287, 



58995 



6476. .6681 



lw* ^ N_J • INW t 


58744 


Seq. ID 


OJ000320 29 0419 PI 2 


Gene No. 


122628 


Strand 




Start 


'1455 


End 


6681 


in dine; 


OJ000320 29.0419.C12.o2'.np 


Method 


AAT/NAP 


Jtal L- 


3827 


End 


4718 




5931645 


Score 


461 


T* 1 von q 


3827.. 3917, 4051.. 4718 








(AJ011624) squamosa promoter 


binding ] 


protein-like 2 [Arabidopsi; 




thaliana] gi | 593164 9 | emb | CAB56578 . 1. 1 


( AJ01 1 626 ) squamosa 




promoter binding protein-like 


2 [Arabidopsis thaliana] 


Cpn Mo 

OClji IN <J ■ 


7 A A 


Seq. ID 


' OJ000320 29.0'4 19. C12 


l^ono Mo 

UCllC LNVJ . 


1 9 9 £9 R 


Strand 


- 


O Lai L 


1 /tec 
± fl D 0 


End 


6681 


IN a Hit; 


nTnnn^9D 9Q ndiQ pi 9 oi +-m 


Method 


TBLASTX : Maize 


O L. a. X L. 


-307 c 


End 


4241 


ri t 

Vj J. 


none 


Score 


143 


Exons 


3875. .3919, 4048. .4185, 4050. 


.4241 




OC^. IN U . 


RR7 A A 


Seq. ID 


OJ000320_29.0419.C12 


belle INO . 


lzz OZO 


Strand 






1 ylCC 
14JJ 


End 


6681 


Name 


UuUUUjZU Zy.U^ly.LlZ.Ol.uS 


Method 


TBLASTX : Soybean 


O l_ d -L L. 




End 


4232 


01 


none 


Score 


140 


Exons 


3893. .3919, 4050.. 4232, 4054. 


.4197 . 




Seq. No. 


SR7 4 A 


Seq. ID 


OJ000320_29.0419.C12 


fle^Ti & Mo 


1 99 £9R 
1ZZOZO 


Strand 






1 A S R 
1 ft O O 


End 


6681 


LN CLULC 


nTnnn^9n 9Q h^iq pi9 01 4-0 
ujuuujzu zy.u4iy.Liz.oi.i.c 


Method 


TBLASTX: Cress 


O Lai i_ 




End 


4548 


P^T 


none 


Score 


37 


Exons 


Ad^n /imn /in^Q ^n77 

41 LOU . . 41 U / U , 41 U3 41 . . 41 U / / . 


.4193, 4077. .4352, 4078. .4197, 




4097. . 4333, r 4222. .4353, 4468. 


.4548 




Qp n Mo 

O C . LN \J ■ 


58745 


Seq. ID 


OJ000320_29.0419.C13 


P, 0 r\ 0 Mo 
oCXltr LNU . 


122629 


Strand 




O u a. x U 


422 


End 


1440 


iNcilUti 


OJ000320 29.0419.C13.ol.gs 


Method 


GENSCAN .. ■ 




422 


End 


1440 


p,t 


none 


Score 


.59 


Exons 


422... 802, 1294.. 1440 






Seq. No. 


58746 


Seq. ID 


OJ000320_29.0419.C14 


Gene No. 


122630 


Strand 


+ 


Start 


786 


End 


1496 


Name 


OJ000320 29.0419.C14.ol.gp 


Method 


AAT/GAP 


Start 


786 


End 


1496 


GI 


37249 1.R1084 


Score 


1403 


Exons 


786. .1496 






GI Descrip. 


■5042412/gb|AAD38251.1|AC006193_7 1.0e-22 (AC006193) Similar to 




glucan endo-1, 3-beta-glucosidase precursor [Arabidopsis 



thaliana] ' 



58996 



Seq. No. 58746 
Gene No. 122631 
Start 1081 

Name OJ000320_29 . 0419 .C14 . ol . tm 

Start " 984 
GI none 

Exons 984.. 1070, 1042.. 1476, 1043. 

I486.. 1992 



Seq. ID OJ000320_29.0419.C14 
Strand 

End 4388 

Method TBLASTX: Maize 

End 1992 

Score 52 
1477, 1477. .1989,' 1481. .1960, 



Seq. No. 58746 Seq. ID 

Gene No. 122631 Strand 

Start 1081 End 

Name OJ000320_29 . 0419 .C14 . ol . np . Method 

Start 1081 End 

GI 7486497 Score 

Exons 1081.. 2182, 3914.. 4252 

GI Descrip. hypothetical protein F6E21.60 
gi |7270016| emb | CAB79832 . 1 | 



protein [Arabidopsis thaliana] 



OJ000320_29.0419.C14 

4388 ' 
AAT/NAP 
4252 
1466 

Arabidopsis thaliana 
(AL16157 8) 1, 3-beta-glucanase-like 



oeq . ino ■ 


JO / 'ID 








Q czry T Pi 

oeq. ± u 






bene ino . 


1 99 £^1 








Qf r-2 nH 

ot rana 








TORI 








tLtllO. 


A "3 Q Q 
H JO O 




Name 


n ~rn nn ^ 9 n 9Q 


OA 1 Q 
. U H J- y 


. b -L H . 04 


. t. s 


jxiei.no a 


1 dLiFlo 1 a . ooyoean 




Qf' 3r f 
OLdlt 


HOD 








End 


1464 /" 




GI 


none 








Score 


66 ' 




Exons 


1156. . 1464, 


1157 


. .1273, 


1313. 


.1456 






o e q . mo . 


DO f HO 








Seq. ID 


OJ000320_29.0419, 


.C14 


bene no . 


*i 99 o i 








Strand 






Start 


1081. 








End 


4388 




Name 


OJ000320 29. 


.0419 


.C14.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


1156 








End 


1383 




GI 


none 








Score 


238 




Exons 


1156. . 1383 














Seq. No. 


■* 58746 








Seq. ID 


OJ0003Z0_29.0419, 


.C14 


Gene "No. 


122631 








Strand 






Start 


1081 








End 


4388 




Name 


OJ000320 29, 


.0419 


.C14.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1565 








End 


1809 




GI 


none 








Score 


255 




Exons 


1565. .1801, 


1566 


. .1802, 


1567. 


.1809 






Seq. No. 


■ 58746 . 








Seq. 


OJ.000320_29.0419. 


.C14 


Gene No. 


122631 








Strand 






Start 


1081 








End 


4388 




Name 


OJ000320 29. 


,0419 


.C14.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1768 








End 


2190 




GI 


none 








Score 


102 




Exons 


1768. .1908, 


1775 


. .1909, 


1906. 


.2007, 1906. .2007, 2005. .2190, 




2030. .2188 














Seq. No/ 


58746 








Seq. ID 


OJ000320_29.0419. 


,C14 


Gene No. 


122631 








Strand 






Start 


1081 








End 


4388 ; 




Name 


OJ000320 29. 


0419 


.C14.o3 


. ts 


Method 


TBLASTX: Soybean 





58997 



q+- o rt* 

O Ldl L 


1 Q^Q 

X Zf J .7 








End 


4177 




\j x 


r-> o ri o 
nunc 








Score 


14 0 




D AUllO 


i ^ j j t * c. i. z? \j i 


2030 


21 88 


3925 


.4176, 3941. .4177 




Seq. No. 


58746 


- -* ■ . 






■Seq. ID 


OJ000320_29.0419 


-C14 


Gene No. 


122631 








Strand 






C-f- a r +- 
OLdl L 


lUOl 








End 


4388 




Name 


\JU KJ \J \J _> \J . 


04 1 Q 


PI 4 n? 




Method 


TBLASTX : Maize 




C 4- -a -rf- 


90^0' ~~ 








End 


4198 




r;T 
o X 










Score 


196 




LAUllO 


2050 2190 


2051 


. .2191, 


■ 3913 . 


.4197, 3914. .4198 




Spa No 


5874 6 








Seq. ID 


OJ000320_29.0419 


. C14 


Gene No. 


122631 








Strand 






Start 


1081 








End 


4388 




Name 


OJ000320 29, 


.0419 


.C14.o2. 


,tc 


Method 


TBLASTX: Cress 




Start 


3931 








End 


4179 




GI 


none 








Score 


167 




Exons 


3931. .4179, 


3938 


. .4177 











Seq. No. 


58746 






Seq. ID 


OJ000320_29.0419.C14 


oene ino . 


X c. £ D O X 






Strand 




Of -irf 
O Ldl L 


1 U o X 






End 


4388 


Name 


pi Tfi nmon oq 
uj uuuozu »zy 


.0419.C14.o2 


.gp 


Method 


AAT/GAP 




ft u x o 




End 


4388 


C T 


X DO 1 






Score 


688 


Exons 












Seq. No. 


58747 






Seq. ID 


OJ000320_29.0419.C15 


bene lno . 








Strand 


+ 


Of -iv>+- 


1U jo 






End 


3757 


Name 


OJ000320 29 


.0419.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1056 






End 


3036 


GI 


6539555 






Score 


103 


Exons 


1056. .1383, 


3014. .3036 . 








GI Descrip. 


(AP000836) 


Similar to mariner 


transposase (AF078934) [Oryza 




sativa] gi | 


6539592|dbj | 


BAA88208.il (AP000837) Similar to ma: 




. transposase 


(AF078934) 


[Oryza 


sativa] 




Seq. No. 


58747 






Seq. ID 
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